GI 5922620 Score 69 

Exons 914.. 1043, 2639.-2684 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7696 

16213 

13105 

0 J990 60 1_03 . 9A2 6 . C2 9 . o4 . tm 

8471 

none 



Seq. ID OJ990601_03.9A26.C29 
Strand 

End 15350 

Method TBLASTX: Maize 

End 11930 

Score 4 3 



8471. .8530, 8494. .8526, 8539. .8604, 8539. .8616, 8541. .8606, 
9595.. 9654, 9596.. 9655, 9639.. 9821, 9662.. 9820, 9901.. 9966, 
9902. .9967, 9912. .9965, 9913. .9966, 11702 .. 11818 , 11703. .11930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.. 



7696 

16213 

13105 

OJ990601_03.9A26.C29.o2.tc 
9750 

none . V- 



Seq. ID OJ990601_03.9A26.C29 
Strand 
End 

Method 
End 
Score 



15350 

TBLASTX: Cress 

11058 

60 



9750.. 9812, 9901.. 9966, 10574 .. 10762 , 10639 .. 10722, 
10828. .11058, 10839. .11021 



Seq. No. 7696 Seq. ID 

Gene No. 16213 Strand 

Start 13105 End 

Name OJ990601_03 . 9A26 .C29 . o2 . ts Method 

Start 9756 End 

GI none Score 
Exons 



OJ990601_03.9A26.C29 
15350 

TBLASTX : Soybean 

11794 

49 



9756.. 9791, 9901.. 9966, 10586 .. 10762, 10642 .. 10722, 
10823. .11014, 10824. .11135, 10825 .. 11136, 10825 .. 11136, 
11705.. 11794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7696 
16213 
13105 
OJ990601 
10576 
none 
10576 
10817 
11122 



03.9A26.C29.o2.tm 



10656, 
11137, 
11160 



10581. 
10818. 



,10736, 
,11138, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10583. .10783, 
10818. .11138, 



OJ990601 03.9A26.C29 



15350 

TBLASTX: Maize 
11160 
72 

10639. .10761, 
10819. .11139, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7696 
16213 
13105 
OJ990601 
10607 
none 
10607 
10831 



03.9A26.C29.o2.tw 



10762, 
10935, 



10620. 
10839. 



,10718, 
,11132 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990601_03.9A26.C29 
15350 

TBLASTX: Wheat 

11133 

151 



10642. .10722, 10831 .. 11133, 



Seq. No. 



7696 



Seq. ID OJ990601 03.9A26.C29 



8001 






16213 






Strand 








Start 


13105 






End 


15350 






Name 


OJ990601 03.9A26.C29 


.o2.gs 


Method 


GENSCAN 






Start 


13105 






End 


15350 






GI 


none 






Score 


.68 






Exons 


13105. . 


13224, 13272. 


.14001, 


14671. .15350 






Seq. No. 


7696 






Seq. ID 


OJ990601 


_03.9A26 


.C29 


Gene No. 


16213 






Strand 








j,L.ai u 


13105 






End 


15350 






Name > 


OJ990601 03.9A26.C29 


. o2.np 


Method 


AAT/NAP 






Start 


13131 






End / ' 


15185 






GI 


1360141 






Score 


1435 






Exons 


13131. . 


14001, 14671. 


.15185 










GI Descrip. 


(X97980 


) protein kinase [Solanum berthaultii] 






Seq. No. 


7696 






Seq. ID 


OJ990601 


JD3.9A2 6 


.C29 


Gene No. 


16213 






Strand 








Cf 2 --.4- 


13105 






End 


15350 






Name . 


. OJ990601 03.9A26.C29 


.Ol . C5 


Method 


TBLASTX: 


Soybean 




Start 


13221 






End 


14750 






GI 


none 






Score 


137 






Exons 


13221. . 


13385, 13231. 


.13371, 


13434. .136E 


(8, 13441 


. .13653, 






13827. . 


14006, 13828. 


. i. 4 U U 1 , 


14622. .14750 






Seq. No. 


7696 






Seq. ID 


OJ990601 


_03.9A26 


.C29 


Gene No. 


16213 






Strand 








Start 


13105 






End 


15350 






Name 


OJ990601 03.9A26.C29 


. Ol . TZC 


Method 


•TBLASTX : 






Start 


13228 






End 


15113 






GI 


none 






Score 


143 






Exons 


13228. . 


13368, 13230. 


.13385, 


13434. .13619, 13434 


. .13652, 






13444. . 


13653, 13824. 


. ItUU J/ 


13834. .14028, 14622 


. .15113, 






14731. . 


15045 












Seq. No. 


7696 






Seq. ID 


OJ990601 


_03.9A26 


.C29 


Gene No.-.. 


16213 






Strand 










13105 






■ End 


15350 






Name 


OJ990601 03.9A26.C29 


.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


13230 






End 


13595 






GI 


none 






Score 


126 






Exons 


13230. . 


13385, 13231. 


.13377, 


13431. .13580, 13434 


. .13595, 






13453. . 


13593 












Seq. No. 


7696 






Seq. ID 


OJ990601 


JD3.9A26 


.C29 


Gene No. 


16213 






Strand 










13105 






End 


15350 






Name 


OJ990601 03.9A26.C29 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


13233 






End 


13986 






GI 


none 






Score 


129 






Exons 


13233. . 


13385, 13234. 


.13377, 


13434. .13709, 13453 


. .13689, 






13686. . 


13748, 13827. 


.13985, 


13831. .13986 






Seq. No. 


7696 






Seq. ID 


OJ990601 


_03.9A26 


.C29 


Gene No. 


16213 






Strand 








Start 


13105 






End 


15350 






Name 


OJ990601_03.9A26.C29 


.o3.gp 


Method 


AAT/GAP 







8002 



Start 13794 End 

GI uC-osflcyp017a03bl • Score 

Exons 13794. .14001, 14671.. 14883 

GI Descrip. • 136014 1/emb I CAA66616 | 7.0e-63 (X97980 
berthaultii] 1 



14883 
810 

protein kinase [Solanum 



Seq. No. 


7696 


Seq. ID 


OJ990601_03.9A26.C29 


Gene No. 


16213 


Strand 


- 


Start 


13105 


End 


15350 


Name 


OJ990601 03 9A26 C29 o3 tm 




TRTiASTX * Ma i 7P 


Start 


14622 


End 


15113 


GI 


none 


Score 


238 


Exons 


14622. .15113, 14725. .15063 






Seq. No. 


7696 


Seq. ID 


OJ990601_03.9A26.C29 


Gene No. 


16213 


Strand 


- 


Start 


13105 


End 


15350 


Name 


OJ990601 03 9A2 6 C2 9 o3 


Mp> t" h nH 




Start 


14751 


End 


15113 


GI 


none 


Score 


184 


Exons 


14751. .15113, 14752. .15036 






Seq. No. 


7697 


Seq. ID 


0 J 9 9 0 6 0 1_0 3 . 9 A2 6 . C 3 0 


Gene No. 


16214 


Strand 


- 


Start 


1027 


End 


1525 


Name - 


OJ990601 03.9A26.C30.o2.gs 


Method 


GENSCAN 


Start 


1027 


End 


1525 


GI 


none 


Score 


.94 


Exons 


1027.. 1077, 1193.. 1234, 1349. 


.1525 




Seq. No. 


7698 


Seq. ID 


OJ990601_03.9A2 6.C31 


Gene No. 


16215 


Strand 


+ 


Start 


1 


End 


3644 


Name 


OJ990601 03.9A26.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3644 


GI 


5430752 


Score 


56 


Exons 


1..28, 103. .184, 731. .873, 3505. .3644 




GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


7698 


Seq. ID 


OJ990601_03.9A2 6.C31 


Gene No. 


16216 


Strand 


+ 


Start 


5556 


End 


9919 


Name 


OJ990601 03.9A26.C31.ol.gp 


Method 


AAT/GAP 


Start 


5460 


End 


9725 


GI 


97 1.R1084 


Score 


3795 


Exons 


5460. .5768, 6616. .7024, 7131. 


.7264, 7975. .8067, 8161. .8294, 



8382. .8457, 8522. .8598, 8680. .8713, 8799. .8948, 9058. .9192, 
9274. .9725 

GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 7698 

Gene No. 16216 

Start 5556 

Name OJ990601_03 . 9A26 . C31 . o2 . gs 

Start 5556 

GI none 
Exons 



Seq. ID OJ990601 03.9A26.C31 



Strand 
End 

Method 

End 

Score 



+ 

9919 
GENSCAN 
9919 
.96 



5556. .5768, 6616. .7024, 7131. .7264, 8161. .8294, 8382. .8457, 



8003 



8784. .8948, 9866. .9919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7698 Seq. ID 

16216 Strand 

5556 End 

OJ990601_03 . 9A26 . C31 . o2 . np Method 

5556 End 

6331695 Score 



OJ990601_03.9A26.C31 
+ 

9919 
AAT/NAP 
9342 
2290 



5556. .5768, 6616. .7024, 7131. .7264, 7975. .8067, 8161. .8294, 
8382. .8457, 8522. .8598, 8680. .8713, 8799. .8948, 9058. .9192, 
9274. .9342 



GI Descrip. (AB024986) cyclin [Oryza sativa] 



Seq. No. 7698 

Gene No. 16217 

Start 14272 

Name OJ990601_03 . 9A26 . C31 . o4 . gp 

Start 14272 

GI 23880_4.R1084 

Exons 14272. .14318, 14349.. 14408 

GI Descrip. • 5777619/emb | CAB53480 . 1 | 4. 
[Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_ 
+ 

14408 
AAT/GAP 
14408 
139 



03.9A26.C31 



Oe-17 (AJ245900) CAA30377.1 protein 



Seq. No. 


7698 


Seq. ID 


OJ990601 


Gene No. 


16218 


Strand 


+ 


Start 


15922 


End 


17427 


Name 


OJ990601 03.9A26.C31.o3.np 


Method 


AAT/NAP 


Start 


15922 


End 


17427 


GI 


5852093 


Score 


76 


Exons 


15922. .15949, 17292.. 17427 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


7698 


Seq. ID 


OJ990601 


Gene No. 


16219 


Strand 


+ 


Start 


18098 


End 


21499 


Name 


OJ990601 03.9A26.C31.o4.np 


Method 


AAT/NAP 


Start 


18038 


End 


19731 


GI 


.6331695 


Score 


904 


Exons 


18038. .18238, 19106 .. 19514 , 


19598. .19731 


GI Descrip. 


(AB024986) cyclin [Oryza sativa] 





Seq. No. 


7698 


Seq. ID 


OJ990601_ 


03.9A26. 


C31 


Gene No.. 


16219 


Strand 


+ 






Start 


18098 


End 


21499 






Name 


OJ990601 03.9A26.C31.o5.np 


Method 


AAT/NAP 






Start 


18038 


End 


21499 






GI 


6331695 


Score 


907 






Exons 


18038. .18238, 19106. . 19514, 


19598. .19731, 21467. 


.21499 




GI Descrip. 


(AB024986) cyclin [Oryza sativa] 








Seq. No. 


7698 


Seq. ID 


OJ990601_ 


03.9A26. 


C31 


Gene No. 


16219 


Strand 


+ 






Start 


18098 


End 


21499 






Name 


OJ990601 03.9A26.C31.o4.gs 


Method 


GENSCAN 






Start 


18098 


End 


20717 






GI 


none 


Score 


.84 






Exons 


18098. .18220, 19106 .. 19257 , 


19330. .19514, 19598. 


.19731, 





8004 



20140. .20215, 20491. .20717. 



: : 



Seq. No. 


7698 




Seq. ID 


OJ990601 03.9A26.C31 


Gene No. 


16219 




•Strand 


+ 


Start 


18098 




End 


21499 


Name 


OJ990601 03.9A26.C31 


. oS.gp 


Method 


AAT/GAP 


Start 


19105 




End 


19774 


GI 


97 1.R1084 




Score 


929 


Exons 


19105. .19514, 19598. 


.19774 






GI Descrip. 


•1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] ■ 


Seq. No. 


7698 




Seq. ID 


OJ990601_03.9A26.C31 


Gene No. 


16220 




Strand 


— 


Start 


10948 




End 


13254 


Name 


OJ990601 03.9A26.C31 


. o2 . gp 


Method 


AAT/GAP 


Start 


10651 




End 


10897 


GI 


none 




Score 


410 


Exons 


10651. .10897 








Seq. No. 


7698 




Seq. ID 


OJ990601_03.9A26.C31 


Gene No. 


16220 




Strand 




Start 


10948 




End 


13254 


Name 


OJ990601 03.9A26.C31 


. o3 .gp 


Method 


AAT/GAP 


Start 


10898 




End 


13186 


GI 


90811 1.R1084 




Score 


924 


Exons 


10898. .11081, 11257. 


.11314, 


11397. .11424, 11581. .11650, 


- 


12218. .12318, 13102. 


.13186 






GI Descrip. 


, 2388999/emb|CAB11732| 8 . Oe- 


10 (Z98981) hypothetical protein 




[Schizosaccharomyces 


pombe] 1 






Sea No 


7698 




Seq. ID 


OJ990601_03.9A26.C31 


Gene No. 


16220 




Strand 




Start 


10948 




End 


13254 


Name 


OJ990601 03.9A26.C31 


.o3.gs 


Method 


GENS CAN 


Start 


10948 




End 


13254 


GI 


none 




Score 


.75 


Exons 


10948. .11081, 11257. 


.11368, 


11397. .11424, 12218. .12318, 




13102.. 13254 








Seq. No. 


7698 




Seq. ID 


OJ990601_03.9A26.C31 


Gene No. 


16221 




Strand 




Start 


19408 




End 


23143 



Name 

Start 

GI 

Exons 



OJ990601_03 . 9A2 6 . C31 . ol , 

6790 

none 

6790.. 6960, 7172.. 7264, 

7996. .8073, 8148. .8291, 

8383. .8460, 8385. .8462, 

8678. .8716, 8798. .8944, 

9271.. 9333, 9273.-9326, 



ts 



Method 

End 

Score 



TBLASTX : Soybean 
19735 
114 

7185. .7268, 7972. .8073, 7980. .8069, 
8152. .8301, 8155. .8295, 8383. .8460, 
8477. .8593, 8519. .8599, 8521. .8598, 
8802. .8954, 9057. .9191, 9058. .9192, 
19361. .19450, 19639. .19731, 19652. .19735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7698 

16221 

19408 

OJ990601_03 . 9A2 6 . C31 . o3 . tm 

7125 

none 



Seq. ID OJ990601_03.9A26.C31 
Strand 

End 23143 

Method TBLASTX : Mai ze 

End 19731 

Score 191 



8005 



I'll 

i hi 



a 



Exons 


7125. .7262, 


7126.. 7263, 7130 


..7264, 7972. .8073, 7974. .8069, 




7981. .8127, 


8139.. 8225, 8155 


..8226, 19592. .19729, 19593. .197 




19596. .19727 


, 19597.. 19731 






Seq. No. 


7698 




Seq. ID 


OJ990601_03.9A26.C31 


Gene No. 


16221 




Strand 




Start 


19408 




End 


23143 


Name 


OJ990601 03 


9A26 C31 ol tc 


Method 


TBLASTX: Cress 


Start 


7133 




End 


19734 


GI 


none 




Score 


105 


Exons 


7133. .7267, 


7972... 8073, 7993 


..8067, 8148. .8297, 8155. .8295, 




8382. .8459, 


8383. .8460, 8519 


..8599, 8700. .8729, 8802. .8948, 




9058. .9192, 


19600. .19734 






Seq. No. 


7698 




Seq. ID 


OJ990601_03. 9A26.C31 


Gene No. 


16221 




Strand 




Start 


19408 




End 


23143 


Name 


OJ990601 03 


9A26.C31.ol . tm 


Method 


TBLASTX: Maize 


Start 


8573 




End 


9418 


GI 


none 




Score 


55 


Exons 


8573. .8599, 


8662.. 8718, 8679 


..8714, 8 


796. .8954, 8797. .8946, 




8798. .8947, 


9030.. 9191, 9044 


..9190, 9057. .9191, 9058. .9192, 




9109. .9201, 


9271.. 9351, 9272 


..9340, 9273.-9353, 9359. .9418 


Seq. No. 


. 7698 




Seq. ID 


OJ990601_03.9A26.C31 


Gene No. 


16221 




Strand 




Start 


19408 




End 


23143 


Name 


OJ990601 03. 


9A26.C31.o6.np 


Method 


AAT/NAP 


Start 


19408 




End 


23143 


GI 


6466937 




Score 


556 


Exons 


19408. .19463 


, 20501. .20924, ; 


21408. .21892, 22360 .. 22810, 




23121. .23143 








GI Descrip. 


(AC011621) putative retroelement pol ] 


polyprotein [Arabidopsi; 




thaliana] 








Seq. No. 


7698 




Seq. ID 


OJ990601_03.9A26.C31 


UCUC liU . 


16221 




Strand 




Start 


19408 




End 


23143 


Name 


OJ990601 03. 


9A26.C31.o4.tm 


Method 


TBLASTX: Maize 


Start 


20488 




End 


20866 


GI 


none 




Score 


108' 


Exons 


20488. .20718, 204 90 .. 20684 , : 


20689. .20865, 20708. .20866 


Seq. No. 


7698 




Seq. ID 


OJ990601_03.9A26.C31 




16221 




Strand 




Start 


19408 




End 


23143 


Name 


OJ990601 03. 


9A26.C31.o5.gs 


Method 


GEN SCAN 


Start 


21469 




End 


22776 


GI 


none 




Score 


.77 


Exons 


21469. .21680, 21754 .. 21894 , 22290. .22776 


Seq. No. * 


7698 




Seq. ID 


OJ990601_03 . 9A2 6 . C31 


Gene No. 


16221 




Strand 




Start 


19408 




End 


23143 


Name 


OJ990601 03. 


9A26.C31.o5. tm 


Method 


TBLASTX: Maize 


Start 


21625 




End 


21801 


GI 


none 




Score 


105 



8006 




Exons 


21625. .21717, 21706.. 21801 








Seq. No. 


7698 


Seq. ID 


OJ990601_03.9A26 


.C31 


UC11C LN W • 




u UI ailU 






Start 


19408 


End 


23143 




Name 


OJ990601 03.9A26.C31.o2.ts 


Method 


TBLASTX: Soybean 




Start 


22309 


End 


22632 




GI 


none 


Score 


81 




Exons 


22309. .22632, 22400.. 22576 








Seq. No. 


7698 


Seq. ID 


OJ990601_03. 9A26 


.C31 




J. -L 


J Li aiiu. 






Start 


19408 


End 


23143 




Name 


OJ990601 03.9A26.C31.o2.tm 


Method 


TBLASTX: Maize 




Start 


22462 


End 


22695 




GI 


none 


Score 


140 




Exons 


22462. .22695, 22463.. 22693 








Seq. No. 


7699 


Seq. ID 


OJ990601_03.9A26 


.C32 


CZo ti o Mo 


1 6999 


QUI- dllvj. 






Start 


19 


End 


2987 




Name 


OJ990601 03.9A26.C32.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


887 




GI 


none 


Score 


.71 




Exons 


19. .124, 322. .445, 480. .618, 


703. .824, 


878. .887 




Seq. No. 


7699 


Seq. ID 


OJ990601_03.9A26 


.C32 


Gene No. 


16222 


Strand 






Start 


19 


End 


2987 




Mam o 


OJ990601 03.9A26.C32.ol.np 


Method 


AAT/NAP 




Start 


363 


End 


2987 




GI 


6466937 


Score 


859 




Exons 


363. .834, 1320. .2197, 2947.. 


2987 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


7699 


Seq. ID 


OJ990601_03.9A26 


.C32 


flonD Mo 


16222 


Strand 






Start 


19 


End 


2987 




Name 


OJ990601 03.9A26.C32.o2.tm 


Method 


TBLASTX: Maize 




Start 


393 


End 


840 




GI 


none 


Score 


198 




Exons 


393. .506, 508. .840 








Seq. No. 


7699 


Seq. ID 


OJ990601_03.9A26 


.C32 


Cono Mo 


16222 


Strand 






Start 


19 


End 


2987 




Name 


OJ990601 03. 9A26.C32.o2.gs 


Method 


GENSCAN 




Start 


1170 


End 


2811 




GI 


none 


Score 


.65 




Exons 


1170.. 1385, 1469.. 1630, 1693 


..1965, 2268. .2414, 2581. .2811 


Seq. No. 


7699 


Seq. ID 


OJ990601_03.9A26 


.C32 


Gene No. 


16222 


Strand 






Start 


19 


End 


2987 




Name 


OJ990601 03.9A26.C32.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1329 


End 


1615 





8007 



GI* 


none 




Score 


113 




Exons 


1329. .1436, 1454. .1615 










Seq. No. 


7699 




Seq. ID 


OJ99'0601_03.9A26. 


C32 


bene ino • 


1 £999 










Start 


19 




End 


2987 




Name 


OJ990601 03.9A26.C32.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1619 




End 


1962 




GI 


none 




Score 


151 




Exons 


1619.. 1840, 1621.. 1962 










Seq. No. 


7699 




Seq. ID 


OJ990601_03.9A26. 


C32 


bene ino • 


i £999 




OCX O.I1U 






Start 


19 




End 


. 2987 




Name 


OJ990601 03.9A26.C32.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1654 




End 


1959 




GI 


none 




Score 


120 




Exons 


1654. .1959, 1687. .1959 










Seq. No. 


7700 




Seq. ID 


OJ990601_03.9A26. 


C35 


bene ino • 


1DZZ J 




jl r ana. 






Start 


3536 




End 


4219 




Name 


OJ990601 03.9A26.C35.ol. 


gs 


Method 


GENSCAN 




Start 


3536 




End 


4219 




GI 


none 




Score 


.84 




Exons 


3536.'. 3952, 4139. .4219 










Seq. No. 


7700 




Seq. ID 


OJ990601_03.9A26. 


C35 


bene ino . 








( 




Start 


3536 




End 


4219 




Name 


OJ990601 03.9A26.C35.ol. 


gp 


Method 


AAT/GAP 




Start 


3539 




End 


3957 




GI 


none 




Score 


797 




Exons 


3539. .3957 










Seq. No. 


7701 




Seq. ID 


OJ990601_03.9A26. 


C36 


Gene No. 


16224 




Strand 


+ 




o tar c. . 






End 






Name 


OJ990601 03.9A26.C36.ol. 


gs 


Method 


GENSCAN 




Start 


518 




End 


4317 




GI 


none 




Score 


.75 




Exons 


518. .667, 751. .803, 1212 


..1320, 2043.. 


2177, 2250.. 2294, 






3044.. 3231, 3351. .3492, 


3886. 


.4317 






Seq. No. 


7701 




Seq. ID 


OJ990601_03.9A26. 


C36 


Gene No. 


16224 




Strand 


+ 




Start 


518 




End 


4317 




Name 




np 


Method 


AAT/NAP 




Start 


518 




End 


4311 




GI 


6714356 




Score 


1282 




Exons 


518. .667, 751. .803, 1212 


..1320, 2043.. 


2177, 2250. .2294, 






3044. .3231, 3351. .3492, 


3753. 


.3799, 3£ 


S86..3977, 4067. .4311 


GI Descrip. 


(AC012562) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


7701 




Seq. ID 


OJ990601_03.9A26. 


C36 


Gene No. 


16224 




Strand 


+ 




Start 


518 




End 


4317 





8008 



Name OJ990601_03.9A26.C36.ol.gp Method AAT/GAP 

Start 646 End 3423 

GI 14216_1.R1084 Score 1123 

Exons 646. .667, 751. .803, 1212. .1320, 2043. .2177, 2250. .2294, 

3044.. 3231, 3351.. 3423 

GI Descrip. '3241943 5.0e-93 (AC004625) hypothetical protein [Arabidopsis 

thaliana] 1 



Seq. No. 7701 Seq. ID 

Gene No. 16225 Strand 

Start 4125 End 

Name OJ990 60 1_03 . 9A2 6 . C3 6 . o2 . gp Method 

Start 4125 End 

GI none Score 

Exons 4125.. 4604 



OJ990601_03.9A26.C36 

4604 
AAT/GAP 
4604 
913 



Seq. No. 7701 

Gene No. 16226 

Start 4990 

Name OJ990601_03 . 9A26 . C36. o4 . tm 

Start 509 

GI none 

Exons . 509. .667, 511. .663 



Seq. ID OJ990601_03.9A26.C36 
Strand 

End 7373 

Method TBLASTX : Mai ze 

End 667 

Score 252 



.Seq. ID OJ990601_03.9A26.C36 
Strand " - 
End 

Method 
End 
Score 

528. .629, 530. .643, 532. .663, 533. .664, 535. .666, 751. .795, 
1186.. 1320, 1210.. 1320, 1217.. 1336, 2011.. 2061, 2026.. 2163, 
2042. .2182, 2043. .2183, 2043. .2192 



Seq. No. 7701 

Gene No. 16226 

Start 4990 

Name OJ990601_03 . 9A26 . C36. o4 . tc 

Start 528 

GI none 
Exons 



7373 

TBLASTX: Cress 

2192 

63 



Seq. No. 7701 

Gene No. 16226 

Start 4990 

Name 0 J9 9 0 6 0 1_0 3 . 9 A2 6 . C 3 6 . o 2 . tm 

Start 1212 

GI none 
Exons 



Seq. ID OJ990601_03.9A26.C36 
Strand 

End 7373 

Method TBLASTX : Maize 

End 4278 

Score 194 



1212. .1316, 1213. .1320, 2042. .2182, 2043 .. 2183, 2250 2297 , 

3041. .3229, 3043. .3231, 3050. .3256, 3343. .3489, 3351. .3509, 

3351. .3488, 3355. .3489, 3741. .3803, 3752. .3811, 3753. .3800, 

3884. .3976, 3887. .3973, 3892.-. 3978, 4066. .4146, 4228. .4278 



Seq. No. 7701 Seq. ID 

Gene No. 16226 Strand 

Start 4990 End 

Name OJ990601_03 . 9A26 . C36 . ol . ts Method 

Start 2102 End 

GI none Score 
Exons 



OJ990601_03. 9A26.C36 
7373 

TBLASTX: Soybean 

3492 

115 



2102. .2182, 2103. .2183, 2247. .2297, 2250. .2297, 3023. .3226, 
3041. .3229, 3043. .3228, 3336. .3491, 3348. .3485, 3349. .3489, 
3352. .3492 



Seq. No. 
Gene No. 



7701 
16226 



Seq. ID 
Strand 



OJ990601 03.9A26.C36 



8009 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4990 

OJ990601_03.9A26.C36.o2.tc 

2247 

none 

2247. .2297, 2250. .2297, 3015. 
3042.. 3224, 3043.. 3228, 3348. 

7701 

16226 

4990 

OJ990601_03 . 9A26 . C36 . ol . tm 

4971 

none 

4971. .5267, 4990. .5265, 4994. 
5353. .5445, 5606. .5791, 5616. 
5970. .6083, 5974. .6081 



End 

Method 

End 

Score 



7373 

TBLASTX: Cress 

3414 

71 



.3224, 3022.. 3225, 3041.. 3229, 
.3413, 3349.. 3414 

Seq. ID OJ990601_03.9A26.C36 
Strand 

End 7373 
Method TBLASTX: Maize 
End 6083 
Score 223 

.5284, 5351. .5443, 5352. .5444, 
.5792, 5620.. 5811, 5620.. 5793, 



Seq. No. 7701 

Gene No. 16226 

Start 4990 

Name 0 J9 9 0 6 0 1_0 3 . 9 A2 6 . C 3 6 . o2 . np 

Start 4987 

GI 123178 

Exons 4987.. 5264, 
6584. .6625, 

GI Descrip. 



OJ990601 03.9A26.C36 



Seq. ID 
Strand 

End 7373 
Method AAT/NAP 
End 7373 
Score 1327 

.5791, 5970.. 6080, 6156.. 6215, 
.6947, 7037. .7138, 7241.. 7373 
HISTIDINOL DEHYDROGENASE, CHLOROPLAST PRECURSOR (HDH) 
gi| 99844 Ipir | | A39358 histidinol dehydrogenase (EC 1.1.1.23) 
precursor, chloroplast - cabbage gi 1167142 (M60466) histidinol 
dehydrogenase [Brassica oleracea] 



5353. .5443, 
6706. .6768, 



5621. 
6876. 



Seq. No. 7701 

Gene No. 16226 

Start 4990 

Name OJ990601_03 . 9A2 6 . C36 . o2 . gs 

Start 4990 

GI none 

Exons 4990.. 5264, 5353.. 5443, 
' 6706. .6768, '6876. .6947 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_03.9A26.C36 

7373 
GENSCAN 
6947 
.86 



5621.. 5791, 5970.. 6080, 6156.. 6215, 



Seq. No. 7701 

Gene No. 16226 

Start 4990 

Name OJ990601_03 . 9A26 . C36 . ol . tc 

Start 4991 

GI none 

Exons 4991.. 5296, 5004.. 5114, 5005. 
5606. .5725, 5616. .5708 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_03.9A26.C36 
7373 

TBLASTX: Cress 

5725 

259 



,5265, 5351.. 5416, 5352.. 5426, 



Seq. No. 7701 
Gene No. 16226 
Start 4990 

Name OJ990601_03 . 9A26 . C36 . o2 . ts 

Start 5003 
GI none 

Exons 5003.. 5266, 5006.. 5140, 5008. 

5351. .5443, 5352. .5441, 5606. 
5641.. 5814, 5953.. 6081, 5970. 



Seq. ID OJ990601_03.9A26.C36 
Strand 

End 7373 

Method TBLASTX : Soybean 

End 7343 

Score 222 

.5265, 5107. .5268, 5351. .5410, 
.5791, 5616. .5792, 5621. .5794, 
.6083, 5974.. 6084, 6156. .6215, 



8010 



6157. .6216, 6163. .6216, 6568. 
6707. .6769, 6852. .6947, 6864. 
7038. .7142, 7241. .7342, 7242. 

Seq. No. 7701 
Gene No. 16226 
Start 4990 

Name OJ990601_03 . 9A26 . C36 . ol . tw 

Start 5729 
GI none . 

Exons 5729.. 5797, 5734.. 5811, 5734. 

6156.. 6218, 6156.. 6215, 6157. 
6579. .6629 



.6663, 6569. .6628, 6661. .6771, 
.6947, 6874. .6948, 7037. .7156, 
.7343 

Seq. ID OJ990601_03.9A26.C36 
Strand 

End 7373 
Method TBLASTX : Wheat 
End 6629 
Score 94 

,5793, 5970.. 6083, 5971.. 6081, 
,6219, 6157. .6216, 6569. .6625, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7701 

16226 

4990 

OJ990601 
6042 
none 
6042. 
6157. 
6855. 



03. 9A26.C36.o3.tc 



6086, 
6216, 
6947, 



6043, 
6569. 
6864. 



.6078, 
.6628, 
.6947, 



6156. 
6570. 
6874. 



Seq. ID OJ990601_03.9A26.C36 
Strand 

End 7373 

Method TBLASTX : Cress 

End 7156 

Score 4 9 

.6218, 6156. .6215, 6157. .6219, 
.6626, 6661. .6771, 6710. .6769, 
.6948, 7037. .7138, 7037. .7156, 



7041. .7142- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7701 
16226 
4990 

OJ990601_03 . 9A26 . C36 . o3 . tm 
6156 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990601 03.9A26.C36 



7373 

TBLASTX: Maize 
7343 

none Score 71 

6156. .6212, 6157. .6219, 6157. .6216, 6569.-6628, 6570. 
6670. .6783, 6705. .6806, 6706. .6780, 6707. .6781, 6861. 
6861. .6947, 6868. .6948, 6871. .6948, 7037. .7156, 7038. 
7039. .7143, 7241. .7342, 7242. .7343 



.6629, 
.6947, 
.7142, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



7702 Seq. ID 

16227 Strand 

1 End 

OJ990601_03 . 9A26 . C37 . ol . np Method 

1 End 

3982577 Score 



OJ990601_03.9A26.C37 
729 

AAT/NAP 

693 

140 



1..31, 162. .234, 327. .379, 523. .693 

(AF023141) histidinol dehydrogenase [Thlaspi goesingense] 



7702 Seq. ID 

16227 Strand 
1 End 
OJ990601_03. 9A26.C37.ol.gs Method 
162 End 
none Score 
162. .234, 327. .379, 523. .729 

7703 Seq. ID 

16228 Strand 
576 End 
OJ990601_03 . 9A26. C38 . ol . gp Method 



OJ990601_03.9A26.C37 
729 

GEN SCAN 

729 

.67 



OJ990601_03.9A26.C38 
+ 

1218 
AAT/GAP 



8011 




Start 


576 




End 


1218 




GI 


4231 1.R1084 




Score 


1117 




Exons 


576. .1218 










GI Descrip. 


'3757521 1.0e-68 (AC005167) 


unknown protein [Arabidopsis 




thaliana] 1 










Seq. No. 


7703 




Seq. ID 


OJ990601_03. 


9A26.C38 




16229 




Strand 






Start 


742 




End 


1162 




Name 


OJ990601 03.9A26.C38.ol 


.gs 


Method 


GENSCAN 




Start 


742 




End 


1146 




GI 


none 




Score 


.99 




Exons 


742. .1146 










Seq. No. 


7703 




Seq. ID 


OJ990601_03. 


9A26.C38 


Pono KFo 
UCUC ViKJ ■ 


16229 




Strand 






Start 


742 




End 


1162 




Name 


OJ990601 03.9A26.C38.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


808 




End 


1162 




GI 


none 




Score 


57 




Exons 


808 948 821 868 852 


..899, 1013. .1162, 1024. .1155 


Seq. No. 


7704 




Seq. ID 


OJ990601_03. 


9A26.C40 


Gene No. 


16230 




Strand 


+ 




Start ' 


35 •;• 




End 


1682 




Name 


OJ990601 03.9A26.C40.o2 


,np 


Method 


AAT/NAP 




Start 


35 




End 


928 




GI 


6539570 




Score 


155 




Exons 


^ 1 A ^^Q 719 fi7 S 


928 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7704 




Seq. ID 


OJ990601_03. 


9A26.C40 


UCllC Vi\J • 


16230 




Strand 


+ 




Start 


35 




End 


1682 




Name 


OJ990601 03.9A26.C40.ol 


. gs 


Method 


GENSCAN 




Start 


200 




End 


1682 




GI 


none 




Score 


.41 




Exons 


200.. 369, 562.. 696, 863 


..935, 1662. .1682- 




Seq. No. 


7704 




Seq. ID 


OJ990601_03. 


9A26.C4 0 


Gene No. 


16230 




Strand 


+ 




Start 


35 




End 


1682 




Name 


OJ990601 03.9A26.C40.ol 


.np 


Method 


AAT/NAP 




Start 


292 




End 


370 




GI 


6630699 




Score 


77 




Exons 


292. .370 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536|dbj IBAA89566 


.11 


(AP001073) : 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


7704 




Seq. ID 


OJ990601_03. 


9A26.C40 


Gene No. 


16231 




Strand 


+ 




Start 


2215 




End 


3151 




Name 


OJ990601 03.9A26.C40.o3 


.np 


Method 


AAT/NAP 




Start 


2215 




End 


3151 




GI 


1173302 




Score 


73 




Exons 


2215. .2289, 3065. .3151 











8012 






GI Descrip. 


MITOCHONDRIAL RIBOSOMAL PROTEIN S3 gi 


| 769732 |dbj |BAA04792| 






(D21251) ribosomal protein 


S3 [Oryza ; 


sativa] 




Seq. No. 


11 a a 


o6q. J-V 


OJ990601_03.9A26.C40 






16232 


Strand 






Start 


3089 


End 


3151 




Name 


OJ990601 03.9A26.C40.ol.gp 


Method 


AAT/GAP 




Start 


3089 


End 


3151 




GI 


none 


Score 


126 




Exons 


3089. .3151 








Seq. No. 


ii n r 


oeq. ±u 


OJ990601_03.9A26.C41 




bene lmo . 


16233 


Strand 


+ 




Start 


144 


End 


338 




Name 


OJ990601 03.9A26.C41.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


338 




GI 


none 


Score 


.73 




' Exons 


144. .338 








Seq. No. 


7705 


Seq. ID 


OJ990601_03.9A26.C41 




Gene No. 


16234 


Strand 






Start 


1 


End 


333 






OJ990601 03.9A26.C41.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


296 


: a: 

Si. 


GI 


3643602 


Score 


85 




Exons 


1..22, 91. .296 






: rs 
.if 


GI Descrip. 


(AC005395) putative aquaporin (tonoplast intrinsic protein) 


tj | 

:=| 




[Arabidopsis thaliana] 






: -7 


Seq. No. 


7705 


Seq. ID 


OJ990601_03.9A26.C41 


.it 


Gene No. 


16234 


Strand 






Start 


1 


End 


333 




Name 


OJ990601 03.9A26.C41.ol.gp 


Method 


AAT/GAP 




Start 


170 


End . 


333 




GI 


uC-osflm202100gl2bl 


Score 


330 


; r f 


Exons 


170. .333 








GI Descrip. 


'3643602 1.0e-15 (AC005395) 


putative 1 


tonoplast intrinsic pr< 


:s; 
-i 




[Arabidopsis thaliana] 1 






: =! 


Seq. No. 


7706 


Seq. ID 


OJ990601_03.9A26.C44 




Gene No. 


16235 


Strand 


+ 






1 


End 


385 




Name 


OJ990601 03.9A26.C44.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


299 




GI 


97 I.R1084 


Score 


563 




Exons 


1. .299 








GI Descrip. 


'1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


7706 


Seq. ID 


OJ990601_03.9A26.C44 




uene no ■ 


16235 


Strand 


+ 




Start 


1 


End 


385 




Name 


OJ990601 03.9A26.C44.ol.gs 


Method 


GENSCAN 




Start 


112 


End 


385 




GI 


none 


Score 


.46 




Exons 


112. .265, 363. .385 








Seq. No. 


7706 


Seq. ID 


OJ990601_03.9A26.C44 



8013 




Gene No. 


16236 


Strand 






1 


End 




Name 


OJ990601 03.9A26.C44.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


290 


GI 


6331695 


Score 


424 


Exons 


1. .290 






GI Descrip. 


(AB024986) cyclin [Oryza sativa] 




Seq. No. 


/ /(J / 


beq. Lu 


OJ990601_03.9A26 


Gene No . 


1 CO*3T 

1 b<: o 1 


Strand 


T 


Start 


72 


End 


168 


Name 


OJ990601 03.9A26.C46.ol.gs 


Method 


GENSCAN 


Start 


72 


End 


168 


GI 


none 


Score 


.41 


Exons 


72. .168 






Seq. No. 


7708 


Seq. ID 


OJ990701_09. 9A01 


Gene No. 


16238 


Strand 


+ 


C 4- -i -K- 4- 
OLdlt 


1 


End 


734 


Name 


OJ990701 09.9A01.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


734 


GI 


1628482 


Score 


301 


Exons 


1. .734 






GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 


Seq. No. 


7708 


Seq. ID 


OJ990701 09.9A01 


Gene No . 


16238 


Strand 


+ 


Start 


1 


End 


734 


Name 


OJ990701 09. 9A01.C3.ol.gs 


Method 


GENSCAN 


Start 


2 


End 


676 


GI 


none 


Score 


1 


Exons 


2.\ 676 






Seq. No. 


7709 


Seq. ID 


OJ990701_09.9A01 


Gene No . 


16239 


Strand 


+ 


Start 


1149 


End 


2287 


Name 


OJ990701 09.9A01.C6.ol.gs 


Method 


GENSCAN 


Start 


1149 


End ' 


2287 


GI 


none 


Score 


.85 


Exons 


1149. .1163, 1904. .2287 






Seq. No. 


7710 


Seq. ID 


OJ990701_09.9A01 


Gene No. 


16240 


Strand 


+ 


C+- v-4- 

btart 


1 


End 


3729 


Name 


OJ990701 09.9A01.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3729 


GI 


2586123 


Score 


363 


Exons 


1..254, 722. .828, 3512. .3729 






GI Descrip. 


(U89511) b-keto acyl reductase [Allium 


porrum] 


Seq. No. 


7710 


Seq. ID 


OJ990701_09.9A01 


Gene No. 


16240 


Strand 


+ 


Start 


1 


End 


3729 


Name 


OJ990701 09. 9A01.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


3669 


GI 


none 


Score 


211 



Exons 3. .257, 4. .294, 172. .267, 722. .793, 723. .815, 3406. .3435, 



8014 



3517. .3669 



Seq. No. 7711 Seq. ID OJ990701_09 . 9A01 . C8 

Gene No. 16241 Strand + 

Start 3299 End 3458 

Name OJ990701_09.9A01.C8.ol.np Method AAT/NAP 

Start 3299 End 3458 

GI 3786005 Score 95 

Exons 3299.. 3458 

GI Descrip. (AC005499) putative phospholipid cytidylyltransf erase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7711 

16242 

6465 

OJ990701_09 .9A01.C8.o2. gs 

6465 

none 



Seq. ID OJ990701_09.9A01.C8 



Strand 
End 

Method 

End 

Score 



+ 

7993 
GENSCAN 
7993 
.68 



6465. .6637, 6985. .7045, 7383. .7470, 7863. .7993 



7711 Seq. ID 

16243 Strand 

8231 End 

OJ990701_09 . 9A01 . C8 . ol . tw Method 

3809 * End 

none Score 

3809. .4192, 3838. .4191 



OJ990701_09.9A01.C8 
+ 

8447 

TBLASTX: Wheat 

4192 

279 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



7711 Seq. ID 

16243 Strand 

8231 End 

OJ990701_09 . 9A01 . C8 . ol . tm Method 

4470 End 

none Score 



4470. .4739, 4485. .4745, 4493. .4753, 4762. .4899, 4818 
4955.. 5392, 4960.. 5088 



OJ990701_09.9A01.C8 
+ 

8447 

TBLASTX: Maize 

5392 

245 

4892, 



Seq. No. 7711 Seq. ID 

Gene No. 16243 Strand 

Start 8231 End 

Name OJ990701_09 . 9A01 . C8 . o3 . tw Method 

Start 4518 End 

GI none Score 

Exons 4518.. 4760, 4536.. 4787 



OJ990701_09. 9A01.C8 
+ 

8447 

TBLASTX: Wheat 

4787 

238 



Seq. No. 


7711 








Seq. ID 


OJ990701J59.9A01. 


.C8 


Gene No. 


16243 








Strand 


+ 




Start 


8231 








End 


8447 




Name 


OJ990701 09. 


9A01 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4789 








End 


5176 




GI 


none 








Score 


91 




Exons 


4789. .4905, 


4955 


. .5104, 


4969. 


.5088, 5096. .5176 




Seq. No. 


7711 








Seq. ID 


OJ990701_09. 9A01. 


■ C8 


Gene No. 


16243 








Strand 


+ 




Start 


8231 








End 


8447 




Name 


OJ990701 09. 


9A01 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 





8015 



Start 


5173 








End 


5557 




GI 


none 








Score 


147 




Exons 


5173. .5313, 


5174 


. .5386, 


5375. 


.5557, 5379. .5447 




Seq. No. 


7711 








Seq. ID 


OJ990701_09.9A01 


,C8 


Gene No. 


1 a O A *5 








Strand 


+ 




Start 


8231 








End 


8447 




Name 


OJ990701 09. 


9A01 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5179 








End 


5734 




GI 


none 








Score 


243 




Exons 


5179. .5310, 


5180 


. .5545, 


5330. 


.5485, 5642. .5734 




Seq. No. 


7711 








Seq. ID 


OJ990701_09.9A01 


.C8 


Gene No. 










Strand 


+ 




Start 


8231 








End 


8447 




Name 


OJ990701 09. 


9A01 


.C8.o2. 


tm 


Method 


TBLASTX: Maize' 




Start 


5405 








End 


5746 




GI 


none 








Score 


161 




Exons 


5405. .5590, 


5422 


. .5589, 


5576. 


.5746, 5614.. 5667 




Seq. No. 


7711 








Seq. ID 


OJ990701_09.9A01 


.C8 


Gene No. 


16243 








Strand 


+ 




Start 


8231 








End 


8447 




Name 


OJ990701 09. 


9A01 


.C8/o3. 


np 


Method 


AAT/NAP 




Start 


8231 








End 


8447 




GI 


5295951 








Score 


203 





a! 
'\ 

ST 

\'\ Exons 

II GI Descrip. 



8231. .8447 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7712 

16244 

540 

OJ990701_09.9A01.C9.ol.gs 

540 

none 



Seq. ID OJ990701_09.9A01.C9 

Strand + 

End 6374 

Method GENSCAN 

End 6374 

Score .62 



540. .843, 1058. .1249, 1688. .1777, 1889. .2051, 4106. .418.8, 
5084.. 5167, 5647.. 5820, 5.928.. 6374 ' 



Seq. ID OJ990701_09.9A01.C9 

Strand + 

End 6374 

Method AAT/GAP 

End 4534 

Score 455 



7712 
16244 
540 

OJ990701_09.9A01.C9.ol.gp 
4232 

61605_3.R1084 
4232.. 4534 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990701_09.9A01.C9 

Strand + 

End 6374 

Method AAT/GAP 

End 5507 

Score 694 



7712 
16244 
540 

0 J9 90 7 0 1_0 9 . 9A0 1 . C9 . o2 : . gp 
4988 

uC-osflM202048cl2bl 
4988. .5507 

'5257255/dbj | AP000364 . 1 1 AP000364 2.0e-16 Oryza sativa genomic 



8016 



QNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7712 Seq. ID 

16245 Strand 

8991 End 

OJ990701_09. 9A01.C9.o2.np Method 

8991 End 

3386534 Score 



OJ990701_09.9A01.C9 
+ 

10799 
AAT/NAP 
10799 
131 



8991. .9249, 9379. .9498, 10783. .10799 
(AF078934) mariner transposase [Glycine max] 



7712 Seq. ID 

16246 Strand 

4898 End 

OJ990701_09 . 9A01 . C9 . ol . np Method 

4898 End 

6063554 Score 

4898.. 5072, 5715.. 5742, 6081. .6303, 



OJ990701 09.9A01.C9 



10858 
AAT/NAP 
8842 
451 
6420. .6693, 



8755. .8842 



(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



7712 
16246 
4898 

OJ990701_09 . 9A01 . C9 . o3 . gp 
6081 

101153_1.R1084 
6081. .6424 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701 09.9A01.C9 



10858 
AAT/GAP 
6424 
530 



Seq. No. 


7712 


Seq. ID 


OJ990701_09, 


, 9A01 


.C9 


Gene No. 


16246 


Strand 








Start 


4898 


End 


10858 






Name 


OJ990701 09.9A01.C9.o3.np 


Method 


AAT/NAP 






Start 


6183 


End 


10858 






GI 


6063557 


Score 


271 






Exons 


6183.. 6270, 9535.. 9686, 9936. 


.10124, 


10743. .10858 






GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


7712 


Seq. ID 


OJ990701_09. 


, 9A01 


.C9 


Gene No. 


16246 


Strand 








Start 


4898 


End 


10858 






Name 


OJ990701 09.9A01.C9.o2.gs 


Method 


GENSCAN 






Start 


10040 


End 


10231 






GI 


none 


Score 


.81 






Exons 


10040. .10231 










Seq. No. 


7712 


Seq. ID 


OJ990701_09. 


, 9A01 


.C9 


Gene No. 


16246 


Strand 








Start 


4898 


End 


10858 






Name 


OJ990701 09.9A01.C9.o4.gp 


Method 


AAT/GAP 






Start 


10612 


End 


10663 






GI 


uC-osflcyp029al2bl 


Score 


84 






Exons 


10612. .10663 










GI Descrip. 


•3386614 2.0e-47 (AC004665) putative ■ 


transcription 


factor SF3 



8017 



[Arabidopsis thaliana] ' 



: . i 
a: 



■ SSI 



Sea No 


7713 


Seq. ID 


OJ990701 


09 . 9A01 . 


Cll 


Gene No. 


16247 


Strand 


+ 






Start 


465 


End 


8288 






Name 


OJ990701 09.9A01.Cll.ol.gs 


Method 


GENSCAN 






Start 


465 


End 


8288 






GI 


none 


Score 


.63 






Exons 


465. .639, 3275. .3344, 3485. 


.3776, 3967. 


.4060, 48 


22. .4929 






5726. .5805, 7302. .7379, 8128. .8288 








Seq. No. 


7713 


Seq. ID 


OJ990701_ 


09. 9A01. 


Cll 


Gene No. 


16248 


Strand 


+ 






Start 


9563 


End 


18642 






Name 


OJ990701 09.9A01.Cll.ol.gp 


Method 


AAT/GAP 






Start 


9437 


End 


9687 






GI 


4880862 


Score 


489 






Exons 


9437. . 9687 










Seq. No. 


7713 


Seq. ID 


OJ990701_ 


09.9A01. 


Cll 


Gene No. 


16248 


Strand 


+ 






Start 


9563 


End 


18642 






Name 


OJ990701 09.9A01.Cll.o2.gs 


Method 


GENSCAN 






Start 


9563 


End 


18642 






GI. . 


none 


Score 


.62 






Exons 


9563.. 10236, 10354 10423, 


10925. .11162 


11683.. 


11752, 






12207. .12266, 12383 .. 12421, 


12831. .12911, 13692. 


.13780, 






13933. .14991, 15039 .. 15098 , 


15346. .15545, 16032. 


.16314, 






16543. .16635, 16808 .. 16997 , 


17006. .17864, 17878. 


.18642 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7713 

16248 

9563 

OJ990701_09.9A01.Cll.ol.np 

14142 

3600044 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14142. .14958, 15150 .. 15639, 15667 .. 16562, 16955.. 18603 
(AF080119) contains similarity to proteases [Arabidopsis 
thaliana] 



OJ990701_09.9A01.C11 
+ 

18642 
AAT/NAP 
18603 
1980 



7713 Seq. ID 

16249 Strand 

19971 End 

OJ990701_09 . 9A01 . Cll . o3 . gs Method 

19971 End 

none Score 



OJ990701_09.9A01.C11 
+ 

22171 
GENSCAN 
22171 
.46 



19971. .20014, 20325. .20969, 21689 .. 21761, 21911. .22171 
7713 Seq. ID OJ990701_09 . 9A01 . Cll 



16250 
22139 

OJ990701_09.9A01.Cll.o2.np 
22139 
6728876 

22139. .22181, 25982 .. 26511, 26601 26670, 26813. .27070 
(AC008113) F12A21.12 [Arabidopsis thaliana] 



Strand + 

End 27070 

Method AAT/NAP 

End 27070 

Score 422 



8018 



Seq. No. 7713 - Seq. ID 

Gene No. 16250 Strand 

Start 22139 End 

Name OJ990701_09 . 9A01 . Cll . o4 . gs Method 

Start 25844 End 

GI none Score 

Exons 25844 . .26515 



OJ990701_09.9A01.C11 
+ 

27070 
GEN SCAN ■ 
26515 
.55 



Seq. No. 7713 Seq. ID 

Gene No. 16251 Strand 

Start 26785 End 

Name OJ990701_09 . 9A01 . Cll . o5 . ts Method 

Start 3243 End 

GI none Score 

Exons 3243.. 3347, 9971.. 10231, 10039 .. 10221, 



OJ990701_09. 9A01.C11 
27024 

TBLASTX: Soybean 

27001 

81 

10348. .10425, 



10355. .10438, 10985 .. 1104 1, 11057, 

20875. .20976, 2168 6 .. 21763, 21693, 

22043. .22150, 26258 .. 26437, 26417, 

26873. .26914, 26951.. 27001 



.11164, 20731. 
,21776, 21971. 
,26509, 26602. 



.20895, 
.22027, 
.26673, 



Seq. No. 


7713 








Seq. ID 


OJ990701_09.9A01 


.Cll 


Gene No. 


16251 








Strand 






Start 


26785 








End 


27024. 




Name 


OJ990701 09. 


-9A01. 


Cll.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


8105 








End 


8303 




GI 


none 








Score 


46 




Exons 


8105. . 


8140, 


8142. 


.8303, 8144. 


.8299 






Seq. No. 


7713 








Seq. ID 


OJ990701J39.9A01 


.Cll 


Gene No. 


16251 








Strand 






Start 


26785 








End 


27024 




Name 


OJ990701 09, 


, 9A01. 


Cll.o4 .tm 


Method 


TBLASTX: Maize 




Start 


9595 








End 


26338 




GI 


none 








Score 


79 




Exons 


9595. . 


9687, 


9614. 


.9694, 9647. 


.9700, 9728. .10054, 9731.. 


9922, 




9739. . 


9927, 


17007 


..17090, 20452. .20472, 


20458. .20541, 





20572. .20721, 20575 .. 2067 9, 20653 207 96, 20703 .. 207 95, 
25904. .26161, 25906 .. 26184 , 26168 26338 , 26168 .. 26287 , 
26302. .26337 



Seq. No. 7713 

Gene No. 16251 

Start 26785 

Name OJ990701_09 . 9A01 . Cll . ol . tc 

Start 9725 

GI none 

Exons 9725.. 9874, 9725.. 9874, 



OJ990701 09.9A01.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9739.-9882, 9872. .10174, 20569. 
20689. .20946, 20697 .. 20870, 25981 .. 26199, 25997 .. 26200, 
26216.. 26488 



27024 

TBLASTX: Cress 

26488 

169 



20718, 



Seq. No. 7713 

Gene No. 16251 

Start 26785 

Name OJ990701_09 . 9A01 . Cll . 06 , ts 

Start 9725 

GI none 
Exons 



Seq. ID OJ990701_09.9A01.C11 



Strand 
End 

Method 

End 

Score 



27024 

TBLASTX : Soybean 

26200 

167 



9725. .9868, 9742. .9858, 20569 .. 20718, 25978 .. 26199, 25994. .26200 



8019 




C /~> /-T N/-\ 

oeq • ino . 


7 7 1 ^ 




oeq • J. u 




pi 1 


Gene No. 


16251 




Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


14397 




End 


14708 




GI 


none 




Score 


246 




Exons 


14397. .14708, 14495. 


.14620 








Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01 


.Cll 


Gene No . 


1 £9M 
1 DZj 1 




Strand 






Start 


26785 . 




End 


27024 




Name 


OJ990701 09.9A01.C11 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


15408 




End 


15752 




GI 


none 




Score 


169 




Exons 


15408. .15587, 15419. 


.15586, 


15420. .15608, 15630 .. 15752 , 






15641. .15709 










Seq. No. 


7713 




Seq. ID 


OJ990701JD9.9A01 


.Cll 


bene ino . 






Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


. o4 . tw 


Method 


TBLASTX -.Wheat 




Start 


15414 




End 


15860 




GI 


none 




Score ■ 


82 




Exons 


: 15414. .15548, 15420. 


.15566/ 


£15610;/; 15-65.7, 15642. .15722, 






15644. .15697, 15729. 


.15860/ 


* 15729. .15E 


i60 




oeq . wo . 


77 1 "3 




Seq. ID 


OJ990701_09.9A01 


PI 1 


Gene No. 


16251 




Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


15672 




End 


15956 




GI 


none 




Score 


191 




Exons 


15672. .15866, 15677. 


.15865, 


15870. .15956 




Seq. No. 


7713 




Seq. ID 


OJ990701_09. 9A01 


.Cll 


Gene No . 


i £9 c; i 

XDZOl 




Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16046 




End 


16507 




GI 


none 




Score 


100 




Exons 


16046. .16153, 16050. 


.16151, 


16152. .16502, 16170. .16472, 






16292. .16507 










oeq. jmo . 


771 *3 




Seq. ID 


OJ990701_09. 9A01 


PI 1 


Gene No. 


16251 




Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


.o3 . ts 


Method 


TBLASTX : Soybean 




Start 


16056 




End 


16517 




GI 


none 




Score 


283 




Exons 


16056.. 16517 










Seq. No. 


7713 




Seq. ID 


OJ990701_09. 9A01 


.Cll 


Gene No. 


16251 




Strand 






Start 


26785 




End- 


27024 




Name 


OJ990701 09.9A01.C11 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


16077 




End 


16544 





8020 




GI 


none 




Score 


310 


Exons 


16077. .16544, 16184. 


.16525 






Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01.C11 


Genp No 


16251 




Strand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11 


. o3. tw 


Method 


TBLASTX: Wheat 


Start 


16176 




End 


16532 


GI 


none 




Score 


298 


Exons 


16176. .16532, 16343. 


.16531 






Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01.C11 


Cpnp No 


16251 




St rand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11 


.06. tm 


• Method 


TBLASTX: Maize 


Start 


17105 




End 


17351 


GI 


none 




Score 


259 


Exons 


17105. .17344, 17106. 


.17351 






Seq. No. 


7713 




Seq.;- ID 


OJ990701_09.9A01.C11 


Gene No. 


16251 




Strand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11 


,o2. ts 


Method 


TBLASTX : Soybean 


Start 


17106 . 




End 


17555 


GI . - 


- 5509260 




Score' 


•367 ■ . • 


Exons 


17106. .17555, 17195. 


.17332, 


17384 .-.17539 " ' 


GI Descrip. 


- 








Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01.C11 




16251 

J- U »J -L 




Strand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11 


.o3. tc 


Method 


TBLASTX: Cress 


Start 


17165 




End 


17444 


GI 


none 




Score 


249 


Exons 


17165. .17422, 17169. 


17444 






Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01.C11 


Gpnp No 


16251 




Strand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


17226 




End 


17771 


GI 


none 




Score 


305 


Exons 


17226. .17570, 17243. 


17323, 


17384. .17566, 17562. .17771 


Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01.C11 


Gpnp No 


16251 




Strand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11. 


ol. tm 


Method 


TBLASTX: Maize 


Start 


17357 




End 


17804 


GI 


none 




Score 


498 


Exons 


17357. .17668, 17358.. 


17804, 


17714 . .17791 


Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01.C11 


Gene No. 


16251 




Strand 




Start 


26785 




End 


27024 


Name 


OJ990701 09.9A01.C11. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


17781 




End 


18171 



8021 



GI 


none 




Score 


104 




Exons 


17781. .17873, 17868. 


.18086, 


17914. .18171 




Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01 


.Cll 


Gene No . 






Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17811 




End 


18240 




GI 


none 




Score 


80 




Exons 


17811. .18083, 17880. 


.18224, 


17881. . 18240 




Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01 


.Cll 


Gene No . 


lDZO± 




Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


17935 




End 


18621 




GI 


none 




Score 


355 




Exons 


17935. .18327, 18141. 


.18251, 


18355. .18621, 18360. .18458 




Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01 


.Cll 


uene no . 






Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


.o5. tm 


Method 


TBLASTX: Maize 




Start 


18241 




End 


18534 . 




-GI ' 


none 




Score 


306 




Exons 


18241. .18534, 18241. 


.18525, 


18330. .18533 




Seq. No. 


7713 




Seq. ID 


OJ990701_09.9A01 


.Cll 


Gene No . 






Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


18385 




End 


18647 




GI 


none 




Score 


180 




Exons 


18385. .18573, 18397. 


.18567, 


18414. .18647 




Seq. No. 


7713 




Seq. ID 


.OJ990701JD9.9A01 


.Cll 


Gene * No . 


1 DZD1 




Strand 






Start 


26785 




End 


27024 




Name 


OJ990701 09.9A01.C11 


. o5.gs 


Method 


GENSCAN 




Start 


26785 




End 


27024 




GI 


none 




Score 


.48 




Exons 


26785. .26883, 26888. 


.27024 








Seq. No. 


7714 




Seq. ID 


OJ990701_09.9A01 


.C12 


Gene No. 


16252 




Strand 


+ 




o car u 


i 
i 




End 


4066 




Name 


OJ990701 09.9A01.C12 


. ol . np 


Method 


AAT/NAP 




Start" 


1 




End 


4066 




GI 


4680203 




Score 


1519 




Exons 


1..1123, 1193. .1297, 


1457. . 


1681, 1958. 


.2702, 4048.. 4066 




GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 




Seq. Np. 


7714 * 




Seq. ID 


OJ990701_09.9A01 


-C12 


Gene No. 


16252 




Strand 


+ 




Start 


1 




End 


4066 




Name 


OJ990701 09.9A01.C12 


. ol . gs. 


Method 


GENSCAN 




Start 


761 




End 


2908 





8022 



GI 

Exons 



none 

761. .2908 



Score 



.85 





Seq. No. 


7714 


Seq. ID 


OJ990701 09 


. 9A01.C12 




Gene No. 


16253 


Strand 


+ 






Start 


9740 


End 


11921 






Name 


OJ990701 09.9A01.C12.o2.np 


Method 


AAT/NAP 






Start 


9740 


End 


11839 






GI 


2586127 


Score 


483 






Exons 


9740. .10404, 11390. .11470, 


11599. .11839 








(U89510) b-keto acyl reductase [Hordeum vulgare] 






Seq. No. 


771 A 

/ / J. ft 


Seq. ID 


OJ990701_09 


. 9A01.C12 




Gene No. 


1 69^ 


Strand 


+ 






Start 


Q7 AO 


End 


11921 






Name 


nTQQD7ni HQ QnOI PI 9 rr<3 


Method 


GENSCAN 






Start 


an a n ~~ 

/ ft u 


End 


11921 






GI 


none 


Score 


.62 






Exons 


9740. .10427, 11384 11459, 


11576. .11921 






Seq. No. 


77 1 A 
/ / X ft 


Seq. ID 


OJ990701JD9 


.9A01.C12 




Gene No. 


1 (TOCil 
1 O^J fi 


Strand 


+ 






Start 


1 TQC'D 
1 / OOJ 


End 


18508 






Name 


nTQQn7fl1 HQ Qnm PI 9 no 


Method 


AAT/NAP 






Start 


1 / ODj 


End 


18508 




■i -S 


GI 


C QOO C O Q 

jy j j j 


Score 


322 




:*?( 
!,!( 


Exons 


i ip^'i 17QA1 IfiOfi^ 1ft91^ 


18289. .18508 




[LI 




(AC0094 65) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


7714 


Seq. ID 


OJ990701_09 


. 9A01.C12 


; , t 


Gene No. 


16255 


Strand 


+ 






Start 


29798 


End 


30177 




! ; i i 


Name 


OJ990701 09.9A01.C12.o6.gs 


Method 


GENSCAN 




1 U 


Start 


29798 


End 


30177 




.:s; 


GI 


none 


Score 


.76 




Q 


Exons 


29798. .29890, 29959.. 30177 










Seq. No. 


7714 • 


Seq. ID 


OJ990701_09 


. 9A01.C12 


i.1 


Gene No. 


16256 


Strand 


+ 






Start 


31053 


End 


33699 




;S El 


Name 


OJ990701 09.9A01.C12.o6.np 


Method 


AAT/NAP 




U 


Start 


31053 


End 


33699 






GI 


6539570 


Score 


110 






Exons 


31053. .31254, 314 14 .. 31485, 


33676. .33699 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7714 


Seq. ID 


OJ990701_09 


. 9A01.C12 




Gene No. 


16257 


Strand 








Start 


1 


End 


37898 






Name 


OJ990701 09.9A01.C12.o4.np 


Method 


AAT/NAP 






Start 


1 


End 


37898 






GI 


5734621 


Score 


123 






Exons 


1..34, 6714. .6914, 22735 .. 22918 , 29804. 


.29935, 377 


85. .37898 




GI Descrip. 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) 


correspond 



a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



8023 



Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ990701_09 . 9A01 . C12 . o2 . tw 

Start 8 

GI none 

Exons 8. .298, 64. .318, 347. .466, 34 

Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ990701_09 . 9A01 . C12 . ol . ts 

Start 20 

GI none 

Exons 20.. 298, 43.. 303 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Wheat 

End 592 

Score 225 
9. .453, 437. .472, 464. .592 

Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Soybean 

End 303 

Score 285 



Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ990701_09 . 9A01 .C12 . o2 . tc 

Start 335 

GI none 

Exons 335.. 688, 430.. 492, 482.. 592 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Cress 

End 688 

Score 255 



Seq. No. "7714 - 

Gene No. 16257 

Start 1 

Name OJ9907 01_09 . 9A01 . C12 . 06 . tm 

Start 430 

GI none 

Exons 430.. 651, 458.. 661, 458.. 661 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Mai ze 

End 661 

Score 247 



Seq. No. 7714 
Gene No. 16257 
Start 1 

Name OJ990701_09 . 9A01 . C12 . o3 . tw 

Start . . 602 

GI : • none 

Exons 602.. 634, 638.. 736, 640.. 738, 

890. .928 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Wheat 

End 939 

Score 51 

782. .880, 794. .856, 8891.939, 



Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ9907 01_09 . 9A01 . C12 . ol . tw 

Start 1568 

GI none 

Exons 1568.. 2323, 1816.. 2097, 2302. 

2510. .2566, 2597. .2701, 2602. 



Seq. ID OJ990701_09.9A01.C12 

Strand - . 

End 37898 

Method TBLASTX : Wheat 

End 277 6 

Score 547 

2475, 2336.. 2491, 2480.. 2584, 
2694, 2708.. 2776 



Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ990701_09 . 9A01 . C12 . o4 . tm 

Start 1612 

GI none 

Exons 1612.. 1923, 1613.. 1927 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Mai ze 

End 1927 

Score 393 



8024 



Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ990701_09 . 9A01 . C12 . ol . tc 

Start 1858 

GI none 

Exons 1858.. 2097, 1859.. 2281 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Cress 

End 2281 

Score 317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7714 

16257 

1 

OJ99070 1_09 . 9A01 . C12 . o7 . tm 

2177 

none 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Mai ze 

End 2472 

Score 149 



2177. .2341, 2351. .2470, 2359.-2472 



7714 

16257 

1 

OJ990701_09 . 9A01 . C12 . o3 . tm 

9785 

none 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Mai ze 

End 11468 

Score 190 



9785. ..10060, 10135. .10410, 10136 .. 10411, 11390 .. 114 61 f 
11391.. 11468 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7714 

16257 

1 

OJ990701_09 . 9A01 . C12 . o3 . tc 

9887 

none 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Cress 

End 10354 

Score 171 



9887. .10054, 9901. .9951, 10022. .10354 



7714 

16257 

1 

OJ990701_09.9A01.C12.o3.ts 

10139 

none 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Soybean 

End 11775 

Score 201 



10139. .10411, 10180. .10401, 11391 .. 114 68 , 11701.. 11775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7714 

16257 

1 

OJ990701_09.9A01.C12.o2.tm 

18054 

none 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX: Maize 

End 19231 

Score 230 



18054. . 18212, 18058. .18213, 18064 .. 18228 , 18236 ... 18391, 
18247. .18450, 18286 .. 18453, 18288 .. 18452 , 19082 .. 19231, 
19084. .19203, 19095.. 19211 



Seq. No. 7714 

Gene No. 16257 

Start 1 

Name OJ990701_09 . 9A01 . C12 . o2 . ts 

Start 18187 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method TBLASTX : Soybean 

End 18456 



8025 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



41 



18187. .18213, 18286. .18456, 18315.. 18455 



7714 

16257 

1 

OJ990701_09. 9A01.C12.ol.gp 

20735 

none 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method AAT/GAP 

End 23721 

Score 837 



20735. .21016, 21543 .. 21687, 23690.. 23721 



7714 

16257 

1 

OJ990701_09.9A01.C12.o5.gs 

20933 

none 

20933. .21016, 2124 6 .. 21371, 
23848.-23943, 24335 .. 24414, 
27009. .27127, 27617 .. 27697 , 



Seq. ID OJ990701_09.9A01.C12 
Strand 

End 37898 

Method GENSCAN 

End 28986 

Score .96 
21543. .21687, 23690, 
24510. .25702, 25800. 
28896. .28986 



,23763, 
,26419, 



rfi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7714 

16257 

1 

0 J990701_09 . 9A01 . C12 o2 i gp 

24358 , 

none 

24358. .24414, 24510. .24911 

7714 

16257 

1 

OJ990701_09 . 9A01 . C12 . o5 . tm 

24685 

none 

24685. .24804, 24 689 .. 24853, 
24807. .24977, 24808. .24978 

7714 /J * 

16257 

1 

OJ990701_09 . 9A01 . C12 . ol . tm 
25215 
none 
25215. 
25458. 
25794. 
25952. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_09.9A01.C12 

37898 
AAT/GAP 
24911 
854 



OJ990701_09.9A01.C12 
37898 

TBLASTX: Maize 

25004 

92 



24690. .24803, 24795 .. 25004 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_09.9A01.C12 
37898 

TBLASTX: Maize 

26078 

101 



.25319, 25233. .25346, 25363 .. 25452, 25364 .. 25453, 

.25520, 25460. .25522, 25531 .. 25704 , 25532 .. 25714 , 

.25868, 25795. .25881, 25800 .. 25934 , 25814 .. 25933, 

.26077, 25956. .26078 



Seq. No. 7714 Seq. ID 

Gene No. 16257 Strand 

Start 1 End 

Name OJ990701_09 . 9A01 . C12 . o5 . np Method 

Start 28556 End 

GI 226743 Score 

Exons 28556. .28633, 29983.. 30288 

GI Descrip. sulfated surface glycoprotein SSG185 [Volvox carteri] 



0 J 9 9 0 7 0 1_0 9 . 9 AO 1 . C 1 2 

37898 
AAT/NAP 
30288 
72 



8026 





7714 




OJ990701 


09 




C12 


Gene No. 


16257 


Strand 










Start 


1 


End 


37898 








Name 


OJ990701 09.9A01.C12.o8.gs 


Method 


GENS CAN 








Start 


34597 


End 


36341 








GI 


none 


Score 


.52 








Exons 


34597. .34616, 36275.. 36341 












Seq. No. 


7715 


Seq. ID 


OJ990701_ 


09. 


9A01 


.C13 


ftpnp No 


16258 


Strand 


+ 








Start 


2443 


End 


5908 








Name 


OJ990701 09.9A01.C13.ol.np 


Method 


AAT/NAP 








Start 


2274 


End 


5891 








GI 


3618320 


Score 


1516 








Exons 


2274. .2859, 4091. .4294, 4913. 


.5217, 5765.. 5891 








GI Descrip. 


(AB001888) zinc finger protein [Oryza 


sativa] 








Seq. No. 


7715 


Seq. ID 


OJ990701_ 


09. 


9A01 


.C13 


Gene No. 


16258 


Strand 


+ 








Start 


2443 


End 


5908 








Name 


OJ990701 09.9A01.C13.o2.gs 


Method 


GENSCAN 








Start 


2443 


End 


5894 








GI. 


none 


Score 


.85 








Exons 


2443.. 2865, 4094.. 4294, 4913. 


.5217, 5765. .5894 









i'fj Seq. No. 

rji Gene No. 

!.:[ Start 

| s= ! Name 

W Start 

■'i3 GI 

fy Exons 

: . GI Descrip. 



Seq. No. 
H> Gene No. 
Q Start 

Name 

!;;! start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7715 
16258 
2443 

OJ990701_09 . 9A01 . C13 . ol . gp 
4183 

LIB3434-004-P1-K1-G9 
4183. .4294, 4913. .4988, 5071 
1 3618320/dbj | BAA33206 | 1 . Oe-31 
[Oryza sativa] 1 

7715 
16259 
6179 

OJ990701_09 . 9A01 . C13 . o2 . gp 
6179 
none 

6179.. 6514 



Seq. ID OJ990701_09.9A01.C13 
Strand + 
End 5908 
Method AAT/GAP 
End 5908 
Score 861 
5217, 5765.. 5908 

AB001888) zinc finger protein 



Seq. ID OJ990701_09.9A01.C13 

Strand + 

End ■ 6514 

Method AAT/GAP 

End 6514 

Score 641 



7715 



Seq. ID OJ990701_09.9A01.C13 
+ 

18253 
AAT/NAP 
17217 
575 



16260 
10810 

OJ990701_09. 9A01.C13.o3.np 
10810 
4544372 
1.0810. .10829, 16040.. 17217 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Strand 
End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



7715 

16260 

10810 



Seq. ID OJ990701_09.9A01.C13 
Strand + 
End 18253 



8027 



Name 


OJ990701 09. 


9A01 


.C13.o4 


.gs 


Method 


GENSCAN 




Start 


12518 








End 


18253 




GI 


none 








Score 


.65 




Exons 


12518. .12600, 12855. .12948, 


14113. .14223, 14303 


. .14390, 




14991. .15041 


15632. .15789, 


15968. .16156, 16237 


. .16865, 




16884. .17080, 17430 .. 17606, 


17880. .18253 




Seq. No. 


7715 








Seq. ID 


OJ990701 


_09.9A01.C13 




16261 








St rand 






Start 


59 








End 


445 




Name - 


OJ990701 09. 


9A01 


.C13.ol 


.gs 


Method 


GENSCAN 




Start 


59 








End 


445 




GI 


none 








Score 


.96 




Exons 


59 . .445 














Seq. No. 


7715 








Seq. ID 


OJ990701 


_09.9A01.C13 


Gene No. 


16262 








Strand 






C+- ar 4- 

O L ctX L. 


6904 








End 


8649 




Name 


\J Z? Zf \J f \J ±. \J Zs • 


9A01 


PI 3 nl 




Method 


TBLASTX: 


Maize 


Start 


2253 








End 


2724 




GI 


none 








Score 


202 




Exons 


22S3 2396 


2267 


239S 

. . £. -J Z* ~J § 


2283 


..2384, 2398. .2724, 


2400. .2645, 




9413 9^^^ 














Seq. No. 


7715 








Seq. ID 


OJ990701 


_09.9A01.C13 


Gene No. 


16262 








Strand 






O Let I. L 










End 


8649 




Name 


n.TQQn7D1 HQ 
Zs zj \j f vj ±. \j z? • 


9A01 

Z> t\\J X 


PI 3 nl 




Method 


TBLASTX: 


Cress 


Start 


2261 








End 


2544 




GI 


none 








Score 


200 




Exons 


2261 239S 

L4>ul i • ~J Zf -*J f 


2274 


2396, 


2283 


..2375, 2398.. 2505, 


2406. .2492, 




9413 ?S44 














Seq. No. 


771 R 








Seq. ID 


OJ990701 


_09.9A01.C13 


Gene No. 


16262 








Strand 






OLaL L 


6904 








End 


8649 




Name • 


\JU Z* Z* \J f \J 1. \J Zf • 


QA01 

Z*r\\J X 


PI 3 nl 




Method 


TBLASTX: 


Soybean 


Start 










End 


2598 




GI 


none 








Score 


72 




Exons 


2283. .2375, 


2286 


. .2387, 


2398 


..2598, 2400. .2519, 


2416. .2535, 




2SS6 2S97 














Seq. No. 


771 S 








Seq. ID 


OJ990701 


_09.9A01.C13 


Gene No. 


X U \J £~ 








Strand 






Start 


6Q0 4 

D Z> U H 








End 


8649 




Name 


OJ990701 09. 


9A01 


.C13.02 


.tm 


Method 


TBLASTX:! 


Man "7 o 
Via. lie 


Start 


2724 








End 


5220 




GI 


none 








Score 


92 




Exons 


2724 . .2855, 


2725 


. .2856, 


4126 


. .4275, 4130. .4276, 


4130. .4294, 




4910. .5116, 


4912 


. .5115, 


4951 


. .5142, 5179. .5217, 


5181. .5219, 




5185. .5220 














Seq.' No. 


7715 








Seq. ID 


OJ990701 


_09.9A01.C13 


Gene No. 


16262 








Strand 






Start 


6904 








End 


8649 




Name 


OJ990701 09. 


9A01 


■C13.o2. 


.np 


Method 


AAT/NAP 




Start 


6904 








End 


8649 





8028 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6721512 Score 90 

6904.. 6933, 8367.. 8496, 8524.. 8649 

(AP001072) hypothetical protein [Oryza sativa] 



7715 

16263 

12497 

OJ990701_09 . 9A01 . C13 . o5 . tm 

12497 

none 



Seq. ID OJ990701_09.9A01, 
Strand 

End 12665 

Method TBLASTX : Mai ze 

End 12665 

Score. 192 . 



C13 



12497. .12661, 12500 .. 12661, 12567, 



7715 Seq. ID 

16264 Strand 

16240 End 

OJ990701_09 . 9A01 . C13 . o2 . ts Method 

16240 End 

none Score 



12665 ■ 

OJ990701 09.9A01. 



C13 



16752 

TBLASTX: Soybean 

16635 

247 



16240. .16635, 16240 .. 16518, 16341. .16535 



7715 

16264 

16240 

OJ99070 1_09 . 9A01 . C13 . o3 . tm 

16249 

none 

16249. .16395, 16390.. 16614 

7715 

16264 

16240 

OJ990701_09.9A01.C13.ol.tw 

16396 

none 

16396. .16752 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_09.9A01.C13 
16752 

TBLASTX: Maize 

16614 

80 



OJ990701_09.9A01.C13 
16752 

TBLASTX: Wheat 

16752 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7715 Seq. ID 

16265 Strand 

16978 End 

OJ990701_09. 9A01.C13.o3.ts Method 

16978 End 

none Score 



OJ990701_09.9A01.C13 
17223 

TBLASTX : Soybean 

17223 

245 



16978. .17223, 17025 .. 17105, 17184.. 17219 



7715 

16266 

17991 

OJ990701_09.9A01.C13.o4 . tm 

17991 

none 



Seq. ID OJ990701_09.9A01, 
Strand 

End 18178 

Method TBLASTX : Mai ze 

End 18178 

Score 194 



C13 



17991. .18137, 17996. .18178, 17997.. 18176 



7716 

16267 

2893 

OJ990701_09. 9A01.C14.ol.gp 
2893 



Seq. ID OJ990701_09. 9A01. 

Strand + 

End " 3323 

Method AAT/GAP 

End 3323 



C14 



8029 



GI 

Exons 



none 

2893. .3323 



Score 



8 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7716 Seq. ID 

16268 Strand 

1661 End 

OJ990701_09 . 9A01.C14.ol. gs Method 

1661 End 

none Score 



OJ990701_09.9A01.C14 

9958 
GENSCAN 
9849 
.75 



1661.. 1773, 1923.. 2062, 3363.. 3553, 4307.. 4351, 4915.. 5187, 
5300. .5468, 5637. .5899, 6566 .. 6682 , 6772 .. 7055, 7147. .7329, 
7684.. 8977, 9790.. 9849 



7716 Seq. ID 

16268 Strand 
1661 End 
0 J9 907 0 1_0 9 . 9A0 1 . C 1 4 . ol . np Method 
3344 End 
3850588 Score 

3344.. 3553, 4915.. 5187, 5300. .5468, 5637 

6772.. 7055, 7147.. 7329, 7684. .8865, 9933 



OJ990701 09.9A01.C14 



9958 
AAT/NAP 
9958 
2460 

5899, 6566.. 6682, 



9958 

(AC005278) Contains similarity to gb|AB011110 KIAA0538 protein 
from Homo sapiens brain and to phospholipid-binding domain C2 
PFI00168. ESTs gb|AA585988 and gb|T04384 come from this gene. 
[Arabidopsis thaliana] . 



Seq. No. 


7716 








Seq. ID 


OJ990701 


_09.9A01.C14 


Gene No. 


16268 








Strand 






Start 


1661 








End 


9958 




Name 


OJ990701 09, 


.9A01. 


.C14.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3443 








End 


5182 




GI 


none 








Score 


129 




Exons 


3443. .3553, 


3444, 


. .3560, 


3444. 


.3560, 4912. .5181, 


4915. .5181, 




4916. .5182". 














Seq. No. 


7716 








Seq. ID 


OJ990701 


_09.9A01.C14 


Gene No. 


16268 








Strand 






Start 


1661 








End 


9958 




Name 


OJ990701 09, 


.9A01, 


.C14.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4988 








End 


5488 




GI 


none 








Score 


143 




Exons 


4988. .5161, 


4990. 


. .5187, 


4991. 


.5167, 5312.. 5338, 


5336. .5488 


Seq. No. 


7716 








Seq. ID 


OJ990701 


__09.9A01.C14 


Gene No. 


16268 








Strand 






Start 


1661 








End 


9958 




Name 


OJ990701 09. 


, 9A01. 


,C14.o3 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5053 








End 


5491 




GI 


none 








Score 


76 




Exons 


5053. .5184, 


5288. 


. .5491, 


5328. 


.5471 






Seq. No. 


7716 








Seq. ID 


OJ990701 


_09.9A01.C14 


Gene No. 


16268 








Strand 






Start 


1661 








End 


9958 




Name 


OJ990701 09. 


9A01. 


,C14..o2 


.gp 


Method 


AAT/GAP 




Start 


5133 








End ' 


6617 




GI 


uC-osflcyp085g04bl 




Score 


1014 





8030 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5133. .5187, 5300. .5468, 5637. .5899, 6566. .6617 
'3850588 9.0e-66 (AC005278) Contains similarity to gb_AB011110 
KIAA0538 protein from Homo sapiens brain and to 
phospholipid-binding domain C2 PF_00168. ESTs gb_AA585988 and 
gb_T04 384 come from this gene. [Arabidopsis thaliana] ' 



7716 

16268 

1661 

OJ990701_09.9A01.C14.o3.tm 

5351 

none 

5351. .5488, 5621. .5695, 5632. 
5693.. 5767, 5693.. 5776, 5694. 
5790.. 5900, 5802.. 5915 



Seq. ID OJ990701_09.9A01.C14 
Strand 

End 9958 

Method TBLASTX : Mai ze 

End 5915 

Score 4 7 

.5682, 5637.. 5690, 5662.. 5745, 
.5768, 5774.. 5905, 5789.. 5890, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ * 

U Seq. No. 
i!fl Gene No. 
j'if Start 
Name 
Start 
41 GI 
W Exons 



"i 



7716 

16268 

1661 

OJ990701_09. 9A01.C14 .ol.ts 

5601 

none 

5601.. 5903, 5625.. 5903, 5633. 
6567.. 6671, 6575.. 6685, 6758. 

7-716 

16268 

1661 

OJ990701_09.9A01.C14.ol.tc 

6584 

none 

6584. .6622, 6599. .6622, 6626. 
6769. .7056, 7143. .7409, 7148. 



Seq. ID OJ990701_09.9A01.C14 
Strand 

End 9958 

Method TBLASTX : Soybean 

End 7 04 5 

Score 292 

.5905, 5803.. 5904, 6566.. 6685, 
.7045, 6769.. 7044 

Seq. ID OJ990701_09.9A01.C14 
Strand 

End 9958 

Method TBLASTX: Cress 

End 7409 

Score 36 

.6685, 6635.. 6685, 6758.. 7057, 
.7330, 7149.. 7331 



Seq. No. 7716 

H Gene No. 16268 

. ' j Start 1661 

H : Name OJ990701_09. 9A01 .C14 . o4 . ts 

y Start 7143 

f-i GI none 

!"! Exons 7143.. 7367, 7148.. 7330, 7673. 

lesl 7778..7936, 7779.. 7943 



Seq. ID OJ990701_09.9A01.C14 
Strand 

End 9958 

Method TBLASTX : Soybean 

End 7 94 3 

Score 182 

.7858, 7673. .7720, 7698. .7859, 



Seq. No. 7716 

Gene No. 16268 

Start 1661 

Name OJ990701_09. 9A01 .C14 .o4 . tm 

Start 7272 

GI none 

Exons 7272.. 7325, 7274.. 7330, 7274, 



Seq. ID OJ990701_09.9A01.C14 
Strand 

End 9958 

Method TBLASTX: Maize 

End 7840 

Score 83 

.7324, 7680. .7838, 7682. .7840 



Seq. No. 7716 

Gene No. 16268 

Start 1661 

Name OJ990701_09 . 9A01 . C14 . o2 . tm 

Start 7870 

GI none 



Seq. ID OJ990701_09.9A01.C14 
Strand 

End 9958 

Method TBLASTX : Mai ze 

End 8084 . 

Score 236 



8031 




Exons 


7870. .8082, 


7871 


. .8083, 


7872. 


.8084, 7977.. 8084 




Seq. No. 


7716 








Seq. ID 


OJ990701_09.9A01 


.C14 


Qjene no . 


1 £9 
1 OZ DO 














Start 


1661 








Lna 


QQCQ 




Name 


OJ990701 09 


9A01 


C14.o2. 


tc 


Method 


i dj_i/\o i a : uress 




Start 


7985 








Lna 


P 9 Ql 




GI 


none 








Score 


1 "39 




Exons 


7985. .8290, 


8034 


.8291 










Seq. No. 


7716 








Seq. ID 


OJ990701_09.9A01 


.C14 


Gene No. 


16268 








Strand 






Start 


1661 








End 


9958 




Name 


OJ990701 09 


9A01 


C14.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8009 








End 


8275 




GI 


none 








Score 


212 




Exons 


8009. .8275, 


8034 


.8267 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7716 Seq. ID OJ990701_09.9A01.C14 

16268 Strand 

1661 End 9958 

OJ990701_09 . 9A01 . C14 . o3 . gp Method AAT/GAP 

8132 End 8634 

uC-osflcypl22a03bl Score 958 

8132. .8634 

'3850588 6.0e-41 (AC005278) Contains similarity to gb_AB011110 
KIAA0538 protein from Homo sapiens brain and to 
phospholipid-binding domain C2 PF_00168. ESTs gb_AA585988 and 
gb_T04384 come from this gene. [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7717 

16269 

4027 

OJ990701_09.9A01.C15.ol.np 

3997 

3878571 

3997.. 4138, 4968.. 5590, 6230 



OJ990701 09.9A01.C15 



Seq. ID _ 
Strand 

End 6251 
Method AAT/NAP 
End 6251 
Score 182 
6251 

(Z46381) Weak similarity with the Ysy6 protein (Yeast) (PIR 
accession number JQ0912); cDNA EST EMBL:D32318 comes from this 
gene; cDNA EST EMBL:D33688 comes from this gene; cDNA EST 





EMBL:D34664 


comes from this 


gene; cDNA 


EST E. . . 


Seq. No. 


7717 




Seq. ID 


OJ990701 


Gene No. 


16269 




Strand 




Start 


4027 




End 


6251 


Name 


OJ990701 09 


9A01.C15.o2.gs 


Method 


GENSCAN 


Start 


4027 




End 


6034 


GI 


none 




Score 


.54 


Exons 


4027. .4125, 


4949. .6034 







Seq. No. 7717 

Gene No. 16269 

Start 4027 

Name OJ990701_09 . 9A01 . C15 . ol . tc 

Start 4034 

GI none 
Exons 



Seq. ID OJ990701_09.9A01.C15 
Strand 
End 

Method 
End 
Score 



6251 

TBLASTX: Cress 

5144 

91 



4034. .4132, 4039. .4131, 4941. .5144, 4941. .5069, 4949. .5128 



8032 




beq. No. 


Til T 

/ / 1 / 






Seq. ID 


ojyyu/ui uy.yAui. 




Gene No. 


16269 






Strand 






Start 


4027 






End 


6251 




Name 


OJ990701 09.9A01. 


C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4947 






End 


5516 




GI 


none 






Score 


417 




Exons 


4947.. 5516, 4948. 


.5355, 


4950. 


.5516 






Seq. No. 


7717 






Seq. ID 


OJ990701_09.9A01. 


C15 


Gene No. 


16269 






Strand 






Of a v-4- 

o rart 


4027 






End 


6251 




Name 


OJ990701 09.9A01. 


C15.ol 


• gp 


Method 


AAT/GAP 




Start 


4965 






End 


5617 




GI 


22738 1.R1084 






Score 


1219 




Exons 


4965. .5617 












GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence 1 




beq. No. 


7717 






Seq. ID 


OJ990701 09.9A01. 


tl j 


Gene No. 


16269 






Strand 






Start 


4027 






End 


6251 




Name 


OJ99070l_09 . 9A01 . 


C15 . ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5205 






End 


5617 




GI 


none 






Score 


314 




Exons 


5205.. 5603, 5207. 


.5617 










Seq. No. 


7717 






Seq. ID 


OJ990701_09.9A01. 


ClO 


Gene No. 


16269 






Strand 






Start 


4027 






End 


6251 




Name 


OJ990701_09. 9A01. 


C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


5741 






End 


5972 




GI 


none 






Score 


96 




Exons 


5741.. 5968, 5747. 


.5947, 


5763. 


.5972 






beq. No. 


7717 






Seq. ID 


OJ990701_09.9A01. 


pi c 


Gene No. 


16269 






Strand 






Start 


4027 






End 


6251 ■ 




Name 


OJ990701 09.9A01. 


C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5786 






End 


6200 




GI 


none 






Score 


557 




Exons 


5786.. 6172, 5787. 


.6200 










Seq. No. 


7718 






Seq. ID 


OJ990701_09.9A01. 


CI D 


Gene No. 


16270 






Strand 


+ 




Start 


34 






End 


3605 




Name 


OJ990701 09.9A01. 


C16.ol 


.gs 


Method 


GENS CAN 




Start 


34 






End 


3605 




GI 


none 






Score 


.44 




Exons 


34. .194, 245. .384 


, 3074 


. .3280 


, 3565.. 3605 




Seq. No. 


7719 






Seq. ID 


OJ990701_09.9A01. 


C17 


Gene No. 


16271 






Strand 


+ 




Start 


706 






End 


3726 




Name 


OJ990701 09.9A01. 


C17.ol 


.gs 


Method 


GEN SCAN 




Start 


706 






End 


3726 




GI 


none 






Score 


. 6 





8033 



Exons 



706. .715, 828. .979, 1066. .1274, 1362. .1455, 1591. .1757, 
1986. .2008, 2614. .2760, 3506. .3726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990701_09.9A01.C17 
Strand + 
End 18800 
Method AAT/NAP 
End 18800 
Score 539 

8506. .8696, 16231 .. 16820, 17313 .. 17894 , 18335. .18800 
(X97570) embryogenesis transmembrane protein [Zea mays] 



7719 

16272 

8506 

OJ990701_09 . 9A01 . C17 . o3 . np 

8506 

1628482 



Seq. No. 


7719 




Seq. ID 


OJ990701_ 


09.9A01 


.C17 


Gene No. 


16272 




Strand 


+ 






Start 


8506 




End 


18800 






Name 


OJ990701 09.9A01.C17 


. o3 . gs 


Method 


GENSCAN 






Start 


12787 




End 


14481 






GI 


none 




Score 


.42 






Exons 


12787. .12829, 13297. 


.13497, 


13511. .13610, 14283. 


.14481 




Seq. No. 


7719 




Seq. ID 


OJ990701_ 


JD9.9A01 


.C17 


Gene No. 


16272 




Strand 


+ 






Start 


8506 




End 


18800 






Name 


, OJ990701 09.9A01.C17 


. o4 .gs 


Method 


GENSCAN 






Start 


16023. 




End 


18772 






GI 


none 




Score 


.84 






Exons 


16023. .17986, 17998. 


.18772 











Seq. No. 


7719 


Seq. ID 


OJ9907'01_09.9A01. 


C17 


Gene No. 


16272 


Strand 


+ 




Start 


8506 


End 


18800 




Name 


OJ990701 09.9A01.C17.o4.np 


Method 


AAT/NAP 




Start . 


16249 


End 


18800 




GI 


1628482 


Score 


540 




Exons 


16249. .16820, 17313. . 17894 , 18335.. 18800 




GI Descrip. 


(X97570) embryogenesis transmembrane protein" [Zea mays] 




Seq. No. 


7719 


Seq. ID 


OJ990701_09.9A01. 


C17 


Gene No. 


16273 


Strand 






Start 


5242 


End 


10358 




Name 


OJ990701 09. 9A01.C17.o2.np 


Method 


AAT/NAP 




Start 


5242 


End 


10358 




GI 


1628482 


Score 


892 




Exons 


5242.. 5266, 6320.. 9001, 10338 


. .10358 






GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


7719 


Seq. ID 


OJ990701_09.9A01. 


C17 


Gene No. 


16274 


Strand 






Start 


18380 


End 


19855 




Name 


OJ990701 09.9A01.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


823 


End 


1274 




GI 


none 


Score 


67 




Exons 


823. .963, 824. .976, 826. .981, 


827. . 982, 


1062.. 1274, 1063 


. .1272 


Seq. No. 


7719 • 


Seq. ID 


OJ990701_09.9A01. 


C17 


Gene No. 


16274 


Strand 






Start 


18380 


End 


19855 





8034 




Name 


OJ990701 09. 


9A01 


,C17.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


824 










End 


1157 


GI 


none 










Score 


114 


Exons 


824. . 


976, 825.. 980, 827 


. .982, 


886. ,981 


, 1000.. 1065, 1065.. 1 




1066. 


.1152 












Seq. No. 


7719 










Seq. ID 


OJ990701_09.9A01.C17 




16274 














Start 


18380 










End 


19855 


Name 


OJ990701 09. 


9A01 


.C17.o3 


.tm 


Method 


TBLASTX: Maize 


Start ' 


824 










End "**■ 


982 


GI 


none 










Score 


166 


Exons 


824. . 


979, 825.. 980, 825 


. .980, 


827. .982 




Seq. No. 


7719 










Seq. ID 


OJ990701_09.9A01.C17 


n y-\ \T r\ 

uene lno . 


16274 










Strand 




Start 


18380 










End 


19855 


Name 


OJ990701 09. 




PI 1 r\0 


.ts 


Method 


TBLASTX : Soybean 


Start 


1359 










End 


1701 


GI 


none 










Score 


84 


Exons 


1359. 


.1430, 


1359 


. .1457, 


1360. 


.1467, 1588. .1701, 1590. .1700 


Seq. No. 


7719 










Seq. ID 


OJ990701_09.9A01.C17 


Gene. No . 


16274 










Strand 




iLdLL 


18380 










End" 


19855 


Name 


OJ990701 09. 






. tc 


Method 


TBLASTX: Cress 


Start 


1588 










End 


1874 


GI 


none 










Score 


263 


Exons 


1588. 


.1836, 


i Ran 




1642. 


.1767, 1643.. 1783, 1835. .1870, 




1836. 


.1874 












Seq. No. 


7719 










Seq. ID 


OJ990701_09.9A01.C17 


Gene No. 


16274 










Strand 




Start 


18380 










End- 


19855 


Name 


OJ990701 09. 


9A01 


.C17.o2 


• L.11L 


Method 


TBLASTX: Maize 


Start 


1737 










End 


2777 


GI 


none 










Score 


40 


Exons 


1737. 


.175?/. 


1738 


.,1758, 


1833. 


.1991, 1838. .2008, 1840. .2004, 




• 1841. 


.2005, 


2566 


. .2733, 


2579. 


.2743, 2582. .2743, 2583. .2747, 




2592. 


.2753, 


2742 


. .2777 








Seq. No. 


7719 










Seq. ID 


OJ990701_09.9A01.C17 


Gene No. 


16274 










Strand 




Start 


18380 










End 


19855 


Name 


OJ990701 09. 


9A01 


-C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6342 










End 


18518 


GI 


none. 










Score 


97 


Exons 


6342. 


.6671, 


6346 


. .6567, 


6595. 


.6618, 6837. .7145, 6840. .7166, 




7020. 


.7196, 


7341 


. .7535, 


7599. 


.7718, 7686. .7748, 7687. .7755, 




" 8001. 


.8117, 


8008 


. .8106, 


8169. 


.8318, 8211.. 8294, 8311.. 8364, 




8541. 


.8621, 


8563 


. .8784, 


8685. 


.8888, 8848. .8913, 16287. .1646' 



16778. .17029, 17330 .. 17386, 17353 .. 174 96, 17358 .. 174 80, 

17453. .17512, 17553 .. 17618, 17555 .. 17 608 , 17814 17855, 

17930. .18001, 18307. .18360, 18314 .. 18361 , 1838 6 .. 184 87 , 

18430. .18477, 18504. .18518 

Seq. No. 7719 Seq. ID OJ990701_09.9A01.C17 



8035 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



16274 Strand 

18380 End 

OJ990701_09 . 9A01 . C17 . ol . tw Method 

64 95 End 

none Score 



19855 

TBLASTX: Wheat 

18454 

62 



6495. .6602, 6621. .6710, 7002. .7130, 7149. .7280, 7150. .7230, 
7581. .7706, 7599. .7700, 7689. .7811, 7702. .7758, 8151. .8408, 
8290. .8385, 8529. .8570, 8697. .8846, 8839. .8910, 8850. .8888, 
16263. .16334, 16277 .. 16339, 16322 .. 16453, 16338 .. 16454 , 
16671. .16784, 16703 .. 1678 9, 17277 .. 17393, 17333 17392 , 
17792. .17854, 17793 .. 17912 , 17885 .. 17 911 , 18290 .. 18364 , 
18304. .18363, 18401. .18454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
.„.. Gene No. 
Start 

Si 

w Name 
ijl Start 

m gi 

Exons 

GI Descrip. 



i . : 

Q Seq. No. 

fy Gene No. 

is Start 

,»« Name 

H Start 

^ GI 

H 1 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq; No. 



7719 
16274 
18380 

OJ990701_09.9A01.C17.o6.np 
18380 
5852181 
18380. .18426, 19592. .19855 
(AL117265) zhbOOll.l [Oryza sativa] 



Seq. ID OJ990701_09.9A01.C17 
Strand 

End 19855 

Method AAT/NAP 

End 19855 

Score 123 



7720 
16275 
1 

OJ990701_09 . 9A01 . C21 . ol . np 
1 

4996363 
1..44, 276. .665 

(AB021264) polyprotein [Arabidopsis thaliana] 



Seq. ID OJ990701_09.9A01.C21 
Strand 

End 665 

Method AAT/NAP 

End 665 

Score 240 



7720 

16275 

1 

OJ990701_09 . 9A01 . C21 . ol . tm 
3 

none 



Seq. ID OJ990701_09.9A01.C21 
Strand 

End 665 

Method TBLASTX : Mai ze 

End 664 

Score 65 



3v.80, . 3. .119, 7. .117, 122. .193, 123. .191, 168. .272, 186. .299, 
310. .579, 362. .577, 554. .658, 572. .664 



7720 

16275 

1 

OJ990701_09 . 9A01 . C21 . ol . ts 
3 

none 



Seq. ID OJ990701_09.9A01.C21 
Strand 

End 665 

Method TBLASTX : Soybean 

End 664 

Score 74 



3. .116, 122. .199, 195. .311, 334. .585, 434. .559, 581. .664 



7720 
16275 • 
1 

OJ990701_09.9A01.C21.ol.tw 
3 

none 



Seq. ID OJ990701_09.9A01.C21 
Strand 

End 665 

Method TBLASTX : Wheat 

End 664 

Score 85 



3. .125, 7. .126, 195. .311, 310. .540, 368. .586, 581. .664 
7720 Seq. ID OJ990701_09.9A01.C21 



8036 




(jene no . 


1 £9*7^ 
1 DZ / 0 




C-t- y-n 

otrana 




Start 


1 




End 


665 


Name 


. OJ990701 


09.9A01.C21.ol.gs 


Method 


GENSCAN 


Start 


171 




End 


576 


GI 


none 




Score 


.46 


Exons 


171. .242, 


265. .576 






Seq. No. 


7721 




Seq. ID 


OJ990831_04.9A21.C2 


Gene No. 


16276 




Strand 




Start 


362 




End 


700 


Name 


OJ990831 


04.9A21.C2.ol.np 


Method 


AAT/NAP 


Start 


142 




End 


700 


GI 


3877281 




Score 


206 


Exons 


142. .700 








GI Descrip. 


(Z79599) 


similar to reverse 


transcriptase [Caenorhabditis 




elegans] 









Seq. No. 


7721 


Seq. ID 


OJ990831 


Gene No. 


16276 


Strand 




Start 


362 


End 


700 


Name 


OJ990831 04.9A21.C2.ol.gs 


Method 


GENSCAN 


Start 


362 


End 


679 


GI 


none 


Score 


.76 


. aej . Exons 


362. .679 






w Seq. No. 


7722 


Seq.' ID 


OJ990831 


if! Gene No. 


16277 


Strand 


+ 


|'L| Start 


176 


End 


5184 


Name 


OJ990831 04.9A21.C3.ol.np 


Method 


AAT/NAP 


Start 


176 


End 


5184 


GI 


5042447 


Score 


679 


hxl Exons 


176. .254, 1016. .2044, 5124. 


.5184 




j'jj GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 



■\ Seq. No. 

Gene No. 
1 Start 
: Name 
f Start 

\ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



7722 Seq. ID 

16277 Strand 

17 6 End 

OJ990831_04 . 9A2 1 . C3 . ol . gs Method 

1006 End 

none Score 

1006.. 1218, 1263.. 1988 



OJ990831_04.9A21.C3 
+ 

5184 
GENSCAN 
1988 
.41 



7722 Seq. ID 

16277 Strand 
176 End 
OJ990831_04 .9A21.C3.o2. np Method 
2887 End 
6063554 Score 
2887. .3009, 3243. .3352, 3404. .3606, 4250. .4277, 4917. .5097 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a. region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990831_04. 9A21.C3 
+ 

5184 
AAT/NAP 
5097 
146 



Seq. No. 
Gene No. 
Start 
Name 



7722 

16278 

2903 

OJ990831 



04.9A21.C3.ol.tm 



Seq. ID 

Strand 

End 

Method 



OJ990831_04.9A21.C3 
3718 

TBLASTX: Maize 



8037 




Start 


- 1392 




End 


1727 






GI 


none 




Score 


232 






Exons 


1392. .1727 












Seq. No. 


7722 




Seq. ID 


OJ990831 


_04.9A21. 


C3 


bene jno ■ 


J. oZ / O 




ourana 








Start 


2903 




End 


3718 






Name 


OJ990831 04. 


9A21.C3.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


1392 




End 


1757 






GI 


none 




Score 


276 






Exqns 


1392. .1757, 


1544. .1582 










Seq. No. 


7722 




Seq. ID 


OJ990831 


_04.9A21. 


C3 


bene wo. 


1 £97fl 
1 / O 




otrana 








Start 


2903 




End 


3718 






Name 


OJ990831 04. 


9A21.C3.o2.gs 


Method 


GENSCAN 






Start 


2903 




End 


3718 






GI 


none 




Score 


.54 






Exons 


2903. .3463, 


3501.. 3540, 3551. 


.3718 








Seq. No. 


7723 




Seq. ID 


. OJ990831 


_04.9A21. 


C4 


bene wo. 






oi rana 








Start 


307 




End 


651 






Name 


OJ990831 04. 


9A21.C4 .ol.gs- 


Method' 


GENSCAN 






Start 


307 




End 


651 






GI 


none 




Score 


.56 






Exons 


307. .651 












Seq. No. 


7724 . ■ 




Seq. ID 


OJ990831 


_04.9A21. 


C6 


Gene No. 


16280 




Strand 


+ 






Q4-3 

o tar l 


44 




End 


1840 






Name 


OJ990831 04. 


9A21.C6.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


25 




End 


1840 






GI 


none 




Score 


117 






Exons 


25. .396, 30. 


.110, 31. .390, 168. .404, 177. .401, 


513. .578, 






514. .663, 519. .671, 520. .588, 


1681. .1839, 1688. 


.1831, 1691 


Seq. No. 


7724 




Seq. ID 


OJ990831 


_04.9A21. 


C6 


bene ino . 


16280 




Strand 


+ 






Start 


44 




End 


1840 






Name 


OJ990831 04. 


9A21.C6.ol.gp 


Method 


AAT/GAP 






Start 


44 




End 


1764 






GI 


none 




Score 


1112 






Exons 


44.. 401, 522 


..670, 1690. .1764 










Seq. No. 


7724 




Seq. ID 


OJ990831 


JD4.9A21. 


C6 


bene ino. 


16280 




Strand 


+ 






Start 


44 




End 


1840 






Name 


OJ990831 04. 


9A21.C6. ol.gs 


Method 


GENSCAN 






Start 


84 


End 


1832 






GI 


none 




Score 


.82 






Exons 


84. .401, 522 


..670, 1690. .1832 










Seq. No. 


7725 




Seq. ID 


OJ990831 


_04.9A21. 


C7 


Gene No. 


16281 




Strand 


+ 






Start 


72 




End 


597 






Name 


OJ990831 04. 


9A21.C7 .ol .gp 


Method 


AAT/GAP 







8038 




Start 


72 


End 


597 




GI 


none 


Score 


946 




Exons 


72. .597 








Seq. No. 


7725 


Seq. ID 


OJ990831_04.9A21 


.C7 


Gene No. 


16282 


Strand 








1624 


End 






Name 


OJ990831 04.9A21.C7.ol.np 


Method 


AAT/NAP 




Start 


1624 


End 


1913 




GI 


4680502 


Score 


77 




Exons 


1624. .1913 








GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 




Seq. No. 


772 6 


Seq. ID 


OJ990831_04.9A21 


.C8 


Gene No . 


• 1 c o o o 


Strand 






Start 


157 


End 


1512 




Name 


OJ990831 04 . 9A21 . C8 . ol . gp 


Method 


AAT/GAP 




Start 


157 


T-l _] 

End 


499 




GI 


3760374 


Score 


633 




Exons 


157. .499 








Seq. No. 


7726 


Seq. ID 


OJ990831_04.9A21 


.C8 


Gene No . 


16283 


Strand 






Start 


157 . 


End 


1512 




Name 


OJ990831 04.9A21.C8.ol.gs 


Method 


GENSCAN 




Start 


348 


End 


1453 




GI 


none 


Score 


.52 




Exons 


348. .628, 695. .1453 








Seq. No. 


7726 


Seq. ID 


OJ990831_04.9A21 


.C8 


Gene No. 


16283 


Strand 






btart 


157 


End 


1512 




Name 


OJ990831 04 . 9A21.C8.ol.np 


Method 


AAT/NAP 




Start 


362 


End 


1512 




GI 


2618699 


Score 


962 




Exons 


362. .931, 971. .1512 








GI Descrip. 


(AC002510) unknown protein [Arabidopsis thaliana] 




Seq. No. 


7726 


Seq. ID 


OJ990831_04.9A21 


;c8 


Gene No. 


16283 


Strand 






Start 


157 


End 


1512 




Name 


OJ990831 04.9A21.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


383 


End 


823 




GI 


none 


Score 


123 




Exons 


383. .631, 462. .629, 728. .823, 


732. .809 






Seq. No. 


7726 


Seq. ID 


OJ990831_04 . 9A21 


.C8 


Gene No. 


16283 


Strand 






Start 


157 


End 


1512 




Name 


OJ990831 04.9A21.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


390 


End 


917 




GI 


none 


Score 


214 




Exons 


390. .629, 390. .575, 401. .634, 


404. .631, 


704. .916, 705.. 


728, 




726.. 917, 730.. 900 








Seq. No. 


7726 


Seq. ID 


OJ990831_04 . 9A21 


.C8 


Gene No. 


16283 


Strand 







8039 




Start 


157 


End 


1512 




Name 


OJ990831 04.9A21.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


705 


End 


1441 




GI 


none 


Score 


64 




Exons 


705. .728, 726. .806, 728. .925, 984. .1391, 1010. .1441 




Seq. No. 




oeq. iu 




.C8 


Gene No . 




C Jf r^nrl 
OLraUU 






Start 


lo / 


Tp „ J 


1 CI o 

ID LZ 




Name 


OJ990831 04.9A21.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


890 


End 


1501 




GI 


none 


Score 


255 




Exons 




.1388, 1295 


. .1390 




Seq. No. 


/ / b 


Seq. ID.. 


OJ990831_04.9A21 


.C8 


Gene No. 


1 OQ'J 

1 o^oj 


Strand 






Start 


ID / 


End 


1512 




Name 


•OJ990831 04.9A21.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


981 


End 


1444 




GI 


none 


Score 


518 




Exons 


yol..l4Uo / lUiU..14Uz, IJ43 


..1416, 1409. .1444 * 




Seq. No. 


I 1 Z 1 


Seq. ID 


OJ990831_04.9A21 


.C9 


Gene No. 


lbzo4 , 


Strand 






Start 


4z 


End 


872 




Name 


OJ990831 04.9A21.C9.ol.gs 


Method 


GENSCAN 




Start 


42 


End 


872 




GI 


none 


Score 


.44 




Exons 


40 T1 C OTf COO "7 ft C O "7 O 

4^..dlo, J/o..5<£2, 7U5..0/2 








Seq. No. 


/ I £. I 


Seq. ID 


OJ990831_04.9A21 


.C9 


Gene No. 


lo^o4 


Strand 






Start 


A O 

42 


End 


872 




Name 


OJ990831 04.9A21.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


77 


End 


355 




GI 


none 


Score 


193 




Exons 


in i m to oci oq icq 
//..1UJ, /o.-zol, oo..loy, 


170. .343, 308. .355, 315. .344 




Seq. No. 


/ /Zo 


Seq. ID 


OJ990831_04.9A21 


.C'l'i 


Gene No. 


lozoo 


Strand 


+ 




Start 


^ yt 1 
441 


End 


650 




Name 


A TftftftOOl ft VI Ai\ 11 /"t "1 ft 1 _ 

OJ99(Jool 04 . 9A21 . Clu . ol . gs 


Method 


GENSCAN 




Start 


441 


End 


650 




GI 


none 


Score 


.58 




Exons 


441.. ooO 








Seq. No. 


7728 


Seq. ID 


OJ990831_04 . 9A21 


. en 


Gene No. 


16286 


Strand 






Start 


1 


End 


701 




Name 


OJ990831 04.9A21.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


701 




GI 


5852178 


Score 


274 




Exons 


1..77, 302. .385, 417. .701 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


7729 


Seq. ID 


OJ990831_04.9A21 


.ci: 


Gene No. 


16287 


Strand 







8040 




Start 


277 




End 


3480 




Name 


OJ990831 04.9A21.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


277 




End 


3480 




GI 


4680179 




Score 


4464 




Exons 


277. .3480 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


7729 




Seq. ID 


OJ990831_04.9A21 


.Cll 


Gene No . 


16287 




Strand 






Start 


277 




End 


3480 




Name 


OJ990831 04. 9A21.Cll.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


322 




End 


654 




GI 


none 




Score 


124 




Exons 


322. .651, 374. .652, 538 


. .654 








Seq. No. 


7729 




Seq. ID 


OJ990831_04.9A21 


.Cll 


Gene No . 


16287 




Strand 






Start 


277 




End 


3480 




Name 


OJ990831 04. 9A21.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


517 




End 


1102 




GI 


none 




Score 


110 




Exons 


517. .942, 518. .715, 538 


. .780, 


782. .943, 940. .1101, 947. 


.1102 


Seq. No. 


7729 




Seq. ID 


OJ990831J34.9A21 


.Cll 


Gene No . 


16287 




Strand 






Start 


277 




End 


3480 




Name 


OJ990831 04. 9A21.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


655 




End 


1281 




GI 


none 




Score 


44 




Exons 


655. .1281, 656. .715, 664. .1083, 776.. 


1279 




Seq. No. 


7729 




Seq. ID 


OJ990831_04.9A21 


.Cll 


Gene No . 


16287 




Strand 






Start 


277 




End 


3480 




Name 


OJ990831 04.9A21.Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1150 




End 


1438 




GI 


none 




Score 


256 




Exons 


1150.. 1386, 1154 ; . .1381, 


1406. . 


1438 






Seq. No. 


7729 




Seq. ID 


OJ990831_04. 9A21 


.Cll 


Gene No . 


16287 




Strand 






Start 


277 




End 


3480 




Name 


OJ990831 04.9A21.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1240 




End 


1498 




GI 


none 




Score 


123 




Exons 


1240. .1383, .1241. .1378, 


1276. . 


1386, 1400.. 1498 




Seq. No. 


7729 




Seq. ID 


OJ990831_04.9A21 


.Cll 


Gene No. 


16287 




Strand 






Start 


277 




End 


3480 




Name 


OJ990831 04.9A21.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1288 




End 


1825 




GI 


none 




Score 


68 




Exons 


1288. .1371, 1288. .1383, 


1292. . 


1396, 1292. .1408, 1400. .1825, 




1401. .1649, 1406..1669 










Seq. No. 


7729 




Seq. ID 


OJ990831_04.9A21 


.Cll 



8041 





16287 








St* ranH 

u Li cll 






Start 


277 








End 


3480 




Name 


OJ990831 04 


.9A21, 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1853 








End 


2206 




GI 


none 








Score 


203 




Exons 


1853. .2206, 


1860, 


. .2201 










Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 


Cpnp Mo 


16287 








Strand 






Start 


277 








End 


3480 




Name 


OJ990831 04 


.9A21. 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1853 








End 


2278 




GI 


none 








Score 


208 




Exons 


1853. .2203, 


1853. 


. .2278, 


1860. 


.2276 






Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 




16287 








St rand 






Start 


277 








End 


3480 




Name 


OJ990831 04 


.9A21. 


Cll.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2024 








End 


2272 




GI 


none 








Score 


207 




Exons 


2024. .2272 














Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 




16287 








St rand 






Start 


277 








End 


3480 




Name 


OJ990831 04 


.9A21. 


Cll.oS 


.tm 


Method 


TBLASTX: Maize 




Start 


2213 








End 


2545 




GI 


none 








Score 


145 ^' .. 




Exons 


2213. .2545, 


2214. 


.2492 










Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 


VJ "lie LHKJ . 


16287 














Start 


277 








End 


3480 




Name 


OJ990831 04 


.9A21. 


Cll.oS 


.tw 


Method 


TBLASTX: Wheat 




Start 


2279 








End 


2561 




GI 


none 








Score 


247 




Exons 


2279. .2542, 


2280. 


.2543, 


2463. 


.2561 






Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 


Gene No. 


16287 








Strand 






Start 


277 








End 


3480 




Name 


OJ990831 04 


.9A21. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2294 








End 


2689 




GI 


none 








Score 


179 




Exons 


2294. .2545, 


2304. 


.2537, 


2324. 


.2650, 2600.. 2653, 2657.. 2689, 




2657. .2689 














Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 












Strand 






Start 


277 








End 


3480 




Name 


OJ990831 04 


. 9A21 . 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2600 








End 


3047 




GI 


none 








Score 


69 




Exons 


2600. .3043, 


2805. 


.3047 










Seq. No. 


7729 








Seq. ID 


OJ990831_04.9A21 


.Cll 



8042 



Gene No. 16287 

Start 277 

Name OJ990831_04 . 9A21 . Cll . o4 . tw 

Start 2630 

GI none 

Exons 2630.. 3112, 2633.. 3001, 2715. 

Seq. No. 7729 

Gene No. 16287 

Start 277 

Name OJ990831JD4 . 9A21 . Cll . o4 . ts 

Start 2762 

GI none 

Exons 2762.. 3076 



Strand 
End 

Method 
End 
Score 
3113 



3480 

TBLASTX: Wheat 

3113 

198 



Seq. ID OJ990831_04.9A21.C11 
Strand 

End 3480 

Method TBLASTX : Soybean 

End 3076 

Score 193 



Seq. No. 7729 Seq. ID 

Gene No. 16287 Strand 

Start 277 End 

Name OJ990831_04 . 9A21 . Cll . 06 . tm Method 

Start 3050 End 

GI none Score 

Exons 3050.. 3241, 3096.. 3203 



OJ990831_04.9A21.C11 
3480 

TBLASTX: Maize 

3241 

97 



Seq. No. 7730 Seq. ID 

Gene No'. 16288 Strand 

Start 1 End 

Name OJ990831_04 . 9A21 . CI 2 . ol .np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..1043 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 7730 Seq. ID 

Gene No. 16288 Strand 

Start 1 End 

Name 0 J 9 9 0 8 3 1_0 4.9A21.C12.ol.gs Met hod 

Start 7 End 

GI none Score 

Exons 7.. 999, 1411.. 1689 



OJ990831_04 . 9A21.. C12 

1760 
AAT/NAP 
1043 
859 



sativa subsp. indica] 



OJ990831_04.9A21.C12 

1760 
GENSCAN 
1689 
.78 



Seq. No. 7730 Seq. ID 

Gene No. 16288 Strand 

Start 1 End 

Name OJ990831_04 . 9A21 . C12 . ol . tw Method • 

Start 235 End 

GI none Score 

Exons 235.. 585, 391.. 588 



OJ990831_04.9A21.C12 
1760 

TBLASTX: Wheat 

588 

83 



Seq. No. 7730 

Gene No. 16288 

Start 1 

Name OJ990831_04 . 9A2 1 . C12 . ol . tm 

Start 247 

GI none 

Exons 247.. 585 



Seq. ID OJ990831_04.9A21.C12 
Strand 

End 1760 

Method TBLASTX: Maize 

End 585 

Score 248 



Seq. No. 



7730 



Seq. ID OJ990831 04.9A21.C12 



8043 







lOZOO 


Q+- ranrl 

oLiana 






Start 


1 


End 


1760 




Name 


OJ990831 04.9A21.C12.o2.tw 


Method 


TBLASTX : 




Start 


637 


End 


835 




GI 


none 


Score 


129 




Exons 


637. .819, 638. .835 








Seq. No. 


7730 


Seq. ID 


OJ990831 




Gene No. 


16288 


Strand 






OLdi I 


1 


End 


1 760 




Name 


OJ990831 04.9A21.C12.o2.np 


Method 


AAT/NAP 




Start 


1286 


End 


1760 




GI 


4512231 


Score 


685 




Exons 


1286. .1760 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


7731 


Seq. ID 


OJ990831 




bene inu . 


16289 


Strand 


i 




Start 


438 


End 


1142 




Name 


OJ990831 04.9A21.C13.ol.gs 


Method 


GEN SCAN 




Start 


438 


End 


1142 




GI 


none 


Score 


.66 




Exons 


438. .519, 979. .1142 








Seq. No. 


7731 


Seq. ID 


OJ990831 


■,:\ 


Gene No. 


16290 


Strand 




:»!! 


Start 


251 


End 


424 


fli 


Name 


OJ990831 04.9A21.C13.ol.np 


Method 


AAT/NAP 




O L CIJ. L 


251 


End 


424 




GI 


6063554 


Score 


130 




Exons 


251. .424 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , 


ry 




correspond to a region of the 


predicted gene.; 






protein [Oryza sativa] 






!"i 


Seq. No. 


7732 


Seq. ID 


OJ990831 




Gene No. 


16291 


Strand 


+ 


iss: 




1 


End 


4968 


a: 

W 


Name 


OJ990831 04.9A21.C14.ol.np 


Method 


AAT/NAP 


□ 


Start 


1 


End 


2441 




GI 


6498436 


Score 


376 




Exons 


1..68, 1833. .2068, 2320. .2441 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7732 


Seq. ID 


OJ990831 




Gene No. 


16291 


Strand 


+ 




91- arl- 
o Lai u 


1 


End 


4968 




Name 


OJ990831 04.9A21.C14.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


4968 




GI 


2746335 


Score 


32 




Exons 


1..52, 2725. .2832, 4939. .4968 








GI Descrip. 


(AF037205) RING zinc finger protein [Mus muscul 




Seq. No. 


7732 


Seq. ID 


OJ990831_ 




Gene No. 


16291 


Strand 


+ 




Start 


1 


End 


4968 




Name 


OJ990831 04.9A21.C14.ol.gs 


Method 


GENSCAN 



9A21.C12 



04.9A21.C13 



hypothetical 



8044 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



732 End ' 2444 

none Score . 68 

732. .815, 865. .1050, 1090. .1127, 1162. .1304, 2320. .2444 



7732 

16292 

7067 

OJ990831_04 . 9A21 . C14 . ol . tm 

2515 

none 



Seq. ID OJ990831_04.9A21.C14 
Strand 

End 7331 

Method TBLASTX : Mai ze 

End 3144 

Score 109 



2515.72613, 2722. .2832, 2723.-2845, 2724. .2834, 3086. .3142, 
3098. .3136, 3100. .3144 



Seq. No. 7732 

Gene No. 16292 

Start 7067 

Name OJ990831_04 . 9A21 . CI 4 . o2 .gs 

Start 7067 

GI none 

Exons 7067.. 7279 



Seq. ID OJ990831_04.9A21.C14 
Strand 

End 7331 

Method GENS CAN 

End 7279 

Score .66 



Seq. No. 
Gene No. 
Start 
-Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7732 
16292 
7067 

OJ990831_04.9A21.C14.o3.np 
7070 
6010777- 
7070. .7331 

(AF188832) annexin [Fragaria x ananassa] 



Seq. ID OJ990831_04.9A21.C14 
Strand 

End 7331 

Method AAT/NAP 

End 7331 

Score 142 



7733 
16293 
1 

OJ990831_04.9A21.C15.ol.np 
1 

6010777 
1..305, 418. .631 

(AE188832) annexin [Fragaria x ananassa] 



Seq. ID OJ990831_04.9A21.C15 
Strand 

End 1063 

Method AAT/NAP 

End 631 

Score 289 



7733 

16293 

1 

OJ990831J34 . 9A21 . C15 . ol . ts 
60 

none 



Seq. ID OJ990831_04.9A21.C15 
Strand 

End 1063 

Method TBLASTX : Soybean 

End 564 

Score 166 



60. .308, 61. .306, 409. .564, 418. .564 



Seq. No. 7733 

Gene No. 16293 

Start 1 

Name OJ990831JD4 . 9A21 .C15 . ol . tm 

Start 84 

GI none 

Exons 84.. 308, 85.. 306, 406. .564 



Seq. No. 
Gene No. 



7733 
16293 



Seq. ID OJ990831__04.9A21.C15 
Strand 

End 1063 

Method TBLASTX : Mai ze 

End 564 

Score 81 



Seq. ID OJ990831_04.9A21.C15 
Strand 



8045 



Start 


1 


End 


1063 




Name 


OJ990831 04.9A21.C15.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


85 


End 


564 




GI 


none 


Score 


86 




Exons - 


85. .216, 90. .308, 418. .564 








Seq. No. 


7733 


Seq. ID 


OJ9908.31 


_04 . 9A21.C15 


Gene No . 




C 4- ranH 
D L IT dllCl 






Start 


1 


End 


1063 




Name 


OJ990831 04.9A21.C15.ol.gs 


Method 


GENSCAN 




Start 


87 


End 


1063 




GI 


none 


Score 


.88 




Exons 


87. .305, 418. .563, 994. .1063 








Seq. No. 


7734 


Seq. ID 


OJ990831 


_04.9A21.C17 


Gene No. 




Cf ra -rs ri 


1 




Start 


810 


End 


1081 




Name 


OJ990831 04.9A21.C17.ol.gs 


Method 


GENSCAN 




Start 


810 


End 


1081 




GI 


none 


Score 


.■56 




Exons 


810. .1081 








Seq. No. 


7735 


Seq. ID 


OJ990831 


_04.9A21.C19 


Gene No. 




Strand . 


+ 




Start 


13 


End ' 


14430 




Name 


OJ990831 04.9A21.C19.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


5978 




GI 


none 


Score 


.61 




Exons 


13. .24, 704. .947, 2582. .3157, 


3775. .3902, 4312. 


.4390, 5065.. 597 


Seq. No. 


7735 


Seq. ID 


OJ990831 


_04.9A21.C19 


Gene No. 


16295 


Strand 


+ 






13 


End 


14430 




Name 


OJ990831 04.9A21.C19.ol.np 


Method 


AAT/NAP 




Start 


2502 


End 


5057 




GI 


6730668 


Score 


949 




Exons 


2502.. 3157, 3775.. 3902, 4165. 


.4390, 4774. .4901, 


4974 . .5057 


GI Descrip. 


(AC007945) F28C11.3 [Arabidopsis thaliana] 




Seq. No. 


7735 


Seq. ID 


OJ990831 


_04.9A21.C19 


Gene No. 


16295 


Strand 


+ 




Start 


13 


End 


14430 




Name 


OJ990831 04.9A21.C19.o2.np 


Method 


AAT/NAP 




Start 


2724 


End 


14430 




GI 


6721516 


Score 


331 




Exons 


2724. .2983, 7150. .7280, 8614. 


.8728, 9121. .9404, 


11856. .11895, 




14289. .14430 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7735 


Seq. ID 


OJ990831 


_04.9A21.C19 


Gene No. 


16295 


Strand 


+ 




Start 


13 


End 


14430 




Name 


OJ990831 04.9A21.C19.ol.gp 


Method 


AAT/GAP 




Start 


3774 


End 


4400 




GI 


LIB3432-016-P1-K1-G11 


Score 


656 




Exons 


3774. .3902, 4165. .4400 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


151 Oryza 


sativa 



8046 




indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OCvjt IN KJ • 




Seq. ID 


OJ990831_04. 9A21 




Gene No. 


16295 


Strand 


+ 




Start 


13 


End 


14430 




Name 


OJ990831 04.9A21.C19.o4.np 


Method 


AAT/NAP 




Start 


13387 


End 


13476 




GI 


4680183 


Score 


118 




Exons 


13387. .13476 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


7735 


Seq. ID 


OJ990831_04.9A21 


.C19 


Gene No. 


16296 


Strand 






O Lai L 


7897 


End 


8466 




Name 


OJ990831 04.9A21.C19.o2.gp 


Method 


AAT/GAP 




Start 


7897 


End 


8466 




GI 


4879016 


Score 


865 




Exons 


7897. .8466 








GI Descrip. 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


7735 


Seq. ID 


OJ990831_04. 9A21 


.C19 


Gene No. 


16297 


Strand 






Start 


11293 


End 


13354 




Name 


OJ990831 04.9A21.C19.o3.np 


Method 


AAT/NAP 




Start 


11293 


End 


13354 




GI 


6721561 


Score 


96 




Exons 


11293. .11324, 13268. .13354 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


7735 








Seq. ID 


OJ990831_04.9A21 


.C19 


Gene No. 


16298 








Strand 






Start 


14152 








' End 


14835 




Name 


OJ990831 04 


. 9A21 


.C19.ol 


,tm 


Method 


TBLASTX: Maize 




Start 


2532 








End 


2922 




GI 


none 








Score 


401 




Exons 


2532. .2921, 


2533 


. .2922 










Seq. No. 


7735 








Seq. ID 


OJ990831JD4.9A21 


.C19 


Gene No. 


16298 








Strand 






Start 


14152 








End 


14835 




Name 


OJ990831 04 


. 9A21 


C19.o3 


tc 


Method 


TBLASTX: Cress 




Start 


2764 








End 


2934 




GI 


none 








Score 


188 




Exons 


2764. .2934, 


2775 


.2918 










Seq. No. 


7735 








Seq. ID 


OJ990831_04.9A21 


,C19 


Gene No. 


16298 








Strand 






Start 


14152 








End 


14835 




Name 


OJ990831 04 


. 9A21 


C19.o2 


ts 


Method 


TBLASTX : Soybean 




Start 


2905 








End 


3908 




GI 


none 








Score 


41 





8047 



Exons 



2905. .2952, 
3774. .3908 



2967.. 3047, 3055.. 3159, 3066.. 3176, 3773.. 3892, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7735 

16298 

14152 

OJ990831_04. 

3000 

none 

3000. .3140, 
3780. .3914, 



9A21.C19.o2.tm 



3000.. 3176, 3028. 
4158. .4391, 4162. 



Seq. ID OJ990831_04.9A21.C19 
Strand 

End 14835 

Method TBLASTX : Mai ze 

End 4398 

Score 146 

.3159, 3773. .3904, 3774. .3908, 
.4398 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
□ Start 
^ GI 
ff\ Exons 
■"; = 

\ t t\ Seq. No. 
; 33 | Gene No. 
Ul Start 

Name 
rjj Start 
7 GI 

Exons 

Seq. No. 
M= Gene No. 
Ci Start 
:==; Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



7735 

16298 

14152 

OJ990831_04. 

3055 

none 

3055. .3159, 

7735 

16298 

14152 

OJ990831J34. 

4168 

none 

4168. .4398, 

7735 

16298 

14152 

OJ990831_04. 

4204 

none 

4204. .4389 

7735 

16298 

14152 

OJ990831_04. 

4926 

none 

4926. .5117, 

7735 

16298 

14152 

OJ990831_04. 

5283 

none 

5283. .5360, 
5620. .5778, 
5905. .5958, 



9A21.C19.ol.tc 



3763. .3828, 3773. 



9A21.C19.ol.ts 



4176. .4394 



9A21.C19.o2.tc 



9A21.C19.o4.tm 



4940. .5065 



9A21.'C19.o3.tm 



5525. .5566, 5601. 
5775.. 5879, 5849. 
5906. .5980, 5974. 



Seq. ID OJ990831_04.9A21.C19 
Strand 

End 14835 

Method TBLASTX: Cress 

End 3910 

Score 79 
.3910, 3774.. 3908 

Seq. ID OJ990831_04.9A21.C19 
Strand 

End 14835 

Method TBLASTX : Soybean 

End * 4398 

Score 295 



Seq. ID OJ990831_04.9A21.C19 
Strand 

End 14835 

Method TBLASTX: Cress 

End 4389 

Score 189 



Seq. ID OJ990831_04.9A21.C19 

Strand - t: 

End 14835 

Method TBLASTX : Mai ze 

End 5117 

Score 186 



Seq. ID OJ990831_04.9A21.C19 
Strand 

End 14835 
Method • TBLASTX: Maize 
End 6000 
Score 65 

.5771, 5607. .5771, 5611. .5775, 
.5893, 5892. .5978, 5892. .5957, 
.6000 



Seq. No. 
Gene No. 
Start 



7735 

16298 

14152 



Seq. ID OJ990831_04.9A21.C19 
Strand 

End 14835 



8048 





Name 


OJ990831 04 


.9A21.C19.o3 


.gs 


Method 


GEN SCAN 




Start 


14152 




End 


14835 




GI 


none 






Score 


1 




Exons 


14152. .14676, 14770. .14835 








Seq. No. 


/ / JU 






Seq. ID 


OJ990831 




Gene No. 


X \J£. -7 J 






Strand 


+ 




Cf art 


1 
X 






End 


772 




Name 






.np 


Method 


AAT/NAP 




Start 


1 ~ 






End 


772 . 




GI 


DOIJIU J 






Score 


135 




Exons 


1..201, 395 


. .772 










GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


77 






Seq. ID 


OJ990831 




Gene No. 


IDjUU 






Strand 






OLalL 


^977 






End 






Name 




.9A21.C20.o2 


• n P 


Method 


AAT/NAP 




Start 


**011 ~ 
J£ f i 






End 


6328 




GI 


^ptzoi Ol 

JOJtlOl 






Score 


137 




Exons 


" 3277; .3305, 


4549. .4709, 


6274 


. .6328 






GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 






Seq. No. 


7 7 "37 






Seq. ID 


OJ990831 


□ 


Gene No. 


i 6^01 






Strand ■ 


+ 


'isf 


O Lai L 


1 

X 






End 


5025 


r?i 
:,: i 


Name 


O.TQQOfi^l 04 


.9A21.C22.ol 


. np 


Method 


AAT/NAP 


f\\ 


Start 


1 — 

X 






End 


5025 


! Kf 
■ t St 


GI 


5852175 






Score 


77 


; :c; 
i , z 


Exons 


1..34, 930. 


.1118, 1527. 


.1630 


, 4969. .5025 




GI Descrip. 


(AL117265) 


zhbOOOS.l [Oryza 


sativa] 




ru 


Seq. No. 


7737 






Seq. ID 


OJ990831 


uene ino . 


16301 






Strand 


+ 


.... 


Start 


1 






End 


5025 




Name 


OJ990831 04 


.9A21.C22.ol 


. gs 


Method 


GENSCAN 




Start 


829 






End 


1244 




GI 


none 






Score 


.66 




Exons 


829. .941, 1041. .1244 








.3=1 


Seq. No. 


7737 






Seq. ID 


OJ990831 




Gene No. 


16302 






Strand 


+ 




Of- r +- 
OLdi L 


9507 






End 


11100 




Name 


OJ990831 04 


. 9A21.C22.o3 


. np 


Method 


AAT/NAP 




Start 


9507 






End 


11100 




GI 


6721516 






Score 


126 




Exons 


9507. .9706, 


9745. .9790, 


11002. .11100 






GI Descrip. 


(AP001072) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7737 






Seq. ID 


OJ990831 




Gene No. 


16303 






Strand 






Start 


2453 






End 


11091 




Name 


OJ990831 04 


. 9A21.C22.o2 


.gs 


Method 


GENSCAN 




Start 


2453 






End 


11091 




GI 


none 






Score 


.55 




Exons 


2453. .3060, 


3705. .3984, 


4069 


..4193, 5094. .5214, 






5533. .5747, 


6026. .6116, 


8041 


..8383, 8803.. 8886, 



04. 9A21.C22 



5308, 
9059. 



,5453, 
,9216, 



8049 



9714.. 9744, 10888 .. 11020, 11048.. 11091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7737 
16303 
2453 

OJ990831 
6282 
5257279 
6282. .6305, 
(AP000364) 



Seq. ID OJ990831_04.9A21.C22 
Strand 

End ' 11091 

Method AAT/NAP 

End 11042 

Score 106 

10930.. 11042 

Similar to Transposon .MAGGY gag and pol gene 



04.9A21.C22.o4.np 



homologues. (L35053) [Oryza sativa] 



Seq. No. 


7737 








Seq. ID 


OJ990831_04.9A21 


.C22 


Gene No. 


16303 








Strand 






Start 


2453 








End 


11091 




Name 


OJ990831 04 


-9A21 


.C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7330 








End 


8017 




GI 


none 








Score 


70 




Exons 


7330 . .7452, 


7340 


. .8008, 


7355. 


.8017, 7500. .8015 




Seq. No. 


7737 








Seq. ID 


OJ990831_04.9A21 


.C22 


Gene No. 


16303 








Strand 






Start 


2453 








End 


11091 




Name 


OJ990831 04 


.9A21 


.C22.o2 


.np 


Method 


AAT/NAP 




Start 


7349 








End 


9330 




GI 


4416302 








Score 


2005 




Exons 


7349. .9330 














GI Descrip. 


(AF105716) 


copia 


-type pol polyprotein 


[Zea mays] 




Seq. No. 


7737 








Seq. ID 


OJ990831_04.9A21 


.C22 


Gene No. 


16303 








Strand 






Start 


2453 








End 


11091 




Name 


OJ990831 04 


.9A21 


.C22.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


7367 








End 


8008 




GI 


none 








Score 


44 




Exons 


7367. .7591, 


7503 


. .7583, 


7625. 


.7996, 7625. .8008, 7632. .8003 


Seq. No. 


7737 








Seq. ID 


OJ990831_04 . 9A21 


.C22 


Gene No. 


16303 








Strand 






Start 


2453 








End 


11091 




Name 


OJ990831 04 


.9A21 


.C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7370 








End 


7828 




GI 


none 








Score 


69 




Exons 


7370. .7615, 


7601 


. .7735, 


7739. 


.7828 







Seq. No. 7737 Seq. ID 

Gene No. 16303 Strand 

Start 2453 End 

Name OJ990831_04 . 9A21 . C22 . o2 . tw Method 

Start 7772 End 

GI none Score 

Exons 7772.. 8029, 8060.. 8209 



OJ990831_04.9A21.C22 
11091 

TBLASTX: Wheat 

8209 

94 



Seq. No. 7737 Seq. ID OJ990831_04.9A21.C22 

Gene No. 16303 Strand 

Start 2453 End 11091 

Name - OJ990831 04 . 9A21 . C22 . o4 . tm . Method TBLASTX: Maize 



8050 




Start 


8050 








End 


8216 


GI 


none 








Score 


89 


Exons 


8050. .8121, 


8050 


. .8211, 


8054. 


.8212, 8054. .8215, 8067. .8216 


- 

Seq. No. 


7737 








oeq. lij 




Gene No . 










Strand 




Start 


2453 








bna 


x x u y x 


Name 


OJ990831 04 


.9A21 


.C22.o2 


. tm 


Method 


i dXlAo i a : Max ze 


Start 


8258 










O / z o 


GI 


none 








Score 


374 


Exons 


8258. .8725, 


8259 


. .8723, 


8609. 


.8725 




Seq. No. 


7737 








Seq. ID 


OJ990831__04 . 9A21 .C22 


Gene No. 


16303 








Strand 




Start 


2453 








End 


11091 


Name 




QZ19 1 


COO n1 
. LZZ . OX 




Method 


TBLASTX : Soybean 


Start 


8385 








End 


8996 


GI 


5509260 








Score 


264 


Exons 


8385. .8729, 


8385 


. .8648, 


8390. 


.8728, 8719.. 8901, 8720.. 8887, 




8910. .8996 












GI Descrip. 


- 


- 










Seq. No. 


7737 








Seq. ID 


OJ990831_04.9A21.C22 


Gene No. 


16303 








Strand 




Start 


O A C T 

Z453 








End 


11091 


Name 


OJ990831 04 


. 9A21 


.C22.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


8393 








End 


8853 


GI 


none 








Score 


62 


Exons 


8393. .8569, 


8399 


. .8728, 


8400. 


.8729, 8615.. 8737, 8746. .8772, 




8779. .8853 












Seq. No. 


7737 








Seq. ID 


OJ990831_04.9A21.C22 


Gene No. 


16303 








Strand 




Start 


O A C O 








End 


11091 


Name 


OJ990831 04 


.9A21 


.C22.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


8728 








End. 


9026 


GI 


none 








Score 


.113 


Exons 


8728. .8775, 


8729 


. .8902, 


8764. 


.8901, 8770.. 8907, 8793. .8906, 




8897. .8989, 


8901 


. .8990, 


8905. 


.8991, '8907. . 9026 


Seq. No. 


7738 








Seq. ID 


OJ990831_04.9A21.C23 


Gene No . 


lb JU4 








Strand 




Start 


446 








End 


691 


Name 


OJ990831 04 


. 9A21, 


.C23.ol. 


.gs 


Method 


GEN SCAN 


Start 


446 








End 


691 


GI 


none 








Score 


.54 


Exons 


446. .691 












Seq. No. 


7739 








Seq. ID 


OJ990831_04.9A21.C24 


Gene No. 


16305 








Strand 




Start 


1 








End 


991 


Name 


OJ990831 04 


. 9A21, 


,C24.ol. 


,np 


Method 


AAT/NAP 


Start 


1 








End 


991 


GI 


4539660 








Score 


954 



Exons 1..991 

GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



8051 




Seq. No. 


7739 




Seq. ID 


OJ990831_04.9A21. 


C24 


Gene No. 


1 cine 
1 boub 




Strand 






Start 


1098 




End 


2286 




Name 


OJ990831 04.9A21.C24.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


28 




End 


369 




GI 


none 




Score 


220 




Exons 


28. .369/ 29. .355 










Seq. No. 


7739 




Seq.' ID 


OJ990831_04.9A21. 


C24 


Gene No . 


loJUo 




Strand 






Start 


1098 




End 


2286 




Name 


OJ990831 04.9A21.C24.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


64 




End 


555 




GI 


none 




Score 


70 




Exons 


64. .369, 167. .301, 378. 


.554, 


421. .555 






Seq. No. 


7739 




Seq. ID 


OJ990831_04.9A21. 


C24 


Gene No . 






C 4- — — — , -J 

otrana 






Start 


1098 




End 


2286 




Name 


OJ990831 04.9A21.C24.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


.107 




End 


464 




GI 


none 




Score 


164 




Exons 


107.. 376, 133.. 378, 363 


. .464, 


373. .462 






Seq. No. 


7739 




Seq. ID 


OJ990831_04;9A21. 


C24 


Gene No. 


16306 




Strand 






Start 


*i r\ o o 

luyy 




End 


o o o c 

2286 




Name 


OJ990831 04.9A21.C24.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


441 




End 


926 




GI 


none 




Score 


80 




Exons 


441. .647, 471. .647, 478 


. .657, 


646. .813, 


647. .856, 680. .8 


!14, 




846. .926 










Seq. No. 


7739 




Seq. ID 


OJ990831_04.9A21. 


C24 


Gene No . 


1 /rone 
lb oUb 




Strand 






Start 


1098 




End 


2286 




Name 


OJ990831 04.9A21.C24.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


624 




End 


917 




GI 


none 




Score 


71 




Exons 


624. .647, 655. .813, 661 


. .783, 


665 . .856, 


846. .917 




Seq. No. 


7739 




Seq. ID 


OJ990831_04.9A21. 


C24 


Gene No. 


16306 




Strand 






o tar t 


i u y o 




End 


zz o b 




Name 


OJ990831 04.9A21.C24.o2 


.np 


Method 


AAT/NAP 




Start 


1098 




End 


2286 




GI 


6815052 




Score 


923 




Exons 


1098. .1216, 1497. .1572, 


1653. 


.2286 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7740 




Seq. ID 


OJ990831_04.9A21. 


C25 


Gene No. 


16307 




Strand 


+ 




Start 


1 




End 


3937 




Name 


OJ990831 04.9A21.C25.ol, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3937 




GI 


6815052 




Score 


1389 





Exons 1..231, 513. .633, 933. .1032, 1862. .1975, 2800. .2914, 2963. .3641, 



8052 



3909. .3937 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


7740 


Seq. ID 


OJ990831_04.9A21. 


C25 


Gene No. 


16307 


Strand 


+ 




Start 


1 


End 


3937 




Name 


OJ990831 04. 9A21.C25.ol.gs 


Method 


GEN SCAN 




Start 


77 


End 


3684 




GI 


none 


Score 


.45 




Exons 


77.. 262, 658.. 733, 830.. 1032, 


2794. .3684 




beg. NO. 


7741 


Seq. ID 


OJ990831_04.9A21. 


C27 


Gene No. 


16308 


Strand 






Start 


101 


End 


272 




Name 


OJ990831 04.9A21.C27.ol.gp 


Method 


AAT/GAP 




Start 


101 


End 


272 




GI 


LIB3433-026-P1-K1-C1 


Score 


252 




Exons 


101. .272 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


44 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 


Seq. No. 


7741 


Seq. ID 


OJ990831 04.9A21. 


Cz / 


Gene No. 


16309 


Strand 






Start 


C H ft 

569 


End 


670 




Name 


OJ990831 04 . 9A21 . C27 . ol . gs 


Method 


GEN SCAN 




Start 


569 


End 


670 




GI 


none 


Score 


.59 




Exons 


569 . . 670 








Seq. No. 


7742 


Seq. ID 


^\TftftftO*5*1 A A ATI O 1 

OJ990831 04.9A21. 


C29 


Gene No. 


.L U J X \J 


O L. -L Q J. lv_J. 






Start 


All 


End 


649 




Name 


OJ990831 04.9A21.C29.ol.ts 


Method 


TBLASTX : Soybean 




Start 


392 


End 


628 




GI 


none 


Score 


208 




Exons 


392. .625, 421. .624, 425. .628 








Seq. No. 


7742 


Seq. ID 


OJ990831_04.9A21. 


C29 


Gene No. 


16310 


Strand 






Start 


421 


End 


649 




Name 


OJ990831 04.9A21.C29.ol.gs 


Method 


GENSCAN 




Start 


421 


End 


567 




GI 


none 


Score 


.95 




Exons 


421. .567 








Seq. No. 


7742 


Seq. ID 


OJ990831_04.9A21. 


C29 


Gene No. 


16310 


Strand 






Start 


421 


End 


649 




Name 


OJ990831 04.9A21.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


421 


End 


629 




GI 


none 


Score 


226 




Exons 


421. .621, 422. .625, 426.-629 








Seq. No. 


7742 


Seq. ID 


OJ990831_04.9A21. 


C29 


Gene No. 


16310 


Strand 






Start 


421 


End 


"64 9 




Name 


OJ990831 04.9A21.C29.ol.np 


Method 


AAT/NAP 





8053 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

GI Descrip. 



449 End 
2633727 Score 
449. .649 

(Z99111) ykrT [Bacillus subtilis] 



649 
113 



04.9A21.C30 



7743 Seq. ID OJ990831_ 

16311 Strand + 

1 End 689 

OJ990831_04.9A21.C30.ol.gp ■ Method AAT/GAP 
1 End 689 

559_1.R1084 Score 1150 

1..138, 215. .689 

»129232/sp|P25777 |ORYB_ORYSA 0.0e+00 ORYZAIN BETA CHAIN 

PRECURSOR >gi_67 645_pir KHRZOB oryzain (EC 3.4.22.-) beta 

precursor - rice >gi_218183_dbj_BAA14403_ (D90407) oryzain beta 
precursor [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7743 Seq. ID 

16311 Strand 
1 End 
OJ990831_04 . 9A21 .C30 . ol . np Method 
1 End 
129232' Score 
1. .138, 215. .689 

ORYZAIN BETA CHAIN PRECURSOR, gi | 67 645 | pir | | KHRZOB oryzain (EC 
3.4.22.-) beta precursor - rice gi | 218183 | dbj | BAA14403 . 1 1 
(D90407) oryzain beta precursor [Oryza sativa] 



OJ990831_04.9A21.C30 
+ 

689 

AAT/NAP 

689 

1095 



7743 Seq. ID 

16311 Strand 

I End 

O J9 90 8 3 1_0 4 . 9A2 1 . C3 0 . o 1 . tm Method 

II End 
none Score 



OJ990831_04 . 9A21 .C30 
+ 

689 

TBLASTX: Maize 

679 

70 



11. .88, 12. .131, 13. .138, 13. .138, 214. .432, 215. .433, 486. .677, 
494. .679 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



7743 

16311 

1 

OJ990831_04. 9A21.C30.ol.ts 
11 

none 



Seq. ID OJ990831_04.9A21.C30 

Strand + 

End 68 9 

Method TBLASTX : Soybean 

End 67 6 

Score 154 



11. .52, 13. .138, 20. .103, 69. .122, 193. .342, 209. .367, 221. .364, 
367. .432, 368. .433, 496. .600, 497. .676, 579. .674' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



7743 Seq. ID 

16311 Strand 

1 End 

OJ990831_04 . 9A21 . C30 . ol . tc Method 

13 End 

none Score 



OJ990831_04.9A21.C30 
+ 

689 

TBLASTX: Cress 

680 

157 



13. .138, 20. .139, 69. 
503. .676, 513. .680 

7743 
16311 



149, 214. .432, 215. .433, 277. .441, 



Seq. ID OJ990831_04.9A21.C30 
Strand + 



8054 




Start 


1 




End 


689 




Name 


OJ990831 04.9A21.C30.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


13 




End 


355 




GI 


none 




Score 


66 




Exons 


13. .111, 203. .283, 257. 


.355, 


293. .355 






Seq. No. 


7743 




Seq. ID 


OJ990831_04 .9A21 


.C30 


Gene No . 






otrana 


+ 




Start 


1 




End 


689 




Name 


OJ990831 04.9A21.C30.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


516 




End 


683 




GI 


none 




Score 


239 




Exons 


516. .683, 521. .682 










Seq. No. 


7744 




Seq. ID 


OJ990831_04.9A21 


.C31 


Gene No . 


1 DjIZ 




Strand 






Start 


260 




End 


717 




Name 


OJ990831 04.9A21.C31.ol 


.gs 


Method 


GENSCAN 




Start 


260 




End 


621 




GI 


none 




Score 


.53 




Exons 


260. .621 










Seq. No. 


7744 




Seq. ID 


OJ990831_04.9A21 


.C31 


Gene No. 


16312 




Strand 








260 




End 


717 




Name 


OJ990831 04.9A21.C31.ol 


.np 


Method 


AAT/NAP 




Start 


372 




End 


717 




GI 


4584539 




Score 


133 




Exons 


372. .717 










GI Descrip. 


(AL04 9608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


7744 




Seq. ID 


OJ990831_04.9A21 


.C31 


Gene No . 


16312 




Strand 






Start 


260 . 




End 


717 




Name 


OJ990831 04.9A21.C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


386 




End 


717 




GI 


none 




Score 


68 




Exons 


386. .493, 389. .493, 565 


. .717, 


571. .696 






Seq. No. 


7744 




Seq. ID 


OJ990831_04.9A21 


.C31 


taene wo . 


16312 




Strand 






Start 


260 




End 


717 




Name 


OJ990831 04.9A21.C31.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


395 




End 


717 




GI 


none 




Score 


36 




Exons 


395.. 493, 492.. 542, 503 


. .583, 


565. .717, 


571. .693, 578.. 


700 


Seq. No. 


7745 




Seq. ID 


OJ990831_04 . 9A21 


.C32 


Gene No. 


16313 




Strand 


+ 






1 




End 


2409 




Name 


OJ990831 04.9A21.C32.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


2406 




GI 


4680179 




Score 


3432 




Exons 


1. .2406 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


7745 




Seq. ID 


OJ990831_04. 9A21 


.C32 



8055 



Gene No. 16313 • Strand + 

Start 1 End 2409 

Name OJ990831_04 . 9A21 . C32 . ol . gs Method GENSCAN 

Start 19 End 2409 

GI none Score .78 

Exons 19.. 434, 738.. 1485, 1615.. 1702, 1772.. 2409 



Seq. No. 7745 Seq. ID 

Gene No. 16313 Strand 

Start 1 End 

Name : OJ990831_04 . 9A21 .C32 . ol . ts Method 

Start 28 End 

GI none Score 

Exons 28. .387, 29. .61, 96. .386 



OJ990831_04.9A21.C32 
+ 

2409 

TBLASTX : Soybean 

387 

453 



Seq. No. 7745 Seq. ID 

Gene No. 16313 Strand 

Start 1 End 

Name OJ990831_04 . 9A21 .C32 . o4 . tw Method 

Start 100 End 

GI none Score 

Exons 100.. 402, 101. .181, 102. .386 



OJ990831_04 . 9A21 .C32 
+ 

2409 

TBLASTX: Wheat 

402 

376 



Seq. No. 7745 Seq. ID 

Gene No. 16313 • Strand 

Start 1 End 

Name OJ990831_04 . 9A21 . C32 . o4 . tm Method 

Start 121 End 

GI none Score 

Exons 121.. 468, 213.. 467 



OJ990831_04 . 9A21 . C32 
+ 

2409 

TBLASTX: Maize 

468 

338 



Seq. No. 7745 Seq. ID 

Gene No. 16313 Strand 

Start 1 End 

Name OJ9908 31_04 . 9A2 1 . C32 . o3 . tw. Method 

Start 403 End 

GI none Score 

Exons 403.. 825, 432. .824 



OJ990831_04.9A21.C32 
+ 

2409 

TBLASTX: Wheat 

825 

581 



Seq. No. 7745 Seq. ID 

Gene No. 16313 Strand 

Start 1 End 

Name OJ990831_04 . 9A21 . C32 . o3 . ts Method 

Start 409 End 

GI none Score 

Exons 409.. 654, 426.. 554 



OJ990831__04.9A21.C32 
+ 

2409 

TBLASTX : Soybean 

654 

203 



Seq. No. 7745 Seq. ID 

Gene No. 16313 Strand 

Start 1 End 

Name OJ990831_04 . 9A21 .C32 . o2 . tm Method 

Start 47 4 End 

GI none Score 

Exons 474 .. 824, 475.. 828, 475.-837 



Seq. No. 
Gene No. 



OJ990831_04.9A21.C32 
+ 

2409 

TBLASTX: Maize 

837 

475 



7745 
16313 



Seq. ID OJ990831_04.9A21.C32 
Strand + 



8056 



Start 1 

Name OJ990831_04 . 9A21 . C32 . o2 . tw 

Start 828 

GI none 

Exons 828.. 1394, 859.. 1395 

Seq. No. 7745 

Gene No. 16313 

Start 1 

Name OJ990831_04 . 9A21 . C32 . ol . tc 

Start 1054. 

GI none 

Exons 1054.. 1089, 1102.. 1275, 1276. 

Seq. No. 7745 

Gene No. 16313 

Start 1 

Name OJ990831JD4 . 9A21 .C32 .o2 . ts 

Start 1188 

GI none 

Exons 1188.. 1442, 1189.. 1443 

Seq. No. 7745 

Gene No. 16313 

Start 1 

Name OJ990831_04 . 9A21 .C32 . o3 . tm 

Start 1241 

GI none 

Exons 1241. .1396, 1242. .1529, 1243. 

Seq. No. 7745 

Gene No. 16313 

Start 1 

Name OJ990831_04 . 9A21 . C32 . ol . tw 

Start 1402 

GI none 

Exons 1402.. 2028, 1458.. 1916, 1774. 

Seq. No. 7745 

Gene No. 16313 

Start 1 

Name OJ990831JD4 . 9A21 . C32 . ol . tm 

Start 1581 

GI none 

Exons 1581.. 1730, 1581.. 1736, 1582. 

Seq. No. 7745 

Gene No. 16313 

Start 1 

Name OJ990831_04 . 9A21 . C32 . o5 . tw 

Start 2028 

GI none 

Exons 2028.. 2297, 2029.. 2361, 2032. 

Seq. No. 7746 

Gene No. 16314 

Start 58 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2409 

TBLASTX: Wheat 

1395 

663 



OJ990831_04 . 9A21 . C32 
+ 

2409 

TBLASTX: Cress 
1419 
37 

.1419, 1278. .1418 ■ 

Seq. ID OJ990831_04.9A21.C32 

Strand + 

End 2409 

Method TBLASTX : Soybean 

End 1443 

Score 292 



Seq. ID OJ990831_04.9A21.C32 

Strand + 

End 2409 

Method TBLASTX : Mai ze 

End 1533 

Score 88 
.1533 

Seq. ID OJ990831_04.9A21.C32 

Strand + 

End 2409 

Method TBLASTX : Wheat 

End 2028 

Score 688 
.2025 

Seq. ID OJ990831_04.9A21.C32 

Strand + 

End 2409 

Method TBLASTX : Mai ze 

End 2181- 

Score 103 

.1743, 1741. .2181, 1743. .2165 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2319 

Seq. ID 

Strand 

End 



OJ990831_04.9A21.C32 
+ 

2409 

TBLASTX: Wheat 

2361 

320 



OJ990831_04 . 9A21 .C33 
+ 

464 



8057 



Name 


OJ990831 04.9A21.C33.ol.gs 


Method 


GENSCAN 






Start 


58 


End 


464 






GI 


none 


Score 


.87 






Exons 


58. .257, 350. .464 










Seq. No. 


7746 


Seq. ID 


OJ990831 


_04. 


9A21.C33 


Gene No. 


16315 


Strand 


+ 






Start 


1333 


End 


1714 






Name 


OJ990831 04.9A21.C33.ol.gp 


Method 


t\±\ 1 / unir 






Start 


1333 


End 


1714 






GI 


uC-osflcyp033a04bl 


Score 


651 






Exons 


1333. .1714 










GI Descrip. 


'6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


7746 


Seq. ID 


OJ990831 


_04. 


9A21.C33 


Gene No. 


16316 


Strand 








O Ldl L 


1 


End 


1 £91 

1 1 






Name 


OJ990831 04 . 9A21 . C33 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


1621 






GI 


5852180 


■ Score 


504 






Exons 


1..413, 465. .583, 1563. .1621 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


7746 


Seq. ID 


OJ990831 


_04. 


9A21.C33 


Gene No. 


16317 


Strand 








OtdiL 


3763 


End 


j ? j j 






Name 


OJ990831 04 . 9A21 . C33 . o2 . np 


Method 


AAT/NAP 






Start 


3763 


End 


3955 






GI 


5852181 


Score 


134 






Exons 


3763. .3955 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








Seq. No. 


7747 


Seq. ID 


OJ990831 


_04. 


9A21.C34 


Gene No. 


16318 


Strand 


+ 






otait 


727 


End 


4750 






Name 


OJ990831 04.9A21.C34.ol.gs 


Method 


GENSCAN 






Start 


727 


End 


4715 






GI 


none 


Score 


.58 






Exons 


727. .1236, 1830. .1936, 1980. 


.2347, 2395.. 2423, 


2652 


. .2803, 




2933.. 3247, 3261.. 3283, 3304 


. .4715 








Seq. No. 


7747 


Seq. ID 


OJ990831 


_04. 


9A21.C34 


Gene No. 


16318 


Strand 


+ 






Start 


727 


End 


4750 






Name 


OJ990831 04.9A21.C34.ol.gp - 


Method 


AAT/GAP 






Start 


1093 


End 


1487 






GI 


2312718 


Score 


649 






Exons 


1093. .1487 











GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



4512233/dbj IAB014743. 1 IAB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



7747 

16318 

727 

OJ990831JD4 . 9A21 . C34 . o2 . gp 
1663 



Seq. ID OJ990831_04.9A21.C34 

Strand + 

End 4750 

Method AAT/GAP 

End 2015 



8058 




GI , 25792_1.R1084 Score 649 

Exons 1663.. 2015 

GI Descrip. ' 4512233/dbj | AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 


7747 








Seq. ID 


OJ990831_04.9A21 


.C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End 


4750 




Name 


OJ990831 04 


.9A21 


.C34.o2 


.np 


Method 


AAT/NAP 




Start 


2649 








End 


4750 




r-T 












i fi fin 




Exons 


2649. .3731, 


3765 


. .4750 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa , 


subsp. indica] 




Seq. No. 


7747 








Seq. ID 


OJ990831_04.9A21 


.C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End . 


4750 




Name 


OJ990831 04 


.9A21 


.C34 .o2 


.tw 


Method 


TBLASTX: Wheat 




O LdX L 


9ft ft ^ 










9 9 4 R 

J c. *1 -J 




GI 


none 








Score 


276 




Exons 


2885. .3244, 


O Q Q £ 


9CM c; 










Seq. No. 


7747 








Seq. ID 


OJ990831 04.9A21 


-C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End 


4750 




Name 


OJ990831 04 


.9A21 


.C34.03 


.tm 


Method 


TBLASTX: Maize 














tnu 


94 91 
O H J X 




GI 


'none 








Score 


183 




Exons 


3126. .3431, 


OJL4HJ 












Seq. No. 


7747 








Seq. ID 


OJ990831_04.9A21 


.C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End 


4750 




Name 


OJ990831_04 


.9A21 


.C34.o2 


.tm 


Method 


TBLASTX: Maize 




Ouait 


97 Rfi 
J / JO 








End 


4111 




GI 


none 








Score 


186 " 




Exons 


3756. .4109, 






4046. , 


,4111 






Seq. No. 


7747 








Seq. ID 


OJ990831_04.9A21 


.C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End 


4750 




Name 


OJ990831 04 


. 9A21 


.C34.o3 


.tw 


Method 


TBLASTX: Wheat 




OLdXt 


97 Q1 








End 


4160 




GI 


none 








Score 


162 




Exons 


3791. .4000, 


3792, 


. .4001, 


4046. . 


,4159, 4047. .4160 




Seq. No. 


7747 








Seq. ID 


OJ990831_04 . 9A21 


.C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End 


4750 




Name 


OJ990831 04 


.9A21. 


.C34.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4325 








End 


4745 




GI 


none 








Score 


52 




Exons 


4325. .4744, 


4329. 


. .4379, 


4434 . . 


4745, 4446. .4745 




Seq. No. 


7747 








Seq. ID 


OJ990831_04.9A21 


.C34 


Gene No. 


16318 








Strand 


+ 




Start 


727 








End 


4750 





8059 



# • 



Name 


OJ990831 04.9A21.C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4434 




End 


4745 




GI 


none 




Score 


289 




Exons 


4434. .4745, 4473. .4652, 


4664 . 


. 4744 






Seq. No. 


7748 




Seq. ID 


OJ990831_04.9A21 


.C35 


f^p-np Mo 


16319 




Strand 






Start 


521 




End 


559 




Name 


OJ990831 04.9A21.C35.ol 


. tm 


Method • 


TBLASTX: Maize 




Start 


330 




End 


559 




GI 


none 




Score 


254 




Exons 


330.. 554, 337. .555, 338 


. .559 








Seq. No. 


7748 




Seq. ID 


OJ990831_04 .9A21 


.C35 


ftpriP No 


16319 




• St rand 






Start 


521 




End 


559 




Name 


OJ990831 04.9A21.C35.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


336 




End 


550 




GI 


none 




Score 


147 




Exons 


336. .548, 337. .549, 338 


. .547, 


341. .550 






Seq. No. 


7748 




Seq. ID 


OJ990831JD4 .9A21 


.C35 


Gpnp No 


16319 




St rand 






Start 


521 




End 


559 ■ 




Name 


OJ990831 04.9A21.C35.ol 


-ts 


Method 


TBLASTX: Soybean 




Start 


336 




End 


555 




GI 


none 




Score 


105 




Exons 


336. .488, 337. .510, 338 


. .508, 


485. .550, 


493. .555 




Seq. No. 


7748 




Seq. ID 


OJ990831_04.9A21 


.C35 




16319 










Start 


521 




End 


559 




Name 


OJ990831 04.9A21.C35.ol 


.gs 


Method 


GENS CAN 




Start 


521 




End 


552 




GI 


none 




Score 


.49 




Exons 


521. .552 










Seq. No. 


7749 




Seq. ID 


OJ990831_04.9A21 


.C36 


Gpnp Nr> 


16320 




St rflnH 






Start 


120 




End 


162 




Name 


OJ990831 04.9A21.C36.ol 


.gs 


Method 


GENSCAN 




Start 


120 




End 


162 




GI 


none 




Score 


.5 




Exons 


/ 120. .162 










Seq. No. 


7750 




Seq. ID 


OJ990831JD4.9A21 


.C38 


Gene No. 


16321 




Strand 






Start 


345 




End 


722 




Name 


OJ990831 04.9A21.C38.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


323 




End 


722 




GI 


none 




Score 


55 




Exons 


323. .349, 343. .417, 345. 


. .431, 


365. .418, 


366. .431, 430.. 


474, 




444..S48, 545. .712, 548, 


. .712, 


552. .722, 


552. .722 




Seq. No. 


7750 




.Seq. ID 


OJ990831_04.9A21 


.C38 


Gene No. 


16321 




Strand 






Start 


345 




End 


722 





8060 




Name 


OJ990831 04.9A21.C38.ol 


.gs 


Method 


GENS CAN 


Start 


345 




End 


671 


GI 


none 




Score 


.49 


Exons 


345. . 671 








Seq. No. 


7751 




Seq. ID 


OJ990831_04 . 9A21.C39 


Gene No . 


16322 




Strand 




Start 


200 




End 


507 


Name 


OJ990831 04. 9A21.C39.ol 


.gs 


Method 


GENSCAN 


Start 


200 




End 


507 


GI 


none 




Score 


.46 


Exons 


200. .507 








.Seq. No. 


7752 




Seq. ID 


OJ990831_04 . 9A21 .C40 


Gene No . 


16323 




Strand 




Start 


206 




End 


2171 


Name 


OJ990831 04.9A21.C40.ol 


.gs 


Method 


GENSCAN 


Start 


206 




End 


2171 


GI 


none 




Score 


.79 


Exons 


206.. 575, 1470.. 1619, 1794... 


2062, 2075 


. .2171 


Seq. No. 


7752 




Seq. ID 


OJ990831_04 . 9A21 .C40 


Gene No. 


16324 




Strand 




Start 


2180 




End 


5292 


Name 


OJ990831 04 9A21 C40 ol 


.tm 


Method 


TBLASTX: Maize 


Start 


205 ~~ 




End 


1901 


GI 


none 




Score 


265 


Exons 


205 474 206 568 207 


. .578 


, 207. .578 


, 1788. .1844, 1792. .1: 




1857. .1901 








Seq. No. 


7752 




Seq. ID 


OJ990831_04. 9A21.C40 


Gene No. 


16324 




Strand 




Start 


2180 




End 


5292 


Name 


OJ990831 04.9A21.C40.ol 


.np 


Method 


AAT/NAP 


Start 


2180 




End 


4094 


GI 


4585884 




Score 


191 


Exons 


2180. .2199, 3367. .3655, 


3761 


. .4094 




GI Descrip. 


(AC005850) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


7752 




Seq. ID 


OJ990831_04.9A21.C40 


Gene No. 


16324 




Strand 




Start 


2180 




End 


5292 


Name 


OJ990831 04.9A21.C40.o2 


.gs 


Method 


GENSCAN 


Start 


2830 




End 


4971 


GI 


none 




Score 


.88 


Exons 


2830. .2925, 3248. .3435, 


3563 


..3655, 3761. .4113, 4187. .4215, 




4323.-4472, 4587. .4711, 


4927 


. .4971 




Seq. No. 


7752 




Seq. ID 


OJ990831_04.9A21.C40 


Gene No . 


16324 




Strand 




Start 


2180 




End 


5292 


Name 


OJ990831 04.9A21.C40.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


3552 




End 


3983 


GI 


none 




Score 


159 


Exons 


3552.. 3656, 3753.. 3983 








Seq. No. 


7752 




Seq. ID 


OJ990831_04.9A21.C40 



8061 




Gene No. 


16324 




Strand 




Start 






Hi I l\X 




Name 


OJ990831 04 


. 9A21.C40.o2 


. np Method 


AAT/NAP 


Start 


4853 




End 


5292 


GI 


6815052 




Score 


198 


Exons 


4853. .4971, 


5250. .5292 






GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


7753 




Seq. ID 


OJ990831_04.9A21.C41 


Gene No. 


16325 




Strand 


+ 


Start 


1428 




End 


7963 


Name 


OJ990831 04 


.9A21.C41.o4, 


. np Method 


AAT/NAP 


Start 


1428 




End 


7963 


GI 


6063554 




Score 


148 


Exons 


1428. .1492, 


6401. .6637, 


6756. .6779, 77* 


39. .7963 


GI Descrip. 


(AP000615) 


ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64) 



correspond to a region of the predicted gene.; hypothetical 
protein '[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990831_04.9A21.C41 
Strand 

End 67 65 

Method AAT/NAP 

End 4093 

Score 878 



7753 
16326 
1 

OJ990831_04. 9A21.C41.ol.np 
1 

6815052 

1..120, 196. .694, 743. .900, 1603. .1691, 2568. .2626, 2760. .2800, 

2989. .3106, 3386. .3468, 3947. .4093 

(AP001080) hypothetical protein [Oryza sativa] 



7753 
16326 
1 

OJ990831_04 . 9A2 1 . C4 1 . ol . gs 
439 
none 

439. .696, 748. .993, 1070. .1107, 1375. .1466, 1622. .1722, 
3062. .3106, 3896. .4058, 5293. .5420, 6416. .6620, 6643. .6765 



Seq. ID OJ990831_04.9A21.C41 
Strand 

End 67 65 

Method GENSCAN 

End 67 65 

Score .47 



Seq. No. 


7753 




Seq. ID 


OJ99083 


Gene No. 


16326 




Strand 




Start 


1 




End 


6765 


Name 


OJ990831 04 


. 9A21.C41.o2 


.np Method 


AAT/NAP 


Start 


.3286 




End 


6615 


GI 


6721516 




Score 


603 


Exons 


3286. .3433, 


3892. .4259, 


4674. .4914, 6573. .6615 


GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


7754 




Seq. ID 


OJ99083: 


Gene No. 


16327 




Strand 


+ 


Start 


2497 




End 


3158 


Name 


OJ990831 04 


.9A21.C42.o2 


. gs Method 


GENSCAN 


Start 


2497 




End 


3138 


GI 


none 




Score 


.88 


Exons 


2497. .3138 









Seq. No. 7754 Seq. ID OJ990831_04.9A21.C42 

Gene No. 16327 Strand + 

8062 




Start 


2497 


End 


• 3158 


Name 




Method 


AAT/NAP 


Start 


2550 


End 


3158 


GI 


4417306 


Score 


233 


Exons 


2550. .3158 






GI Descrip. 


(AC006446) putative Athila 


retroelement ORF1 protein 




[Arabidopsis thaliana] 






Seq. No. 


7754 


Seq. ID 


OJ990831 04.9A21.C42 


bene ino . 




Strand 


+ 


Start 


2497 


End 


3158 


Name 


OJ990831 04.9A21.C42.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2803 


End 




GI 


none 


Score 


108 


Exons 


2803.. 2928, 2935.. 3129 






Seq. No. 


7755 


Seq. ID 


OJ990831_04 . 9A21 .C43 


Gene No. 


16328 


Strand 


- 


O LalT U 


178 


End 


1039 


Name 


OJ990831 04.9A21.C43.ol.np 


Method 


AAT/NAP 


Start 


178 


End 




GI 


4680186 


Score 


75 


Exons 


178.. 319, 1021.. .1039 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 


Seq. No. 


7755 


Seq. ID 


OJ990831 04.9A21.C43 


Gene No . 


16328 


Strand 


- 


Start 


178 


End 


1039 


Name 


OJ990831 04.9A21.C43.ol.gs 


Method 




Start 


647" 


End 


718 


GI 


none 


Score 


.76 


Exons 


647. .718 






Seq. No. 


7756 


Seq. ID 


OJ990831_04 . 9A21 . C44 




16329 


Strand 


+ 


Start 


772 


End 


2483 


Name 


OJ990831 04.9A21.C44.ol.gs 


Method 


GENSCAN 


Start 


772 


End 


2483 


GI 


none 


Score 


.41 


Exons 


772. .1093, 2185. .2483 






Seq. No. 


7756 


Seq. ID 


OJ990831_04 . 9A21 . C44 


Gene No. 


16330 


Strand 


+ 


Start 


2882 


End 


3088 


Name 


OJ990831 04.9A21.C44.ol.np 


Method 


AAT/NAP 


Start 


2882 


End 


3088 


GI 


6466937 


Score 


112 


Exons 


2882.. 3088 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


7757 


Seq. ID 


OJ990831_04.9A21.C45 


Gene No. 


16331 


Strand 


+ 


Start 


1 


End 


119 


Name 


OJ990831 04.9A21.C45.ol.np 


Method 


AAT/NAP. 


Start 


1 


End 


119 


GI 


6466937 


Score 


91 



8063 




Exons 1..119 

GI Descrip. (AC0U621) putative retroelement ppl polyprotein [Arabidopsis 
thaliana] 





Seq. No. 


7757 




Seq. ID 


OJ990831_04.9A21.C45 




Gene No. 


16332 




Strand 


- 




Start 


1000 




End 


4564 




Name 


OJ990831 04.9A21.C45.ol 


.gp 


Method 


AAT/GAP 




Start 


801 




End 


1345 




GI 


none 




Score 


97 6 




Exons 


801. .1345 










Seq. No. 


7757 




Seq. ID 


OJ990831_04 . 9A21 .C45 




Gene No. 


16332 




Strand 






Start 


1000 




End 


4564 




Name 


OJ990831 04.9A21.C45.ol 


. gs 


Method 


GENS CAN 




Start 


1000 




End 


4383 




GI 


none 




Score 


.97 




Exons 


1000. .1436, 2560. .2675, 


2907 


..3351, 4044. .4383 




Seq. No. 


7757 




Seq. ID 


OJ990831_04.9A21.C45 




Gene No. 


16332 




Strand 






Start 


1000 




End 


4564 




Name 


OJ990831 04.9A21.C45.o2 


.gp 


Method 


AAT/GAP 




Start 


1310 




End 


4078 




GI 


15192 1.R1084 




Score 


1303 


B 


Exons 


1310. .1436, 2560. .2675, 


2920 


..3351, 4044. .4078 


r lp 


GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


151 Oryza sativa 


t- s ; 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


i . ! 

w* 

: S i 


Seq. No. 


7757 




Seq. ID 


OJ990831_04.9A21.C45 


's Zi 


Gene No. 


16332 




Strand 




ril 


Start 


1000 




End 


4564 


is 


Name 


OJ990831 04.9A21.C45.o3 


-gp 


Method 


AAT/GAP 


= : 


Start 


4236 




End 


4564 


^ i 


GI 


5038612 




Score 


650 


A 


Exons 


4236. .4564 










Seq. No. 


7757 




Seq. ID 


OJ990831_04.9A21.C45 


iii 


Gene No. 


16333 




Strand 






Start 


5705 




End 


6940 




Name 


OJ990831 04.9A21.C45.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


976 




End f 


3347 




GI 


none 




Score 


334 




Exons 


976.. 1263, 995.. 1261, 1240.. 


1437, 1250 


..1438, 1250. .1450, 






1266.. 1439, 2569.. 2655, 


2573 


..2677, 2573.. 2683, 2575.. 2679, 






2906. .3346, 2906. .3346, 


2907 


. .3347 






Seq. No. 


7757 




Seq. ID 


OJ990831_04.9A21.C45 




Gene No. 


16333 




Strand 






Start 


5705 




End 


6940 




Name 


OJ990831 04.9A21.C45.ol 


. tc 


Method 


TBLASTX: Cress 




Start • 


1019 




End 


1290 




GI 


none 




Score 


209 




Exons 


1019. .1288, 1030.. 1290, 


1031 


. .1288 





Seq. No. 7757 Seq. ID OJ990831_04 . 9A21 . C4 5 



8064 



Gene No. 


16333 








Strand 






jLdlL 


j / no 








End 


6940 




Name 


OJ990831 04 


.9A21 


.C45.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1030 








End 


2675 




GI 


none 








Score 


302 




Exons 


1030. .1350, 


1049 


. .1351, 


1107. 


.1388, 1123. .1398, 


1345. .1437, 




1346. .1438, 


2558 


. .2671, 


2558. 


.2671, 2580. .2675 




Seq. No. 


7757 








Seq. ID 


OJ990831 


_04.9A21.C45 




lUJJJ 








Strand 






Start 


5705 








End 


6940 




Name 


OJ990831 04 


-9A21 


.C45.o2 


.ts 


Mpt hod 


TBLASTX ' 


Soybean 


Start 


3095- 








End 


3347 




GI 


none 








Score 


333 




Exons 


3095. .3346, 


3096 


. .3347, 


3114. 


.3347 






Seq. No. 


7757 








Seq. ID 


OJ990831 


_04.9A21.C45 




IDJJJ 








Strand 






Start 


5705 








End 


6940 




Name 


OJ990831 04 


.9A21 


.C45.o2 


gs 


Method 


GENSCAN 




Start 


5705 








End 


. 6940 




GI 


none 








Score 


.86 




Exons 


5705. .5814, 


6874 


. .6940 










Seq. No. 


7758 








Seq. ID 


OJ990831 


_04. 9A21.C4 6 


Gene No. 


16334 








Strand 






Start 


526 








End 


1220 




Name 


OJ990831 04 


. 9A21 


.C46.ol 


gs 


Method 


GENSCAN 




Start 


526 








End 


1220 




GI 


none 








Score 


.72 




Exons 


526. .569, 1136.. 


1220 











OJ990831 04.9A21.C47 



Seq. No. 7759 Seq. ID 

Gene No. 16335 Strand 

Start 212 End 1301 

Name OJ990831_04 . 9A21 .C47 .ol .np Method AAT/NAP 

Start 149 End 1301 

GI 4680179 Score 988 

Exons 14 9. . 1301 

GI Descrip. ' (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 7759 Seq. ID 

Gene No. 16335 Strand 

Start 212 End 

Name 0 J9 90 8 3 1_0 4 . 9A2 1 . C4 7 . o2 . t w Method 

Start 194 End 

GI none Score 

Exons 194.. 520, 390.. 515 



OJ990831_04 . 9A21 . C47 
1301 

TBLASTX: Wheat 

520 

64 



Seq. No. 7759 Seq. ID 

Gene No. 16335 Strand 

Start 212 End 

Name OJ990831_04 . 9A21 . C47 . ol . gs Method 

Start 212 End 

GI none Score 

Exons 212.. 837, 1273.. 1279 



OJ990831_04 . 9A21.C47 

1301 
GENSCAN 
1279 
.43 



8065 






Seq. No. 


7759 


Seq. ID 


OJ990831_04.9A21 


.C47 




ucUc wo . 


J.OJJJ 


oi r aiiu 








Start 


212 


End 


1301 






Name 


OJ990831 04.9A21.C47.ol.tm 


Method • 


TBLASTX: Maize 






Start 


434 


End 


863 






GI 


none 


Score 


205 






Exons 


434. .862, 435. .617, 672. .8 


63 








Seq. No. 


7759 


Seq. ID 


OJ990831_04 . 9A21 


.C47 




Gene No. 


16335 


Strand 








Of a v-h 


91 9 
Z X 




IjUJ. 






Name 


OJ990831 04.9A21.C47.ol.tw 


Method 


TBLASTX: Wheat 






Start 


527 


End 


1117 






GI 


none 


Score 


79 






Exons 


527. .862, 528. .617, 746. .8 


62, 756. .875, 


861. .938, 862.. 


930, 






947. .1117, 960. .1112 










Seq. No. 


7759 


Seq. ID 


OJ990831_04.9A21 


.C47 




belle LNU . 


lUJJJ 










Start 


212 


End 


1301 






Name 


OJ990831 04.9A21.C47.ol.ts 


Method 


TBLASTX : Soybean 






Start 


965 


End 


1290 






GI 


none 


Score 


57 






Exons 


965. .1156, 966. .1037, 1159 


..1290, 1160. 


.1279 






Seq. No. 


7759 


Seq. ID 


OJ990831_04.9A21 


.C47 


\ t \\ 


(jene ino . 


IDjjj 


Q4- r2n H 






r 1 1 


Start 


212 


End 


1301 




: cr 
r = i 


Name 


„:OJ990831 04.9A21.C47.o2.tm 


Method 


TBLASTX: Maize 




'cs? 


Start 


992 


End 


1273 




Ly 


GI 


none 


Score 


67 






Exons 


992. .1147, 995. .1132, 1147 


..1272, 1160. 


.1273 




! hi 


Seq. No. 


7759 


Seq. ID 


OJ990831_04.9A21 


.C47 




ocUc INO . 


IDjjj 


oc raiia 






□ 


Start 


212 


End 


1301 






Name 


OJ990831 04.9A21.C47.o3.tw 


Method 


TBLASTX: Wheat 






Start 


1156 


End 


1299 . 






GI 


none 


Score 


103 ■ 




p 


Exons 


1156. .1299, 1160. .1288 










Seq. No. 


7760 


Seq. ID 


OJ990831_04.9A21 


.C50 




bene INO • 


16336 


Strand 


+ 






Start 


1012 


■.. End 


2406 






Name 


OJ990831 04.9A21.C50.ol.gs 


Method 


GEN SCAN 






Start 


1012 


End 


2327 






GI 


none 


Score 


.55 






Exons 


1012. .1218, 1330. .1608, 1872. .1969, 2120. .2327 






Seq. No. 


7760 


Seq. ID 


OJ990831_04.9A21 


.C50 




Gene No. 


16336 


Strand 


+ 






Start 


1012 


End 


2406 






Name 


OJ990831 04.9A21.C50.ol.np 


Method 


AAT/NAP 






Start 


1238 


End 


2406 






GI 


4417306 


Score 


195 






Exons 


1238.. 1645, 2343.. 2406 










GI Descrip. 


(AC006446) putative Athila 


retroelement 


. ORF1 protein 





8066 




[Arabidopsis thaliana] 



OC^ ■ Lv\J ■ 


77 61 

/ ( D J. 




Seq. ID 


O.TQQOft "31 


04 




CM 


Gene No. 


16337 




Strand 


+ 








Start 


2960 




End 


3656 








Name 


OJ990831 04 


.9A21.C51.ol.np 


Method ■ 


AAT/NAP 








Start 


2960 




End 


3656 








GI 


6815052 




Score 


96 








Exons 


2960. .3140, 


3537. .3656 












GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


7761 




Seq. ID 


OJ990831 


_04. 


9A21 


.C51 


Gene No. 


16338 




Strand 


- 








Start 


2944 




End 


3410 








Name 


OJ990831 04 


. 9A21.C51.o2.gs 


Method 


GENSCAN 








Start 


2944 




End 


3410 








GI 


none 




Score 


.71 








Exons 


2944. .3144, 


3295. .3410 , 












IN U . 


77 fs9 




Seq. ID 


OJ990831 








Gene No. 


16339 




Strand 


+ 








Start 


1 




End 


1732 








Name 


OJ990831 04 


. 9A21.C52.o2.np 


Method 


AAT/NAP 








Start 


1 




End 


1686 








GI 


6815052 




Score 


409 








Exons 


1..54, 981. 


.1147, .1229. .1299, 


1566. .1686 








GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


7762 




Seq. ID 


OJ990831 


_04. 


9A21 


.C52 


Gene No. 


16339 




Strand 


+ 








Start 


1 




End 


1732 








Name 


OJ990831 04 


. 9A21.C52.ol.gs 


Method 


GENSCAN 








Start 


990 




End 


1732 








GI 


none 




Score. 


.55 








Exons 


990. .1239, 


1566. .1732 














776? 




Seq. ID 


OJ990831_ 


04 






Gene No. 


. 16340 




Strand 










Start 


' 1 




End 


2297 








Name 


OJ990831 04 


. 9A21.C52.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


2297 








GI 


6815052 




Score 


733 








Exons 


1..519, 568 


..760, 2200.. 2297 












GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


7763 




Seq. ID 


OJ990531_ 


_44. 


9B05 


.CI 


Gene No. 


16341 




Strand 










Start 


396 




End 


499 








Name 


OJ990531 44 


.9B05.Cl.ol.gs 


Method 


GENSCAN 








Start 


396 


End 


499 








GI 


none 




Score 


.41 








Exons 


396. .499 














Seq. No. 


7764 




Seq. ID 


OJ990531_ 


J4. 


9B05 


.C2 


Gene No. 


16342 




Strand 


■f 








Start 


400 




End 


550 








Name 


OJ990531 44 


. 9B05.C2.ol.gs 


Method 


GENSCAN 









8067 



Start 
GI 

Exons 



400 
none 
400. .550 



End 
Score 



550 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7764 Seq. ID 

16343 Strand 

1 End 711 

OJ990531_44 . 9B05 . C2 . ol . np Method AAT/NAP 

1 End 711 

6633833 Score 88 
1..66, 481... 711 

(AC009519) F1N19.4 [Arabidopsis thaliana] 



OJ990531 44.9B05.C2 



7765 Seq. ID 

16344 Strand 

28 End 

OJ990531_44 . 9B05 . C4 . ol . gs Method 

28 End 

none Score 



OJ990531_44.9B05.C4 

2821 
GEN SCAN 
2821 
.57 



28. .127, 250. .358, 931. .1016, 1151. .1254, 1941. .2432, 2618. .2821 



7766 

16345 

1 

OJ990531_44 . 9B05 .C5.ol.np 
1 

6466937 



Seq. ID OJ990531_44.9B05.C5 
Strand 

End 15422 

Method AAT/NAP 

End 67 93 

Score 1555 



1..61, 1608. .5010, 6741. .6793 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



7766 

16345 

1 

OJ990531_44 . 9B05 . C5 . o2 . gs 

1579 

none 



Seq. ID OJ990531_44.9B05.C5 
Strand 

End 15422 
Method GENSCAN 
End 15113 
Score . A . 62 



□ 



1579. .2142, 2209. .2550, 2659 .. 2856, ; 3009 .. 3160, 3251. .3825, 
3906. .4495, 4556. .4747, 4912. .5076, 5131. .5333, 6198. .6322, 
7367. .7416, 11405 .. 11637 , 12220 .. 12356, 13306 .. 13374 , 
13528. .13605, 13659 .. 14002, 15015. .15113 



Seq. No. 


7766 








Seq. ID 


OJ990531_44.9B05 


.C5 


Gene No. 


16345 








Strand 






Start 


1 








End 


15422 




Name 


OJ990531 44 


.9B05 


.C5.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1618 








End 


2148 




GI 


none 








Score 


195 




Exons 


1618. .2148, 


1625 


. .2077 










Seq. No. 


7766 








Seq. ID 


OJ990531_44.9B05 


.C5 


Gene No. 


16345 








Strand' 






Start 


1 








End 


15422 




Name 


OJ990531 44 


9B05 


C5.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1621 








End 


1968 




GI 


none 








Score 


226 




Exons 


1621. .1968 















8068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
U\ Gene No. 
fjj Start 

Name '". . 
:sJ Start 



w 

!. 'I 

ril 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7766 

16345 

1 

OJ990531_44 

1816 

none 

1816. .2136, 



.9B05.C5.o2.ts 
1817. .2155 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_44.9B05.C5 
154-22 

TBLASTX: Soybean 

2155 

107 



7766 

16345 

1 

OJ990531_4 4 . 9B05 . C5 . 06 . tm 

2182 

none 

2182.. 2526, 2285.. 2341, 2375. 



7766 
1634 5 
1 

OJ990531_44, 

2623 

none 

2623. .2838, 



Seq. ID OJ990531_44 .9B05.C5 
Strand 

15422 

TBLASTX: Maize 
2527 
37 



End 

Method 
End 
Score 
.2527 



7766 

16345 

1 

OJ990531_44, 

2629 

none 

2629. .2874, 

7766 

16345 

1 

OJ990531_44. 

2785 

none 

2785. .2877, 

7766 

16345 

1 

OJ990531_44. 

2904 

none 

2904. .3245, 

7766 
16345 

■1 

OJ990531_44. 
3177 

none '* 
3177. .3461, 



Seq. ID OJ990531_44.9B05.C5 
Strand 

End 15422 

Method TBLASTX : Maize 

End 3158 

Score 89 

.2875, 2913. .3158, 2944. .3138 

Seq. ID OJ990531_44.9B05.C5 
Strand 

End 15422 

Method TBLASTX : Soybean 

End 2875 

Score 82 



Seq. ID OJ990531_44.9B05.C5 

Strand - •* . 

End 15422 

Method TBLASTX : Wheat 

End 3182 

Score 233 



Seq. ID OJ990531_44. 9B05.C5 
Strand 

End 15422 

Method TBLASTX : Soybean 

End 3245 

Score 95 



9B05.C5.o2.tm 
2635.. 2874, 2684, 

9B05.C5.o3.ts 
2726. .2875 

9B05.C5.o2.tw 
2904:. 3182 

9B05.C5.ol.ts 
2965. .3126 

Seq. ID OJ990531_44.9B05.C5 
Strand 

End 15422 

9B05.C5.o3. tm Method TBLASTX: Maize 

End 3650 

Score 75 

3271. .3456, 3447. .3650, 3450. -.3638, 3454. .3639 



8069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

! «=| Seq. No. 
Q Gene No. 
fji Start 
1=1 1 Name 
Start 

4; Exons 

fil GI Descrip. 



y Seq. No. 
H : Gene No. 
Q Start 
i 3S | Name 

Start 
'■J GI 

Exons 

GI Descrip. 



7766 

16345 

1 

OJ990531_4 4 . 9B05 .C5.ol.tw 

3231 

none 



Seq. ID OJ990531__44.9B05.C5 



Strand 
End 

Method 

End 

Score 



15422 

TBLASTX: Wheat 

3674 

73 



3231. .3455, 3276.-3443, 3447. .3674, 3450.. 3557 



7766 

16345 

1 

OJ990531_4 4 . 9B05 . C5 . o5 . tm 

4305 

none 



Seq. ID OJ990531_44.9B05.C5 
Strand 
End 

Method 
End 
Score 



15422 

TBLASTX: Maize 

4636 

103 



4305. .4439, 4313. .4453, 4541. .4636, 4565. .4636 



7766 



Seq. ID OJ990531_44 . 9B05.C5 



16345 Strand 
1 End 
OJ990531__4 4 . 9B05 . C5 . o4 . tm Method 
4786 End 
none Score 
4786. .5064, 4787. .5008, 4789. .5055 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15422 

TBLASTX: Maize 

5064 

132 



OJ990531 44.9B05.C5 



7766 
16345 
1 

OJ990531_44. 9B05.C5.o4 .np 
12126 
6063554 

12126. .12295, 12995 .. 13025, 
14101. .14374, 15393. .15422 

(AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



15422 
AAT/NAP 
15422 
276 



13670. .13809, 13962 14 040, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 44.9B05.C5 



7766 
16345 
1 

OJ990531_44 . 9B05 . C5 . o2 . gp 
12650 

LIB3477-003-P1-K1-E9 
12650.. 12736 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



15422 
AAT/GAP 
12736 
126 



Seq. No. 7767 

Gene No. 16346 

Start 1420 

Name OJ990531_4 4 . 9B05 . C6 . ol . gp 

Start 1420 

GI 38012_1.R1084 

Exons 1420.. 1498 

GI Descrip. 1 4097947/gb | U72255 | OSU72255 



Seq. ID OJ990531_44.9B05.C6 

Strand + 

End 14 98 

Method AAT/GAP 

End .14 98 

Score 95 

2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds* 



8070 



Seq. No. 7767 

Gene No. 16347 

Start 2073 

Name OJ990531_4 4 . 9B05 . C6 . o2 . gp 

Start 2073 

GI 27195_1.R1084 

Exons 2073.. 2323, 2424.. 2531 

GI Descrip. '3738326 4.0e-09 (AC005170) 
thaliana] ' 



Seq. ID OJ990531_44.9B05.C6 



Strand 
End 

Method 

End 

Score 



+ 

2531 
AAT/GAP 
2531 
666 



putative nodulin [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7767 Seq. ID 

16348 Strand 

15637 End 

OJ990531_44. 9B05.C6.o2.np Method 

15637 End 

4680185 Score 



OJ990531_44.9B05.C6 
+ 

23709 
AAT/NAP 
16832 
203 



15637. .15749, 16185 .. 16276, 16594.. 16832 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 7767 
Gene No. 16348 
Start 15637 

Name OJ?90531_44 . 9B05 .C6 . o3 . gs 

Start 16098 

GI none 

Exons 16098. .16192, 16248 .. 16443, 16474 .. 16651, 16663 

17864. .18131, 18898. .18918, 19564 19751, 20916 
21669. .21758, 21882 .. 22066, 22323 
23398. .23514, 23600.. 23709 



Seq. ID OJ990531_44.9B05.C6 
Strand + 

23709 
GEN SCAN 
23709 
.57 



End 

Method 

End 

Score 



,22524, 22753. 



,16823, 
,21396, 
,22872, 



Seq. No. 


7767 


Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16349 


Strand 






Start 


11366 


End 


15920 




Name 


OJ990531 44.9B05.C6.ol 


. np Method 


AAT/NAP 




Start 


11366 


End 


15920 




GI 


4680179 


Score 


5197 




Exons 


11366. .12307, 12341. .14798, 14832.. 15920 




GI Descrip.- 


(AF111709) polyprotein 


[Oryza sativa 


subsp. indica] 




Seq. No. 


7767 


Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16349 


Strand 






Start 


11366 


End 


15920 




Name 


OJ990531 44.9B05.C6.o3 


gp Method 


AAT/GAP 




Start 


13005 


End 


13629 




GI 


3548944 


Score 


1089 




Exons 


13005. .13629 








GI Descrip. 


4 512237/dbj IBAA75235.1 


2.0e-89 (AB014746) polyprotein 


[Hordeum 




vulgare] 








Seq. No. 


7767 


Seq. ID 


OJ990531_44.9B05 


,C6 


Gene No. 


16350 


Strand 






Start 


23028 


End 


23621 




Name 


OJ990531 44.9B05.C6.o4, 


gp Method 


AAT/GAP 




Start 


23028 


End 


23621 




GI 


3761363 


Score 


855 





Exons 23028. .23621 

GI Descrip. 5852170/emb | AL117265 . 1 1 OST17804 1.0e-151 Oryza sativa 



8071 



indica (GLA4) genomic DNA, chromosome 4,-BAC clone:tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7767 Seq. ID OJ990531_44 . 9B05 . C6 

16351 Strand 

23580 End 29690 

OJ990531_4 4 . 9B05 . C6 . o3 . np Method AAT/NAP 

23580 End 29690 

6063554 Score 204 

23580. .23753, 24389. . 24418, 2567 6 .. 258 91 , 26181 26375 , 

29665.. 29690 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 7767 

Gene No. 16351 

Start 23580 

Name OJ990531_4 4 . 9B05 . C6 . o4 . gs 

Start 25240 

GI none 

Exons 25240... 25392, 25489 .. 25558, 
28402. .28535, 28600 .. 28881 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_44.9B05.C6 

29690 
GENSCAN 
29088 
.7 



25717. .26039, 27084 .. 27104 , 
29016. .29088 



Seq. No. 7767 Seq. ID 

Gene No. 16352 Strand 

Start 31724 End 

Name OJ990531_44 . 9B05.C6.o6. tw . Method 

Start 11411 End 

GI none Score 

Exons 11411. .11743, 11475.. 11744 



OJ990531^44. 9B05.C6 
31811 

TBLASTX: Wheat 

11744 

137 



Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11612 




End 


12190 




GI 


none 




Score 


177 




Exons 


11612. .12031, 11616. 


.12026, 


12029. .12190, 12036. .12182 




Seq. No. 


7767 




Seq. ID 


OJ990531_44 . 9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11744 




End 


12370 




GI 


none 




Score 


81 




Exons 


11744. .12370, 11747. 


.11998, 


11865. .12314 




Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


12191 




End 


12341 




GI 


none 




Score 


75 




Exons 


12191. .12340, 12219. 


.12341 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 







8072 



Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o4 . tm 


Method 


TBLASTX : Maize 




Start 


12344 




End 


12598 




GI 


none 




Score 


216 




Exons 


12344. .12598, 12354. 


.12596 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


ucne lno • 












Start 


31724 




End 


31811 




Name 


OJ9905.31 44.9B05.C6. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


12362 




End 


12622 




GI 


none 




Score 


159 




Exons 


12362. .12622, 12363. 


.12617 








Seq. No. 


7767 




Seq. ID 


OJ990531_44 . 9B05 


.C6 


bene ino • 


1 £^R9 
IDj jZ 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12410 




End 


12988 




GI 


none 




Score 


234 




Exons 


12410. .12988, 12411. 


.12668,, 


12416. .12877, 12720.. 12974 




Seq. No. 


. 7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


bene ino . 


1 £ "3 0 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


12965 




End 


13331 




GI 


none 




Score 


165 




Exons 


12965. .13330, 12977. 


.13330, 


12981. .13331 




Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


bene ino . 


1 DJJi 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


12989 




End 


13402 




GI 


none 




Score • 


337 




Exons 


12989. .13402, 12990. 


.13355 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


bene lno ■ 


1 DjjZ 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


13151 




End 


13393 




GI 


none 




Score 


81 




Exons 


13151. .13393, 13152. 


.13379 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


bene lno . 


1 £"3 ^ O 
1 Djj<: 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13367 




End 


13867 




GI 


none 




Score 


70 




Exons 


13367. .13681, 13376. 


.13519, 


13688. .138 67, 1374 3. .13859 




Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 





8073 



Name 


OJ990531 44.9B05.C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13403 




End 


13652 




GI 


none 




Score 


215 




Exons 


13403. .13651, 13419. 


.13652 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


13418 




End 


13813 




GI 


none 




Score 


188 




Exons 


13418. .13777, 13419. 


.13694, 


13743. .13775, 13781. .13813 




Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13655 




End 


14017 




GI 


none 




Score 


116 




Exons 


13655. .13849, 13657. 


.13845, 


13665. .13874, 13674 .. 13868, 






13679. .13876, 13880. 


.13963, 


13884. .13964, 13946. .14017 




Seq. No. 


7767 




Seq. ID 


OJ990531_44. 9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


14352 




End 


14772 




GI 


none 




Score 


70 




Exons 


14352. .14516, 14422. 


.14517, 


14435. .14530, 14562 .. 14 77 1, 






14629. .14772 










Seq. No. 


7767 




Seq. ID 


OJ990531_44. 9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


14452 




End 


14804 




GI 


none 




Score 


50 




Exons 


14452. .14544, 14454. 


.14804, 


14569. .14730 




Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


-C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


15129 




End 


15434 




GI 


none 




Score 


81 




Exons 


15129. .15434, 15328. 


.15420 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 






Start 


31724 




End 


31811 




Name 


OJ990531 44.9B05.C6. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15315 




End 


15677 




GI 


none 




Score 


147 




Exons 


15315. .15677, 15316. 


.15675 








Seq. No. 


7767 




Seq. ID 


OJ990531_44.9B05 


.C6 


Gene No. 


16352 




Strand 







8074 



Start 31724 End 31811 

Name OJ990531_44 . 9B05 . C6 . o5 . gp Method AAT/GAP 

Start 31724 End 31811 

GI LIB3432-008-P1-K1-F11 Score 135 

Exons 31724. .31811 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-151 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 


7768 






Seq. ID 


OJ990531_44. 


9B05. 


C7 


Gene No. 


16353 






Strand 


- 






Start 


45 






End 


8579 






Name 


OJ990531 44 


.9B05 


.C7.ol.gs 


Method 


GENSCAN 






Start 


45 






End 


8579 






GI 


none 






Score 


.67 






Exons 


45. .312, 2469. .2656, 4714. .5002, 5102.. 


.5227, 5236.. 


6191, 






6279. .6725, 


6804 


..7467, 8079. 


.8579 








Seq. No. 


7768 






Seq. ID 


OJ990531_44. 


9B05. 


C7 


Gene No. 


16353 






Strand 








btar z 


45 






End 


8579 






Name 


OJ990531_44 


.9B05 


.C7.o2.np 


Method 


AAT/NAP 






Start 


q n 






End 


8282 






GI., 


4680204 






Score 


117 






Exons 


5580. .5682, 


6804 


..6971, 8055. 


.8282 








GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 






Seq. No. 


7769 






Seq. ID 


OJ990531_44. 


9B05. 


C8 


Gene No. 


16354 






Strand 


+ 






b rarr 


6260 






End 


8089 






Name 


OJ990531_44 


.9B05 


.C8.o2.gs 


Method 


GENSCAN 






Start 


DU 






End 


8057 






GI 


none 






Score 


.67 






Exons 


6260. .6628, 


6728 


..7207, 7477. 


.7504, 7544. .8057 






Seq. No. 


7769 






Seq. ID 


OJ990531 44. 


9B05. 


C8 


Gene No. 


16354 






Strand 


+ 






Start 


6260 






End 


8089 






Name 


OJ990531 44 


.9B05 


.C8.o2.np 


Method 


AAT/NAP 






Start 


7643 






End 


8089 






GI 


6691193 






Score 


157 






Exons 


7643. .8089 














GI Descrip. 


(AC007534) 


F7F22 


.17 [Arabidopsis thaliana] 






Seq. No. 


7769 






Seq. ID 


OJ990531_44. 


9B05. 


C8 


Gene No. 


16355 






Strand 








Start 


552 






End 


5100 






Name 


OJ990531 44 


.9B05 


.C8.ol.np 


Method 


AAT/NAP 






Start 


526 






End 


5100 






GI 


4680203 






Score 


2000 






Exons 


526. .1463, 


1739. 


.1968, 2128.. 


3784, 4999. .5100 






GI Descrip. 


(AF114171) 


TNP2-; 


like protein 


[Sorghum bicolor] 






Seq. No. 


7769 






Seq. ID 


OJ990531_44. 


9B05. 


C8 


Gene No. * 


16355 






Strand 








Start 


552 






End 


5100 






Name 


OJ990531 44 


. 9B05 


. C8.ol.gs 


Method 


GENSCAN 






Start 


552 






End 


3899 







8075 



GI none Score . 4 8 

Exons 552. .1470, 1685. .1757, 1852. .1941, 1963. .2011, 2093. .2277, 

2308. .2637, 2773. .3314, 3661. .3784, 3887. .3899 



064. NO. 


7769 






Seq. ID 


OJ990531_44.9B05 


.C8 


Gene No. 


16355 






Strand 






Start 


552 






End 


5100 




Name 


OJ990531 44 


.9B05.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


606 






End 


1855 




GI 


none 






Score 


75 




Exons 


606. .725, 726. .830, 727 


. .831, 


849. .902, 


902. .946, 903.. 


953 




969. .1100, 


969. .1109, 979. .1110, 1107.. 


1307, 1117. .1254 






1312. .1611, 


1314. .1613, 




.1613, 1616. .1855, 1619. .1708 




1683. .1811 












Seq. No. 


7769 






Seq. ID 


OJ990531_44.9B05 


.C8 


Gene No. 


16355 






Strand 






Start 


552 






End 


5100 




Name 


OJ990531 44 


.9B05.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


669 






End 


917 




C T 


none 






Score 


95 




Exons 


669-. 917, 733. .915 










Seq. No. 








Seq. ID 


OJ990531_44.9B05 


.C8 


Gene No. 








Strand 






Start 


552 






End 


5100 




Name 


OJ990531_44 


.9B05.C8.o2. 


tc 


Method 


TBLASTX: Cress • 




Start 


1 T A T 
114 / 






End 


1569 






none 






Score 


44 




Exons 


1147. .1254, 


1149. .1307, 


1312. 


.1569, 1314. .1565 




Seq. No. 


7769 






Seq. ID 


OJ990531_44.9B05 


.C8 


Gene No. 


16355 






Strand 






Start 


552 






End 


5100 




Name 


OJ990531 44 


. 9B05.C8 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1500 






End 


1814 






none 






Score 


77 




Exons 


1500. .1613, 


1501. .1614, 


1616. 


.1813, 1683. .1814 




Seq. No. 


7769 






Seq. ID 


OJ990531_44.9B05 


.C8 


Gene No. 


16355 






Strand 






Start 


552 






End 


5100 




Name 


OJ990531 44 


.9B05.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1997 






End 


2221 






none 






Score 


77 




Exons 


1997. .2221, 


2006. .2149 










Seq. No. 


7769 






Seq. ID 


OJ990531_44 .9B05 


.C8 


Gene No. 


16355 






Strand 






Start 


552 






End 


5100 




Name 


OJ990531 44 


.9B05.C8.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2297 






End 


2531 




GI 


none 






Score 


72 




Exons 


2297. .2530, 


2306. .2506, 


2370. 


.2531 






Seq. No. 


7769 






Seq. ID 


OJ990531_44 .9B05 


.C8 


Gene No. 


16355 






Strand 







8076 




Start 


552 








End 


5100 


Name 


OJ990531 44 


.9B05. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2366 








End 


2815 


GI 


none 








Score 


51 


Exons 


2366. .2560, 


2369. 


.2560, 


2382. 


.2585, 2567.. 2809, 2583.. 2810 




2597. .2815 












Seq. No. 


7769 








Seq. ID 


OJ990531_44.9B05.C8 


Gene No. 


16355 








Strand 




Start 


552 








End 


5100 


Name 


OJ990531 44 


.9B05. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2405 








End 


2749 


GI 


none 








Score 


74 


Exons 


2405. .2560, 


2406. 


.2654, 


2604. 


.2699, 2606.. 2701, 2708.. 2749 


Seq. No. 


7769 








Seq. ID 


OJ990531 4 4 . 9B05 . C8 


Gene No . 


16355 








Strand 




Start 


552 








End 


5100 


Name 


OJ990531 44 


.9B05. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2654 








End 


3001 


GI 


none 








Score 


105 


Exons 


2654. .3001, 


2655. 


.2807, 


2847. 


.2996 




Seq. No. 


7769 








Seq. ID 


OJ990531_44.9B05.C8. 


Gene No . 


16355 








Strand 




Start 


552 








End 


5100 


Name 


OJ990531 44 


. 9B05. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2735 








End 


3002 


GI 


none 








Score 


125 


Exons 


2735. .2998, 


2736. 


.3002 








Seq. No. 


7769 








Seq. ID 


OJ990531_44.9B05.C8 


Gene No . 


16355 








Strand 




Start 


552 








End 


5100 


Name 


OJ990531 44 


.9B05. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2750 








End 


3430 


GI 


none 








Score 


91 


Exons 


2750. .2875, 


2882. 


.3001, 


2895. 


.3005, 3014.. 3430, 3141.. 3341 


Seq. No. 


7769 








Seq. ID 


OJ990531_44.9B05.C8 


Gene No. 


16355 








Strand 




Start 


552 








End 


5100 


Name 


OJ990531 44 


. 9B05. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3021 








End 


3305 


GI 


none 








Score 


198 


Exons 


3021. .3305, 


3023. 


.3304, 


3072. 


.3305 




Seq. No. 


7769 








Seq. ID 


OJ990531_44 .9B05.C8 


Gene No . 


16356 








Strand 




Start 


7681 








End 


8052 


Name 


OJ990531 44 


. 9B05. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7681 








End 


8052 


GI 


none 








Score 


112 


Exons 


7681. .7824, 


7867. 


.8052 








Seq. No. 


7770 








Seq. ID 


OJ990531_44 .9B05.C9 


Gene No. 


16357 








Strand 


+ 



8077 



Start 
Name 
Start 
GI 

Exons 



12 End 305 

OJ990531_4 4 . 9B05 . C9 . ol . gs Method GEN SCAN 

12 . End 305 

none Score . 98 
12. .305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990531_44.9B05.C9 

Strand + 

End 1733 

Method GENSCAN 

End 1733 

Score . 61 



7770 
16358 
1038 

OJ990531_4 4 . 9B05 . C9 . o2 . gs 
1038 
none 

1038. .1214, 1641. .1733 

7770 
16359 
8737 

OJ990531_4 4 . 9B05 .C9.o2 ,gp 
8737 
3761921 

8737.. 8802, 12970 .. 13062, 1314 1 .. 13212 , 13572 .. 13675 , 
13868. .13942 



Seq. ID OJ990531_44 . 9B05.C9 

Strand + 

End 19065 

Method AAT/GAP 

End 13942 

Score 661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7770 

16359 

8737 

OJ990531_44.9B05.C9.o5.gs 

10057 

none 



Seq.- ID OJ990531_44.9B05.C9 

Strand + 

End 19065 

Method GENSCAN 

End 11356 

Score .79 



10057. .10344, 10471. .10659, 11294. .11356 



7770 
16359 
8737 

OJ990531_44 .9B05.C9.ol.np 
10214 
4415931 
10214. .10344, 10432.. 10803 

(AC006418) putative ubiquitin [Arabidopsis thaliana] 



Seq. ID OJ990531_44 . 9B05.C9 

Strand + 

End 19065 

Method AAT/NAP 

End 10803 

Score 360 



7770 

16359 

8737 

OJ990531_4 4 . 9B05 . C9 . 06 . gs 

13018 

none 



Seq. ID OJ990531_44 . 9B05.C9 

Strand + 

End 19065 

Method GENSCAN 

End 18890 

Score . 64 



13018. .13062, 13141. .13212, 13572 .. 13675 , 184 30 .. 18569, 
18683. .18766, 18826.. 18890 



7770 
16359 

8737 x 

OJ990531_4 4 . 9B05 .C9 . o3 . gp 

16354 

3760470 

16354. .16776 



Seq. ID OJ990531_44.9B05.C9 

Strand + 

End 19065 

Method AAT/GAP 

End 16776 

Score 783" 



8078 



Seq. No. 7770 Seq. ID OJ990531_44 . 9B05 . C9 

Gene No. 16359 Strand + 

Start 8737 End 19065 

Name OJ990531_44 . 9B05 . C9 . o4 . gp Method AAT/GAP 

Start 18444 End 19065 

GI 35137_1.R1084 Score 909 

Exons 18444. .18569, 18683.. 19065 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 7770 Seq. ID 

Gene No. 16360 Strand 

Start 32063 End 

Name OJ990531_4 4 . 9B05 . C9 . o9 . gs Method 

Start 32063 End 

GI none Score 

Exons 32063. .34057 



OJ990531_44.9B05.C9 
+ 

34057 
GENSCAN 
34057 
.98 



Seq. No. 7770 Seq. ID 

Gene No. 16360 Strand 

Start 32063 End 

Name OJ990531_44 . 9B05 .C9 . o2 . np Method 

Start 32093 End 

GI 6503299 Score 

Exons 32093. .32494, 32550.. 34036 

GI Descrip. (AC011713) Contains similarity to gb|U82481 KI domain 

interacting kinase 1 from Zea mays and contains PF 100069 
Eukaryotic protein kinase domain. ESTs gb|H77140, gb|H76842 and 
gb|AI994303 come from this gene. [Arabi... 



OJ990531_44.9B05.C9 
+ 

34057 
AAT/NAP 
34036 
741 



Seq. No. 


7770 


Seq. ID 


OJ990531_ 


44.9B05.C9 


Gene No. 


16361 


Strand 


+ 




Start 


37839 


End 


41455 




Name 


OJ990531 44.9B05.C9.ol0.gs 


Method 


GENSCAN 




Start 


37839 


End 


41455 




GI 


none 


Score 


.52 




Exons 


37839. .37906, 38423 .. 38 612, 


39781. .40066, " 41322. 


.41455 


Seq. No. 


7770 


Seq. ID 


OJ990531_ 


44.9B05.C9 


Gene No. 


16361 


Strand 


+ 




Start 


37839 


End 


41455 




Name 


OJ990531 44.9B05.C9.o3.np 


Method 


AAT/NAP 




Start 


38624 


End 


38715 




GI 


4539658 


Score 


67 




Exons 


38624. .38715 








GI Descrip. 


(AF061282) serine carboxypeptidase-like 


t protein 


[Sorghum 



bicolor] 



Seq. No. 7770 Seq. ID 

Gene No. 16362 Strand 

Start 4746 End 

Name OJ990531_44 . 9B05 . C9 . ol . gp Method 

Start 3925 End 

GI 4879016 Score 

Exons 3925.. 4493 

GI Descrip. 6041757/gb IAC011806. 1 1 AC011806 0.0e+00 Genomic Sequence For 



OJ990531_44.9B05.C9 

5692 
AAT/GAP 
4493 
820 



8079 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 7770 Seq. ID 

Gene No. 16362 Strand 

Start 4746 End 

Name OJ990531_4 4 . 9B05 . C9 . o3 . gs Method 

Start 4746 End 

GI none Score 

Exons 4746.. 5032, 5137.. 5692 



OJ990531_44.9B05.C9 

5692 
GENS CAN 
5692 
.64 



Seq. No. 7770 Seq. ID 

Gene No. 16363 Strand 

Start 19602 End 25675 

Name OJ990531_4 4 . 9B05 . C9 . o7 . gs Method GEN SCAN 

Start 19602 End 25675 

GI none Score .44 

Exons 19602. .19753, 20108 20167 , 21201 .. 2124 1 , 22327 

23741. .23772, 24277 .. 24371, 24678.-24 835, 25666 



OJ990531 44.9B05.C9 



.22432, 
.25675 



Seq. No. 7770 

Gene No. 16364 

Start 26811 

Name OJ990531_44 . 9B05 . C9 . ol . tm 

Start 10215 

GI none 

Exons 10215. .10292, 10216 .. 10341, 10393 
10431. .10691 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531_44..9B05.C9 
30988 

TBLASTX: Maize 

10691 

165 



10656, 10405. .10671, 



Seq. No. 7770 

Gene No. 16364 

Start 26811 

Name OJ990531_44 . 9B05.C9.ol . ts 

Start 10215 

GI none 

Exons 10215. .10343, 10216 10344 , 
10434. .10670 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_44 . 9B05.C9 
30988 

TBLASTX : Soybean 

10671 

140 



10387. .10671, 10390. .10662, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7770 

16364 

26811 

OJ990531_4 4 . 9B05 . C9 . o2 . tc 

10215 

none 



Seq. ID OJ990531_44.9B05.C9 
Strand 

End 30988 

Method TBLASTX : Cress 

End 10671 

Score 92 



10215. .10301, 10216. .10302, 10387 .. 10500, 10406 104 68 , 
10434. .10511, 10483. .10671, 1048 9 .. 10662 , 10506. .10670 



Seq. No. 7770 

Gene No. 16364 

Start 26811 

Name OJ990531_44 . 9B05 . C9 . o2 . tw 

Start 13009 

GI none 

Exons 13009. .13080, 13009 .. 13068 , 
13571, .13675, 13572. .13676, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 44.9B05.C9 



30988 

TBLASTX: Wheat 
18497 
82 

13108. .13248, 13125. .13214, 
13865. .13951, 138 66. .13961, 



13868. .13960, 13872 .. 13961, 18429 .. 184 97 , 18431. .18496 



8080 




Seq. No. 


7770 




Seq. ID 


OJ990531_44.9B05 


.C9 


Gene No. 


16364 




Strand 






Start 


26811 




End 


30988 




Name 


OJ990531 44.9B05.C9 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


13893 




End 


18749 




GI 


none 




Score 


125 




Exons 


13893. .13961, 13895 


. .13960, 


13896. .13961, 18430 18561, 






18431. .18568, 18431 


. .18565, 


18681. .18749, 18682. .18747 




Seq. No. 


7770 




Seq. ID 


OJ990531_44.9B05 


.C9 


Gene No. 


16364 




Strand 






Start 


26811 




End 


30988 




Name 


OJ990531 44.9B05.C9 


. 08 . gs 


Method 


GENSCAN 




Start 


26811 




End 


30988 




GI 


none 




Score 


.78 




Exons 


26811. .27381, 27626 


. .27828, 


27892. .27993, 30772 .. 30913 , 






30939. .30988 










Seq. No. 


7770 




Seq. ID 


OJ990531_44.9B05 


.C9 


Gene No . 


16365 




Strand 






Start 


32609 




End 


33964 




Name 


OJ990531 44.9B05.C9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


32609 




End 


32860 




GI 


none 




Score 


74 




Exons 


32609. .32674, 32696 


. .32860 








Seq. No. 


7770 




Seq. ID 


OJ990531_44.9B05 


.C9 


Gene No . 


16365 




Strand 






Start 


32609 




End 


33964 




Name 


OJ990531 44.9B05.C9, 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


32618 




End 


33898 




GI 


none 




Score 


210 




Exons 


32618. .32860, 33584, 


. .33625, 


33659. .33721, 33752.. 33898 




Seq. No. 


7770 




Seq. ID 


OJ990531_44 .9B05 


.C9 


Gene No . 


16365 




Strand 






Start 


32609 




End 


33964 




Name 


OJ990531 44.9B05.C9. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


32621 




End 


32857 




GI 


none 




Score 


188 




Exons 


32621. .32857 










Seq. No. 


7770 




Seq. ID 


OJ990531_44.9B05 


.C9 


Gene No . 


16365 




Strand 






Start 


32609 




End 


33964 




Name 


OJ990531 44.9B05.C9, 


,o3.tc 


Method 


TBLASTX: Cress 




Start 


32621 




End 


33727 




GI 


none 




Score 


244 




Exons 


32621. .32860, 33665, 


, .33727 








Seq. No. 


7770 




Seq. ID 


OJ990531_44.9B05 


.C9 


Gene No. 


16365 




Strand 






Start 


32609 




End 


33964 




Name 


OJ990531 44.9B05.C9. 


, o2 . tm 


Method 


TBLASTX: Maize 




Start 


33571 




End 


33955 




GI 


none 




Score 


91 




Exons 


33571. .33615, 33575. 


.33637, 


33650. .33751, 33676 .. 33783, 





8081 




33752. .33835, 33848.. 33955 





Seq. No. 


7770 






Seq. ID 


OJ990531 


_4 4.9B05 


.C9 




Gene No. 


16365 






Strand 










Start 


32609 






End 


33964 








Name 


OJ990531 44 


.9B05.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 






Start 


33728 






End 


33964 








GI 


none 






Score 


291 








Exons 


33728. .33964, 33730 .. 33789, 


33880. .33957 








Seq. No. 


7771 






Seq. ID 


OJ990531 


_4 4.9B05 


.C10 




Gene No. 


16366 






Strand 


+ 








Start 


109 






End 


459 








Name 


OJ990531 44 


. 9B05 . C10 . ol 


crs 


Method 


GENSCAN 








Start 


109 ~~ 






End 


459 








GI 


none 






Score 


.55 








Exons 


109. .459 
















Seq. No. 


7771 






Seq. ID 


OJ990531 


_44 . 9B05 


.C10 




Gene No. 


16367 






Strand 


+ 








Start 


1850 






End 


4477 








Name 


OJ990531 44 


. 9B05.C10.o2 


.gs 


Method 


GENSCAN 








Start 


1850 _ 






End 


4477 








GI 


none 






Score 


.71 






I *\ 


Exons 


1850 2021. 


2350. .2571, 


3547 


..3662, 3692.. 3860, 


4380. .4477 


5 5? 

si, 

i i : 
J a : » 


Seq. No. 


7771 






Seq. ID 


OJ990531 


_4 4.9B05 


-C10 


j'jj 


Gene No. 


16368 






Strand 








H 


Start 


4100 






End 


6085 








Name 


OJ990531 44 


.9B05.C10.o2 


.np 


Method 


AAT/NAP 






1 :i 


Start 


4100 _ 






End 


6085 






w 


GI 


6539570 






Score 


220 






ru 


Exons 


4100 4119. 


5670. .5747, 


5883 


. .6085 










GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


7771 






Seq. ID 


OJ990531 


_4 4.9B05 


.C10 




Gene No. 


16368 






Strand 










Start 


4100 






End 


6085 






a; 
t 

;c? 


Name 


OJ990531 44 


.9B05.C10.ol 


.np 


Method 


AAT/NAP 






= "i 


Start 


5674 ~ 






End 


6085 






; 


GI 


6539570 






Score 


223 








Exons 


^674 ^747 


5883. .6085 














GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


7771 






Seq. ID 


OJ990531 


_44.9B05 


.C10 




Gene No. 


16368 






Strand 










Start 


4100 






End 


6085 








Name 


OJ990531 44 


.9B05.C10.o3 


.gs 


Method 


GENSCAN 








Start 


5853 






End 


6043 








GI 


none 






Score 


.51 








Exons 


5853. .6043 
















Seq. No. 


7771 






Seq. ID 


OJ990531_ 


_44 . 9B05 


.C10 




Gene No. 


16369 






Strand 










Start 


6217 






End 


7062 








Name 


OJ990531 44 


.9B05.C10.o3 


.np 


Method 


AAT/NAP 








Start 


6217 






End 


7062 







8082 



GI 


6630699 


Score 


83 




Exons 


6217.. 6306, 7039.. 7062 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 Idbj | BAA89566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


7772 


Seq. ID 


OJ990531_44. 


.9B05.C1- 


Gene No . 


16370 


Strand 


T 




Start 


130 


End 


219 




Name 


OJ990531 44.9B05.C14.ol.gs 


Method 


GENSCAN 




Start 


130 


End 


219 




GI 


none 


Score 


.89 




Exons 


i m 01 q 








Seq. No. 


7773 


Seq. ID 


OJ990421_27. 


. 9B19.C2 


Gene No . 


16371 


Strand 






Start 


522 


End 


669 




Name 


OJ990421 27.9B19.C2.ol.gp. 


Method 


AAT/GAP 




Start 


522 


End 


669 




GI 


none 


Score 


296 




Exons 


522. .669 








Seq. No. 


7774 


Seq. ID 


OJ990421_27. 


.9B19.C5 


Gene No. 


16372 


Strand 


+ 




Start 


236 


End 


301 




Name 


OJ990421 27.9B19.C5.ol.gs 


Method 


GENSCAN 




Start 


236 


End 


301 




GI 


none 


Score 


.87 




Exons 


236. .301 









Seq. No. 7775 Seq. ID 

Gene No. 16373 Strand 

Start 262 End 

Name OJ990421_27 . 9B19 . C7 . ol . gs Method 

Start 262 End 

GI none Score 

Exons 262. .409, 708. .791, 1218. .1317, 2064. 
4007. .4119 



OJ990421_27.9B19.C7 
+ 

4119 
GENSCAN 
4119 
.5 

2204, 2245. .2456, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7775 Seq. ID 

16374 Strand 

5710 End 

OJ990421_27 . 9B19 ,C7 . ol . np Method 

5628 End 

4567245 Score 



OJ990421_27.9B19.C7 
+ 

15702 
AAT/NAP 
14951 
4091 



5628. .6020, 6051. .6495, 6553. .7000, 7764. .8210, 8285. .8586, 
9941. .10666, 10767. .11045, 11255 11416, 11510. . 12445, 
12534. .12749, 13682 .. 13942, 14610. .14951 
(AC007070) unknown protein [Arabidopsis thaliana] 



7775 Seq. ID 

16374 .,v Strand 

5710 ' End 

OJ990421_27. 9B19 . C7 . o2 . gs Method 

5710 , End 

none Score 



OJ990421_27.9B19.C7 
+ 

15702 
GENSCAN 
15702 
.64 



5710.. 7000, 7734.. 8210, 8285.-8586, 9941.. 10672, 10767 .. 11045, 



8083 



11255. .11416, 11510. .12445, 12534 .. 1274 9, 13682 13822 , 
14610. .14772, 14818. .14937, 15662. .15702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7775 

16374 

5710 

OJ9904 21_27 . 9B1 9 . C7 . ol . tc 

5908 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5908. .5958, 6055. .6093, .6553. .6777, 6868. .6915, 6961. .7044, 
7722..7976, 7732. .8031, 7732. .8010, 7733. .8050, 7733. .8032, 
8051. .8158, 8104. .8157, 8353. .8430, 8467. .8550 



OJ990421_27.9B19.C7 
+ 

15702 

TBLASTX: Cress 

8550 

67 



7775 

16374 

5710 

OJ990421_27. 9B19 . C7 . ol . tm 

6292 

none 

6292. .6366, 6868. .6927, 8005. 
8083. .8211, 8282. .8374, 8284. 

7775 

16374 

5710 

OJ990421_27. 9B19 . C7 . ol . ts 

6664 

none 

6664. .6777, 6850. .6927, 7888. 
8045. .8212, 8078. .8176, 8104. 
8467. .8550 



Seq. ID OJ990421_27.9B19.C7 

Strand + 

End 15702 

Method TBLASTX: Maize 

End 8376 

Score 70 

.8211, 8012. .8248, 8030. .8182, 
.8376 

Seq. ID OJ990421_27.9B19.C7 

Strand + 

End 15702 

Method TBLASTX : Soybean 

End 8550 

Score 65 

.8010, 7889. .8071, 7901. .8047, 
.8211, 8283. .8330, 8284. .8328, 



Seq. No. 7775 

Gene No. 16374 

Start 5710 

Name OJ990421_27 . 9B19 . C7 . ol . gp 

Start 10131 

GI uC-osflcyp058f09bl 

Exons 10131. .10619 

GI Descrip. 1 4567245/gb | AAD23659. 1 1 AC007070_8 2.0e-22 (AC007070) unknown 
protein [Arabidopsis thaliana] f 

Seq. ID OJ990421_27.9B19.C7 



Seq. ID OJ990421_27.9B19.C7 

Strand + 

End 15702 

Method AAT/GAP 

End 10619 

Score 917 



Seq. No. 


7775 


Gene No. 


16374 


Start 


5710 


Name 


OJ990 


Start 


10766 


GI 


none 


Exons 


10766 


Seq. No. 


7775 


Gene No. 


16374 


Start 


5710 


Name 


OJ990 


Start 


11512 


GI 


none 


Exons 


11512 



Strand 
End 

Method 

End 

Score 



+ 

15702 

TBLASTX: Cress 

11048 

360 



Seq. ID OJ990421_27 . 9B19.C7 

Strand + 

End 15702 

Method TBLASTX : Soybean 

End 11794 

Score 152 



11512. .11661, 11513. .11641, 11711. .11794 



8084 




Seq. No. 


7775 


Seq. ID 


OJ990421_27.9B19.C7 


Gene No. 


16374 


Strand 


+ 


Start 


5710 


End 


15702 


Name 


OJ990421 27.9B19.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


12290 


End 


12623 


GI 


none 


Score 


141 


Exons 


12290. . 12445, 12301. .12426, 


12529. .12582, 12534.. 12623 


Seq. No. 


7775 


Seq. ID 


OJ990421_27.9B19.C7 


Gene No. 


16374 


Strand 


+ 


Start 


5710 


End 


15702 


Name 


OJ990421 27.9B19.C7.o2.gp 


Method 


AAT/GAP 


Start 


13710 


End 


13942 


GI 


LIB3434-013-P1-K1-D2 


Score 


351 


Exons 


13710. .13942 






GI Descrip. 


'4567245/gb|AAD23659.1|AC007070_8 8 . Oe 


-11 (AC007070) unknown 




protein [Arabidopsis thaliana] ■ 




Seq. No. 


7775 


Seq. ID 


OJ990421 27.9B19.C7 


Gene No. 


16374 


Strand 


+ 


Start 


5710 


End 


15702 


Name 


OJ990421 27.9B19.C7.o3.gp 


Method 


AAT/GAP 


Start 


14635 


End 


15075 


GI 


uC-osflcypl20fl2bl 


Score 


814 


Exons 


14635. .15075 






GI Descrip. 


'4567245/gb|AAD23659.1 |AC007070_8 3.0e- 


-19 (AC007070) unknown 




protein [Arabidopsis thaliana] 1 




Seq. No ; 


7776 


Seq. ID 


OJ990421_27.9B19.C10 


Gene No. 


16375 


Strand 




Start 


1282 


End 


1456 


Name 


OJ990421 27.9B19.C10.ol.gs 


Method 


GEN SCAN 


Start 


1282 


End 


1456 


GI 


none 


Score 


.81 


Exons 


1282. .1456 






Seq. No. 


7777 


Seq. ID 


OJ990421_27.9B19.C11 


Gene No. 


16376 


Strand 




Start 


1614 


End 


1966 


Name 


OJ990421 27.9B19.Cll.ol.gs 


Method 


GENS CAN 


Start 


1614 


End 


1966 


GI 


none 


Score 


.88 


Exons 


1614. .1634, 1772. .1966 






Seq. No. 


7778 


Seq. ID 


OJ990421_27.9B19.C12 


Gene No . 


16377 


Strand 




Start 


2332 


End 


6638 


Name 


OJ990421 27.9B19.C12.ol.gs 


Method 


GENSCAN 


Start 


2332 


End 


6638 


GI 


none 


Score 


.5 


Exons 


2332. .2529, 3307. .3390, 4099 


..4182, 4841. .4943, 5906. .6129, 




6152.. 6302, 6339..649S, 6561 


. .6638 




Seq. No. 


7779 


Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16378 


Strand 


+ 


Start 


12817 


End 


15870 



8085 



Name OJ990421_27 . 9B19 . C13 . ol . gp 

Start 11621 

GI 1081_1.R1084 

Exons 11621. .11836, 12798. 

GI Descrip. 1 3929545/gb | AAC79990 



Method AAT/GAP 
End 14662 
Score 3848 
12954, 13046.. 14662 

1| 1.0e-180 (AF067194) S-adenosylmethionine 



decarboxylase [Oryza sativa] 1 





Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19.C13 




Gene No. 


16378 




Strand 


+ 






Start 


12817 




End 


15870 






Name 


OJ990421 27.9B19.C13, 


. o2 . gs 


Method 


GENSCAN 






O U Cli u 


12817 




End 


15870 






GI 


none 




Score 


.56 






Exons 


12817. .12954, 13150.. 


.14389, 


15490. .15832, 15864 


. .15870 




Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19.C13 




Gene No. 


16378 




Strand 


+ 






Start 


12817 




'End 


15870 






Name 


OJ990421 27.9B19.C13, 


. o4 .np 


Method 


AAT/NAP 






Start 


12817 




End 


12954 






(IT 


2129921 




Score 


194 






Exons 


12817. .12954 












GI Descrip. 


hypothetical protein 


1 - Madagascar periwinkle ■ 


gi|758694 


y 




(U12573) putative [Catharanthus roseus] 








Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19.C13 


fin 


Gene No. 


16378 




Strand 


+ 




fll 


Start 


12817 




End 


15870 




.: 


Name 


OJ990421 27.9B19.C13, 


. o5 . np 


Method 


AAT/NAP 




; t 

■ t -* 


OldX. L 


13225 




End 


14409 




ui 


GI 


6646868 




Score 


2063 






Exons 


13225. .14409 










i? ■ I 
I k? 

i/' 


GI Descrip. 


(AJ251899) S-adenosylmethionine decarboxylase 2 


[Oryza sativa] 




Seq. No. 


7779 




.Seq. ID 


OJ990421 


_27.9B19.C13 




Gene No. 


16379 




Strand 


+ 






Start 


25753 




End 


32029 






Name 


OJ990421 27.9B19.C13, 


, o4 . gs 


Method 


GENSCAN 




! i =f 


Start 


25753 




End 


32029 




.s s: 


GI 


none 




Score 


.71 






Exons 


25753. .26787, 27572. . 


,28613, 


29786. .29825, 31246 


. .31333, 






31409. .31534, 31764., 


,31869, 


31965.. 32029 






Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19.C13 




Gene No. 


16380 




Strand 


+ 






Start 


34887 




End 


35226 






Name 


OJ990421 27.9B19.C13. 


, o6.gp 


Method 


AAT/GAP 






Start 


34887 




End 


35226 






GI 


5771067 




Score 


655 






Exons 


34887. .35226 












Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19.C13 




Gene No. 


16381 




Strand 








Start 


828 




End 


10800 






Name 


OJ990421 27.9B19.C13, 


, ol . gs 


Method 


GENSCAN 






Start 


828 




End 


10800 






GI 


none 




Score 


.51 





8086 



Exons 


828. .1554, 1563. .2414, 2744. 


.2863, 2947. .3060, 3496. .4009, 




4057.. 4905, 4946.. 5471, 5525 


..5681, 5713. .7107, 7306. .7449, 




7456. .7669, 8581. .8778, 9356 


..9478, 9716. .9912, 10669. .10800 


Seq- No. 


7779 


Seq. ID 


OJ990421 27.9B19.C13 


Gene No. 


16381 


Strand 




Start 


828 


End 


10800 


Name 


OJ990421 27.9B19.C13.o2.np 


Method 


AAT/NAP 


Start 


3385 


End 


5471 


GI. 


4416302 


Score 


2524 


Exons 


3385. .5471 






GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 


Seq. No. 


7779 


Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16381 


Strand 




Start 


828 


End 


10800 


Name 


OJ990421 27.9B19.C13.ol.np 


Method 


AAT/NAP 


Start 


3388 


End 


7197 


GI 


6630685 


Score 


3398 


Exons 


3388. .5469, 7171. .7197 






GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] " 






Seq. No. 


7779 


Seq. ID 


OJ990421_27 . 9B19 .C13 


Gene No. 


16381 


Strand 




Start \ 


828 


End 


10800 


Name 


OJ990421 27.9B19.C13.o3.np 


Method 


AAT/NAP 


Start 


6082 . 


End 


9067 


GI 


364 58 98 


Score 


494 


Exons 


6082.. 6296, 6382.. 6779, 6807 


..7723, 8466. .8503, 9041. .9067 


GI Descrip. 


(U68408) in-frame stop codon; possibly 


a post-transposition 




mutation [Zea mays] 






Seq. No. 


7779 


Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16382 


Strand 




Start 


15740 


End 


26675 


Name 


OJ990421 27.9B19.C13.o6.np 


Method 


AAT/NAP 


Start 


15740 


End . 


26675 


GI 


2980780 


Score - 


753 


Exons 


15740. .15893, 16662 16742 , 


16840. .17011, 17793. .17871, 




18371. .18473, 21005 21279, 


22441. .22614, 23948 .. 24048, 




26368.. 26675 






GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


7779 


Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16382 


Strand 




Start 


15740 


End 


26675 


Name 


OJ990421 27. 9B19 . C13 . o3 . gs 


Method 


GEN SCAN 


Start 


16125 


End 


24427 


GI 


none 


Score 


.91 


Exons 


16125. .16131, 16662. .16742, 


16840. .17011, 17793. .17871, 




18371. .18464, 19261 .. 19388 , 


20095. .20121, 22468. .22614, 




23948. .24427 






Seq. No. 


7779 


Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16382 


Strand 




Start 


15740 


End 


26675 



8087 





Name 


OJ990421 27.9B19. 


,C13.o2 


.gp 


Method 


AAT/GAP 






Start 


23934 




End 


24491 






GI 


none 






Score 


1049 






Exons 


23934. .24491 














Seq. No. 


7779 






Seq. ID 


OJ990421_27.9B19 


.C13 




Gene No . 


16383 






Strand 








Start 


28710 






End 


28990 






Name 


OJ990421 27.9B19. 


,C13.o3, 


.gp 


Method 


AAT/GAP 






Start 


28710 






End 


28990 






GI 


none 






Score 


542 






Exons 


28710. . 28990 














Seq. No. 


7779 






Seq. ID 


OJ990421_27 . 9B19 


.C13 




Gene No . 


16384 






Strand 








Start 


29620 






End 


29959 






Name 


OJ990421 27.9B19. 


,C13.o4. 


.gp 


Method 


AAT/GAP 






Start 


29620 






End 


29959 






GI 


none 






Score 


591 






Exons 


29620. .29959 














Seq. No. 


7779 






Seq. ID 


OJ9.90421_27.9B19 


.C13 




Gene No . 


16385 






Strand 








Start 


29860 






End 


41773 






Name 


OJ990421 27.9B19. 


C13.o2. 


. tm 


Method 


TBLASTX: Maize 




'ill 


Start 


' 3355 






End 


4062 






GI 


none 






Score 


192 




I'll 


Exons 


3355.. 3714, 3358. 


.4062, 


3365. 


.4054 






: t -i 


Seq. No. 


7779 






Seq. ID 


OJ990421_27.9B19 


.C13 


I . ; 


Gene No . 


16385 






Strand 








Start 


29860 






End 


41773 




I'M 


Name 


OJ990421 27.9B19. 


C13-o4. 


.ts 


Method 


TBLASTX : Soybean 




1 ST 


Start 


3403 






End 


4044 






GI 


none 






Score . 


107 




! -l 1 


Exons 


3403.. 3636, 3655. 


.4044, 


3656. 


.3820 






'I 

t : 

ss 


Seq. No. 


7779 






Seq. ID 


OJ990421_27.9B19 


.C13 


'ill 


Gene No. 


16385 






Strand 








Start 


29860 






End 


41773 






Name 


OJ990421 27.9B19. 


C13.o8. 


, tc 


Method 


TBLASTX: Cress 




r "\ 


Start 


3406 






End 


3861 






GI 


none 






Score 


83 






Exons 


3406. .3618, 3458. 


.3619, 


3637. 


.3771, 3775. .3861 






Seq. No. 


7779 






Seq. ID 


OJ990421_27.9B19 


.C13 




Gene No. 


16385 






Strand 








Start 


29860 






End 


41773 






Name 


OJ990421 27.9B19. 


C13.o7. 


,tw 


Method 


TBLASTX: Wheat 






Start 


3439 






End 


3906 






GI 


none 






Score 


50 






Exons 


3439.. 3-627, 3452. 


.3568, 


3646. 


.3906, 3671.. 3751 






Seq. No. 


7779 






Seq. ID 


OJ990421_27.9B19 


.C13 




Gene No. 


16385 






Strand 








Start 


29860 






End 


41773 






Name 


OJ990421 27.9B19. 


C13.o4. 


tm 


Method 


TBLASTX: Maize 





8088 




Start 


4176 








End 


4611 


GI 


none 








Score 


264 


Exons 


4176. .4610, 


4177 


. .4446, 


4245. 


.4610, 4498. .4611 


Seq. No. 


7779 








Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16385 








Strand 




Start 


29860 








End 


41773 


Name 


TQ Qfl A 91 01 






. IS 


Method 


TBLASTX : Soybean 


Start 


4416 








End 


5013 


GI 


5509260 








Score 


102 


Exons 


4416. .4790, 


4416 


. .4796, 


4498. 


.4797, 4791. .4958, 4806. .4952, 




4960. .5013,' 


4961 


. .5011 








GI Descrip. 


- 












Seq. No. 


7779 








Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16385 








Strand 




Start 


O O O C A 








End 


41773 


Name 


OJ990421 27 


. 9B19 


.C13.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4422 








End 


4896 


GI 


none 








Score 


187 


Exons 


4422. .4772, 


4434 


. .4775, 


4498. 


.4773, 4571. .4777, 4630. .4785, 




4806. .4880, 


4807 


. .4896 








Seq. No. 


7779 








Seq. ID 


OJ990421_27.9B19.C13 


Gene No . 










Strand 




Start 


29860 








End 


41773 


Name 


OJ990421 27, 


. 9B19 


.C13.o9 


. tc 


Method 


TBLASTX: Cress 


Start 


4533 








End 


4814 


GI 


none 








Score 


76 


Exons 


4533. .4814, 


4567 


. .4734 








Seq. No. 


7779 








Seq. ID 


OJ990421_27.9B19.C13 


Gene No . 


1 oooo 








Strand 




Start 


29860 








End 


41773 


Name 


OJ990421 27, 


.9B19 


-C13.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


4729 








End 


5040 


GI 


none 








Score 


250 


Exons 


4729. .4950, 


4731 


. .4955, 


4958. 


.5038, 4960. .5040 


Seq. No. 


7779 








Seq. ID 


OJ990421_27.9B19.C13 


Gene No . 


1 boo 0 








Strand 




Start 


29860 








End 


41773 


Name 


OJ990421 27. 


. 9B19 


.C13.o9 


. tm 


Method 


TBLASTX: Maize 


Start 


5062 








End 


5475 


GI 


none 








Score 


43 


Exons 


5062. .5475, 


5129 


. .5170, 


5174. 


.5467, 5179. .5469 


Seq. No. 


7779 








Seq. ID 


OJ990421_27 . 9B19. C13 


Gene No . 


16385 








Strand 




Start 


29860 








End 


41773 


Name 


OJ990421 27. 


.9B19 


,C13.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


5152 








End 


5475 


GI 


none 








Score 


97 


Exons 


5152. .5232, 


5243 


. .5407, 


5254. 


.5418, 5407. .5475, 5410. .5475 


Seq. No. 


7779 








Seq. ID 


OJ990421_27.9B19.C13 


Gene No. 


16385 








Strand 





8089 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29860 End 

OJ990421_27 . 9B19 • C13 . ol2 . tm Method 

5475 End 

none Score 



41773 

TBLASTX: Maize 

5777 

153 



5475. .5678, 5476.-5673, 5493. .5690, 5597. .5692, 5698.-5775, 
5702.. 5776, 5703.. 5777 



7779 Seq. ID 

16385 Strand 

29860 End 
OJ990421_27 . 9B19 . C13 . ol3 . tm Method 

7201 End 

none Score 

7201. .7602, 7351. .7566 



Seq. No. 7779 Seq. ID 

Gene No. 16385 Strand 

Start 29860 End 

Name OJ990421_27 . 9B19 . C13 . o5 . tw Method 

Start 7360 End 

GI none Score 

Exons 7360.. 7722 



OJ990421_27 . 9B19.C13 
41773 

TBLASTX : Maize 

7602 

68 



OJ990421_27.9B19.C13 
41773 

TBLASTX: Wheat 

7722 

222 



Seq. No. 7779 
Gene No. 16385 
Start 29860 

Name OJ990421_27 . 9B19 . C13 . ol . tm 

Start 12808 
GI none 
Exons 12808. 

13046. 

13148. 

13219. 



,12942, 12808. .12942, 

13066, 13048. .13122, 

,13198, 13179. .14324, 

,14358, 14350. .14403, 



Seq. No. 7779 
Gene No. 16385 
Start 29860 

Name OJ990421_27 . 9B19.C13 .ol . ts 

Start 12808 
GI none 

Exons 12808. .12858, 12809. . 12874 , 

13046. .13066, 13257 .. 13355, 
13762. .13836, 13773 .. 13829, 
13906. .14145, 14170. .14265 



■ Seq. ID 
Strand 
End 

Method 
End 
Score 

12809 

13127 



OJ990421 27.9B19.C13 



41773 

TBLASTX: Maize 
14600 
130 

12955, 12810 
13183, 13136 



13200. .14297, 13208. 
14468. .14488, 14562. 



12947, 
13165, 
14323, 
14600 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 27.9B19.C13 



41773 

TBLASTX: Soybean 
14265 
57 

12838. .12966, 12865 .. 12954, 
13258. .13722, 13392 .. 13697 , 
13851. .14 039, 13873. .14136, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7779 
16385 
29860 

OJ990421_27.9B19.C13.ol.tw 
12809 



none 
12809. 
12854. 
13136. 



,12841, 12810. 
,12913, 12865. 
,13273, 13143. 



14037. .14249, 14041, 



Seq. ID OJ990421_27.9B19.C13 
Strand 

End 41773 
Method TBLASTX : Wheat 
End 14271 
Score 53 

12861, 12853. .12933, 
12941, 13048. .13089, 
13199,/ 13254. .14039, 13255. .14 04 6, 
14271, 14043.. 14270 



,12839, 12841. 
,12942, 12867, 



Seq. No. 



7779 



Seq. ID OJ990421_27.9B19.C13 



8090 



Gene No. 16385 Strand 

Start 29860 End 

Name OJ990421_27 . 9B19 . C13 . ol . tc Method 

Start 12815 . End 

GI - none Score 

Exons 12815. 

12873. 

13773. 

13873. 



,12862, 12817. .12861, 12841. 

,12962, 13258. .13713, 13260. 

,13835, 13773. .13847, 13774. 
,14145 



41773 

TBLASTX: Cress 
14145 
54 

12948, 12865. .12954, 
13658, 13729. .13755, 
13848, 13872. .14039, 



Seq. No. 


7779 




Gene No . 


16385 




Start 


29860 




Name 


OJ990421 27.9B19.C13 


.04 .tw 


Start 


15687 




GI 


none 




Exons 


15687. . 15749, 15689. 


.15748, 




16653. . 16742, 16653. 


.16742, 




16839. .16958, 16840. 


.16959 


Seq. No. 


7779 




Gene No. 


16385 




Start 


29860 




Name 


OJ990421_27.9B19.C13 


-o4 . tc 


Start 


16652 




GI 


none 




Exons 


16652. .16738, 16665. 


.16736, 


Seq. No. 


7779 




Gene No. 


16385 




Start 


29860 




Name 


OJ990421 27.9B19.C13 


.06. tm 


Start 


16653 




GI 


none 




Exons 


16653. .16742, 16654. 


. 16743, 




16840. .17013, 16881. 


. 17024, 




17794. .17877, 17795. 


.17878, 




19033. .19116, 19052. 


. 19117, 


Seq. No. 


7779 




Gene No. 


16385 




Start 


29860 




Name 


OJ990421 27.9B19.C13 


.o8.tm 


Start 


25753 




GI 


none 




Exons 


25753. .25842, 25984. 


.26118, 




26134. .26280, 26250. 


.26294 


Seq. No. 


7779 




Gene No. 


16385 




Start 


29860 




Name 


OJ990421 27.9B19.C13 


.o7.tc 


Start 


26146 




GI 


none 




Exons 


26146. .26388, 26160. 


.26336. 


Seq. No. 


7779 





Seq. ID 
Strand 
End 

Method 

End 

Score 
15762. .15896, 
16796. .16897, 



OJ990421 27.9B19.C13 



41773 

TBLASTX: Wheat 
16959 
48 

15764. .15907, 
16838. .16954, 



•■Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421_27.9B19.C13 
41773 

TBLASTX: Cress 

17013 

75 



OJ990421 27.9B19.C13 



41773 

TBLASTX: Maize 
19121 
123 

16796. .16888, 16839. .17012, 
17779... 17877, 17793 .. 17879, 
18371. .184 66, 18375. .184 67, 
19052. .19117, 19053. .19121 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_27.9B19.C13 
41773 

TBLASTX: Maize 

26295 

73 



OJ990421_27.9B19.C13 
41773 

TBLASTX: Cress 

26388 

250 



Seq. ID OJ990421_27.9B19.C13 



8091 




Gene No. 


16385 




Strand 






O L. CI i- U 


29860 




End 


41773 




Name 


OJ990421 27.9B19.C13 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


26502 




End 


27846 




GI 


none 




Score 


289 




Exons 


26502. .26633, 26527. 


.26748, 


26548. .26766, 26727 .. 26765, 






27565. .27846, 27566. 


.27844, 


27571. .27846 




Seq. No. 


7779 




Seq. ID 


OJ990421 27.9B19 


.C13 




16385 




Strand 






Start 


29860 




End 


41773 




Name 


OJ990421 27.9B19.C13 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


26551 




End 


27814 




GI 


none 




Score 


58 




Exons 


26551. .26613, 26650. 


.26748, 


27565. .278 


13, 27569. . 27814 




Seq. No. 


7779 




Seq. ID 


OJ990421 27.9B19 


.C13 




16385 




Strand 






Start 


29860 




End 


41773 




Name 


OJ990421 27.9B19.C13 


.olO.tc 


Method 


TBLASTX: Cress 




Start 


28024 




End 


28272 




GI 


none 




Score 


199 




Exons 


28024. .28272, 28025. 


.28267 








Seq. No. 


7779 




Seq. ID 


OJ990421_27.9B19 


.C13 




16385 




Strand 






Start 


29860 




End 


41773 




Name 


OJ990421 27.9B19.C13 


,o7 . tm 


Method 


TBLASTX: Maize 




Start 


28133 




End 


28621 




GI 


none 




Score 


396 




Exons 


28133. .28282, 28154. 


.28579, 


28168. .28563, 28580.. 28621 




Seq. No. 


7779 




Seq. ID 


OJ990421_27.9B19 


.C13 


Gene No. 


16385 




Strand 






Start 


29860 




End 


41773 




Name 


OJ990421 27 9B19 C13 


olO tm 


Method 


TBLASTX: Maize 




Start 


29854 




End 


30778 




GI 


none 




Score 


144 




Exons 


29854. .29946, 29855. 


.29947, 


29870. .29947, 30055 .. 30174 , 






30057. .30185, 30066. 


.30179, 


30666. .30773, 30669 .. 30773, 






30670. .30774, 30677. 


.30778, 


30679. .30774 




Seq. No. 


7779 




Seq. ID 


OJ990421_27.9B19 


.C13 


Gene No. 


16385 




Strand 






Start 


29860 




End 


41773 




Name 


OJ990421 27.9B19.C13 


. 08 . np 


Method 


AAT/NAP 




Start 


29860 




End 


31357 




GI 


3452091 




Score 


332 




Exons 


29860. .29947, 30058. 


.30178, 


30680. .307 


83, 31296.. 31357 




GI Descrip. 


(AJ004899) rudimentary enhancer [Glycine max] 




Seq. No. 


7779 




Seq. ID 


OJ990421_27.9B19 


.C13 


Gene No. 


16385 




Strand 






Start 


29860 




End 


41773 




Name 


OJ990421 27.9B19.C13 


.o5.tc 


Method 


TBLASTX: Cress 




Start 


29863 




End 


30773 




GI 


none 




Score 


74 





8092 



Exons 


29863. .29946, 29864. 


.29962, 


30057. .30185, 30058 


. .30186, 






30667. .30768, 30669. 


.30773 










Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19 


.C13 


Gene No. 


16385 




Strand 










9Qft fin 




End 


41773 






Name 


OJ990421 27.9B19.C13 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


29863 




End 


30789 






GI 


none 




Score 


87 






Exons 


29863. .29946, 29864. 


.29938, 


30052. .30180, 30057 


. .30185, 






30673. .30789, 30678. 


.30782 










Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19 


.C13 


vactlt; LN<J . 


1U JO J 




Strand 








Start 


29860 




End 


41773 






Name 


OJ990421 27.9B19.C13 


. o5.gp 


Method 


AAT/GAP 






Start 


30155 




End 


32807 






GI 


5003747 




Score 


784 






Exons 


30155. .30178, 30680. 


.30773, 


32506. .32807 






Seq. No. 


• 7779 




Seq. ID 


OJ990421 


_27.9B19 


.C13 


Gene No. 


16385 




Strand 








Start 


29860 




End 


41773 






Name 


OJ990421 27.9B19.C13 


. o9.np 


Method 


AAT/NAP 






Start 


31454 




End 


35921 






GI 


81286 




Score 


114 






Exons 


31454. .31560, 32458. 


.32882, 


35851. .35921 






GI Descrip. 


extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox carteri] 








Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19 


.C13 




16385 




Strand 








Start 


29860 




End 


41773 






Name 


OJ990421 27.9B19.C13 


. oS.gs 


Method 


GEN SCAN 






Start 


32451 




End 


33242 






GI 


none 




Score 


.66 






Exons 


32451. .32458, 32584. 


.32783, 


33169. .33242 






Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19 


.C13 


Gene No. 


16385 




Strand 








Start 


29860 




End 


41773 






Name 


OJ990421 27.9B19.C13 


.06. gs 


Method 


GEN SCAN 






Start 


35331 




End 


41773 






GI 


none 




Score 


.63 






Exons 


35331. .36353, 36820. 


.37062, 


37292..37642, 37723 


. .37810, 






38165. .38262, 38800. 


.39012, 


39137. .39232, 40895 


. .40950, 






41211. .41357, 41743. 


.41773 










Seq. No. 


7779 




Seq. ID 


OJ990421 


_27.9B19 


.C13 


Gene No. 


16385 




Strand 








Start 


29860 




End 


41773 






Name 


OJ990421 27.9B19.C13 


. olO .np 


Method 


AAT/NAP 






Start 


35340 




End 


41050 






GI 


951453 




Score 


2239 






Exons 


35340. .36353, 36820. 


.37062, 


37292..37642, 37723 


. .37810, 






38165. .38271, 38818. 


.39029, 


39130. .39232, 40110 


. .40194, 





40918. .41050 



8093 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(M95746) initiation factor (iso)4f p82 subunit [Triticum 
aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421 27.9B19.C13 



7779 
16385 
29860 

OJ990421_27. 9B19 . C13 . o7 . gp 
35350 

LIB3432-040-P1-K1-F8 
35350.. 35766 

'951453 5.0e-45 (M95746) initiation factor (iso)4f p82 subunit 
[Triticum aestivum] ' 



41773 
AAT/GAP 
35766 
794 



7779 

16385 

29860 

OJ9904 

35394 

none 

35394. 

35982. 

36273. 

36814. 

37295. 

38147. 

38798. 

38933. 



21 27.9B19.C13.o3.tm 



.35933, 
,36071, 
,36356, 
,37035, 
,37645, 
,38236, 
,38824, 
,39016, 



35398. 
36063. 
36300. 
36821. 
37721. 
38164. 
38836. 
39128. 



.35718, 
.36236, 
.36356, 
.37096, 
.37807, 
.38271, 
.38916, 
.39235, 



7779 

16385 

29860 

OJ990421_27.9B19.C13.o2.ts 

35415 

none 

35415. .36074, 35437 35841, 
36095. .36340, 36273 36356, 
36817. .37029, 36818 .. 37048 , 
37288. .37431, 37290 .. 37649, 
37461. .37649, 37663 .. 37809, 
38164. .38256 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35403 

36064 

36798 

37237 

37723 

38167 

38855 

39131 



OJ990421 27.9B19.C13 



41773 

TBLASTX: Maize 
40184 
262 

35936, 35961. .36071, 
36225, 36262. .36342, 
37034, 36799. .37053, 
37644, 37266. .37649, 
37809, 38147. .38266, 
38271, 38797. .38868, 
38917, 38932. .39015, 
39235, 40107.. 40184 



Seq. ID 
Strand 
End 

Method 
End 
Score 

36090 

36798 

36920 

37291 



OJ990421 27.9B19.C13 



41773 

TBLASTX : Soybean 
38296 
183 

36356, 36091 
37028, 36814 
37042, 37287 



37626, 37292, 



36207, 
37035, 
37418, 
37639, 



37724. .37807, 38147 .. 38296, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7779 

16385 

29860 

OJ990421_27, 

35526 

none 



Seq. ID OJ990421_27.9B19.C13 



9B19.C13.o6.tc 



Strand 
End 

Method 

End 

Score 



41773 

TBLASTX: Cress 

35864 

81 



35526. .35780, 35526 .. 35576, 35574 .. 358 64 , 35578.. 35859 



7779 

16385 

29860 

OJ990421_27.9B19.C13.o3.tw 

36006 

none 



Seq. ID OJ990421_27.9B19.C13 



Strand 
End 

Method • 

End 

Score 



41773 

TBLASTX: Wheat 

36889 

52 



36006. .36068, 36009 .. 36068 , 36076 .. 36234 , 36077 36202 , 
36078. .36239, 36082 .. 36222 , 36262 36342, 36271 .. 36306, 



8094 




36273. .36359, 36799. . 36888, 36821.. 36889 





Seq. No. 


7779 


Seq. ID 


OJ990421 


_27.9B19 


-C13 




Gene No. 


IbsJoo 


Strand 










Start 


29860 


End 


41773 








Name 


OJ990421 27.9B19.C13.o3.tc 


Method 


TBLASTX : 


Cress 






Start 


36030 


End 


37351 








GI 


none 


Score 


114 








Exons 


36030. .36209, 36091 .. 36207 , 


36273. .36356, 36273 


. .36356, 








36814 . .37065, 368.17 .. 37026, 


36821. .37063, 37287 


. .37349, 








37290. .37349, 37292.. 37351 












Seq. No. 


7779 


Seq. ID 


OJ990421 


_27.9B19 


.C13 




Gene no . 


16385 


Strand 










Start 


29860 


End 


41773 








Name 


OJ990421 27.9B19.C13.o8.gp 


Method 


AAT/GAP 








Start 


36322 


End 


37379 








GI 


LIB3479-007-Q6-K1-D7 


Score 


664 








Exons 


36322. .36353, 36820 .. 37062, 


37292. .37379 








GI Descrip. 


'951453 8.0e-46 (M95746) initiation factor (iso)4f p82 , 


subu] 






[Triticum aestivum] 1 












Seq. No. 


7779 


Seq. ID 


OJ990421 


_27.9B19 


.C13 


i tt B ; 


Gene No. 


16385 


Strand 










Start 


29860 


End 


41773 






; J 


Name 


OJ990421 27.9B19.C13.o2.tc 


Method 


TBLASTX: 


Cress 




i" f : 
; i 


Start 


37352 


End 


37806 






I'll 


GI 


none 


Score 


206 








Exons 


37352. .37645, 37353 .. 37643, 


37663. .37806, '37721 


. .37804 




y 


Seq. No. 


7779 


Seq. ID 


OJ990421 


_27.9B19 


.C13 




Gene No. 


16385 


Strand 








ni 

: sr 


Start 


29860 


End 


41773 








Name 


OJ990421 27.9B19.C13.o9.gp 


Method 


AAT/GAP 






.e c: 
i : 


Start 


40100 


End 


41140 






! !B? 


GI 


5771068 


Score 


582 








Exons 


40100. .40180, 40895. .41140 










'.3 


Seq. No. 


7780 


Seq. ID 


OJ990421 


_27.9B19 


.C14 




Gene No. . 


16386 


Strand 


+ 








Start 


596 


End 


1522 








Name 


OJ990421 27.9B19.C14.ol.gs 


Method 


GENSCAN 








Start 


596 


End 


1522 








GI 


none 


Score 


.51 








Exons 


596. .724, 1106. .1234, .1451. . 


1522 










Seq. No. 


7780 


Seq. ID 


OJ990421 


_27.9B19 


.C14 




Gene No. 


16387 


Strand 


+ 








Start 


2195 


End 


5869 








Name 


OJ990421 27.9B19.C14.ol.gp 


Method 


AAT/GAP 








Start 


1973 


End 


2587 








GI 


29375 1.R1084 


Score 


952 








Exons 


1973. .2069, 2195. .2587 












GI Descrip. 


, 2239091/emb|CAB06538 | 2 . Oe- 


25 (284571) anthranilate 








N-hydroxycinnamoyl /benzoyl transferase 


[Dianthus 


caryophyllui 




Seq. No. 


7780 


Seq. ID 


OJ990421 


_27.9B19 


.C14 



8095 



a 

ill 

□ 



Gene No. 


16387 


Strand 


+ 


Start 


2195 


End 


5869 


Name 


OJ990421 27.9B19.C14.ol.np 


Method 


AAT/NAP 


Start 


2180 


End 


5591 


GI 


6469032 


Score 


1140 


Exons 


2180. .2620, 4692. .4911, 4947 


. .5591 




GI Descrip. 


(AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 




batatas] 






Seq. No. 


7780 


Seq. ID 


OJ990421_27.9B19.C14 


Gene No . 


16387 


Strand 


+ 


Start 


2195 


End 


5869 


Name 


OJ990421 27.9B19.C14.o2.gs 


Method 


GEN SCAN 


Start 


2195 


End 


5594 


GI 


none 


Score 


.9 


Exons 


2195. .2620, 4233. .4295, 4692 


. .5594 




Seq. No. 


7780 


Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16387 


Strand 


+ 


Start 


2195 


End 


5869 


Name 


OJ990421 27.9B19.C14.o2.gp 


Method 


AAT/GAP 


Start 


4732 


End 


5206 


GI 


uC-osflcyp011e02bl 


Score 


905 


Exons 


4732.. 5206 






GI Descrip. 


, 2239083/emb|CAB06427 | 7.0e- 


22 (Z84383) 


anthranilate 



N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus ] 
>gi_2239087_emb_CAB06429_ (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7780 Seq. ID 

16387 Strand 
2195 End 
OJ990421_27 . 9B19 . C14 . o3 . gp Method 
5354 End 
16713_1.R1084 Score 
5354. .5869 

1 223908 3 /emb | CAB06427 | 2.0e-13 (Z84383) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
>gi_2239087_emb_CAB06429_ (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] ' 



OJ990421_27.9B19.C14 
+ 

5869 
AAT/GAP 
5869 
969 



7780 Seq. ID 

16388 Strand 
12199 End 
OJ990421_27. 9B19.C14 .o4.gs Method 
12199 End 
none Score 

12199. .12404, 13612. .13643, 

14959. .15153, 15227 .. 15271, 



OJ990421_27.9B19.C14 
+ 

19302 
GENSCAN 
19302 
.82 



13888. .13916, 14212 .. 14715, 
16655. .16822, 17 101 .. 17435, 
18587. .18784, 19036 .. 19090, 19096. .19302 



7780 Seq. ID 

16388 Strand 

12199 End 

OJ990421_27 . 9B19.C14 .o3.np Method 

14230 End 

4583546 Score 



OJ990421_27.9B19.C14 
+ 

19302 
AAT/NAP 
15168 
649 



8096 



Exons 14230. .14715, 14959.. 15168 

GI Descrip. (AJ010819) GrpE protein [Arabidopsis thaliana] 



Seq. No. 


7780 




Seq. ID 


OJ990421_27. 9B19.C14 


Gene No. 


16388 




Strand 


+ 


Start 


12199 




End 


19302 


Name 


OJ990421 27.9B19.C14.o5 


.gp 


Method 


AAT/GAP 


Start 


17113 


End 


17310 


GI 


428050 




Score 


388 


Exons 


17113. .17310 








Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16388 




Strand 


+ 


Start 


12199 




End 


19302 


Name 


OJ990421 27.9B19.C14.o4 


.np 


Method 


AAT/NAP 


Start 


17182 




End 


18833 


GI 


6503297 




Score 


584 


Exons 


17182. .17435, 18587. .18833 






GI Descrip. 


(AC011713) ESTs gb|AI994515 


and gb|T4 4237 come from this gene. 




[Arabidopsis thaliana] 








Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16389 




Strand 




Start 


5638 




End 


11295 


Name 


OJ990421 27.9B19.C14.o2 


.np 


Method 


AAT/NAP 


Start 


5638 




End 


11295 


GI 


3738337 




Score 


585 


Exons 


5638. .5667, 8222. .9739, 


11272. .11295 




GI Descrip. 


(AC005170) putative non 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16390 




Strand 




Start 


15132 




End 


15529 


Name 


OJ990421 27.9B19.C14.o4 


.gp 


Method 


AAT/GAP 


Start 


15132 




End 


15529 


GI 


2312489 




Score 


771 


Exons 


15132. .15529 








Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16391 




Strand 




Start 


19553 




End 


21124 


Name 


OJ990421 27.9B19.C14.o5 


.gs 


Method 


GEN SCAN 


Start 


19553 




End 


21124 


GI 


none 




Score 


.65 


Exons 


19553. .21124 








Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 




Strand 




Start 


21406 




End 


24717 


Name 


OJ990421 27.9B19.C14.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2131 




End 


4874 


GI 


none 




Score 


196 


Exons 


2131.. 2313, 2192.. 2326, 


2315 


..2626, 2383.-2622, 4670. .4873, 




4671. .4874 








Seq. No'. 


7780 




Seq. ID 


OJ990421_27.9B19.C14 



8097 




Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 




. yni y 


C 1 A /-\ 1 
. . Ol 


. cs 


Method 


TBLASTX : Soybean 


Start 


2173 








End 


5636 


GI 


none 








Score 


166 


Exons 


2173. .2313, 


2192 


. .2323, 


2354. 


.2500, 2383.. 2520, 2482.. 2622, 




2507. .2629, 


4644 


. .4910, 


4689. 


.4835, 4691. .4891, 4968. .5231, 




5075. .5269, 


5258 


. .5539, 


5259. 


.5594, 5529.. 5636 


Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 








Strand 




Start 


O 1 A f\ £ 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2189 








End 


4919 


GI 


none 








Score 


186 


Exons 


2189. .2323, 


2194 


. .2313, 


2354. 


.2521, 2395.. 2520, 2510. .2626, 




2518. .2622, 


4644 


. .4919, 


4686. 


.4844, 4691. .4891 


Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 










Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


. 9B19 


.C14 .o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


2192 








End 


2326 


GI 


none 








Score 


199 


Exons 


2192. .2326, 


2194 


. .2313 








Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


bene jno. 










Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4878 








End 


5597 


GI 


none 








Score 


45 


Exons 


4878. .4922, 


4967 


. .5092, 


4968. 


.5099, 5096.. 5596, 5097.. 5597 


Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No . 


i boyz 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14 ,o5 


.tc 


Method 


TBLASTX: Cress 


Start 


4968 








End 


5231 


GI 


none 








Score 


164 


Exons 


4968. .5174, 


5048 


. .5149, 


5169. 


.5231, 5174.. 5230 


Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No . 










Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


-9B19 


.C14.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5280 








End 


5594 


GI 


none 








Score 


359 


Exons 


5280. .5594, 


5339 


. .5569 








Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


' 7605 








End 


7942 


GI 


none 








Score 


181 


Exons 


7605. .7646, 


7691 


. .7942 









8098 





7780 








OC4 • J. L/ 


OJ990421 27 9B19 C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14.07 


. tm 


Method 


TBLASTX: Maize 


Start 


7886 








End 


8347 


GI 


none 








Score 


167 


Exons 


7886. .7960, 


7982 


. .8347 








o e (J • tN U . 


778 n 

/ / Ov 








Seq. ID 


OJ990421 27 9B19 C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8249 








End 


8696 


GI 


none 








Score 


158 


Exons 


8249.-8377, 


8397 


. .8696, 


8399. 


.8677 




OC4 • LN w . 


7780 








Seq. ID 


OJ990421 27 9B19 C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


. 9B19 


.C14.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


8399 








End 


8958 


GI 


none 








Score 


98 


Exons 


8399. .8605, 


8680 


. .8754, 


8794. 


.8958 




oeq . iNu . 


77 ft n 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


.9B19 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8543 








End 


9525 


GI 


none 








Score 


195 


Exons 


8543. .8569, 


8564 


. .8704, 


8680. 


.9525, 8690. .9046, 9083. .9511 


0 e q . in 0 . 


77 ft n 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


. 9B19 


.C14.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


8815 








End 


9232 


GI 


none 








Score 


92 


Exons 


8815. .8874, 


8884 


. .9039, 


8884. 


.9039, 9040.. 9231, 9041.. 9232 


Cart KTi^i 
Ocvj> LN (J . 


77ft 0 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


. 9B19 


-C14.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


9254 








End 


9459 


GI 


none 








Score 


133 


Exons 


9254. .9445, 


9256 


. .9459 








Seq. No. 


7780 








Seq. ID 


OJ990421_27.9B19.C14 


Gene No. 


16392 








Strand 




Start 


21406 








End 


24717 


Name 


OJ990421 27 


. 9B19 


.C14.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


14275 








End 


15143 


GI 


none 








Score 


528 


Exons 


14275. .14718, 14298 .. 14711 , 1 


4959.. 15120, 14967.. 15143 



8099 




Seq. No. 


7780 




Seq. ID 


OJ99042i_27.9B19. 


C14 


Gene No. 


16392 




Strand 






Start 


21406 




End 


24717 




LN CUIIC 


n.TQQfU?! 97 QR1 Q PI 4 




Method 


TBLASTX: Maize 




Start 


14344 




End 


15284 




GI 


none 




Score 


479 




Exons 


14344. .14718, 14344. 


.14715, 


14508. .14 717, 14 958. .15101, 






14959. .15201, 14967. 


.15155, 


15218. .15280, 15229. .15282, 






15231. .15284 










Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19. 


C14 








Strand - 






Start 


21406 




End 


24717 




Name 


OJ990421 27.9B19.C14 


,o3. tc 


Method 


TBLASTX: Cress 




Start 


14497 




End 


15051 




GI 


none 




Score 


272 




Exons 


14497. .14718, 14514. 


.14735, 


14959. .15051, 14967.. 15050 




Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19. 


C14 


Gene No. 


16392 




Strand 






Q4- -> y+- 


9 1 a n 




End 


24717 




Name 


OJ990421 27.9B19.C14 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


17191 




End 


18701 




GI 


none 




Score 


144 




Exons 


17191. .17271, 17214. 


.17270, 


17292. .17435, 17293. .17436, 






18572. .18697, 18581. 


.18700, 


18582. .18701 




Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19. 


C14 


Gene No. 


16392 




Strand 






Of -a ■*-+- 
O Lai. L 






End 


24717 




Name 


OJ990421 27.9B19.C14 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


17236 




End 


18760 




GI 


none 




Score 


53 




Exons 


17236. .17271, 17292. 


.17435, 


17293. .17436, 18533. .18742, 






18581. .18760, 18582. 


.18758 








Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19. 


C14 








Strand 






Start 


21406 




End 


24717 




Name 


OJ990421 27.9B19.C14 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


18669 




End 


18843 




GI 


none 




Score 


265 




Exons 


18669. .18824, 18669. 


.18842, 


18670. .18843 




Seq. No. 


7780 




Seq. ID 


OJ990421_27.9B19. 


C14 


Gene No. 


16392 




Strand 






Start 


21406 




End 


24717 




Name 


OJ990421 27.9B19.C14 


. o 6 . gp 


Method 


AAT/GAP 




Start 


214 06 




End 


22963 




GI 


27779 1.R1084 




Score 


1084 




Exons 


21406. .21773, 21869. 


.21954, 


22032. .22085, 22593 .. 22691, 






22931. .22963 










GI Descrip. 


'4768968/gb|AAD29697 


.1IAF140219 1 2.0e- 


■24 (AF140219) nuclear 




cap-binding protein; 


CBP20 


[Arabidopsis thaliana] ' 




Seq. No. 


7780 




Seq. ID 


OJ990421_27. 9B19. 


C14 


Gene No. 


16392 




Strand 







8100 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21406 End 
OJ990421_27 . 9B19 .C14 . o5 . tm Method 
21686 End 

none * Score 



24717 

TBLASTX: Maize 

24448 

77 



21686. .21775, 21686 .. 21790, 21893 .. 21 94 9, 21914 .. 21955 , 

22030. .22086, 22032 .. 22094 , 22555 .. 22632 , 22597 .. 22 689, 

22598. .22690, 22927 .. 22965, 22932 .. 22 964 , 23052 . . 23192, 

23086. .23205, 23089 23190, 24204 .. 24257 , 24206 .. 244 48 , 

24206. .24286, 24211.. 24444 

7780 
16392 
21406 

OJ990421_27.9B19.C14 .06. gs 
21696 
none 



Seq. ID OJ990421_27.9B19.C14 
Strand 

24717 
GEN SCAN 
24556 



End 

Method 
■tj End 
Score 



21696. .21773, 218 69 21982, 23053 .. 23191 , 24209 .. 244 32 , 
24539.. 24556 



Seq. No. 7780 Seq. ID 

Gene No. 16392 Strand 

Start 21406 End 

Name OJ990421_27 . 9B19 . C14 . o5 . np Method 

Start 21702 End 

GI 4768968 Score 

Exons 21702. .21773, 21857 .. 21955, 22024 

22931. .22964, 23053 .. 23191, 24209 

GI Descrip. 



OJ990421 27.9B19.C14 



24717 
AAT/NAP 
24450 
690 

22085, 22593. .22691, 
24450 



(AF140219) nuclear cap-binding protein; CBP20 [Arabidopsis 
thaliana] 



Seq. No. 7780 
Gene No. 16392 
Start 21406 

Name OJ990421_27 . 9B19 . C14 . o3 . ts 

Start 22597 
GI none 
Exons 22597. 

23057. 

24197. 



.22689, 22598. 
.23164, 23058, 
.24433, 24211. 



.22690, 
.23174, 
.24441 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22928 

23089 



OJ990421 27.9B19.C14 



24717 

TBLASTX: Soybean 
24441 
70 

22966, 22932. .22964, 
23190, 23099. .23206,- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7780 Seq. ID OJ990421_27.9B19.C14 

16392 Strand 

21406 End 24717 

OJ990421_27 . 9B19.C14 . o7 .gp Method AAT/GAP 

24223 End 24717 

5005020 Score 697 

24223. .24432, 24539. .24717 

4768968/gb|AAD29697.1|AF140219_l 3.0e-17 (AF140219) nuclear 

cap-binding protein; CBP20 [Arabidopsis thaliana] 



7781 Seq. ID 

16393 Strand 

220 End 
OJ990421_27. 9B19 . C15 . ol . gs Method 

220 End 

none Score 

220. .284, 2287. .2358, 2928. .3120 



OJ990421_27.9B19.C15 
+ 

3120 
GENSCAN 
3120 
.46 



8101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7782 

16394 

1 

OJ990421_27 . 9B19.C16.o2.np 

1 

5441880 



Seq. ID OJ990421_27.9B19.C16 
Strand 

End 5438 

Method AAT/NAP 

End 5327 

Score 1702 



1..31, 2352. .2406, 2515. .2654, 3256. .3582, 3841. .3872, 
4317. .5327 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



7782 

16394 

1 

OJ9-90421_27.9B19.C16.ol.gs 

846 

none 



Seq. ID OJ990421_27.9B19.C16 
Strand 

End 5438 

Method GEN SCAN 

End 5438 

Score .4 



846. .961, 1475. .1600, 1664. .1840, 1953. .2033, 2164. .2186, 
2353.. 2439, 2515.. 2588, 3073. .4890, 5082. .5438 



7782 
16394 
1 

OJ990421_27 . 9B19 . C16 . ol . gp 
1971 

LIB3433-020-P1-K1-A6 
1971. .2400 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990421_27.9B19.C16 
Strand 

End 5438 

Method AAT/GAP 

End 2400 

Score 825 



7782 

16394 

1 

OJ990421_27. 9B19.C16.ol.np 

2214 
5441880 



Seq. ID OJ990421_27.9B19.C16 
Strand 

End 5438 

Method AAT/NAP 

End 5327 

Score 1700 



2214. .2406, 2515. .2654, 3256. .3582, 3841. .3872, 4317. .5327 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



7782 

16394 

1 

OJ990421_27. 9B19 . C16 . ol . tw 

4090 

none 



Seq. ID OJ990421_27.9B19.C16 
Strand 

End ^ 5438 

Method TBLASTX : Wheat 

End 4 4 67 

Score 68 



4090. .4263, 4101. .4241, 4196. .4264, 4288. .4464, 4318. .4467 



7782 

16394 

1 

OJ990421_27 . 9B19 . C16 . ol . tm 

4165 

none 



Seq. ID OJ990421_27.9B19.C16 
Strand 

End 5438 

Method TBLASTX : Mai ze 

End 4761 

Score 81 



8102 




Exons 4165.. 4236, 4294.. 4542, 4294.. 4761, 4304.. 4756 



Seq. No. 


7783 


Seq. ID 


OJ990421_27.9B19. 


C17 


Gene No. 


16395 


Strand 


- 




Start 


1 


End 


190 




Name 


OJ990421 27.9B19.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


190 




GI 


none 


Score 


363 




Exons 


1. .190 








Seq. No. 


7783 


Seq. ID 


OJ990421_27.9B19. 


C17 


Gene No. 


16396 


Strand 


- 




Start 


344 


End 


1242 




Name 


OJ990421 27.9B19.C17.ol.gs 


Method 


GENSCAN 




Start 


344 


End 


1242 




GI 


none 


Score 


.69 




Exons 


344. .433, 705. .866, 1129. .1242 






C d n XT/-\ 

o e q . ln o . 


"7784 


Seq. ID 


OJ990421_27.9B19. 


C18 


Gene No. 


16397 


Strand 


+ 




Start 


329 


End 


9875 




Name 


PiTQQf)491 97 QR1 Q rift ol rrQ 


Method 


GENSCAN 




Start 




End 


9875 




GI 


none 


Score 


.5 




Exons 




.3480, 8644 


..8736, 8774. .8959, 




Q7H9 Q74Q QQ'IQ QP7R 








Seq. No. 


H7QA 

t 1 OH 


Seq. ID 


OJ990421_27. 9B19. 


C18 


Gene No. 


16398 


Strand 






Start 


14828 . 


End- 


16201 




Name 


nTQQHvl91 97 QD1 Q PIP 4-m 


Method 


TBLASTX: Maize 




Start 


l*± o X / 


End 


14980 




GI 


none 


Score 


218 




Exons 


14817 .. 14978, 14817 . . 14 882, 


14846. .14980 






7784 


Seq. ID 


OJ990421_27. 9B19. 


C18 


Gene No. 


16398 


Strand 






Start 


14828 


End 


16201 




Name 


OJ990421 27.9B19.C18.ol.np 


Method 


AAT/NAP 




Start 


14828 


End 


16201 




GI 


2980772 


Score 


1371 




Exons 


14828. .16030, 16058.. 16201 








GI Descrip. 


(AL022198) putative protein 


[Arabidops 


is thaliana] 




o e q . IN o . 


7784 . 


Seq. ID 


OJ990421_27. 9B19. 


C18 


Gene No. 


16398 


Strand 






Start 


14828 


End 


16201 




Name 


OJ990421 27.9B19.C18.o2.ts 


Method 


TBLASTX: Soybean 




Start 


15020 


End 


15361 . 




GI 


none 


Score 


86 




Exons 


15020. .15055, 15131. .15280, 


15135. .15278, 15231 .. 15359, 






15272. .15361 








Seq. No. 


7784 


Seq. ID 


OJ990421_27.9B19. 


C18 


Gene No. 


16398 


Strand 






Start 


14828 


End 


16201 




Name 


OJ990421 27.9B19.C18.ol.ts 


Method 


TBLASTX : Soybean 





8103 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



15377 End 16174 

none Score 91 

15377. .15613, 15377 15631 , 15429 15632, 15629 16027, 

15708. .15881, 15887. .16036, 16076 16150, 16091.. 16174 



7785 

16399 

2176 

OJ990421_27.9B19.C19.ol.gp 

1709 

none 

1709. .2677, 2755. .2798 



Seq. ID OJ990421_27.9B19.C19 
Strand 

End 77 68 

Method AAT/GAP 

End 27 98 

Score 1964 



Seq. No. 7785 
Gene No. 16399 
Start 2176 

Name OJ990421_27 . 9B19 .C19. o2 . tm 

Start 2085 
GI none 

Exons 2085.. 2144, 2108.. 2149, 2109 

2302.. 2439, 2317.. 2436, 2452 
2588. .2680, 2608. .2652, 2635 
2756.. 2812, 3555.. 3620, 3557 
3779.. 3835, 4217.. 4300, 4218 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 27.9B19.C19 



7768 

TBLASTX: Maize 
4956 
68 

.2156, 2151. ,2204, 2175. .2216, 
.2553, 2454.'. 2600, 2480.. 2590, 
.2667, 2725. .2811, 2742. .2786, 
.3628, 3557. .3625, 3778. .3831, 
.4295, 4840. .4956 



Seq. No. 7785 

Gene No. 16399 

Start 2176 

Name OJ990421_27 . 9B19 . C19. ol 

Start 2176 

GI none 

Exons 2176.. 2677, 2755. .2838, 
4834. .4944, 5330. .5763, 
6698. .6824, 7275. .7456, 

Seq. No. 7785 

Gene No. 16399 

Start 2176 

Name OJ9904 2 1_27 . 9B1 9 . C19 . ol 

Start 5750 

GI none 

Exons 5750.. 5866, 5875.. 5907, 
6402. .6599, 6681. .6812, 

Seq. No. 7785 

Gene No. 16399 

Start 2176 

Name OJ990421_27 . 9B19 . C19 . ol 

Start 7274 

GI none 

Exons 7274.. 7462, 7284.. 7376, 

Seq. No. 7785 

Gene No. 16399 
Start . 2176 

Name OJ990421_27 . 9B19 . C19 ; ol 

Start 7527 



Seq. ID OJ990421_27.9B19.C19 
Strand 

End 7768 

-gs Method GENSCAN 

End 7748 

Score .77 
3420. .3466, 3781. .3832, 4215. .4315, 
5830. .5902, 5982. .6032, 6404. .6595, 
7545. .7748 

Seq. ID OJ990421_27.9B19.C19 
Strand 

End 77 68 

.tm Method TBLASTX: Maize 

End 6812 

Score 43 
5978. .6034, 5982. .6032, 6401. .6598, 
6695. .6811 

Seq. ID OJ990421_27.9B19.C19 
Strand 

End 7768 

.tc Method TBLASTX: Cress 

End 7 7 39 

Score 99- 
7528. .7632, 7545. .7739, 7666. .7728 

Seq. ID OJ990421_27.9B19.C19 
Strand 

End 7 7 68 

.ts Method TBLASTX: Soybean 

End 7754 



8104 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score 110 



none 

7527. .7754, 7543. .7743 

7785 
16399 
2176 

OJ990421_27 . 9B19 . C19 . o3 . tm 
7545 
none 

7545. .7766, 7547. .776.8, 7548. 

7786 
16400 
4487 

OJ990421_27 . 9B19 . C20 . o2 . tm 
4293 
none 

4293..4382, 4483. .4536, 4487. .4654, 4584. .4655 



Seq. ID OJ990421_27.9B19.C19 
Strand 

End 7768 

Method TBLASTX : Mai ze 

End 7768 

Score 162 
.7766, 7558.. 7767 



Seq. ID OJ990421_27.9B19.C20 
Strand 
End 

Method 
End 
Score 



5294 

TBLASTX: Maize 
4655 
42 



7786 

16400 

4487 

OJ990421_27.9B19.C20.ol.gp 
4294 

10619_1.R1084 
4294. .5247 

' 732003/sp | P39281 | BLC_ECOLI 
BLC PRECURSOR >gi_2125977_p 
- Escherichia coli >gi_5369 
coli] >gi_717134 (U21726) 1 
>gi_1790592 (AE000487) oute 
[Escherichia coli] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_27.9B19.C20 

5294 
AAT/GAP 
5247 
1885 



2.0e-16 OUTER MEMBRANE LIPOPROTEIN 

ir 184534 outer membrane lipoprotein 

93 (U14003) ORF_fl77 [Escherichia 
ipocalin precursor [Escherichia coli] 
r membrane lipoprotein (lipocalin) 



Seq. No. 


7786 








Seq. ID 


OJ990421 


_27.9B19.C20 


Gene No. 


16400 








Strand 






Start 


4487 








End 


5294 




Name 


OJ990421 27 


.9B19 


.C20.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4487 








End 


5056 




GI 


none 








Score 


48 




Exons 


4487. .4870, 


4488 


. .4523, 


4584. 


.4694, 4868. .4900, 


4899. .5039, 




4904. .5056 














Seq. No. 


7786 








Seq. ID 


OJ990421 


_27.9B19.C20 


Gene No. 


16400 








Strand 






Start 


4487 








End 


5294 




Name 


OJ990421 27 


. 9B19 


.C20.o2 


.gs 


Method 


GENSCAN 




Start 


4487 






End 


5074 




GI 


none 








Score 


.99 




Exons 


4487. .5074 














Seq. No. 


7786 








Seq. ID 


OJ990421 


_27.9B19.C20 


Gene No. 


16400 








Strand 






Start 


4487 








End 


5294 




Name 


OJ990421 27 


.9B19 


.C20.ol 


.np 


Method 


AAT/NAP 




Start 


4559 








End 


5294 




GI 


732003 








Score 


164 




Exons 


4559. .5035, 


5214 


. .5294 











8105 




GI Descrip. OUTER MEMBRANE LIPOPROTEIN BLC PRECURSOR gi | 2125977 | pir | | 184534 
outer membrane lipoprotein - Escherichia coli gi 1536993 (U14003) 
ORF_fl77 [Escherichia coli] gi 1717134 (U21726) lipocalin 
precursor [Escherichia coli] gi|1790592 (AE000487) outer 
membrane lipoprotein (lipocalin) [Escherichia coli] 



Seq. No. 7786 

Gene No. 16400 

Start 4487 

Name OJ990421_27 . 9E19.C20.ol 

Start 4592 

GI none 

Exons 4592.. 4870, 4868.. 4900, 

Seq. No. 7786 

Gene No. 16400 

Start 4487 

Name - OJ990421_27 . 9B19 . C20 . ol 

Start 4655 

GI none 

Exons 4655.-4687, 4655.. 4870, 

Seq. No. 7787 

Gene No. 16401 

Start 4932 

Name OJ990421_27 . 9B19 . C21 . o2 

Start 4932 

GI none 

Exons 4932.. 5217, 5477.. 5544, 
8277. .8453, 8542. .8661, 



Seq. ID OJ990421_27.9B19.C20 
Strand 

End 5294 

.ts Method TBLASTX: Soybean 

End 5047 

Score 119 
4890. .5042, 4904. .5047 

Seq. ID OJ990421_27.9B19.C20 
Strand 

End 5294 

.tm Method TBLASTX : Maize 

End 5045 

Score 48 
4788. .4871, 4869. .5045, 4871. .5044 

. Seq. ID OJ990421_27.9B19.C21 
Strand + 
End 9522 
.gs Method GEN SCAN 
End 9522 
Score .88 
5652. .5875, 6256. .6339, 7218. .7431, 
8889. .9100, 9468. .9522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7787 

16401 

4932 

OJ990421_27 . 9B19 . C21 . o2 . np 

5477 

2827631 



Seq. ID OJ990421 27.9B19.C21 



Strand 
End 

Method 

End 

Score 



+ 

9522 
AAT/NAP 
9089 
1020 



5477. .5544, 5652. .5875, 6256. .6339, 7218. .7431, 8277. .8453, 
8542. .8661, 8889. .9089 



GI Descrip. (AL021636) putative protein [Arabidopsis thaliana] 



Seq. No. 7787 

Gene No. 16401 

Start 4932 

Name OJ990421_27 . 9B19 . C21 . ol . gp 

Start 8295 

GI uC-osflcypl25h03bl 

Exons 8295.. 8453, 8542.. 8661, 8889. 

GI Descrip. 1 2827 631/emb | CAA16584 . 1 | 3.0e 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9104 

-35 (AL021636) 



OJ990421_ 
+ 

9522 
AAT/GAP 
9104 
909 



27.9B19.C21 



putative protein 



Seq. No. 7787 Seq. ID 

Gene No. 16402 Strand 

Start 144 End 

Name OJ990421_27 . 9B19 . C21. ol . gs Method 

Start 144 End 

GI none Score 



OJ990421_27.9B19.C21 

3683 
GENSCAN 
3683 
.43 



8106 



Exons 



144. .328, 516. .681, 693. .847, 1068. .1112, 1374. .1451, 
1635. .1678, 2186. .2341, 2550. .2643, 3629. .3683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7787 
16402 
144 

OJ990421 
2194 
133867 
2194. .2292, 



OJ990421 27.9B19.C21 



Seq. ID _ 
Strand 

End 3683 
Method AAT/NAP 
End 2897 
Score 230 
2897 

40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA39438 | (X55967) ribosomal protein 
Sll [Zea mays] 



27.9B19.C21.ol.np 



2550. .2643, 2743. 





Seq. No. 


7787 




Seq. ID 


OJ990421 


_27.9B19 


.C21 




Gene No. 


16403 




Strand 










Start 


9981 




End 


13165 








Name 


OJ990421 27.9B19.C21 


.o3.gs 


Method 


■ GENS CAN 








Start 


9981 




End 


12081 








GI 


. none 




Score 


.67 








Exons 


9981. .10735, 10841.. 


10939,' 


11153. .11587, 11601. 


.11778, 








11875. .12081 














Seq. No. 


7787 




Seq. ID 


OJ990421 


_27. 9B19 


.C21 


LI! 


Gene No. 


16403 




Strand 










Start 


9981 




End 


13165 










OJ990421 27.9B19.C21 


. o3 . np 


Method 


AAT/NAP 






I'll 


Start 


9987 




End 


13165 








GI 


6466945 




Score 


874 






□ 


Exons 


9987.. 10402, 10436.. 


10676, 


11157. .11511, 11588. 


.11682, 




Ui 




11719. .11768, 13089. 


.13165 












GI Descrip. 


(AC009176) hypothetical protein [Arabidopsis thaliana] 




ry 


Seq. No. 


7787 




Seq. ID 


OJ990421 


_27. 9B19 


.C21 




Gene No. 


16404 




Strand 








u 


Start 


13749 




End 


19699 








Name 


OJ990421 27.9B19.C21 


. o2 . gp 


Method 


AAT/GAP 








Start 


13260 




End 


18797 








GI 


1427 1.R1084 




Score 


3285 








Exons 


13260. .13933, 14039. 


.14185, 


14682. .14 


753, 15096 


. .15239, 








15804. .15875, 16268. 


.16339, 


16840. .16911, 17249 


. .17320, 








17451. .17522, 17720. 


.17791, 


17992. . 18066, 18262 


. .18408, 








18706. .18797 














GI Descrip. 


'4504379/ref |NP 003658 . 1 | pHG38 | 2.0e- 


13 G protein-coupled 






receptor 4 9 >gi 3366802 (AF062006) orphan G protein-coupled 






receptor HG38 [Homo 


sapiens] f 










Seq. No. 


7787 




Seq. ID 


OJ990421_ 


_27.9B19 


.C21 




Gene No. 


16404 




Strand 










Start 


13749 




End 


19699 








Name 


OJ990421 27.9B19.C21 


. o4 .gs 


Method 


GEN SCAN 








Start 


13749 




End 


19699 * 








GI 


none 




Score 


.82 








Exons 


13749. .13933, 14039. 


.14185, 


15096. . 15239, 16268 


. .16339, 








16840. .16911, 17249. 


.17320, 


17451. . 17522, 17720 


. .17791, 








17992. .18066, 18262. 


.18433, 


19276. . 19404, • 19490 


. .19699 





8107 



Seq. No. 7787 Seq. ID 

Gene No. 16405 Strand 

Start 19637 End 

Name OJ9904 21_27 . 9B19 .C21 . o3 . gp Method 

Start 19637 End 

GI none Score 

Exons 19637. .19861 



OJ990421_27.9B19.C21 

19861 
AAT/GAP 
19861 
420 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 



7787 

16406 

20149 

OJ990421_27, 
2194 
none 
2194. 
2608. 
2833. 



.2247, 
.2646, 
.2895, 



9B19.C21.o6.tm 



2250.. 2297, 2549. 
2725.. 2811, 2727. 
2834. .2896, 2859. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 27.9B19.C21 



20439 

TBLASTX: Maize 
2912 
65 

.2605, 2550. .2606, 2604, 
.2789, 2766. .2831, 2787, 
.2912 



.2645, 
.2831, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990421_27.9B19.C21 
Strand 
End 

Method 
End 
Score 

2250. .2297, 2549. .2605, 2550. .2603, 2604. .2645, 2725. .2811, 
2727. .2789, 2787. .2831, 2833.-2892, 2849. .2893 



7787 

16406 

20149 

OJ990421_27. 9B19 . C21 . 06 . tc 

2250 

none 



20439 

TBLASTX: Cress 

2893 

68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7787 Seq. ID 

16406 Strand 

20149 End 

OJ990421_27. 9B19 . C21 . o7 . ts Method 

2250 End 

none Score 



OJ990421_27.9B19.C21 
20439 

TBLASTX : Soybean 

2895 

62 



2250. .2297, 2549. .2605, 2550. .2606, 2604. .2645, 2725. .2811, 
2727. .2798, 2787. .2831, 2833. .2895, 2861. .2890 



Seq. No. 7787 

Gene No. 16406 

Start 20149 

Name OJ990421_27 . 9B19. C21 . o2 . tm 

Start 5475 

GI none 

Exons 5475.. 5537, 5475.. 5543, 
5650. .5877, 5657. .5878 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_27.9B19.C21 
20439 

TBLASTX: Maize 

5878 

70 



5476. .5547, 5482. .5544, 5649. .5876, 



Seq. No. 7787 
Gene No. 16406 
Start 20149 

Name OJ990421_27 . 9B19 . C21 . o2 . tc 

Start 5476 
GI none 

Exons 5476.. 5544, 5476.. 5544, 5649. 

5712.. 5882, 6253.. 6345, 6256. 
7183. .7467, 7217. .7297, 7245. 



Seq. ID OJ990421_27.9B19.C21 
Strand 

End 20439 
Method TBLASTX : Cress 
End 8363 
Score 90 

.5876, 5657. .5755, 5705. .5878, 
.6342, 6257. .6349, 6263. .6349, 
.7430, 8274. .8363 



Seq. No. 
Gene No. 



7787 
16406 



Seq. ID OJ990421_27.9B19.C21 
Strand 



8108 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20149 

OJ990421_27 . 9B19 . C21 . o4 . ts 

5652 

none 

5652.. 5876, 5657.. 5764, 5688, 



End 20439 

Method TBLASTX: Soybean 

End 6307 

Score 296 

.5879, 6256.. 6300, 6257.. 6307 



7787 Seq. ID 

16406 Strand 

20149 End 

OJ990421_27. 9B19.C21.o5. ts Method 

7205 End 

none Score 



OJ990421_27.9B19.C21 
20439 

TBLASTX : Soybean 

9071 

134 



7205. .7432, 7219. .7467, 7242. .7430, 8274. .8453, 8275. .8454, 
8539. .8664, 8541. .8654, 8888. .9070, 8889. .9071 



Seq. No. 7787 

Gene No. 16406 

Start 20149 

Name OJ990421_27 . 9B19 . C21 . o5 . tm 

Start 7216 

GI none 

Exons 7216.. 7371, 7217.. 7372, 7217. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_27.9B19.C21 
20439 

TBLASTX: Maize 

7374 

186 



,7372, 7219. .7374, 7242. .7373 



Seq. No. 7787 
Gene . No. 16406 
Start 20149 

Name OJ990421_27 . 9B19 .C21 . o3 . tm 

Start 7375 
GI - none 

Exons 7375.. 7455, 7377.. 7442, 8274. 

8276.. 8455, 8531.. 8650, 8539. 
8889. .8933 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ990421 27.9B19.C21 



20439 

TBLASTX: Maize 
8933 
93 

8453, 8275.-8454, 8276, 
8664, 8541.. 8654, 8883, 



,8461, 
,8933, 



Seq. No. 7787 Seq. ID 

Gene No. 16406 Strand 

Start 20149 End 

Name OJ990421_27 . 9B19 . C21 . o3 . tc Method 

Start 10002 End 

GI none Score 

Exons 10002. .10355, 10062.. 10355 



OJ990421_27.9B19.C21 
20439 

TBLASTX: Cress 

10355 

95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7787 Seq. ID 

16406 Strand 

20149 End 
OJ99*0421_27. 9B19 . C21 . ol . tw Method 

10095 End 

none Score 

10095. .10280, 10096. .10281, 

10275. .10385, 10437. .10523 

7787 

16406 Strand 

20149 End 
OJ9904 21_27 . 9B19 . C21 . ol . ts Method 

10197 End 

none Score 



OJ990421_27.9B19.C21 
20439 

TBLASTX: Wheat 
10523 
137 

10143. .10280, 10273. . 10380, 



Seq. ID OJ990421 27.9B19.C21 



20439 

TBLASTX : Soybean 

1064"4 

66 



10197. . 10322, 10197. .10385, 10237 .. 10323, 10435 .. 10644, 



8109 



10437. .10637 







7787 








Seq. ID 


OJ990421 


_27.9B19 


.C21 




Gene No. 


16406 








Strand 










Start 


20149 








End 


20439 








Name 


OJ990421 27.9B19.C21 


.o3.ts 


Method 


TBLASTX: Soybean 






Start 


11157 








End 


11643 








GI 


none 








Score 


65 








Exons 


11157. 


.11273, 


11158. 


.11211, 


11292. .11369, 11385 


. .11513, 








11587. 


.11643 
















Seq. No. 


7787 








Seq. ID 


OJ990421 


_27. 9B19 


.C21 




Gene No. 


16406 








Strand 










Start 


20149 








End 


20439 








Name 


OJ990421 27.9B19.C21 


. o5 . tc 


Method 


TBLASTX: 


Cre s s 






Start 


11157 








End 


11561 








GI 


none 








Score 


135 








Exons 


11157. 


.11219, 


11319. 


.11561 












Seq. No. 


7787 








Seq. ID 


OJ990421 


_27. 9B19 


.C21 




Gene No. 


16406 








Strand 










Start 


20149 








End 


20439 








Name 


OJ990421 27.9B19.C21 


.o2.ts 


Method 


TBLASTX : 


Soybean 






Start 


13746 








End 


14163 








GI 


none 








Score 


69 






=1 


Exons 


13746. 


.13937, 


13750. 


.13833, 


14034. .14162, 14038 


. .14163 




fi 

! f 


Seq. No. 


7787 








Seq. ID 


OJ990421 


_27.9B19 


.C21 




Gene No. 


16406 








Strand 








"i 


Start 


20149 








End 


20439 






y 


Name 


OJ990421 27.9B19.C21 


. ol .tm 


Method 


TBLASTX:: 


Maize 




3 


Start 


13749 








End 


17515 






; i 


GI 


none 








Score 


114 






if 


Exons 


13749. 


.13928, 


13749. 


.13937, 


13750. .13935, 13779 


. .13955, 








13794. 


.13955, 


13794. 


.13931, 


14031. .14183, 14034 


. .14183, 




s! 




14038. 


.14184, 


14076. 


. 14213, 


14085. .14207, 14681 


. .14752, 




*; 




14683. 


.14754, 


14683. 


.14751, 


15073. .15246, 15073 


. .15243, 








15095. 


.15241, 


15097. 


.15240, 


15772. .15876, 15773 


. .15877, 








15800. 


.15877, 


16236. 


.16310, 


16237. .16341, 16267 


. .16350, 




-i 

21. 




16268. 


.16351, 


16821. 


.16919, 


16822. .16920, 16839 


. .16913, 




f 

Cf 




16840. 


.16917, 


16841. 


.16918, 


17218. .17322, 17247 


. .17321, 




= ? 




17249. 


.17326, 


17434. 


.17514, 


17446. .17505, 17450 


. .17512, 








17450. 


.17515 
















Seq. No. 


7787 








Seq. ID 


OJ990421 


_27. 9B19 


.C21 




Gene No. 


16406 








Strand 










Start 


20149 








End 


20439 








Name 


OJ9904 


21 27.9B19.C21 


.ol.tc 


Method 


TBLASTX:' 


Cress 






Start 


13749 








End 


20117 








GI 


none 








Score 


111 








Exons 


13749. 


.13937,- 


13750. 


.13935, 


13791. .13949, 14034 


. .14180, 








14037. 


.14183, 


14038. 


.14184, 


14085. . 14177, 14683 


. .14769, 








14696. 


.14752, 


15064. 


.15243, 


15091. . 15231, 15095 


. . 15229, 








15769. 


.15891, 


20004. 


.20117 












Seq. No. 


7787 








Seq. ID 


OJ990421 


_27.9B19 


.-C21 




Gene No. 


16406 








Strand 









8110 



Start 


20149 




End 


20439 




Name 


OJ990421 27.9B19.C21 


o2. tw 


Method 


TBLASTX: 


Wheat 


Start 


13749 




End 


15876 




GI 


none 




Score 


115 




Exons 


13749. .13937, 13750. 


13938, 


15769. .15876 




Seq. No. 


7787 




Seq. ID 


OJ990421 


_27.9B19 


Gene No. 


16406 




Strand 






Start 


20149 




End 


20439 




Name 


OJ990421 27.9B19.C21 


o4 . tm 


Method 


TBLASTX : 


Maize 


Start 


17993 




End 


19747 




GI 


none 




Score 


83 




Exons 


17993. .18064, 17997. 


18074, 


18263. .18409, 18264 


. .18410, 




18704. .18916, 18705. 


18914, 


18740. .18916, 19275 


. .19406, 




19276. .19407, 19285. 


19407, 


19483. .19575, 19490 


. .19576, 




19518. .19577, 19653. 


19742, 


19655. .19726, 19658 


. .19747, 



19665. .19730 



Seq. No. 7787 
Gene No. 16406 
Start 20149 

Name OJ990421_27 . 9B19.C21 .o4 . tc 

Start 18263 
GI none 
Exons 18263. . 18334, 

18845. .18916, 

19490. .19537, 



18788. .18844, 
19275. .19355, 
19556. .19705 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18827 

19276 



OJ990421 27.9B19.C21 



20439 

TBLASTX: Cress 
19705 
78 

18916, 18828. .18905, 
19407, 19334. .19405, 



Seq. No. 7787 

Gene No. 16406 

Start 20149 

Name OJ990421_27 . 9B19 .C21 . 06 . ts 

Start 18320 

GI none 

Exons 18320. .18409, 18321 .. 184 10, 
19276. . 19407, 19490.. 19537 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_27.9B19.C21 
20439 

TBLASTX: Soybean 

19537 

63 



18704. .18982, 18723 .. 18905, 



Seq. No. 7787 Seq. ID 

Gene No. 16406 Strand 

Start 2014 9 End 

Name OJ990421_27 . 9B19 . C21 . o4 . gp Method 

Start 20149 End 

GI none Score 

Exons 20149. .20439 



OJ990421_27.9B19.C21 

20439 
AAT/GAP 
20439 
562 



Seq. No. 


7788 








Seq. ID 


OJ990421 


_27 


9B19 


.C22 


Gene No. 


16407 








Strand 










Start 


119 








End 


622 








Name 


OJ990421 


27.9B19.C22 


.ol 


gs 


Method 


GENS CAN 








Start 


119 








End 


622 








GI 


none 








Score 


. 64 








Exons 


119. .216, 


562. .622 
















Seq. No. 


7789 








Seq. ID 


OJ990421 


_27 


9B19 


.C27 


Gene No. 


16408 








Strand 


+ 








Start 


1 








End 


270 








Name 


OJ990421 


27.9B19.C27 


.ol 


np 


Method 


AAT/NAP 









8111 




Start 


1 


End 


270 




GI 


4680186 


Score 


137 




Exons 


1. .270 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


77RQ 


Can T n 


OJ990421_27. 9B19. 


C27 




1 fi4f)Q 


QfyanH 






Start 


£. -7 


PnH 

CjIL\J. 


94 




Name 




Mot" hnH 


GENSCAN 




Start 


29 


End 


94 




GI 


none 


Score 


.47 




Exons 










Seq. No. 


77 QH 


Con T H 


OJ990421_27. 9B19. 


C28 




i 64 1 n 


on aiiu. 






Start 


/ 


EjIICI 


498 




Name 


r»TQQfl491 97 QR1 Q P9fl nl rrc 
*JU-/-/U*i^-L ^ / . jDlr.LiO .UJ..CJ5 


lYiet-iiou 


GENSCAN 




Start 


7 ~~ 




498 




GI 


none 


Score 


.83 




Exons 


7. .498 








Seq. No. 


7791 


Seq. ID 


OJ990421_27. 9B19. 


C29 


Gene No. 


16411 


Strand 


' + 




Start 


127 


End 


687 




Name 


OJ990421 27.9B19.C29.ol.np 


Method 


AAT/NAP 




Start 


127 


End 


687 




GI 


6721561 


Score 


352 




Exons 


127. .394, 465. .523, 597. .687 








GI Descrip. 


(AP001073) EST AU082058 (C12976 ) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


7791 


Seq. ID 


OJ990421_27. 9B19. 


C29 


Gene No. 


16411 


Strand 


+ 




Start 


127 


End 


687 




Name 


OJ990421 27.9B19.C29.ol.gs 


Method 


GENSCAN 




Start 


203 


End 


523 




GI 


none 


Score 


.85 




Exons 


203. .394, 465. .523 








Seq. No. 


7792 


Seq. ID 


OJ990421_27. 9B19. 


C30 


Gene No. 


16412 


Strand 






Start 


1 


End 


148 




Name 


OJ990421 27.9B19.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


148 




GI 


5902445 


Score 


240 




Exons 


1. .148 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


7792 


Seq. ID 


OJ990421_27. 9B19. 


C30 


Gene No. 


16412 


Strand 






Start 


1 


End 


148 




Name 


OJ990421 27.9B19.C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


138 




GI 


none 


Score 


98 





8112 



Exons 



1..138, 2. .133 



Seq. No. 


7793 


Seq. ID 


OJ99042 


Gene No. 


16413 


Strand 


+ 




1 


End 


592 


Name 


OJ990421 27.9B19.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


592 


GI 


4378066 


Score 


364 


Exons 


1. .592 






GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 




gil 4 680208 Igb IAAD27571.il AF114 171 12 


(AF114171 




[Sorghum bicolor] 






Seq. No. 


7793 


Seq. ID 


OJ99042: 


Gene No. 


16414 


Strand 




Start 


323 


End 


439 


Name 


OJ990421 27.9B19.C31.ol.gs 


Method 


GENSCAN 


Start 


323 


End 


439 


GI 


none 


Score 


.61 


Exons 


323. .439 






Seq. No. 


7794 


Seq. ID 


OJ99042: 


Gene No. 


16415 


Strand 


+ 


Start 


1 


End 


353 


Name 


OJ990421 27.9B19.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


353 


GI 


5902444 


Score 


194 


Exons 


1. .353 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


7794 


Seq. ID 


OJ99042: 


Gene No. 


16415 


Strand 


+ 


Start 


1 


End 


353 


Name 


OJ990421 27.9B19.C32.ol.gs 


Method 


GENSCAN 


Start 


35 


End 


150 


GI 


none 


Score 


.99 


Exons 


35. .150 






Seq. No. 


7795 


Seq. ID 


OJ99042: 


Gene No . 


16416 


Strand 


+ 


Start 


601 


End 


707 


Name 


OJ990421 27. 9B19 . C33 . ol . gp 


Method 


AAT/GAP 


Start 


601 


End 


707 


GI 


uC-osflcyp033a04bl 


Score 


206 


Exons 


601. .707 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


7795 


Seq. ID 


OJ99042: 


Gene No. 


16417 


Strand 




Start 


10 


End 


177 


Name 


OJ990421 27.9B19.C33.ol.gs 


Method 


GENSCAN 


Start 


10 


End 


177 


GI 


none 


Score 


.66 


Exons 


10. .177 







Seq. No. 



7795 



Seq. ID OJ990421 27.9B19.C33 



8113 




Gene No. 


16418 


Strand 






Start 


534 


End 


707 




Name 


OJ990421 27.9B19.C33.ol.np 


Method 


AAT/NAP 




Start 


534 


End 


707 




GI 


4680186 


Score 


310 




Exons 


534. .707 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


7796 


Seq. ID 


OJ990421 


_27 . 9B19.C34 


Gene No . 


16419 


Strand 






Start 


289 


End 


463 




Name 


OJ990421 27.9B19.C34.ol.gs 


Method 


GENSCAN 




Start 


289 


End 


463 




GI 


none 


Score 


. 55 




Exons 


289. .463 








Seq. No. 


7797 


Seq. ID 


OJ990421 


_27 . 9B19.C36 


Gene No. ;> 


16420 


Strand 


+ , 




Start 


55 


End 


185 




Name 


OJ990421 27.9B19.C36.ol.gs 


Method 


GENSCAN 




Start 


55 


End 


185 




GI 


none 


Score 


. 4 




Exons 


55- .185 








Seq. No. 


7797 


Seq. ID 


OJ990421 


_27 . 9B19.C36 


Gene No. 


16421 


Strand 






Start 


1 


End 


244 




Name 


OJ990421 27.9B19.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


244 




GI 


5852179 


Score 


106 




Exons 


1. .244 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 






Seq. No. 


7798 


Seq. ID 


OJ990421 


_27.9B19.C37 


Gene No. 


16422 


Strand 






Start 


103 


End 


244 




Name 


OJ990421 27.9B19.C37.ol.gs 


Method 


GENSCAN 




Start' 


103 


End 


244 




GI 


none 


Score 


.58 




Exons 


103. .244 








Seq. No. 


7799 


Seq. ID 


OJ990301 


_10. 9B03.C1 


Gene No. 


16423 


Strand 


+ 




Start 


1 


End 


2842 




Name 


OJ990301 10.9B03.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2836 




GI 


3355626 


Score 


1253 




Exons 


1..24, 98. .194, 514. .664, 787 


..884, 1021. .1129, 


1229. . 1386, 




1752.. 1894, 1989.. 2129, 2708. 


.2836 






GI Descrip. 


(Y09204) histidinol-phosphate 


aminotransferase 


[Nicotiana 




tabacum] 








Seq. No. 


7799 


Seq. ID 


OJ990301 


_10. 9B03.C1 


Gene No. 


16423 


Strand 


+ 




Start 


1 


End 


2842 




Name 


OJ990301 10.9B03.Cl.ol.gs 


Method 


GENSCAN 




Start 


107 


End 


2842 





8114 



GI 

Exons 



none Score .85 

107. .190, 510. .664, 787. .884, 1021. .1129, 1229. .1386, 

1752. .1894, 2708. .2842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7799 

16423 

1 

OJ990301_10.9B03.Cl.ol.gp 
556 

LIB3475-004-P1-K2-H6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

556. .664, 787. .884, 1021. .1129, 1229. 
, 3355626/emb|CAA70403| 4.0e-52 (Y09204) histidinol-phosphate 
aminotransferase [Nicotiana tabacum] ' 



OJ990301_10.9B03.C1 
+ 

2842 
AAT/GAP 
1277 
646 
,1277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7799 Seq. ID 

16423 Strand 
1 End 
OJ990301_10 . 9B03 . CI . o2 . gp Method 
2097 End 
LIB34 33-024-P1-K1-E2 Score 
2097. .2528 

, 5091496/dbj IAB023482.2 IAB023482 3.0e-33 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990301_10.9B03.C1 
+ 

2842 
AAT/GAP 
2528 
793 



7799 Seq. ID 

16424 Strand ■ 

3534 End 

OJ990301_10 . 9B03 . CI . o2 . gs Method 

3534 End 

none Score 
3534.. 3548, 3602.. 3787 



OJ990301_10.9B03.C1 
+ 

3787 
GEN SCAN 
3787 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7799 

16425 

5965 

OJ990301_10. 9B03.Cl.ol.tm 
91 

none 



OJ990301 10.9B03.C1 



10336 

TBLASTX: Maize 

2932 

124 



Seq. ID 
Strand 
End 

Method 
End 
Score 

91. .192, 97. .192, 98. .196, 507. .665, 507. .662, 509. .667, 
617. .667, 784. .882, 785. .883, 785. .883, 1019. .1042, 1020. .1040, 
1031. .1135, 1032. .1127, 1037. .1129, 1195. .1389, 1226. .1399, 
1227. .1382, 1747. .1893, 1748. .1894, 1965. .2129, 1983. .2129, 
1993. .2145, 2017. .2139, 2705. .2842, 2707. .2841, 2745. .2843, 
2894. .2932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7799 
16425 . 
5965 

OJ990301_10. 9B03.Cl.o3.ts 
91 

none 



Seq. ID OJ990301_10. 9B03.C1 



Strand 
End 

Method 

End 

Score 



10336 

TBLASTX: Soybean 

1091 

153 



91. .195, 98. .193, 507. .629, 558. .665, 614. .661, 785. .883, 
790. .882, 1019. .1087, 1020. .1091 



Seq. No. 
Gene No. 
Start 



7799 

16425 

5965 



Seq. ID 

Strand 

End 



OJ990301 10.9B03.C1 



10336 



8115 




Name 


OJ990301 10 


.9B03. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


495 








End 


1277 


GI 


none 








Score 


231 


Exons 


495. .662, 510. .665, 614 


. .673, 


784. .882 


, 785. .883, 1019. .112 




1020. .1127, 


1227. 


.1277 








Seq. No. 


77 QQ 








Seq. ID 


OJ990301_10.9B03.C1 


Gene No. 


16425 








Strand 




Start 


5965 








End 


10336 


Name 


OJ990301 10 


.9B03. 


Cl.ol. 


ts 


Method 


■ TBLASTX : Soybean 


o +- >~ +- 

otart 


1095 








End 


2833 


GI 


none 








Score 


60 


Exons 


1095. .1127, 


1190. 


.1357, 


1227. 


.1355, 1237. .1383, 1245. .1382, 




1267. .1389, 


1272. 


.1388, 


1744 . 


.1893, 1748. .1894, 1751. .1894, 




1965. .2129, 


1986. 


.2120, 


2035. 


.2130, 2041. .2130, 2048. .2140, 




2695. .2832, 


2705. 


.2833 








Seq. No. * 


7799 








Seq. ID 


OJ990301_10.9B03.C1 


Gene No. 


16425 








Strand 




Start 


5965 








End 


10336 


Name 


OJ990301 10 


.9B03. 


Cl.o2. 


np 


Method 


AAT/NAP 


Start 


5965 








End 


8821 


GI 


4249416 








Score 


567 


Exons 


5965. .6029, 


7243. 


..7455, 


7552. 


.7632, 7723.. 7932, 8185.. 8330, 




8396. .8585, 


8691. 


.8821 








GI Descrip. 




putative exonuclease [Arabidopsis thaliana] 


Seq. No. 


7799 








Seq. ID 


OJ990301_10.9B03.C1 


Gene No. 


16425 








Strand 




o ram 


5965 








End ■ 


10336 


Name 


OJ990301 10 


.9B03. 


Cl.o4. 


gs 


Method 


GENSCAN 


Start 


7227 








End 


10336 


GI 


none 








Score 


.69 


Exons 


7227. .7632, 


7723. 


.7932, 


8185. 


.8354, 8450. .8583, 8695. .8846, 




Z7Z Jfi . . :7 4 U U , 


10226. .10336 






Seq. No. 


7799 








Seq. ID 


OJ990301_10.9B03.C1 


Gene No. 


16425 








Strand 




o car r 


5965 








End 


10336 


Name 


OJ990301 10 


.9B03. 


Cl.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


7597 








End 


8345 


GI 


none 








Score 


52 


Exons 


7 ^ Q7 


7710. 


.7799, 


7818. 


.7931, 7837. .7932, 8145. .8318, 




- 8175. .8345, 


8224. 


.8334 








Seq. No. 


7799 








Seq. ID 


OJ990301_10. 9B03.C1 


Gene No . 


16425 








Strand 




Start 


5965 








End 


10336 


Name 


OJ990301 10 


.9B03. 


Cl.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8483 








End 


8849 


GI 


none 








Score 


153 


Exons 


8483. .8602, 


8693. 


.8848, 


8694 . 


. 8849 




Seq. No. 


7799 








Seq. ID 


OJ990301_10.9B03.C1 


Gene No. 


16425 








Strand 




Start 


5965 








End 


10336 ■ 


Name 


OJ990301 10 


.9B03. 


C1.02. 


tm 


Method 


TBLASTX: Maize 



8116 



Start 
GI 

Exons 



8507 
none 

8507.. 8614, 8508.. 8585, 8693. 
9232. .9270, 9374. .9439 



End 9439 \ 

Score 106 

.8848, 8694.. 8852, 9230.. 9274, 



Seq. No. 7799 

Gene No. 16425 

Start 5965 

Name OJ990301_10 . 9B03 . CI . o2 . tc 

Start 8726 

GI none 

Exons 8726.. 8854, 8730.. 8849 

Seq. No. 7800 

Gene No. 16426 

Start 292 

Name OJ990301_10 . 9B03 . C2 . ol . gs 

Start 292 

GI none 

Exons 292.. 425 



Seq. ID OJ990301_10.9B03.C1 
Strand 

End 10336 

Method TBLASTX : Cress 

End 8854 

Score 133 



Seq. ID OJ990301_10.9B03.C2 

Strand + 

End 425 

Method GENSCAN 

End 425 

Score .53 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7800 Seq. ID OJ990301_10 . 9B03 . C2 

16427 Strand 

130 End" 204 

OJ990301_10 . 9B03 . C2 . ol . gp Method- AAT/GAP 

130 End 204 

LIB3477-003-P1-K1-E9 Score 108 

130. .204 

f 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



'I St 

.: 



Seq. No. 7800 Seq. ID OJ990301_10 . 9B03 . C2 

Gene No. 16428 Strand 

Start 537 End 628 

Name OJ990301_10 . 9B03 . C2 . o2 . gp Method AAT/GAP 

Start 537 End 628 

GI 5867_1.R1084 Score 134 

Exons 537.. 628 

GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN- PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


7801 


Seq. ID 


OJ990301 


Gene No. 


16429 


Strand 




Start 


435 


End 


1371 


Name 


OJ990301 10.9B03.C3.ol.gs 


Method 


GENSCAN 


Start 


435 


End 


1252 


GI 


none 


Score 


.72 


Exons 


435. .572, 1070. .1252 






Seq. No. 


7801 


Seq. ID 


OJ990301 


Gene No. 


16429 


Strand 





8117 



C +- a y-t- 

OtarL 


ft J D 










lj / J. 




Name 


OJ990301 10 


.9B03 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1064 








End 


1371 




GI 


5852172 








Score 


60 




Exons 


1064. .1139, 


1282 


. .1371 










GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 






Seq. No. 


7801 








Seq. ID 


OJ990301 


_10.9B03.C3 




X D4 JU 








Q+- ra nH 
jLX dllCJ. 






Start 


1484 








End 


1796 




Name 


OJ990301 10 


.9B03 


.C3.o2. 


gs 


Method 


GEN SCAN 




Start 


1484 








End 


1796 




GI 


none 








Score 


.93 




Exons 


1484. .1658, 


1715 


. .1796 










Seq. No. 


7802 








Seq. ID 


OJ990301 


_10.9B03.C4 


bene wo . 


1 Oft J± 








OLlanQ 






Start 


1242 








End 


1932 




Name 


OJ990301 10 


.9B03.C4.ol. 


gs 


Method 


GENS CAN 




Start 


1242 








End 


1932 




GI 


none 








Score 


.68 




Exons 


1242. .1318, 


1372 


. .1627, 


X O fl X 


. .1932 






Seq. No. 


7802 








Seq. ID 


OJ990301 


_10.9B03.C4 


bene ino . 


1 ^9 








o l rdna 






Start 


2830 








End 


11484 




Name 


OJ990301 10 


.9B03 


.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


2730 








End 


3045 




GI 


2797162 








Score 


426 




Exons 


2730. .2937, 


3011 


. .3045 










Seq. No. 


7802 








Seq. ID 


OJ990301 


_10.9B03.C4 


Gene No. 


16432 








Strand 






o tar l 


9 fi "30 
£ O jU 








End 


11484 




Name 


OJ990301 10 


.9B03 


.C4.o2. 


tin 


Method 


TBLASTX: 


Maize 


Start 


2770 








End 


3284 




GI 


none 








Score 


128 




Exons 


2770. .2952, 


2822 


. .2938, 


3002 


..3100, 3011.. 3097, 


3021. .3101, 




3022. .3105, 


3240 


. .3284 










Seq. No. 


7802 








Seq. ID 


OJ990301 


_10.9B03.C4 


Gene No. 


16432 








Strand 






Start 


2830 








End 


11484 




Name 


OJ990301 10 


.9B03 


.C4 ,o2. 


gs 


Method 


GENSCAN 




Start 


2830 








End 


10520 




GI 


none 








Score 


.58 




Exons 


2830. .2937, 


3011 


. .3098, 


3238 


..3437, 3560.. 3596, 


3631. .3740, 




3851. .3967, 


5280 


. . 5441, 


5589 


..8498, 9368.-9478, 


10167. .1027 




10359. .10520 












Seq. No. 


7802 








Seq. ID 


OJ990301 


_10.9B03.C4 


Gene No. 


16432 








Strand 






Start 


2830 








End 


11484 




Name 


OJ990301 10 


.9B03 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


2833 








End 


4015 




GI 


3152609 








Score 


365 




Exons 


2833. .2937, 


3011 


.3098, 


3238 


..3358, 3620.. 3740, 


3851. .4015 



8118 



GI Descrip. (AC004482) putative SET-domain transcriptional regulator 
[Arabidopsis thaliana] 



Seq. No. 7802 

Gene No. 16432 

Start 2830 

Name OJ990301_10 . 9B03 . C4 . o3 . tm 

Start 3666 

GI none 

Exons 3666. . 3743, 
5277. .5444, 



3667. .3741, 3847, 
5278.. 5442, 5280. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3882, 3863 
.5444, 5588 



OJ990301 10.9B03.C4 



11484 

TBLASTX: Maize 
5626 
105 

3973, 3867.. 3974, 
5626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7802 

16432 

2830 

OJ990301_10. 9B03.C4 .o2.np 

5573 

3152620 



OJ990301 10.9B03.C4 



Seq. ID 
Strand 

End 11484 
Method AAT/NAP 
End 8364 
Score 1069 
5573. .6814, 6893.-7358, 7428. .8364 

(AC004482) putative C2H2-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 7802 
Gene No. 16432 
Start 28.30 

Name OJ990301_10 . 9B03 . C4 . ol . tm 

Start 6306 
GI none 

Exons -6306. .6587, 6310. .6495, 6311. 
6591.. 6803, 6625.. 6804 



OJ990301_10.9B03.C4 
11484 

TBLASTX: Maize 

6804 

232 



Seq. ID 
Strand 
End 

Method 
End 
Score- 

.6604, 6562.. 6588, 6591.. 6803, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons •■ 



7802 Seq. ID 

16432 Strand 

2830 End 

OJ990301_10 . 9B03 . C4 . o4 . tm Method 

7194 End 

none Score 

7194. .7367, 7197. .7367, 7198. .7374 



OJ990301_10.9B03.C4 
11484 

TBLASTX: Maize 

7374 

170 



7802 

16432 

2830 

OJ990301_10 . 9B03 . C4 . o4 . np 

10146 

3152610 



Seq. ID OJ990301_10.9B03.C4 
Strand 

End 11484 

Method AAT/NAP 

End 11484 

Score 340 



10146. .10277, 10359. .10661, 11404. .11484 

(AC004482) hypothetical protein [Arabidopsis thaliana] 



7803 Seq. ID 

16433 Strand 

6809 End 

*OJ990301_10. 9B03.C5.ol.gp Method 

6415 ' End 

none Score 

6415. .6572, 6758. .7051 



OJ990301_10. 9B03.C5 
+ 

10140 
AAT/GAP 
7051 
863 



Seq. No. 



7803 



Seq. ID OJ990301 10.9B03.C5 



8119 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16433 Strand + 

6809 End 10140 

OJ990301_10 . 9B03 . C5 . ol . np Method AAT/NAP 
6800 End 9933 

3513727 Score 1672 

6800.. 6910, 7301.. 8730, 9699.-9933 
(AF080118) contains similarity to TPR domains 
score: 11.15) and kinesin motor domains (Pfam: 



(Pfam: TPR.hmm: 
kinesin2 .hmm, 



score: 17.49, 20.52 and 10.94) [Arabidopsis thaliana] 
gi|4539358|embiCAB40052.1| (AL049525) putative protein 
[Arabidopsis thaliana] 



Seq. No. 7803 Seq. ID 

Gene No. 16433 , Strand 

Start 6809 End 

Name OJ990301_10 . 9B03 . C5 . o2 . gs Method 

Start 6809 End 

GI none Score 

Exons 6809.. 8730, 9699.. 9895, 9995.. 10140 



OJ990301_10.9B03.C5 
+ 

10140 
GENSCAN 
10140 
. 92 



. t i 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7803 Seq. ID 

16433 Strand 

6809 End 

OJ990301_10 . 9B03 . C5 . o2 . gp Method 

7072 End 

2427591 Score 
7072. .7405 



OJ990301_10.9B03.C5 
+ 

10140 
AAT/GAP 
7405 
614 



OJ990301_10.9B03.C5 
+ 

10140 
AAT/GAP 
8717 
1116 



7803 Seq. ID 

16433 Strand 
6809 End 
OJ990301JL0 . 9B03 . C5 . o3 . gp Method 
8098 End 
16496_1.R1084 Score 
8098. .8717 

' 3513727 2.0e-52 (AF080118) contains similarity to TPR domains 
(Pfam: TPR.hmm: score: 11.15) and kinesin motor domains (Pfam: 
kinesin2 .hmm, score: 17.49, 20.52 and 10.94) [Arabidopsis 
thaliana] >gi_4539358_emb__CAB40052 . 1_ (AL049525) putative 
protein [Arabidopsis thaliana] ' 



7803 Seq. ID 

16434 Strand 

12638 End 

OJ990301_10 . 9B03 . C5 . o3 . gs Method 

12638 End 

none Score 
12638. .12928 



OJ990301_10.9B03.C5 
+ 

12928 
GENSCAN 
12928 
.57 



Seq. No. 7803 Seq. ID 

Gene No. 16435 Strand 

Start 14119 End 

Name OJ990301JL0 . 9B03 . C5 . o5 . gp Method 

Start 14119 End 

GI none Score 

Exons 14119. .14654 



OJ990301_10.9B03.C5 
+ 

14654 
AAT/GAP 
14654 
1012 



8120 



Seq. No. 7803 

Gene No. 16436 

Start 44 

Name OJ990301_10 . 9B03 . C5 . ol . gs 

Start 44 

GI none 

Exons 44..8S, 1155.. 1943, 3028.. 



Seq. ID OJ990301_10. 9B03.C5 
Strand 

End 5951 

Method GENSCAN 

End 5951 

Score .44 
3138, 3297.. 3467, 3919.. 3978, 



4299.-4329, 4895. .5069, 5822. .5951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7803 Seq. ID OJ990301_10 . 9B03 . C5 

16437 Strand 

10459 End 13003 

OJ990301_10 . 9B03 . C5 . o4 . gp Method AAT/GAP 

10459 End 13003 

14933_2.R1084 Score 1148 

10459. .10715, 10805. .10876, 12437 .. 12496, 12 627 .. 12 677 , 

12793. .13003 

*4769004/gb|AAD29715.1|AF140598_l 6.0e-51 (AF140598) ring-box 
protein 1 [Homo sapiens] >gi_4769006_gb_AAD2 9716 . 1_AF14 059 9_1 
(AF140599) ring-box protein 1 [Mus musculus] 

>gi_4809216_gb_AAD3014 6.1_AF142059_l (AF142059) RING finger 
protein [Homo sapiens] f 



OJ990301_10.9B03.C5 

13003 
AAT/NAP 
12901 
396 



12437. .12496, 12627 .. 12677 , 



7803 Seq. ID 

16437 Strand 
•10459 End 
OJ990301_10 . 9B03 . C5 . o2 . np Method 
10681 End 
4769004 Score 
10681. .10715, 10805. .10876, 
12793. .12901 

(AF140598) ring-box protein 1 [Homo sapiens] 

gi|4769006|gb|AAD29716.1|AF140599_l (AF140599) ring-box protein 
1 [Mus musculus] gi | 4809216 | gb | AAD30146 . 1 1 AF142059_1 (AF142059) 
RING finger protein [Homo sapiens] gi | 6572304 | emb | CAB62925 . 1 | 
(AL080242) bA554C12.1 (RBX1 or ROC1 (ring-box or ring finger 
protein 1) ) [Homo sapiens] 



7803 

16438 

13123 

OJ990301_10 . 9B03 .C5.ol.tw 
6787 
' none 
6787, 
6914. 
7033. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301_10.9B03.C5 
20337 

TBLASTX: Wheat 

7111 

128 



,6900, 6797. .6907, 6800. .6898, 6875. .7012, 6904. .7032, 
,7039, 6915. .7040, 6984. .7100, 7027. .7107, 7031. .7111, 
,7107 



Seq. No. 7803 

Gene No. 16438 

Start 13123 

Name OJ990301_10 . 9B03 . C5 . o3 . tm 

Start 6801 

GI none 

Exons 6801.. 6899, 6802.. 6915, 6805. 
6919. .7107, 6920. .7108 



OJ990301_10.9B03.C5 
20337 

TBLASTX: Maize 

7108 

117 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6942, 6915. .7094, 6918. .7037, 



8121 



Seq. No. 7803 Seq. ID 

Gene No. 164 38 Strand 

Start 13123 End 

Name OJ990301_10 . 9B03 . C5 . o5 . tm Method 

Start 7282 End 

GI none Score 

Exons 7282.. 7473, 7283.. 7474 



OJ990301_10.9B03.C5 
20337 

TBLASTX: Maize 

7474 

270 



Seq. No. 7803 

Gene No. 16438 

Start 13123 

Name OJ99030 1_10 . 9B03 . C5 . ol . ts 

Start 7396 

GI none 

Exons 7396.. 7464, 7397.. 7465, 7454. 

9682.. 9897, 9696.. 9896 



OJ990301_10.9B03.C5 
20337 

TBLASTX: Soybean 

9897 

93 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7528, 7531.. 8730, 7532. .8731, 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



7803 

16438 

13123 

OJ990301_10 /9B03 .C5.ol.tc 

7403 

none 

7403. .7678, 7760. ,8554, 7763. 
8542. .8595, 8546. .8683, 8683. 
9682. .9771 

7803 

16438 

13123 

OJ990301_10.9B03.C5.ol.tm 

7475 

none 

7475. .7678, 7571. .7672, 7594. 
8034. .8741, 9682. .9918, 9695. 

7803 

16438 

13123 

OJ990301_10 . 9B03 . C5 . o2 . tw 

8048 

none 

8048.. 8242, 8624. .8731, 8625. 
9692. .9871, 9696. .9863, 9697. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990301 10.9B03.C5 



20337 

TBLASTX: Cress 
9771 
71 

8353, 7780.. 8562, 8540. 
8730, 8687.. 8731, 8697. 



.8689, 
.8735, 



OJ990301_10.9B03.C5 
20337 

TBLASTX: Maize 
9926 
73 

,8731, 
,9912 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8730, 7594. .8730, 7595. 
.9874, 9696.. 9926, 9697, 



Seq; ID 
Strand 
End 

Method 
End 
Score 



OJ990301 10.9B03.C5 



20337 

TBLASTX: Wheat 
9871 
63 

.8729, 8659. .8730, 9682. .9861, 
.9870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7803 
16438 
13123 

OJ990301_10.9B03.C5.o4 .ts 
10678 



OJ990301 10.9B03.C5 



none 
10678. 
12436. 
12794. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10716, 10788. .10928, 10807 10887 , 12435 .. 12494 , 
12495, 12625. .12678, 12626. . 12679, 12789 .. 12851 , 
12838 



20337 

TBLASTX: Soybean 

12851 

106 



Seq. No. 
Gene No. 



7803 
16438 



Seq. ID 
Strand 



OJ990301 10.9B03.C5 



8122 



!'L! 



I'll 



Start 


13123 






End 


20337 




Name 


OJ990301 10.9B03.C5, 


> o 6 . tm 


Method 


TBLASTX : Maize 




Start 


10678 






End 


12842 




GI 


none 






Score 


49 




Exons 


10678. . 


,10716, 10685, 


. .10705, 


10788. .10928, 10810 .. 10887, 






12435. . 


12494, 12436, 


. .12495, 


12625. .12678', 12629 .. 12679, 






12789. . 


12842, 12794, 


, .12838 








Seq. No. 


7803 






Seq. ID 


OJ990301_10.9B03 


.C5 


Gene No. 


16438 






Strand 






Start 


13123 






End 


20337 




Name 


OJ990301 10.9B03.C5. 


, o3.np 


Method 


AAT/NAP 




Start 


13123 




End 


19283 




GI 


3785975 




Score 


248 




Exons 


13123. . 


13185, 16680. 


, .16808, 


16954. .17151, 17606. .17701, 






17940. . 


18068, 18255. 


, .18411, 


18513. .187297 19013.. 19283 




GI Descrip. 


(AC005560) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7803 






Seq. ID 


OJ990301_10.9B03 


.C5 


Gene No. 


16438 






Strand 






Start 


13123 






End 


20337 




Name 


OJ990301 10.9B03.C5. 


o4 . tm 


Method 


TBLASTX : Maize 




Start 


14541 






End 


16052 




GI 


none 






Score 


90 




Exons 


14541. . 


14657, 14553. 


.14666, 


14664. .14765, 14 669 .. 14767 , 






14671. . 


14763, 14672. 


.14791, 


15848. .16051, 15852. .16052 




Seq. No. 


7803 






Seq. ID 


OJ990301_10.9B03 


.C5 


Gene No. 


16438 






Strand 






Start 


13123 






End 


20337 




Name 


OJ990301 10.9B03.C5. 


o4 .gs 


Method 


GENSCAN 




Start 


14553 




End 


20337 




GI 


none 






Score 


.76 




Exons 


14553. . 


14762, 15851. 


.16111, 


16686. .16808, 16954 .. 17148 , 






17606. . 


17779, 17934. 


.18068, 


18294. .18414, 18513 .. 18 627 , 






18947. . 


19248, 20081. 


.20337 








Seq. No. 


7803 






Seq. ID 


OJ990301JL0.9B03 


."C5 


Gene No. 


16438 






Strand 






Start 


13123 






End 


20337 




Name 


OJ990301 10.9B03.C5. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14688 






End 


16115 




GI 


5605829 






Score 


54 




Exons 


14688. . 


14765, 15839. 


.15916, 


15846. .15920, 15906 .. 16016, 






15908. . 


16012, 15989. 


.16111, 


16002. .16115 




GI Descrip. 















Seq. No. 7803 
Gene No. 16438 
Start 13123 

Name OJ990301_10 . 9B03 . C5 . o2 . tm 

Start 16052 
GI none 

Exons 16052. .16111, 1 6053 .. 16115, 

16237. .16359, 164 50 .. 16578 , 
16481. .16579 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16222 

16470 



OJ990301 10.9B03.C5 



20337 

TBLASTX: Maize 
16588 
84 

16368, 16236. .16358, 
16583, 16472. .16588, 



8123 




Seq. No. 


7803 




Seq. ID 


OJ990301 


_10. 9B03 


.C5 


Gene No. 


16438 




Strand 








Start 


13123 




End 


20337 






Name 


OJ990301 10.9B03.C5. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


16469 




End 


18366 








I it-Jilt: 




Score 


98 






Exons 


16469. .16588, 16486. 


.16587, 


16686. .16811, 16686 


. .16808, 






16732. .16812, 16908. 


.17150, 


16908. .17150, 16948 


. .17151, 






16951. .17154, 16967. 


.17164, 


17601. .17693, 17603 


. .17785, 






17606. .17788, 17934. 


.18044, 


17935. .18042, 17952 


. .18044, 






18219. .18344, 18219. 


.18347, 


18250. .18366 






Seq. No. 


7803 




Seq. ID 


OJ990301 


_10.9B03 


.C5 


VJCliC: ViKJ ■ 


1 64 ^fi 

iUi JO 




Strand 








Start 


13123 




End 


20337 






Name 


OJ990301 10.9B03.C5. 


o6.gp 


Method 


AAT/GAP 






Start 


17014 




End 


18015 






GI 


428928 




Score 


738 






Exons 


17014. .17148, 17606. 


.17779, 


17934. .18015 






Seq. No. 


7803 




Seq. ID 


OJ990301 


_10.9B03 


.C5 


Gene No. 


16438 




Strand 








OL.CLi.t_ 


13123 




End 


20337 






Name 


OJ990301 10.9B03.C5. 


o4 .np 


Method 


AAT/NAP 






Start 


17905 




End 


19283 






GI 


3785975 




Score 


162 






Exons 


17905. .18068, 18255. 


.18411, 


18513. .18729, 19013 


. .19283 




GI Descrip. 


(AC005560) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7803 




Seq. ID 


OJ990301 


_10.9B03 


.C5 


Gene No. 


16438 




Strand 








Start 


13123 




End 


20337 






Mama 
IN dill c 


OJ990301 10.9B03.C5. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


18366 




End 


19283 






GI 


none 




Score 


42 






Exons 


18366. .18431, 18366. 


.18464, 


18370. .18450, 18504 


. .18584, 






18506. .18628, 18512. 


.18628, 


18529. .18645, 18948 


. .19247, 






18948. .19283, 18949. 


.19269 










Seq. No. 


7803 




Seq. ID 


OJ990301 


JL0.9B03 


.C5 




16438 




Strand 








Start 


13123 




End 


20337 






Name 


OJ990301 10.9B03.C5. 


o7.gp 


Method 


AAT/GAP 






Start 


18976 




End 


20257 






GI 


none 




Score 


931 






Exons 


18976. .19290, 20081. 


.20257 










Seq. No. 


7803 




Seq. ID 


OJ990301 


_10.9B03 


.C5 




16438 




Strand 








Start 


13123 




End 


20337 






Name 


OJ990301 10.9B03.C5. 


o5. ts 


Method 


TBLASTX:, 


Soybean 




Start 


19081 




End 


19271 






GI 


none 




Score 


106 






Exons 


19081. .19236, 19086. 


.19271 










Seq. No. 


7804 




Seq. ID 


OJ990301 


_10. 9B03 


.C6 


Gene No. 


16439 




Strand 









8124 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1118 
GENSCAN 
1118 
.82 



891 End 
OJ990301_10 . 9B03 . C6 . ol . gs Method 
891 End 
none Score 
891. .1118 

7804 Seq. ID 

16440 Strand 
1623 End 
OJ990301_10 . 9B03 . C6 . ol . gp . Method 
1623 End 
75483_2.R1084 Score 
1623.. 1826, 1939.. 2104, 2878. .3150 

1 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990301JL0. 9B03.C6 

5698 
AAT/GAP 
3150 
1151 



7804 
16440 
1623 

OJ990301_10.9B03.C6.ol.np 
1780 
2462781 

1780. .1826, 1939.. 2104, 2878. 
4424. .4491, 4581 4641, 4732 . 
(U73175) carbamoyl phosphate synthetase small subunit 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301 10.9B03.C6 



5698 
AAT/NAP 
5698 
1304 



,3225, 3309.. 3415, 
.4820, 4985.. 5117, 



4208, 
5677, 



4336, 
5698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301 10.9B03.C6 



7804 
16440 
1623 

OJ990301_10 . 9B03 . C6 . o2 . tm 
1783 
none 

1783. .1830, 1784. .1831, 1943. .2113, 1944. .2108, 2878. .2922, 
2879. .2923 



5698 

TBLASTX: Maize 

2923 

59 



Seq. No. 7804 

Gene No. 16440 

Start 1623 

Name OJ990301JL0 . 9B03 . C6 . o2 . ts 

Start 1935 

GI none 

Exon's 1935.. 2105, 1943.. 2113, 1944, 



OJ990301_10.9B03.C6 
5698 

TBLASTX : Soybean 
2935 
169 

.2105, 2878. .2934, 2882. .2935 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 7804 
Gene No. 16440 
Start 1623 

Name OJ990301_10 . 9B03 . C6 . ol . tc 

Start 1943 
GI none 

Exons 1943.. 2113, 1944.. 2105, 1945, 

3337. .3417, 3339. .3416, 4201, 
4425. .4493, 4428. .4484, 4430, 
4586. .4642, 4733. .4819, 4734, 
4984. .5112 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990301 10.9B03.C6 



5698 

TBLASTX: Cress 
5191 
170 

2106, 2878. .3225, 2882. .3226, 
4335, 4203. .4337, 4203. .4334, 
4492, 4583. .4660, 4584. .4622, 
4820, 4740. .4823, 4982. .5191, 



8125 




Seq. No. 


7804 






Seq. ID 


OJ990301 


_10. 9B03.C6 


Gene No. 


16440 






Strand 






Start 


1623 






End 


5698 




Name 


OJ990301 10. 


9B03.C6.o2. 


gs 


Method 


GENS CAN 




Start 


2866 






End 


5631 




GI 


none 






Score 


.86 




Exons 


2866. .3225, 


3309. .3415, 


4208. 


.4336, 4424. .4491, 


4985. .5111, 




5279. .5321, 


5571. .5631 










Seq. No. 


7804 






Seq. ID 


OJ990301 


_10.9B03.C6 


Gene No. 


16440 






Strand 






Start 


1623 






End 


5698 




Name 


OJ990301 10. 


9B03.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2923 






End 


5109 




GI 


none 






Score 


367 




Exons 


2923. .2949, 


2953. .3228, 


2953. 


.3225, 2957. .3229, 


2958. .3233, 




3306. . 3416, 


3307. . 3417, 


4201. 


.4335, 4203. .4334, 


4208. .4339, 




4421. .4492, 


4425. .4490, 


4581. 


.4631, 45i 


31. .4637, 


4583. .4660, 




4732. .4818, 


4733. .4819, 


4733. 


.4819, 4734. .4823, 


4984. .5109, 




4985. .5107 












Seq. No. 


7804 






Seq. ID 


OJ990301 


_10.9B03.C6 


Gene No . 


16440 






Strand 






Start 


1623 






End 


5698 




Name 


OJ990301 10. 


9B03.C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3059 






End 


3228 




GI 


none 






Score 


182 




Exons 


3059. .3226, 


3061. .3228, 


3061. 


.3225 






Seq. No. 


7804 






Seq. ID 


OJ990301 


_10. 9B03.C6 


Gene No. 


16440 






Strand 






Start 


1623 






End 


5698 




Name 


OJ990301 10. 


9B03.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3363 






End 


5109 




GI 


none 






Score 


103 




Exons 


3363. .3416, 


4201. .4335, 


4206. 


.4334, 4425. .4493, 


4583. .4642, 




4736. .4819, 


4743. .4820, 


4743. 


.4823, 4744. .4827, 


4976. .5107, 




4982. .5107, 


4984. .5109 










Seq. No. 


7805 






Seq. ID 


OJ990301 


_10. 9B03.C10 


Gene No . 


16441 






Strand 






Start 


312 






End 


886 




Name 


OJ990301 10. 


9B03.C10.ol 


.gs 


Method 


GENSCAN 




Start 


312 






End 


886 




GI 


none 






Score 


.69 




Exons 


312. .368, 770. .886 










Seq. No. 


7806 






Seq. ID 


OJ990301 


_10.9B03.C12 


Gene No. 


16442 






Strand 


+ 




Start 


15764 






End 


17603 




Name 


OJ990301 10. 


9B03.C12.o2 


.np 


Method 


AAT/NAP 




Start 


15764 






End 


17603 




GI 


6523547 






Score 


94 




Exons 


15764. .16258, 16564 .. 16678 , 17526. .17603 




GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 



carteri f. nagariensis] 



8126 



Seq. No. 


7806 




Seq. ID 


OJ990301_10. 


9B03. 


C12 


Gene No . 


16443 




Strand 








Start 


1 




End 


13315 






Name 


OJ990301 10.9B03.C12 


.ol .gp 


Method 


AAT/GAP 






Start 


1 




End 


710 






GI 


none 




Score 


966 






Exons 


1..244, 429. .710 












Seq. No. 


7806 




Seq. ID 


OJ990301_10. 


9B03. 


C12 


Gene No. 


16443 . 




Strand 








Start 


1 




End 


13315 






Name 


OJ990301 10.9B03.C12 


.ol.gs 


Method 


GENSCAN 






Start 


550 




End 


13315 






GI 


none 




Score 


.78 






Exons 


550. .855, 934. .1170, 


1515. . 


1652, 1738. 


.2118, 3343.. 


3471, 





3592. .3696, 3817. .4134, 4529. .4787, 4980. .5299, 5621. .5918, 

6013. .6128, 6209. .6600, 6856. .6883, 6914. .6985, 7236. .7398, 

7554. .7645, 8242. .8353, 8439. .8589, 8684. .8957, 9356. .9518, 

9768.-9952, 11300 .. 1224 6, 12913.. 13315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7806 Seq. ID 

16443 Strand 

1 End 

OJ990301_10 . 9B03 . C12 . ol . np Method 

573 ' End 

4704754 Score 



OJ990301_10.9B03.C12 

13315 
AAT/NAP 
5523 
280 

.2118, 3331. .3471, 



573. .929, 972. .1170, 1509. .1672, 1738. 
3592.. 3663, 3817.. 3903, 5498.. 5523 

(AF127265) calpain 3; calcium activated neutral protease; 
CL1 [Homo sapiens] 



CAPN3; 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990301 10.9B03.C12 



13315 
AAT/GAP 
3857 
1564 



7806 
16443 
1 

OJ990301_10.9B03.C12.o2.gp 
1118 

24913_1.R1084 

1118. .1170, 1515. .1652, 1738. .2118, 3343. .3471, 
3817. .3857 

' 4 65763/sp | P34308 | YKR2_CAEEL 4.0e-45 HYPOTHETICAL 70.9 KD 

PROTEIN C06G4.2 IN CHROMOSOME III >gi_630525_pir S4474 9 C06G4 , 

protein - Caenorhabditis elegans >gi_409293 (L25598) homology 
with calpain; putative [Caenorhabditis elegans] ' 



3592. .3696, 



7806 

16444 

15316 

OJ990301_10.9B03.C12.ol.tm 

391 

none 



Seq. ID OJ990301_10.9B03.C12 
Strand 

End 19440 

Method TBLASTX : Mai ze 

End 1890 

Score 54 



391. .465, 398. .469, 524. .856, 526. .864, 526. .864, 934. .1167, 
934. .1173, 938. .1174, 1515. .1667, 1516. .1668, 1516. .1668, 
1735. .1890, 1736. .1882, 1738. .1887 



Seq. No. 
Gene No. 
Start 



7806 

16444 

15316 



Seq. ID 

Strand 

End 



OJ990301 10.9B03.C12 



19440 



8127 




Name 


OJ990301 10 


. 9B03 


.C12.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


494 








End 


1152 


GI 


none 








Score 


354 


Exons 


494. .856, 547. .864, 548 


. . 856, 


598. .864, 


934. .1152, 938. .115i 


Seq. No. 


7806 








Seq. ID 


OJ990301_10 . 9B03 .C12 


Gene No. 


16444 








Strand 




OLdl L 


15316 








End 


19440 


Name 


OJ990301 10 


. 9B03 


.C12.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1093 








End 


1876 


GI 


none 








Score 


101 


Exons 


1093 1173, 


1094 


. . 1174, 


1095. 


.1178, 1515. .1658, 1515. .1667, 




1516. .1665, 


1735 


. .1875, 


1736. 


.1876, 1736. .1876 


Seq. No. 


7806 








Seq. ID 


OJ990301_10.9B03.C12 


Gene No. 


16444 








Strand 




Start 


15316 








End 


19440 


Name 


OJ990301 10 


. 9B0-3 


.C12 . o2 




Method 


TBLASTX: Soybean 


Start 


3407 ~~ 








End 


4793 


GI 


none 








Score 


77 


Exons 


3407 3478. 


3409 


3474, 


3586. 


.3696, 3587. .3697, 3811. .4059, 




3816. .4037, 


3887 


. .4039, 


4036. 


.4137, 4042. .4134, 4047. .4136, 




4436. .4789, 


4463 


. .4789, 


4467. 


.4793 




Seq. No. 


7806 








Seq. ID 


OJ990301_10.9B03.C12 


Gene No. 


16444 








Strand 






15316 








End 


19440 


Name 


OJ990301 10 


. 9B03 


.C12 .ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3442 ~ 








End 


4616 


GI 


none 








Score 


80 


Exons 


3442. .3474, 


3592 


. .3696, 


3602. 


.3697, 3811. .4137, 3812.. 4069, 




3946. .4131, 


4463 


. .4606, 


4463. 


.4612, 4467. .4616 


Seq. No. 


7806 








Seq. ID 


OJ990301_10.9B03.C12 


Gene No. 


1644 4 








Strand 




Of a r f 
OL.Cl.LL. 


15316 








End 


19440 


Name 


OJ990301 10 


. 9B03 


.C12 ,o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3454 _ 








End 


3970 


GI 


none 








Score 


35 


Exons 


3454. .3474, 


3455 


. .3475, 


3586. 


.3696, 3587. .3697, 3587. .3697, 




3592. .3699, 


3811 


. .3969, 


3812. 


.3970 




Seq. No.' 


7806 








Seq. ID 


OJ990301_10.9B03.C12 


Gene No. 


16444 








Strand 




O Lai U 


15316 








End 


19440 


Name 


OJQ90301 10 


. 9B03 


. C12 . o2 


.tm 


Method 


TBLASTX: Maize 


Start 


44^4 ~~ 








End 


4793 


GI 


none 








Score 


64 


Exons 


4434. .4715, 


4434 


. .4475, 


4435. 


.4485, 4475. .4789, 4476. .4790, 




4764. .4793 












Seq. No. 


7806 








Seq. ID 


OJ990301_10.9B03.C12 


Gene No. 


16444 








Strand 




Start 


15316 








End 


19440 


Name 


OJ990301 10 


. 9B03 


.C12.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4643 








End 


5282 


GI 


none 








Score 


92 



8128 




Exons 4643. .4789, 4644. .4790, 4936. .5151, 4955 5281, ■ 4962 5282 





Seer. No. 


7806 


Seq. ID 


OJ990301 


10.9B03 C12 




Gene No. 


16444 


Strand 








Start 


15316 


End 


19440 






Name 


OJ990301 10.9B03.C12.o4.tm 


Method 


TBLASTX : 


Maize 




Start 


4955 


End 


5209 






GI 


none 


Score 


185 






Exons 


4955. .5128, 4958. .5122, 4965 


..5129, 5126.. 5206, 


5127. .5204, 






5129. .5209 










Seq. No. 


7806 


Seq. ID 


OJ990301 


_10.9B03.C12 




Gene No. 


16444 


Strand 








Start 


15316 


End 


19440 






Name 


OJ990301 10.9B03.C12.o4.tc 


Method 


TBLASTX : 


Cress 




Start 


6269 


End 


6586 






GI 


none 


Score 


123 






Exons 


6269.. 6364, 6269.. 6364, 6386 


..6544, 6398. .6586, 


6399. .6581 




Seq. No. 


78.06 


Seq. ID 


OJ990301 


_10.9B03.C12 




Gene No. 


16444 


Strand 








Start 


15316 


End' 


19440 






Name 


OJ990301 10. 9B03.C12.o2.gs 


Method 


GEN SCAN 




i sef S 


Start 


15316 


End 


19440 




'5 cr 


GI 


none 


Score 


.4 




i;fi 


Exons 


15316. .15336, 15866 .. 16064 , 


16274. .16826, 19397 


. .19440 


! «? 


Seq. No. 


7807 


Seq. ID 


OJ990301 


10 . 9B03. C13 


Li! 


Gene No. 


16445 


Strand 








Start 


641 


End : " ''■ 


4445 




j i J 


Name 


OJ990301 10. 9B03.C13.ol.np 


Method 


AAT/NAP 






Start 


641 


End 


4445 




nf 


GI 


6721547 


Score 


89 




a 


Exons 


641. .720, 4337. .4445 








\. A 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


' -. . 5 


Seq. No. 


7808 


Seq, ID 


OJ990301 


_10.9B03.C14 


1* ^ : 


Gene No. 


16446 


Strand ' 


+ 




■ = 5 

r sf 


Start 


1157 


End 


1660 




I s i 


Name 


OJ990301 10.9B03.C14.ol.gs 


Method 


GEN SCAN 






Start 


1157 


End 


1660 






GI 


none 


Score 


.7 






Exons 


1157. .1660 










Seq. No. 


7809 


Seq. ID 


OJ990301 


_10.9B03.C15 




Gene No. 


16447 


Strand 


+ 






Start 


257 


End 


686 






Name 


OJ990301 10.9B03.C15.ol.gs 


Method 


GEN SCAN 






Start 


257 


End 


686 






GI 


none 


Score 


.45 






Exons 


257. .334, 511. .686 










Seq. No. 


7810 


Seq. ID 


OJ990701_ 


_14.9B19.C4 




Gene No. 


16448 


Strand 








Start 


681 


End 


766 






Name 


OJ990701 14.9B19.C4.ol.gs 


Method 


GENSCAN 






Start 


681 


End 


766 





8129 




GI 


none 




Score 


.47 




Exons 


681. .7 66 










Seq. No. 


7811 




Seq. ID 


OJ990701_14.9B19 


,C5 




1 fid 4 Q 

X \J *4 *i J 




OLI ClIlU. 






Start 


7756 




End 


8055 




Name 


OJ990701 14.9B19.C5. 


o2 . gs 


Method 


GEN SCAN 




Start 


7756 




End 


8055 




GI 


none 




Score 


.57 




Exons 


7756. .8055 










Seq. No. 


7811 




Seq. ID 


OJ990701JL4.9B19 


.C5 


Gene No. 


16450 




Strand 


+ 




Start 


9191 




End 


11871 




Naiue 


OJ990701 14 9B19 C5 


ol.gp 


Method 


AAT/GAP 




Start 


8998 




End 


9367 




GI 


3106852 




Score 


598 




Exons 


8998. .9367 










GI Descrip. 


4521194/dbj IAB013613 


1.1IAB013613 1.0e-25 Oryza sativa DNA, 




centromere sequence 


RCB11 








Seq. No. 


7811 




Seq. ID 


OJ990701_14.9B19 




Gene No. 


16450 




Strand 


+ 




O Ldi C 


9191 




End 


11871 




Name 


OJ990701 14.9B19.C5. 


o3 . gs 


Method 


GENSCAN 




Start 


9191 




End 


11871 




GI 


none 




Score 


.53 




Exons 


9191.. 9324, 10337. .10422, 


10554. .10721 


, 11287. .11402, 






11659. .11871 










Seq. No. 


7811 




Seq. ID 


OJ990701 14.9B19 


.C5 


UCllC ViKJ . 


16451 




Strand 


+ 




Start 


12576 




End 


14812 




Name 


OJ990701 14.9B19.C5. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


10606 




End 


10789 




GI 


none 




Score 


191 




Exons 


10606. .10788, 10607. 


.10789 








Seq. No. 


7811* 




Seq. ID 


OJ990701_14. 9B19 


.C5 


Gene No. 


16451 




Strand 


+ 






12576 




End 


14812 




Name 


OJ990701 14.9B19.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10625 




End 


11195 




GI 


none 




Score 


110 




Exons 


10625. .10792, 10643. 


.10774 


, 10827. .11039, 10844. .11122, 






10845. . 11162, 11148. 


.11195 








Seq. No. 


7811 




Seq. ID 


OJ990701_14.9B19 


.C5 


ucllc i>JvJ • 


16451 




Strand 


+ 




Start 


12576 




End 


14812 




Name 


OJ990701 14.9B19.C5. 


o4 .gs 


Method 


GENSCAN 




Start 


12576 


End 


14710 




GI 


none 




Score 


.67 




Exons 


12576. .12647, 13679. 


.14045 


, 14061. .14710 




Seq. No. 


7811 




Seq. ID 


OJ990701__14.9B19, 


.C5 


Gene No. 


16451 




Strand 


+ 





8130 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12576 End 14812 

OJ990701_14 .9B19.C5.ol. np Method AAT/NAP 

13688 End 14812 

5803259 Score 709 

13688. .14451, 14482. .14812 

(AP000399) hypothetical protein [Oryza sativa] 



7812 
16452 
1 

OJ990701_14.9B19.C6.o3.np 
1 

6466937 



Seq. ID OJ990701_14 . 9B19.C6 



Strand + 

End 4753 

Method AAT/NAP 

End 4753 

Score 761 
1..42, 2358. .3658, 4732. .4753 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701 14.9B19.C6 



3787 
AAT/NAP 
876 
240 



7812 
16453 
1 

OJ990701_14.9B19.C6.ol.np 
1 

6721562 
1..84, 390. .876 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster;" 1 ' hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


7812 


Seq. ID 


OJ990701 


_14 


. 9B19 


.C6 


Gene No. 


16453 


Strand 










Start 


1 


End 


3787 








Name 


OJ990701 14.9B19.C6.o2.np 


Method 


AAT/NAP 








Start 


226 


End 


2744 








GI 


5042463 


Score 


129 








Exons 


226. .262, 1777. .2140, 2706. 


.2744 










GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


7812 


Seq. ID 


OJ990701 


_14 


. 9B19 


.C6 


Gene No. 


16453 


Strand 










Start 


1 


End 


3787 








Name 


OJ990701 14.9B19.C6.o2.gs 


Method 


GENSCAN 








Start 


2154 


End 


3787 








GI 


none 


Score 


.49 








Exons 


2154. .2340, 2371. .2550, 3024. .3787 










Seq. No. 


7812 


Seq. ID 


OJ990701 


_14 


. 9B19 


.C6 


Gene No. 


16453 


Strand 










Start 


1 


End 


3787 








Name 


OJ990701 14.9B19.C6.ol.tw 


Method 


TBLASTX: 1 


Wheat 




Start 


2325 


End 


2618 








GI 


none 


Score 


305 








Exons 


2325.. 2618, 2357.. 2617 












Seq. No. 


7812 


Seq. ID 


OJ990701 


_14 


. 9B19 


.C6 


Gene No. 


16453 


Strand 











8131 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 
, JS . Gene No. 
j »| Start 

Name 
;?l Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



I'll 



a 
a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701_14 .9B19.C6.ol.tm 

2451 

none 



End 

Method 

End 

Score 



3787 

TBLASTX: Maize 

3043 

511 



2451.. 2942, 2555. .2941, 2939.. 3043, 2941.. 3042 



7812 

16453 

1 

OJ990701_14.9B19.C6.ol.ts 

2487 

none 



Seq. ID OJ990701_14 . 9B19.C6 
Strand 

End 3787 

Method TBLASTX : Soybean 

End 2858 

Score 332 



2487. .2858, 2505. .2768, 2588. .2848 



7812 
16453 
1 

OJ990701_14 .9B19.C6.o3.tw 
2706 
none 

2706. .2942, 2951. .3055 

7812 
16453 
1 

OJ990701JL4 . 9B19 . C6 . o2 . tm 
3049 
none 

3049. .3405, 3050. .3415, 3479. .3685, 3485.. 3661 



Seq. ID OJ990701_14 . 9B19.C6 
Strand 

End 3787 

Method TBLASTX : Wheat 

End 3055 

Score 162 



Seq. ID OJ990701_14. 9B19. C6 
Strand 

End 3787 

Method TBLASTX : Maize 

End 3685 

Score 298 



Seq. ID OJ990701_14.9B19.C6 
Strand 

End 3787 

Method TBLASTX : Wheat 

End 3451 

Score 269 



Seq. ID OJ990701_14. 9B19.C7 

Strand + 

End 7231 

Method GENSCAN 

End 7231 

Score .47 



7812 
16453 
1 

OJ990701_14 .9B19.C6.o2.tw 
3115 
none 

3115. .3423, 3173. .3451 

7813 
16454 
749 

OJ990701_14.9B19.C7.ol.gs 
749 
none 

749. .915, 1358. .1501, 2199;. 2424, 3178. .3325, 3424. .3607, 
3798. .3867, 4459. .4534, 5044. .5162, 5287. .6141, 6242. .6400, 
6950. .7231 



Seq. No. 7813 

Gene No. 16454 

Start 749 

Name OJ990701_14 . 9B19 . C7 . ol . gp 

Start 3212 

GI 3763431 

Exons 3212.. 3322, 3469.. 3711 



Seq. ID OJ990701_14. 9B19.C7 

Strand + 

End 7231 

Method AAT/GAP 

End 3711 

S'core 58 6 



Seq. No. 



7813 



Seq. ID OJ990701 14.9B19.C7 



8132 








Cf rand 




Start 


749 


End 


7231 


Name 


OJ990701 14. 


9B19.C7.o2.gp Method 


AAT/GAP 


Start 


3703 


End 


5397 


GI 


none 


Score 


774 


Exons 


3703. .3867, 


5044. .5201, 5287. .5397 




Seq. No. 


7813 


Seq. ID 


OJ990701_14.9B19 


Gene No. 


16455 


Strand 


+ 


Start 


12353 


End 


19655 


Name 


OJ990701 14. 


9B19.C7.o3.gs Method 


GENSCAN 


Start 


12353 


End 


19655 


GI 


none 


Score 


.64 


Exons 


12353. .12400 


, 13371. .13418, 15439. .15460, 16226 .. 16554 , 



16619. .16847, 16938 .. 17177 , 17537 .. 17 673, 1794 5 .. 18199, 
18213. .18258, 18600 .. 18733, 18991 .. 19111, 19537. .19655 



Seq. No. 7813 Seq. ID 

Gene No. 16456 Strand 

Start . 1 End 

Name OJ990701_14 . 9B19 .C7 . ol .np Method 

Start 1 End 

GI 6721512 Score 

Exons 1..32, 1239.. 1305, 10942 .. 10986, 11029. 

27263. .27307, 28839. .28953 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990701_14.9B19.C7 

35111 
AAT/NAP 
28953 
198 

.11161, 11189. .11305, 



Seq. No. 7813 

Gene No. 16456 

Start 1 

Name OJ990701__14 . 9B19 . C7 . o4 . tm 

Start 5389 

GI none 
Exons 



Seq. ID OJ990701_14.9B19.C7 



Strand 
End 

Method 

End 

Score 



35111 

TBLASTX: Maize 

6298 

111 



5389.-5622, 5680. .5817, 5863. .5970, 6043. .6120, 6239. .6298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



7813 
16456 

i 

OJ990701_14.9B19.C7.o2.gs 

9480 

none 



Seq. ID OJ990701_14.9B19.C7 



Strand 
End 

Method 

End 

Score 



35111 
GENSCAN 
10347 
.4 



9480. .9529, 9624. .9747, 10054 .. 10220, 10245. .10347 



7813 Seq. ID 

16456 Strand 

1 End 

OJ990701_14. 9B19.C7.o4.gs Method 

20037 End 

none Score 



OJ990701__14.9B19.C7 

35111 
GENSCAN 
26422 
.56 



20037. .20977, 21092 .. 21227 , 21290 .. 21970, 22098 .. 22276, 
22504. .22803, 22890 23247 , 23583 .. 24293, 24 423 .. 24718 , 
24774. .25469, 25487 .. 25685, 25690 25876, 26283.-26422 



7813 

16456 

1 

OJ990701_14.9B19.C7.o2.np 



Seq. ID OJ990701_14.9B19.C7 
Strand 

End 35111 

Method AAT/NAP 



8133 




Start 


20040 


End 


24062 


GI 


4206306 


Score 


2903 


Exons 


20040. .23926, 24017.. 24062 






GI Descrip. 


(AF049110) prpol [Zea mays] 






Seq. No. 


7813 


Seq. ID 


OJ990701_14.9B19 






Strand 




Start 


1 


End 


35111 


Name 


OJ990701 14.9B19.C7.o6.tw 


Method 


TBLASTX: Wheat 


Start 


20049 


End 


20636 . 


GI 


none 


Score 


108 


Exons 


20049. .20174, 20367 .. 204 98 , 


20526. .20636 


Seq. No. 


7813 


JC^> X i-J 


OJ990701 14 9R19 

WU Zf Zf \J 1 KJ X X T • _/ £J X 




1 64 ^6 


r*^ nH 
o u x aiiu 




Start 


1 


End 


35111 


Name 


OJ990701 14.9B19.C7.o2.ts 


Mot - Vi nH 

I. ICS LliUU 




Start 


20616 


End 


20990 


GI 


none 


Score 


80 


Exons 


20616. .20840, 20847.. 20990 






Seq. No. 


7813 


OCL| • x u 


OJ9Q0701 1 4 QR1 9 

Zf Zf \J 1 \J A. X *i . J? D X J? 




104 JU 


on d i 




Start 


1 


End 


35111 


M Name 


OJ990701 14 . 9B19.C7.o2.tm 




TRT.A^TX • Ms i 7p 


O Start 


20634 


End 


20993 " 


m gi 


none 


Score 


215 


Exons 


20634. .20993, 20641.. 20901 






;' fi= ! Seq. No. 


7813 


Seq. ID 


OJ990701_14.9B19 


L If P/jne Wri 


1 64 S 6 

JL D *4 «J D 


Strand 




i 4 ;| Start 


1 


End 


35111 


nl Name 


OJ990701 14.9B19.C7.o4.tw 


Method 


TBLASTX: Wheat 


Start 

(5 


20763 


End 


21152 




none 


Score 


228 


Exons 

' V? 


20763.. 21152 






H« Seq. No. 


7813 


Seq. ID 


OJ990701_14.9B19 




164^6 


Strand 




:»i Start 


1 


End 


35111 


Name 


OJ990701 14 .9B19.C7.o2.tw 


Method 


TBLASTX: Wheat 


j '- f Start 


214 67 


End 


21899 


GI 


none 


Score 


114 


Exons 


21467. .21898, 21474 .. 21758 , 


21783. .21899 


Seq. No. 


7813 


Seq. ID 


OJ990701JL4.9B19 


Gene No. 


16456 


Strand 




Start 


1 


End 


35111 


Name 


OJ990701 14.9B19.C7.o4.np 


Method 


AAT/NAP 


Of- r-+- 


21651 


End 


34216 


GI 


3413391 


Score 


101 


Exons 


21651. .21787, 24309 .. 24365, 


24985. .25186',' 32085 .. 32196, 




33794. .34216 






GI Descrip. 


(AL031231) hypothetical protein SC3C3 . 


03c [Streptomyces 




coelicolor] 






Seq. No. 


7813 


Seq. ID 


OJ990701_14 .9B19 



8134 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16456 Strand 

1 End 

OJ990701_14 . 9B19.C7.ol.ts Method 

22208 End 

none Score 
22208. .22549, 22392.. 22499 



35111 

TBLASTX : Soybean 

22549 

79 



7813 

16456 

1 

OJ990701_14.9B19.C7.ol.tm 

22268 

none 

22268. .22651, 22281.. 22541 



Seq. ID OJ990701_14.9B19.C7 
Strand 

End. 35111 

Method TBLASTX: Maize 

End 22651 

Score 171 



7813 
16456 
1 

OJ990701_14.9B19.C7.ol.tw 
22391 
none 

22391. .22810, 22404 22541, 22641. .22808 



Seq. ID OJ990701_14.9B19.C7 
Strand 

35111 

TBLASTX: Wheat 
22810 
93 



End 

Method 

End 

Score 



7813 
16456 
1 

OJ990701_14.9B19.C7.o3.tm 
22679 
none 

22679.-22945, 22680 .. 22925, 22942.. 23034 



Seq. ID OJ990701_14.9B19.C7 
Strand 

35111 

TBLASTX: Maize 
23034 
152 



End 

Method 

End 

Score 



7813 
16456 
1 

0 J9 907 0 1_14 . 9B1 9 . C7 . o3 . tw 
22811 
none 

22811. .22945, 22812 .. 22928, 22939 .. 23139, 22940.. 23137 



Seq. ID OJ990701_14. 9B19.C7 
Strand 

35111 

TBLASTX: Wheat 
23139 
95 



End 

Method 

End 

Score 



7813 

16456 

1 

OJ990701_14.9B19.C7. 

23367 

none 

23367. .23543, 23368. 



Seq. ID OJ990701_14 . 9B19.C7 
Strand 

35111 

TBLASTX: Wheat 
23726 
79 



End 

Method 
End 
Score 



o5 . tw 

.23556, 23595.. 23726 



7813 

16456 

1 

OJ990701_14 . 9B19 . C7 . o5 . gs 

28348 

none 

28348. .28375, 28433 .. 28597 , 
33818. .34234, 34277 .. 34373, 



Seq. ID OJ990701_14 . 9B19.C7 
Strand 

End 35111 

Method GEN SCAN 

End 35111 

Score .5 
28794. .29012, 30099 .. 302 69, 
34584. .34704, 34770. .35111 



Seq. No. 



7814 



Seq. ID OJ990701 14.9B19.C8 



8135 



Gene No. 


16457 


Strand 


+ 






1212 


End 






Name 


OJ990701 14.9B19.C8.ol.np 


Method 


AAT/NAP 




Start 


1212 


End 


2375 




GI 


6815099 


Score 


90 




Exons 


1212.. 1367, 2229.. 2375 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


/ 0 J. H 


Ccirr T n 
oeq . LU 


OJ990701_14.9B19. 


C8 


belle 1NU . 


16458 


Strand 






Start 


6150 


End 


7539 




Name 


OJ990701 14.9B19.C8.ol.gs 


Method 


GENSCAN 




Start 


6150 


End 


7539 




GI 


none 


Score 


.79 




Exons 


.. 6150. .6206, 7031. .7207, 7330 


i. .7539 






Seq. No. 


7814 


Seq. ID 


OJ990701_14 .9B19. 


C8 


Gene No. 


16459 


Strand 






Start 


9642 


End 


14271 




Name 


OJ990701 14.9B19.C8.o2.gs 


Method 


GENSCAN 






9642 


End 


14271 




GI 


none 


Score 


.67 




Exons 


9642.. 9932, 10097 .. 10169, 10253 .. 10384 , 


10458. .10631, 






10738. .11495, 11651. .11755, 


11888. .12073, 12128. .12417, 






12648. .12809, 12960 .. 13086, 


13189. .13327, 13952 .. 14026, 






14175. .14271 








Seq. No. 


7814 


Seq. ID 


OJ990701_14.9B19. 


C8 


Gene No. 


16459 


Strand 






Start 


9642 


End 


14271 




Name 


OJ990701 14.9B19.C8.o2.np 


Method 


AAT/NAP 




Start 


9652 


End 


13323 




GI 


4680204 


Score 


843 




Exons 


9652.. 9883, 10233 .. 10363, 10458 .. 10624 , 


10717. .11792, 






11888. .13323 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


7814 


Seq. ID 


OJ990701_14.9B19. 


C8 


Ljene no . 


16459 


Strand 






Start 


9642 


End 


14271 




Name 


OJ990701 14.9B19.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11583 


End 


11959 




GI 


none 


Score 


54 




Exons 


11583. .11798, 11725. .11799, 


11882. .11959 




Seq. No. 


7814 


Seq. ID 


OJ990701_14.9B19. 


C8 


Gene No. 


16459 


Strand 






o car u 


9642 


End 


14271 




Name 


OJ990701 14.9B19.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12236 


End 


12574 




GI 


none 


Score 


36 




Exons 


12236. .12268, 12242 12262, 


12272. .12409, 12273. .12353, 






12457. .12573, 12476.. 12574 








Seq. No. 


7815 


Seq. ID 


OJ990701_14.9B19. 


C9 


Gene No. 


16460 


Strand 


+ 




Start 


489 


End 


934 





8136 



Name OJ990701_14 . 9B19 . C9 . ol . gp Method AAT/GAP 

Start 489 End 934 

GI LIB3431-028-P1-N1-A10 Score 747 

Exons 489.. 560, 588.. 934 

GI Descrip. * 4680203/gb| AAD27566. 1 | AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. No. 


7815 




Seq. ID 


OJ990701_14.9B19 


.C9 


Gene No. 


16461 




Strand 


- 




Start 


553 




End 


2461 




Name 


OJ990701 


14.9B19.C9.ol.gs 


Method 


GENSCAN 




Start 


553 




End 


2441 




GI 


none 




Score 


.7 




Exons 


553. .1238 


, 1287.. 1596, 1969.. 


2441 






Seq. No. 


7815 




Seq. ID 


OJ990701JL4.9B19 


.C9 


Gene No. 


16461 




Strand 






Start 


553 




End 


2461 




Name 


OJ990701 


14.9B19.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


628 




End 


1945 




GI 


none 




Score 


53 




Exons 


628. .720, 


629. .694, 709. .789, 


802. .915, 


803. .916, 890.. 


985, 




922. .981, 


986. .1033, 988. .1053, 993. .1034, 1057. .1944, 





1058. .1363, 1400. .1945 



Seq. No. 


7815 




Seq. ID 


OJ990701 


_14 . 9B19.C9 


Gene No. 


16461 




Strand 






Start 


553 




End 


2461 




Name 


OJ990701 14 


.9B19.C9.ol.np 


Method 


AAT/NAP 




Start 


1112 




End 


2461 




GI 


6742729 




Score 


2107 




Exons 


1112. .2461 










GI Descrip. 


(AF121139) 


RIM2 protein [Oryza sativa] 






Seq. No. 


7815 




Seq. ID 


OJ990701 


_14 . 9B19.C9 


Gene No. 


16461 




Strand 






Start 


553 




End 


2461 




Name 


OJ990701 14 


.9B19.C9.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


1210 




End 


1657 




GI 


none 




Score 


89 




Exons 


. 1210. .1359, 


1210.. 1653, 1214.. 


,1363, 1244. .1657, 


1400. .1657 



Seq. No. 


7815 






Seq. ID 


OJ990701_14 . 9B19.C9 


Gene No. 


16461 






Strand 




Start 


553 






End 


2461 


Name 


OJ990701 14 


.9B19, 


X9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1588 






End 


1902 


GI 


none 






Score 


124 


Exons 


1588. .1902, 


1616. 


. .1888 







Seq. No. 7815 

Gene No. 164 61 

Start 553 

Name OJ9907 01_14 . 9B19 . C9 . o2 . tw 

Start 1946 

GI none 
Exons 



Seq. ID OJ990701_14 . 9B19.C9 
Strand 
End 

Method 
End 
Score 



2461 

TBLASTX: Wheat 

2356 

81 



1946. .2032, 1946. .2026, 1948. .2031, 2065. .2307, 2105. .2287, 



8137 






2293.. 2355, 2306.. 2356 










Seq. No. 


7816 


Seq. ID 


OJ990701 14 


.9B19. 


C10 


Gene No. 


16462 


Strand 


+ 






* Start 


567 


End 


948 






Name 


OJ990701 14.9B19.C10.ol.gp 


Method 


AAT/GAP 






Start 


567 


End 


948 






GI 


uC-osflcyp033a04bl 


Score 


659 






Exons 


567. .948 










GI Descrip. 


. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


7816 


Seq. ID 


OJ990701_14 


.9B19. 


C10 


Gene No. 


16463 


Strand 








o tar l 


3603 


End 


9759 






Name 


OJ990701 14.9B19.Ci0.o4.np 


Method 


AAT/NAP 






Start 


3603 


End 


9284 






GI 


6705984 


Score 


1728 






Exons 


3603.. 3631, 7499.-8682, 8715 


. .9284 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


7816 


Seq. ID 


OJ990701_14 


.9B19. 


C10 


Gene No. 


16463 


Strand 


+ 






.* S j Start 


3603 


End; 


9759 






' sr :: Name 


OJ990701 14.9B19.C10.o3.np 


Method 


AAT/NAP 






t. ~\ 

Start 


4566 


End 


5492 






V$ gi 


6016874 


Score 


80 






i'jj Exons 


4S66..4672, 5269.-5492 










f z \ GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative 


AC 9 






transposase. (P03010) [Oryza 


sativa] 








fU Seq. No. 


7816 


Seq. ID 


OJ990701_14 


.9B19. 


C10 


Gene No . 


16463 


Strand 


+ 






p Start 


3603 


End 


9759 






*~\ Name 


OJ990701 14.9B19.C10.o4.gs 


Method 


GENSCAN 






, Start 


7054 


End 


9759 








none 


Score 


.48 






l iJ Exons 


7054.. 7208, 7701.. 7735, 9593 


. .9759 








• !s | Seq. No. 


7816 


Seq. ID 


OJ990701_14 


.9B19. 


C10 


Gene No. 


16464 


Strand 


+ 






Start 


11106 


End 


11448 






Name 


OJ990701 14.9B19.C10.o5.gs 


Method 


GENSCAN 






Start 


11106 


End 


11448 






GI 


none 


Score 


.73 






Exons 


11106. .11291, 11341. .11448 










Seq. No. 


7816 


Seq. ID 


OJ990701_14 


.9B19. 


C10 


Gene No. 


16465 


Strand 


+ 






Start 


12244 


End 


14311 






Name 


OJ990701 14.9B19.C10.o6.gs 


Method 


GENSCAN 






Start 


12244 


End 


14311 






GI 


none 


Score 


.47 






Exons 


12244. .12310, 13536. .13643, 


13746. .13847, 14214. .14311 




Seq. No. 


7816 


Seq. ID 


OJ990701JL4 


.9B19. 


C10 



8138 





Gene No. 


16466 






Strand 










oLalt 


1 






DilU 


DUO/ 








Name 


OJ990701 14 


. 9B19.C10.o2 


.np 


Method 


AAT/NAP 








Start 


1 






End 


4358 








GI 


4680203 






Score 


1670 








Exons 


1..23, 1652 


..3079, 4335 


. .4358 












GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 








Seq. No. 


7816 






Seq. ID 


OJ990701 


_14.9B19 


.C10 




Gene No. 


16466 






Strand 










Cfarf 


1 






End 


6067 








Name 


OJ990701 14 


.9B19.C10.ol 


.np 


Method 


AAT/NAP 








Start 


500 






End 


5549 








GI 


4680186 






Score 


370 








Exons 


500.. 700, 1539.. 1596, 5529.-5549 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. indica] 








Seq.- No. 


7816 






Seq. ID 


OJ990701 


_14.9B19 


.CIO 




Gene No. 


16466 






Strand 










Start" 


1 






End 


6067 








Name 


OJ990701 14 


.9B19.C10.o3 


• gp 


Method 


AAT/GAP 








Start 


1626 






End 


3075 








GI 


342 1.R1084 






Score 


2259 








Exons 


1626. .3075 










■■ . ~ 




i t 


GI Descrip. 


1 4574 406/gb IAAD24 042.il 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 






sativa] 1 














T. ' ! 

I* f 9 

: ! i 


Seq. No. 


7816 






Seq. ID 


OJ990701 


_14.9B19 


.C10 


i ,s i 


bene ino • 


16466 






Strand 










Start 


1 






End 


6067 








Name 


OJ990701 14 


.9B19.C10.ol 


. tm 


Method 


TBLASTX: 


Maize 






Start 


1656 






End 


2111 






IMS 


GI 


none 






Score 


45 








Exons 


1656. .1850, 


1860. .1979, 


1860. 


.1985, 1979.. 2101, 


1980. .2111 




Seq. No. 


7816 






Seq. ID 


OJ990701 


_14.9B19 


.CIO 




Gene No. 


16466 






Strand 










OLdlL 


1 — ' 






End 


6067 








Name 


OJ990701 14 


.9B19.C10.ol 


. tw 


Method 


TBLASTX : 


Wheat 




□ 


Start 


1690 






End 


2159 








GI 


none 






Score 


111 








Exons 


1690. . 1899, 


1695. .1919, 


1768. 


.1896, 1899.. 1979, 


1899. .1985, 






1900. .1986, 


2000. .2104, 


2004. 


.2105, 2102.. 2158, 


2106. .2159 




Seq. No. 


7816 






Seq. ID 


OJ990701 


_14.9B19 


.C10 




uene lno . 


16466 






Strand 










Start 


1 






End 


6067 








Name 


OJ990701 14 


.9B19.C10.o2 


.gs 


Method 


GENSCAN 








Start 


1746 






End 


3079 








GI 


none 






Score 


.8 








Exons 


1746. .1930, 


2386. .3079 














Seq. No. 


7816 






Seq. ID 


OJ990701 


JL4.9B19 


.C10 




Gene No. 


16466 






Strand 










Start 


1 






End 


6067 








Name 


OJ990701 14 


.9B19.C10.ol 


tc 


Method 


TBLASTX: 


Cress 






Start 


1979 






End 


2294 







8139 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1979. .2287, 2007. .2093, 2142. .2294 



43 



7816 

16466 

1 

OJ990701_14.9B19.C10.ol.ts 

2027 

none 



Seq. ID OJ990701_14.9B19.C10 
Strand 

End 6067 

Method TBLASTX : Soybean 

End 2456 

Score 106 



2027. .2323, 2045. .2269, 2046. .2291, 2373. .2456, 2381. .2455 



7816 

16466 

1 

OJ990701_14. 9B19.C10.o2.tw 

2374 

none 



Seq. ID OJ990701_14.9B19.C10 
Strand 

End 6067 

Method TBLASTX : Wheat 

End 2773 

Score 205 



2374. .2619, 2385. .2627, 2387. .2638, 2388. .2630, 2621. .2773, 
2643. .2705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990701_14.9B19.C10 
Strand 

End 6067 

Method AAT/GAP 

End 3565 

Score 293 



7816 
16466 
1 

OJ990701_14. 9B19.C10.o4 .gp 
2940 
2310235 
2940. .3079, 3528. .3565 

5852182/embl CAB55420.il 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



7816 

16466 

1 

OJ990701_14 . 9B1 9 . C10 . o3 . gs 

3692 

none 



Seq. ID OJ990701_14.9B19.C10 
Strand 

End 6067 

Method GENSCAN 

End 6067 

Score .45 



3692. .3906, 4072. .4098, 4615. .4838, 5026..5166 7 5303. .5482, 
6018.. 6067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990701_14.9B19.C10 
Strand 

End 6067 

Method AAT/GAP 

End 5008 

Score 1229 



7816 
16466 
1 

OJ990701_14. 9B19.C10.o5.gp 
4380 

58108_1.R1084 
4380. .5008 

1 6016845/dbj | AP000570.il AP000570 1.0e-17 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



7816 

16466 

1 

OJ990701_14. 9B19.C10.o6.gp 

4945 

none 

4945. .5647 



Seq. ID OJ990701_14 . 9B19.C10 
Strand 

End 6067 

Method AAT/GAP 

End 5647 

Score 1219 



8140 




Seq. No. 


7816 








Seq. ID 


OJ990701_14.9B19.C10 




1 fid fi7 

1D4U / 








Cf rand 




Start 


74 92 








End 


8173 


Name 


OJ990701 14 


-9B19 


.C10.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7492 








End 


7911 


GI 


none 








Score 


187 


Exons 


7492. .7911 












Seq. No. 


7816 








Seq. ID 


OJ990701_14.9B19.C10 




164 67 








9t- T*anH 




Start 


7492 








End 


8173 


Name 


OJ990701 14 


.9B19 


.C10.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


7606 








End 


7865 


GI 


none 








Score 


257 


Exons 


7606. .7863, 


7611 


. .7865 








Seq. No. 


7816 








Seq. ID 


OJ990701_14.9B19.C10 


Gene No. 


16467 








Strand 




Start 


7492 








End 


8173 




OJ990701 14 


. 9B19 


CIO o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


7786 








End 


8173 


GI 


none 








Score 


198 


Exons 


7786. .7923, 


7788, 


. .7922, 


7790. 


.7927, 7938. .8003, 7938. .8000, 




7992. .8015, 


7993, 


. .8022, 


8022. 


.8072, 8023. .8070, 8070. .8171, 




8083. .8172, 


8087, 


. .8173 








Seq. No. 


7816 








Seq. ID 


OJ990701_14. 9B19.C10 


UCllC LN lw> • 


J. \J *i \J O 








Strand 




Start 


8126 








End 


8542 


Name 


OJ990701 1'4 


.9B19. 


.C10.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


8126 








End 


8460 


GI 


none 








Score 


184 


Exons 


8126. .8344, 


8323, 


. .8433, 


8350. 


.8460, 8352. .8447 


Seq. No. 


7816 








Seq. ID 


OJ990701_14.9B19.C10 


Gene No. 


16468 








Strand 




Start 


8126 








End 


8542 


Name 


OJ990701 14 


.9B19, 


,C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8206 








End 


8542 


GI 


none 








Score 


137 


Exons 


8206. .8343, 


8207, 


. .8350, 


8213. 


.8392, 8347..8454, 8350. .8448, 




8352. .8453, 


8446. 


. .8541, 


8447. 


.8542 




Seq. No. 


7816 








Seq. ID 


OJ990701_14. 9B19.C10 


Gene No. 


16469 








Strand 




O L. ai L. 


fi7 1 4 








End 


9135 


Name 


OJ990701 14 


-9B19. 


,C10.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


8714 








End 


9086 


GI 


none 








Score 


122 


Exons 


8714. .8833, 


8715, 


. .8834, 


8829. 


.9059, 8837. .8989, 8837.. 9085, 




8838. .9086 












Seq. No. 


7816 








Seq. ID 


OJ990701_14. 9B19.C10 


Gene No. 


16469 








Strand 




Start 


8714 








End 


9135 


Name 


OJ990701 14 


.9B19. 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8864 








End 


9135 



8141 



GI 

Exons 



none Score 
8864. .9133, 8865. .9134, 8866. .9135 



274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7817 

16470 

687 

OJ990701_14.9B19.Cll.ol.gs 

687 

none 



Seq. ID OJ990701_14.9B19.C11 

Strand + 

End 6027 

Method GENSCAN 

End 6027 

Score .42 



687. .757, 4266. .4694, 4823. .4949, 5731. .6027 



Seq. No. 7817 Seq. ID 

Gene No. 16470 Strand 

Start 687 End 

Name OJ990701_14 . 9B19.C11 .ol.gp Method 

Start 4253 End 

GI none Score 
Exons 



OJ990701_14.9B19.C11 
+ 

6027 
AAT/GAP 
5819 
1102 



4253. .4694, 4823.-4949, 5792. .5819 



Seq. No. 


7817 


Seq. ID 


OJ990701_14.9B19. 


Cll 


Gene No. 


16470 


Strand 


+ 




Start 


687 


End 


6027 




Name 


OJ990701 14.9B19.Cll.ol.np 


Method 


AAT/NAP 




Start 


4591 


End 


6010 




GI 


2244917 


Score 


259 




Exons 


4591. .4694, 4823.-4949, 5792. 


.6010 






GI Descrip. 


(Z97339) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


7817 


Seq. ID 


OJ990701_14.9B19. 


Cll 


Gene No. 


16471 


Strand 


+ 




Start 


8985 


End 


9153 




Name 


OJ990701 14.9B19.Cll.o2.gp 


Method 


AAT/GAP 




Start 


8985 


End 


9153 




GI 


none 


Score 


278 




Exons 


8985. .9153 








Seq. No. 


7817 


Seq. ID 


OJ990701_14.9B19. 


Cll 


Gene No. 


16472 


Strand 


+ 




Start 


11481 


End 


13080 




Name 


OJ990701 14.9B19.Cll.o2-gs 


Method 


GENSCAN 




Start 


11481 


End 


13080 




GI 


none 


Score 


.7 




Exons 


11481. .11664, 13061. .13080 









Seq. No. ■ 7817 

Gene No. 16473 

Start 9213 

Name OJ990701_14 . 9B19 . Cll . o3 . gp 

Start 9213 

GI uC-osflcypl43h03bl 

Exons 9213.. 9288, 10109 .. 10438 , 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10501. .10553 



OJ990701_14.9B19.C11 

10553 
AAT/GAP 
10553 
811 



'3386598 3. 0e-38 (AC004665) putative cytochrome p450 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



7818 

16474 

308 



Seq. ID OJ990701_14.9B19.C12 
Strand + 
End 6633 



8142 



Name 

Start 

GI 

Exons 



OJ990701_14 . 9B19 . C12 . ol . gs Method GENSCAN 
308 End 6355 

none Score .47 

308. .2936, 3312. .3462, 3568. .3904, 3989. .4399, 4493. .4791, 
4868. .5126, 5219. .5401, 5467. .5504, 5595. .5726, 5790. .5837, 
5842.. 6044, 6195.. 6355 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



7818 

16474 

308 

OJ990701_14.9B19.C12.ol.np 
761 

5441880 



Seq. ID OJ990701_14.9B19.C12 
Strand + 
End 6633 
Method AAT/NAP 
End 6076 
Score 4717 

761. .1766, 2211. .2242, 2501. .2816, 3312. .3462, 3568. .3904, 
4493. .4791, 4868. .5126, 5371. .5444, 5481. .5504, 5595.-5726, 
5842. . 6076 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


7818 




Seq. ID 


OJ990701_14 . 9B19.C12 


Gene No. 


16474 




Strand 


+ 


Start 


308 




End 


6633 


Name 


OJ990701 14.9B19.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1322 




End 


1918 


GI 


none 




Score 


93 


Exons 


1322.. 1450, 1330.. 1428, 


1484 . 


.1783, 1501. .1722, 1847. .1918 


Seq. No. 


7818 




Seq. ID 


OJ990701_14.9B19.C12 


Gene No. 


16474 




Strand 


+ 


Start 


308 




End 


6633 


Name 


OJ990701 14 .9B19.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1365 




End 


1796 


GI 


5701669 




Score 


841 


Exons 


1365. .1796 








GI Descrip. 


54 4 1880/dbj IBAA82378.il 


5.0e- 


•75 (AP000367) EST C28 952 (C62 945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR -mudrA' protein . (AC003981) [Oryza sativa] 



Seq. No. 


7818 






Seq. ID 


OJ990701 


_14 . 9B19.C12 


Gene No. 


16474 






Strand 


+ 




Start 


308 






End 


6633 




Name 


OJ990701 14. 


9B19.C12.ol. 


tw 


Method 


TBLASTX: 1 


Wheat 


Start 


1616 






End 


1996 




GI 


none 






Score 


208 




Exons 


1616. .1810, 


1625. .1822, 


1816. 


.1935, 1820.. 1996, 


1820. .1966 


Seq. No. 


7818 






Seq. ID 


OJ990701 


_14 . 9B19.C12 


Gene No. 


16474 






Strand 


+ 




Start 


308 






End 


6633 




Name 


OJ990701 14. 


9B19.C12.o2. 


gp 


Method 


AAT/GAP 




Start 


4619 






End 


5118 




GI 


LIB3475-007- 


P1-K1-G8 




Score 


793 




Exons 


4619. .4791, 


4868. .5118 










GI Descrip. 


•5441880/dbj 


IBAA82378.il 


5.0e- 


-75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



8143 



# • 





Seq. No. 


7818 




Seq. ID 


OJ990701 


_14 . 9B19 


.C12 




Gene No. 


16474 




Strand 


•f 










308 




End 


6633 








Name 


OJ990701 14.9B19.C12.o3. 


gp 


Method 


AAT/GAP 








Start 


6180 




End 


6633 








GI 


LIB3431-045-P1-N1-A10 




Score 


876 








Exons 


6180. .6633 














GI Descrip. 


'5441876/dbj I AP000367.il AP000367 0.0e+00 Oryza 


sativa genomic 






DNA, chromosome 2, clone : P0437H03 (contig b) 1 








Qprr No 


7819 




Seq. ID 


OJ990701 


14 . 9B19 


. C13 




Gene No. 


16475 




Strand 


+ 








Start 


1501 




End . 


2306 








Name 


OJ990701 14 . 9B19.C13.ol. 


OS 


Method 


GENSCAN 








Start 


1501 ~~ 




End 


2306 








GI 


none 




Score 


.4 








Exons 


1501. .1609, 1649. .1850, 


2181. 


.2212, 2266.. 2306 








cjeer No 


7819 




Seq. ID 


OJ990701 


14 . 9B19 


. C13 




Gene No. 


16476 




Strand 










Start 


2517 




End 


8949 








Name 


OJ990701 14 . 9B19.C13.ol. 


tm 


Method 


TBLASTX: 


Maize 




.; e*. 
I.J 


Start 


2399 ~ 




End 


2947 






Cl 


GI 


none 




Score 


155 






i'f'z 


Exons 


2399. .2581, 2633. .2947 












ry 


Seer No 


7819 




Seq. ID 


OJ990701 


_14.9B19 


.C13 




Gene No. 


16476 




Strand 










Start 


2517 




End 


8949 








Name 


OJ990701 14.9B19.C13.o2. 


gs 


Method 


GENSCAN 






3 C? 


Start 


2517 




End 


8949 






HI 


GI 


none 




Score 


.52 








Exons 


2517.. 2642, 3515.. 3600, 


4738. 


.4905, 6324. .6683, 


8796. .8 


949 




Seq. No. 


7820 




Seq. ID 


OJ990701 


_14.9B19 


.C14 




Gene No . 


16477 




Strand 










Start 


1 




End 


2295 






: = l 

3? 


Name 


OJ990701 14.9B19.C14.ol. 


np 


Method 


AAT/NAP 






u 


Start 


1 




End 


2295 






□ 


GI 


5091513 




Score 


914 








Exons 


1..57, 701.. 2295 














GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Sea No 


7820 




Seq. ID 


OJ990701 


JL4.9B19 


.C14 




Gene No. 


16477 




Strand 










Start 


1 




End 


2295 








Name 


OJ990701 14.9B19.C14.ol. 


gs 


Method 


GENSCAN 








Start 


306 




End 


1976 








GI 


none 




Score 


.67 








Exons 


306. .405, 622. .821, 823. 


.950, 


975.. 1176, 1220.. 


1439, 1444. .1976 




Seq. No. 


7821 




Seq. ID 


OJ990701 


_14. 9B19 


.C16 




Gene No. 


16478 




Strand 










Start 


1 




End 


478 








Name 


OJ990701 14.9B19.C16.ol. 


gp 


Method 


AAT/GAP 








Start 


1 




End 


162 







8144 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3106852 Score 264 

1. .162 

4521194/dbj I AB013613.il AB013613 1.0e-25 Oryza sativa DNA, 
centromere sequence RCB11 



7821 
16478 
1 

OJ990701_14. 9B19.C16.ol.np 
1 

2832245 
1..32, 171. .478 

(AF031569) hypothetical protein [Zea mays] 



Seq. ID OJ990701_14.9B19.C16 
Strand 

End 478 

Method AAT/NAP 

End . 478 

Score 177 



7821 ; 

16478 

1 

OJ990701_14 . 9B19.C16.ol.tm 

222 

none 

222. .476, 282. .449, 289. .450 



Seq. ID OJ990701_14.9B19.C16 
Strand 

End 478 

Method TBLASTX : Mai ze 

End 476 

Score 72 



Seq. No. 7822 

Gene No. 16479 

Start 1 

Name OJ990701_13 . 9B05 . CI . ol . np 

Start 1 

GI 418604 

Exons 1..374, 702.. 728 

GI Descrip. HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. ID OJ990701_13. 9B05.C1 
Strand + 

728 

AAT/NAP 
728 
571 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7822 
16479 
. 1 

OJ990701_13. 9B05.Cl.ol.tc 

318 

none 



Seq. ID OJ990701_13.9B05.C1 

Strand + 

End 728 

Method TBLASTX : Cress 

End 478 

Score 202 



318. .476, 324. .476, 325. .477, 332. .478, 359.-478 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7822 
16479 
1 

OJ990701_13. 9B05.Cl.o2.np 
438 

1196996 
438. .728 

(J01829) unknown protein [Transposon TnlO] 



Seq. ID OJ990701_13.9B05.C1 

Strand + 

End 728 

Method AAT/NAP 

End 728 

Score 506 



7823 

16480 

351 

OJ990701_13. 9B05.C4.ol.gs 

351 

none 

351. .641 



Seq. ID OJ990701_13.9B05.C4 

Strand + 

End 641 

Method GENSCAN 

End 641 

Score .82 



8145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7823 

16481 

1045 

OJ990701_13.9B05.C4.ol.tm 

375 
none 



Seq. ID OJ990701_13.9B05.C4 

Strand + 

End 1734 

Method TBLASTX : Maize 

End 1734 

Score 4 5 



375. .410, 418. .582, 429. .602, 431. .517, 447. .611, 903. .1121, 
904. .1122, 905. .1126, 1241. .1369, 1244. .1363, 1469. .1630, 
1501. .1593, 1627. .1698, 1652. .1687, 1687. .1734, 1688. .1732 



Seq. No. 7823 

Gene No. 16481 Strand 

Start 1045 End 

Name OJ990701_13 . 9B05 . C4 . ol . ts Method 

Start 450 End 

GI none Score 

Exons 450.. 602, 889.. 1122, 1241.. 1333 



Seq. ID OJ990701_13.9B05.C4 
+ 

1734 

TBLASTX: Soybean . 
1333 
78 



Seq. No. 


7823 




Seq. ID 


OJ990701_13. 9B05. 


C4 


Gene No. 


16481 




Strand 


+ 




Start 


1045 




End 


1734 




Name 


OJ990701 13. 


9B05.C4 .o2.gs 


Method 


GENSCAN 




Start 


1045 




End 


1699 ' 




GI 


none 




Score 


. 63 




Exons 


1045. .1121, 


1240. .1375, 1484., 


.1699 






Seq. No. 


7824 




Seq. ID 


OJ990701_13. 9B05. 


C5 


Gene No. 


16482 ■ 




Strand - 


+ 




Start 


9194 




End 


9323 




Name 


OJ990701 13. 


9B05.C5.o2.np 


Method 


AAT/NAP 




Start 


9194 




End 


9323 




GI 


1334366 




Score 


155 




Exons 


9194. .9323 










GI Descrip. 


(X02441) gtg 


start [Nicotiana 


tabacum] 






Seq. No. 


7824' 




Seq. ID 


OJ990701JL3. 9B05. 


C5 


Gene No. 


16483 




Strand 


+ 




Start 


9323 




End 


9391 




Name 


OJ990701 13. 


9B05.C5.o3.np 


Method 


AAT/NAP 




Start 


9323 




End 


9391 




GI 


82521 




Score 


112 




Exons 


9323. .9391 










GI Descrip. 


hypothetical 


2 . 5K protein (trnR-rps!5 


intergenic region) 





chloroplast gi I 2130153 j pir || S58624 hypothetical protein 23 - 
maize chloroplast gi | 1204 3 | emb | CAA3394 6 | (X15901) ORF23 [Oryza 
sativa] gi | 12059 | emb | CAA33914 | (X15901) ORF23 [Oryza sativa] 
gi|902278|emb|CAA60343| (X86563) ORF23 [Zea mays] 
gi|902293|emb|CAA60357| (X86563) ORF23 [Zea mays] 
gi|226662|prf M1603356CN ORF 



Seq. No. 7824 

Gene No. 16484 

Start 9926 

Name OJ990701_13 . 9B05 . C5 . o5 . np 

Start 9926 

GI 225252 

Exons 9926.. 10161, 11842.. 11872 



Seq. ID OJ990701_13. 9B05.C5 

Strand + 

End 11872 

Method AAT/NAP 

End 11872 

Score 161 



8146 



GI Descrip. ORF 350 [Nicotiana tabacum] 

Seq. No. 7824 Seq. ID OJ990701_13 . 9B05 . C5 

Gene No. 16484 Strand + 

Start 9926 End 11872 

Name OJ990701_13 . 9B05 .C5 . 06 .np Method AAT/NAP 

Start 10500 End 10689 

GI 82533 Score 313 

Exons 10500. . 10689 

GI Descrip. hypothetical 7..5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 12044 | emb | CAA3 3 9 4 7 | (X15901) ORF63 [Oryza sativa] 
gi 1 12058 I emb | CAA33913 | (X15901) ORF63 [Oryza sativa] 
gi|226664 Iprf || 1603356CQ ORF 63A [Oryza sativa] 



Seq. No. 


7824 




Seq. ID 


OJ?90701_13.9B05.C5 


Gene No. 


16485 




Strand 


- 


Start 


1677 




End 


2579 


Name 


OJ990701 13. 


9B05.C5.ol.gs 


Method 


GENS CAN 


Start 


1677 




End 


2579 


GI 


none 




Score 


.52 


1** von q 


1677. .1877, 


2385. .25*79 






Seq. No. 


7824 




Seq. ID 


OJ990701_13.9B05.C5 


Gene No. 


16486 




Strand 




Start 


5953 




End 


11992 


Name 


OJ990701 13. 


9B05.C5.o7.np 


Method 


AAT/NAP 


Start 


5630 


End 


11992 


GI 


5042454 




Score 


430 


Exons 


5630. .5689, 


6277.. 6419, 11206 


. .11360, 


11416. .11522, 11853.. 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


7824 




Seq. ID 


OJ990701_13.9B05.C5 


Gene No. 


16486 




Strand 




Start 


5953 




End 


11992 


Name 


OJ990701 13. 


9B05.C5.o2.gs 


Method 


GENSCAN 


Start 


5953 




End 


11934 


GI 


none 




Score 


.76 


Exons 


5953. .6522, 


6631. .6766/ 6857. 


.7075, 7163. .7451, 8005. .8310, 




9951. .10085, 


10649. .10815, 11173. .11360, 114 16 11625, 




11857. .11934 








Seq. No. 


7824 




Seq. ID . 


OJ990701_13. 9B05.C5 


Gene No. 


16486 




Strand 




Start 


5953 




End 


11992 


Name 


OJ990701 13. 


9B05.C5.ol.np 


Method 


AAT/NAP 


Start 


5965 




End 


8215 


GI 


763421 




Score 


577 


Exons 


5965. . 6522, 


6631. .6766, 6857. 


.7075, 7163. .7541, 8005. .8215 


GI Descrip. 


(U20187) vetispiradiene synthase [synthetic construct] 


Seq. No. 


7824 




Seq. ID 


OJ990701_13.9B05.C5 


Gene No. 


16486 




Strand 




Start 


5953 




End 


11992 


Name 


OJ990701 13. 


9B05.C5.olytm 


Method 


TBLASTX: Maize 


Start 


6211 




End 


7444 


GI 


none 




Score 


51 


Exons 


6211. .6261, 


6211. .6261, 6265. 


.6312, 6373.. 6522, 6386.. 6520, 



8147 



6604. .6792, 
7162. .7443, 



Seq. No. 


7824 


Gene No. 


16486 


Start 


5953 


Name 


OJ990701 13 


Start 


6673 


GI 


none 


R von <; 


6673 6768 


Seq. No. 


7824 


Gene No. 


16486 


Start 


5953 


Name 


OJ990701 13 


Start 


6682 


GI 


none 


Hi AvJllO 


OuOl • i D / DO; 


Seq. No. 


7824 


Gene No. 


16486 


Start 


5953 


Name 


OJ990701 13 


Start 


8446 


GI 


none 


Exons 


0 4 40. .0000/ 


Seq. No. 


7824 


Gene No. 


16486 


Start 


5953 


Name 


OJ990701 13 


Start 


8449 


GI 


none 


Exons 


8449. .8658, 


JC^i IN vJ . 


7fi OA 


Gene No. 


16486 


Start 


5953 


Name 


OJ990701 13 


Start 


8611 


GI 


none 


Exons 


8611. .8658, 




8770. .8964, 




9060. .9116, 


Seq. No. 


7824 


Gene No. 


16486 


Start 


5953 


Name 


OJ990701 13. 


Start 


9048 


GI 


none 


Exons 


9048. .9098, 




9197. .9283, 


Seq. No. 


7824 . 


Gene No. 


16486 


Start 


5953 



6607.. 6765, 6856. 
7173.. 7328, 7283. 



.9B05.C5.ol.ts 



6847. .7074, 7177. 



9B05.C5.o2.tc 



,7074, 6857. .7012, 6859. .7074, 
.7444 



Seq. ID OJ990701_13.9B05.C5 
Strand 

11992 

TBLASTX : Soybean 
7296 
86 



End 

Method 
End 
Score 
.7296 



Seq. ID OJ990701_13.9B05.C5 
Strand 

End 11992 

Method TBLASTX : Cress 

End 8167 

Score 67 



6856. .7074, 7165. .7530, 8021. .8167 



9B05.C5.ol. tw 



Seq. ID OJ990701_13.9B05.C5 
Strand 

End 11992 

Method TBLASTX : Wheat 

End 8663 

Score 343 



8446..8649, 8450. .8662, 8451. .8663 



9B05.C5.o3. tm 



8459. .8674, 8460. 



9B05.C5.ol.tc 



8611. .8649, 8706. 
8788. .8967, 8789. 
9061. .9114 



9B05.C5.o2.ts 



9050. .9100, 9191. 
9286.. 9369, 9287. 



Seq. ID OJ990701_13.9B05.C5 
Strand 

11992 

TBLASTX: Maize 
8674 
326 



End 

Method 
End 
Score 
.8669 



Seq. ID OJ990701_13.9B05.C5 
Strand 

End 11992 
Method TBLASTX : Cress 
End 9116 
Score 55 

.8813, 8710. .8787, 8721. .8813, 
.8965, 9000. .9050, 9039. .9113, 



Seq. ID OJ990701_13.9B05.C5 
Strand 

End 11992 

Method TBLASTX : Soybean 

End 9369 

Score 83 

.9280, 9193. .9282, 9196. .9282, 
.9367 

Seq. ID OJ990701_13.9B05.C5 
Strand 

End 11992 



8148 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990701 13.9B05.C5.o2.tm 



Method TBLASTX : Maize 



9077 End 9355 

none Score 129 

9077. .9160, 9077. .9163, 9078. .9170, 9079. .9171, 9155. .9301, 

9166. .9312, 9167. .9313, 9258. .9353, 9280. .9354, 9281. .9355, 

9282.. 9353, 9283.. 9354 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701 13.9B05.C5 



11992 
AAT/NAP 
9713 
161 



7824 
16486 
5953 

OJ990701_13.9B05.C5.o4.np 
9489 
82227 
9489. .9713 

hypothetical protein 75 - common tobacco chloroplast 
gi|11786|emb|CAA26288| (X02441) unidentified reading frame ORF 
75 [Nicotiana tabacum] gi | 11880 | emb | CAA77393 | (Z00044) 
hypothetical protein [Nicotiana tabacum] gi 1473681 (M23767) ORF 
75; putative [Nicotiana tabacum] gi | 1223679 | emb | CAA77400 | 
(Z00044) hypothetical protein [Nicotiana tabacum] 
gi | 225251 | prf | | 1211235CK ORF 75 [Ni 





Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05.C6 




Gene No. 


16487 








Strand 


+ 


'■7 -J 


Start 


1395 








End 


4759 




Name 


OJ990701 13 


. 9B05. 


C6.ol. 


gs 


Method 


GEN SCAN 


iln 


Start 


1395 








End 


4759 


r lp 


GI 


none 








Score 


.64 




Exons 


1395. .1505, 


1590. 


.1798, 


1904. 


.1996, 2057.. 2198, 2275.-2373, 


H 




2443. .2768, 


3652. 


.3727, 


4304. 


.4439, 4524. .4759 




Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05.C6 




Gene No. 


16488 








Strand 




i! 


Start 


4879 








End 


14380 




Name 


OJ990701 13 


.9B05. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


\i 


Start 


1161 








End 


2198 




GI 


none 








Score 


177 


jjs« 


Exons 


1161. .1349, 


1172. 


.1351, 


1243. 


.1416, 1590. .1799, 1640. .1798, 


. 




1683. .1799, 


1896. 


.1973, 


2013. 


.2198 




a 


Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05.C6 




Gene No. 


16488 








Strand 






Start 


4879 








End 


14380 




Name 


OJ990701 13 


.9B05. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3443 








End 


7737 




GI 


none 








Score 


103 




Exons 


3443. .3601, 


7291. 


.7737, 


7562. 


.7717 






Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05.C6 




Gene No. 


16488 








Strand 






Start 


4879 








End 


14380 




Name 


OJ990701 13 


. 9B05. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


4879 








End 


14380 




GI 


none 








Score 


.47 




Exons 


4879. .4965, 


5963. 


.6157, 


6556. 


.6676, 6737.. 6996, 7243.. 7419, 



8067. .8393, 8437. .8652, 9295. .9440, 9693. .10779, 11648. 
11979. .12111, 12307. .12517, 12561 .. 12594 , 12888 .. 12950, 



11862, 



8149 



13893. .14380 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . C6 . ol . ts 

Start 6559 

GI none 

Exons 6559.. 7155, 6560.. 6967, 7028. 



Seq. ID OJ990701_13.9B05.C6 
Strand 

End 14380 

Method TBLASTX : Soybean 

End 7155 

Score 227 

7153 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . 

Start 6629 

GI none 

Exons 6629.-6658, 6631. 

6855.. 6989, 6859. 



C6 . o3 . tm 



.6852, 6646. 
.6987 



Seq. ID OJ990701_13. 9B05.C6 
Strand 

End 14380 

Method TBLASTX: Maize 

End 6989 

Score 126 

.6852, 6681. .6854, 6854. .6988, 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . C6 . ol . tw 

Start 6919 

GI none 

Exons 6919.. 7356, 6920.. 7006, 7037.. 7351, 7039.. 7356 



Seq. ID OJ990701_13. 9B05.C6 
Strand 

End 14380 

Method TBLASTX : Wheat 

End 7356 

Score 56 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . C6 . o7 . tm 

Start 6991 

GI none 

Exons 6991.. 7224, 7025.. 7219 ^ 



Seq. ID OJ990701_13.9B05.C6 
Strand 

End 14380 

Method TBLASTX: Maize 

End 7224 

■Score 137 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . C6 . o5 . tc 

Start 7195 

GI none 

Exons 7195.. 7392, 7228.. 7470 



Seq. ID OJ990701_13. 9B05.C6 
Strand 

End 14380 

Method TBLASTX : Cress 

End 7470 

Score 71 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . C6 . o3 . tw 

Start 7357 

GI none 

Exons 7357.. 7539, 7522.. 7719, 7525. 



Seq. ID OJ990701_13. 9B05.C6 
Strand 

End 14380 

Method TBLASTX : Wheat 

End 7870 

Score 7 6 
.7869, 7772. .7870 



Seq. No. 7825 

Gene No. 16488 

Start 4879 

Name OJ990701_13 . 9B05 . C6. o2 . ts 

Start 7540 

GI 5509260 



Seq. ID OJ990701_13. 9B05.C6 
Strand 

End 14380 

Method TBLASTX : Soybean 

End 8037 

Score 113 



8150 




Exons 


7540. .8037, 


7559 


. .7711, 


7751. 


.7915 




GI Descrip. 


- 












Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05 


UC11C LiU • 


16488 








O L. J- Cli lv*i 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7651 








End 


7920 


GI 


none 








Score 


125 


Exons 


7651. .7920, 


7652 


. .7912 








Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05 




16488 








9t" ra nd 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05 


.C6.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


7741 








End 


8011 


GI 


none 








Score 


99 


Exons 


7741. .8007, 


7781 


. .8011 








Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05 


f^pnfa No 


16488 








St* rsnd 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05 


.C6.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


8521 








End 


8877 


GI 


none 








Score 


275 


Exons 


8521. .8877 












Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05 


fZpnp No 


16488 

X U *i o o 








Qf- -k-o nri 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8530 








End 


8995 


GI 


none 








Score 


85 


Exons 


8530. .8994, 


8873 


. .8995 








Seq. No. 


7825 








Seq. ID 


OJ990701_13. 9B05 




16488 








St" rsnd 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8548 








End 


8967 


GI 


none 








Score 


245 


Exons 


8548. .8967 












Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05 


(Zfanp No 


16488 








St" rsrid 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05 


.C6.06. 


tm 


Method 


TBLASTX: Maize 


Start 


8551 








End 


8874 


GI 


none 








Score 


73 


Exons 


8551. .8874, 


8555 


. .8662 








Seq. No. 


7825 








Seq. ID 


OJ990701_13.9B05 


Gene No. 


16488 








Strand 




Start 


4879 








End 


14380 


Name 


OJ990701 13 


.9B05, 


.C6.08. 


tm 


Method 


TBLASTX: Maize 


Start 


9478 








End 


9777 


GI 


none 








Score 


250 



8151 



# • 

Exons 9478.-9777 



Seq. No. 


7825 




Seq. ID 


OJ990701_13.9B05 


.C6 


Gene No. 


16488 




Strand 


- 




Start 


4879 




End 


14380 




Name 


OJ990701 13.9B05.C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


9484 




End 


9868 




GI 


none 




Score 


219 




Exons 


9484. .9837, 9509. .9868 








Seq. No. 


7825 




Seq. ID 


OJ990701_13.9B05 


.C6 


Gene No. 


16488 




Strand 


- 




Start 


4879 




End 


14380 




Name 


OJ9907 01 13. 9B05.C6. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


10189 ~ 




End 


10698 




GI 


none 




Score 


93 




Exons 


10189 . . 10542, 10558 . 


. 10698 








Seq. No. 


7825 




Seq. ID 


OJ990701__13. 9B05 


.C6 


Gene No. 


16488 




Strand 






Start 


4879 




End 


14380 




Name 


OJ990701 13 9B05 C6 


o5 . tm 


Method 


TBLASTX : Maize 




Start 


10243 ~ 




End 


10666 




GI 


none 




Score 


108 




Exons 


10243. .10548, 10301. 


. 10528, 


10555. .10662, 10589.. 10666 




Seq. No. 


7825 




Seq. ID 


OJ990701_13.9B05 


.C6 


Gene No. 


16488 




Strand 






Start 


4879 




End 


14380 




Name 


OJ990701 13 9B05 C6 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10243 ~~ 




End 


10665 




GI 


none 




Score 


81 




Exons 


10243. .10431, 10432. 


. 10542, 


10564. .10665 




Seq. No. 


7825 




Seq. ID 


OJ990701_13.9B05 


.C6 


Gene No. 


16488 




Strand 






Start 


4879 




End 


14380 




Name 


OJ990701 13 9B05 C6 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11732 — 




End 


11875 




GI 


none 




Score 


121 




Exons 


11732 11875 1174? 


.11867 








Seq. No. 


7825 




Seq. ID 


OJ990701_13.9B05 


.C6 


Gene No. 


16488 




Strand 






Start 


4879 




End 


14380 




Name 


OJ990701 13.9B05.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14011 




End 


14229 




GI 


none 




Score 


261 




Exons 


14011. .14229, 14012. 


.14197 








Seq. No. 


7825 




Seq. ID 


OJ990701_13.9B05 


.C6 


Gene No. 


16488 




Strand 






Start 


4879 




End 


14380 




Name 


OJ990701 13.9B05.C6. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


14056 




End 


14229 




GI 


none 




Score 


119 




Exons 


14056. .14211, 14059. 


.14229 









8152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7826 Seq. ID 

16489 Strand 

93 End 

OJ9907 01_13 . 9B05 . C7 . ol . gs Method 

93 End 

none Score 



OJ990701_13.9B05.C7 
+ 

3039 
GENSCAN 
3039 
.7 



93. .418, 1925. .2072, 2306. .2373, 2973. .3039 



7826 Seq. ID 

16490 Strand 
1781 End 
OJ9907 01_13 . 9B05 . C7 . ol . gp Method 
1781 End 
4996_1.R1084 Score 
1781. .2135, 2222. .2378, 5181. .5389 

M115934/gb|AAD03444.1| 5.0e-62 (AF118223) contains similarity 
to Methanobacterium thermoautotrophicum transcriptional 
regulator (GB:AE000850) [Arabidopsis thaliana] 1 



OJ990701_13.9B05.C7 

6996 
AAT/GAP 
5389 
1349 





Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05.C7 




Gene No. 


16490 




Strand 






Start 


1781 




End 


6996 


.- =i 


Name 


OJ990701 13 


. 9B05.C7.ol.np 


Method 


AAT/NAP 


! i J 


Start 


1968 




End 


5278 


"l c? 


GI 


4115934 




Score 


520 




Exons 


1968. .2135, 


2222. .2378, 5181. 


.5278 




ru 


GI Descrip. 


(AF118223) - 


contains similarity to Methanobacterium 


r*i 

'15? 




thermoautotrophicum transcriptional regulator (GB: AE000850) 


: _ : 




[Arabidopsis thaliana] 






Q 


Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05.C7 


: ! i : 

! ki 


Gene No. 


16490 




Strand 




•i 


Start 


1781 




End 


6996 


.j 

J 


Name 


OJ990701 13 


.9B05.C7.o2.gs 


Method 


GENSCAN 


\l 


Start 


4988 




End 


6996 




GI 


none 




Score 


.59 


j: s'j 

! "S 


Exons 


4988. .5537, 


6434. .6599, 6945. 


.6996 




sJ 

: i 
j sr 


Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05.C7 


til 


Gene No. 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13 


. 9B05.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1903 




End 


5290 




GI 


none 




Score 


105 




Exons 


1903. .1938, 


1987. .2130, 1988. 


.2131, 1989.. 2132, 1989. .2135, 






1990. .2142, 


2209.. 2322, 2220. 


.2312, 2222.. 2383, 2223.. 2378, 






2224. .2415, 


5175.. 5270, 5178. 


.5237, 5180. .5290 




Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05.C7 




Gene No. 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13 


. 9B05.C7.ol. tc 


Method 


TBLASTX: Cress 




Start 


1981 




End 


5251 




GI 


none 




Score 


179 




Exons 


1981. .2142, 


1995.. 2135, 2222. 


.2374, 2223.-2375, 5180. .5251, 



5181. .5237 



8153 




Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05 


-C7 




16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13.9B05.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1989 




End 


5254 




GI 


none 




Score 


178 




Exons 


1989.. 2135, 1996.. 2136, 


2222. 


.2383, 2226.. 2378, 5178.. 5237 




5180. .5254 










Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05 


.C7 


Gene No. 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13.9B05.C7.o2. 


gp 


Method 


AAT/GAP 




Start 


8459 




End 


8916 




GI 


LIB34 32-030-P1-K1-F7 




Score 


866 




Exons 


8459. .8916 










GI Descrip. 


•4510369/gb IAAD21457.il 


6.0e- 


30 (AC007017) hypothetical 






[Arabidopsis thaliana] ' 












7826 




Seq. ID 


OJ990701_13.9B05 


.C7 


Gene No. 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13.9B05.C7.o3. 


gs 


Method 


GENSCAN 




Start 


8475 




End 


8894 




GI 


none 




Score 


.47 




Exons 


8475. .8894 










Seq. No. 


7826 




Seq. ID 


OJ990701_13.9B05 


.C7 


Gene No . 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13.9B05.C7.o2. 


np 


Method 


AAT/NAP 




Start 


8520 




End 


8992 




GI 


4510369 




Score 


366 




Exons 


8520. .8992 










GI Descrip. 


(AC007017) hypothetical 


protein [Arabidopsis thaliana] 




Seer No 


7826 




Seq. ID 


OJ990701_13.9B05 


.C7 


Gene No. 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13.9B05.C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8586 




End 


8981 




GI 


none 




Score 


56 




Exons 


8586.. 8915, 8943.. 8981 










i-> vZ- » LiU • 


7826 




Seq. ID 


OJ990701_13.9B05 


.C7 


Gene No. 


16491 




Strand 






Start 


8475 




End 


8992 




Name 


OJ990701 13.9B05.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8637 




End 


8991 




GI 


none 




Score 


107 




Exons 


8637. .8756, 8638. .8718, 


8742. 


.8777, 8751. .8990, 8770. .8991 


Seq. No. 


7827 




Seq. ID 


OJ990701_13. 9B05 


.C8 


Gene No. 


16492 




Strand 


+ 




Start 


22 




End 


8940 




Name 


OJ990701 13.9B05.C8.ol. 


gs 


Method 


GENSCAN 





8154 



Start 22 End 8940 

GI none Score .45 

Exons 22. .89, 1029. .1058, 1319. .1397, 1580. .1689, 2339.. 2537, 

2645. .2701, 2746. .2889, 2950. .3103, 3982. .4079, 4480. .4561, 
5912. .6051, 6482. .6689, 6889. .7053, 7646. .7726, 8261. .8490, 
8636. .8746, 8851. .8940 



Seq. No. 


7827 


Seq. ID 


OJ990701 13.9B05.C8 


Gene No. 


16492 


Strand 


+ 


Start 


22 


End 


8940 


Name 


OJ990701 13.9B05.C8.o2.gp 


Method 


AAT/GAP 


Start 


2408 


End 


5676 


GI 


26155 1.R1084 


Score 


1559 


LAUl 1 0 


2408.. 2537, 2645.. 2701, 2950., 


3103, 3982. .4079, 4161. .4226, 




5315.. 5676 






GI Descrip. 


, 4160579/emb|CAA22824 | 5.0e-15 (AL035218) hypothetical protein 




[Schizosaccharomyces pombe] 1 






Seq. No. 


7827 


Seq. ID 


OJ990701_13.9B05.C8 


Gene No. 


16492 


Strand 


+ 


Start 


22 


End 


8940 


Name 


OJ990701 13.9B05.C8.ol.np 


Method 


AAT/NAP 


Start 


2947 


End 


4269 ■ 


GI 


4160579 


Score 


101 


Exons 


2947. .3103, 3982. .4079, 4161.. 


4269 




GI Descrip. 


(AL035218) hypothetical protein [Schizosaccharomyces pombe] 


Seq. No. 


7827 


Seq. ID 


OJ990701_13.9B05.C8 


Gene No. 


16493 


Strand 


+ 


otam. 


9643 


End 


10260 


Name 


OJ990701 13.9B05.C8.o2.gs 


Method 


GEN SCAN 


Start 


9643 


End 


10260 


GI 


none 


Score 


.63 


Exons 


9643. .10260 






Seq. No. 


7827 


Seq. ID 


OJ990701_13.9B05.C8 


Gene No. 


16494 


Strand 




Start 


1 


End 


93 


Name 


OJ990701 13.9B05.C8.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


93 


GI 


none 


Score 


162 


Exons 


1. .93 






Seq. No. 


7827 


Seq. ID 


OJ990701_13.9B05.C8 


Gene No. 


16495 


Strand 




Start 


6866 


End 


7207 


Name 


OJ990701 13.9B05.C8.o2.np 


Method 


AAT/NAP 


Start 


6866 


End 


7207 


GI 


6069646 


Score 


378 


Exons 


6866. .7207 






GI Descrip. 


(AP000616) similar to putative 


reverse 


transcriptase (AC005315 ) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


7827 


Seq. ID 


OJ990701_13.9B05.C8 



8155 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16496 
13122 

OJ990701JL3 . 9B05 . C8 . ol . tm 

2332 

none 

2332. .2460, 2413. .2466, 2496. 
2935.. 3102, 2937.. 3098, 2946. 
3973.. 4077, 3980.. 4078, 3980. 
4159. .4227, 4160. .4228, 5249. 

7827 

16496 

13122 

OJ990701_13.9B05.C8.ol.ts 

2404 

none 

2404. .2436, 2496. .2534, 2624. 
2949.. 3098, 2990.. 3115 



Strand 
End 

Method 
End 
Score 



13549 

TBLASTX: Maize 
5392 
108 

.2537, 2644. .2700, 2645. .2701, 
.3107, 2984. .3109, 3023. .3103, 
.4084, 3981. .4085, 4159. .4227, 
.5392 

Seq. ID OJ990701_13. 9B05.C8 
Strand 

End 13549 

Method TBLASTX : Soybean 

End 3115 

Score 35 

.2701, 2935.. 3102, 2938.. 3084, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7827 

16496 

13122 

OJ990701_13, 

2431 

none 

2431. .2457, 
2949. .3098 



9B05.C8 .ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ.990701_13.9B05.C8 
13549 

TBLASTX: Cress 

3107 

39 



2496. .2534, 2642. .2701, 2935. .3102, 2946. .3107, 



Seq. No. 7827 Seq. ID 

Gene No. 16496 Strand 

Start 13122 End 

Name OJ990701_13 . 9B05 . C8 . o4 . gs Method 

Start 13122 End 

GI none Score 

Exons 13122. .13446 



OJ990701_13.9B05.C8 

13549 
GENSCAN 
13446 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7827 Seq. ID OJ990701JL3 . 9B05 . C8 

16496 Strand 

13122 End 13549 

OJ990701_13 . 9B05 . C8 . o3 . np Method AAT/NAP 

13171 End 13549 

6006369 Score 366 

13171. .13549 

(AP000559) ESTs C99670 (E21043) , C99671 (E21043) , 

AU078262(R10938),AU078261(R10938),D15282(C0402) correspond to a 
region of the predicted gene.; Similar to arginine decarboxylase 
(U52851) [Oryza sativa] 



Seq. No. 7828 Seq. ID 

Gene No. 164 97 Strand 

Start 17593 End 

Name OJ990701JL3 . 9B05 . Cll . o4 . np Method 

Start 17593 End 

GI 5852182 Score 

Exons 17593. .17617, 18733.. 19011 

GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



OJ990701_13.9B05.C11 
+ 

19011 
AAT/NAP 
19011 
349 



8156 



Seq. No. 


7828 




Seq. ID 


OJ990701_ 


_13.9B05.C11 


Gene No. 


16497 




Strand 


+ 




Start 


17593 




End 


19011 






OJ990701 13.9B05.Cll.o4 


.gp 


Method 


AAT/GAP 




Start 


18283 




End 


19011 




GI 


2310235 




Score 


292 




Exons 


18283. .18320, 18733 18872, 


18982. .19011 




GI Descrip. 


5852182/emb ICAB55420.il 


9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


7828 




Seq. ID 


OJ990701_ 


_13.9B05.C11 


Gene No. 


16498 




Strand 






Start 


2292 




End 


11903 




Name 


OJ990701 13.9B05.Cll.ol 


•np . 


Method 


AAT/NAP 




Start 


2292 




• 'End'' V 


8401 




GI 


2245086 




Score 


343 




Exons 


2292.. 2365, 3251.. 3353, 


3581 


. .3625, 3963. .4061, 


4136. .4201, 




4453. .4515, 4616. .4709, 


7655 


..7729, 8028. .8154, 


8233. .8401 


GI Descrip. 


(Z97343) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


7828 




Seq. ID 


OJ990701_ 




Gene No. 


16498 




Strand 






Start 


2292 




End 


11903 




Name 


OJ990701 13.9B05.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


2797 




End 


3638 




GI 


32534 1.R1084 




Score 


794 




Exons 


2797.. 3087, 3251.. 3353, 


3581 


. .3638 






GI Descrip. 


•1794137/dbj |BAA19098| 


3.0e- 


12 (AB000402) DM025 


[Drosophila 




melanogaster] ' 










Seq. No. 


7828 




Seq. ID 


OJ990701_ 


_13.9B05.C11 


Gene No. 


16498 




Strand 






Start 


2292 




End 


11903 




Name 


OJ990701 13.9B05.Cll.o2 


.gs 


Method 


GEN SCAN 




Start 


3014 




End 


11903 




GI 


none 




Score 


.5 




Exons 


3014. .3087, 3251. .3353, 


3963 


..4061, 4616. .4709, 


5242. .5354, 




5487.. 5705, 7655.. 7729, 


8147 


..8176, 8225. .8389, 


9041. .9161, 




10771. .10861, 11003. .11051, 


11227. .11468, 11747. 


.11903 


Seq. No. 


7828 




Seq. ID 


OJ990701_ 


_13.9B05.C11 


Gene No. 


16498 




Strand 






Start 


2292 




End 


11903 




Name 


OJ990701 13.9B05.Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


7650 




End 


9218 




GI 


26937 1.R1084 




Score 


948 




Exons 


7650.. 7729, 8028.. 8146, 


8225 


..8389, 9041. .9218 





GI Descrip. ' 586238/sp | P37398 | VIVjDRYSA 
>gi_632294_pir 
>gi_391885_dbj 
sativa] 1 



Oe-51 VIVIPAROUS PROTEIN HOMOLOG 
_S48899 VP1 protein (OSVP1) - Oryza sativa 
BAA04066_ (D16640) VP1 protein (OSVP1) [Oryza 



Seq. No. 7828 Seq. ID 

Gene No. 16499 Strand 

Start 12815 End 

Name OJ990701_13 . 9B05 . Cll . o3 . gs Method 

Start 12815 End 



OJ990701_13. 9B05.C11 

13858 

GENSCAN 

13858 



8157 




GI 


none 






Score 


.99 


Exons 


12815. .13858 










Seq. No. 


7828 






Seq. ID 


OJ990701_13.9B05.C11 


Gene No. 


16499 






Strand 




Start 


12815 






End 


13858 


Name 


OJ990701 13.9B05 


.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


12818 




End 


13858 


GI 


6862930 






Score 


1177 


Exons 


12818. .13858 










GI Descrip. 


(AC018907) putative glycosyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


7828 






Seq. ID 


OJ990701__13.9B05.C11 


Gene No. 


16499 






Strand 




Start 


12815 






End 


13858 


Name 


OJ990701 13.9B05 


.Cll.o3 




Method 


AAT/GAP 


Start 


12970 




End 


13459 


GI 


uC-osflM202056d04al 




Score 


964 


Exons 


■12970. .13459 










GI Descrip. 


'5852182/emb|CAB55420.1 


I 9.0e 


-13 (AL117265) zhbO 012.1 [Oryza 




sativa] ■ 










Seq. No. 


7828 






Seq. ID 


OJ990701_13.9B05.C11 


Gene No. 


16500 






Strand 




Start 


16636 






End 


18018 


Name 


OJ990701. 13.9B05 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3220 






End 


9152 


GI 


none 






Score 


38 


Exons 


3220. .3267, 3247 


. .3354, 


3248. 


.3355, 3249. .3356, 3249.-3368, 




3547.. 3627, 3571, 


. .3627, 


3576. 


.3629, 3578. .3694, 3961. .4062, 




3961.. 4062, 3972 


. .4064, 


3978 . 


.4064, 4136. .4204, 4137. .4208, 




4137 . . 4205, 4138 , 


. .4212, 


4456. 


.4518, 4457. .4516, 4614. .4709, 




4615. .4710, 4616, 


. .4711, 


7646. 


.7729, 7646. .7723, 7651. .7731, 




7654. .7728, 8028, 


. .8159, 


8033. 


.8194, 8033. .8185, 8222. .8389, 




8223.. 8390, 8227, 


. .8391, 


9041. 


.9106, 9042.. 9107, 9117.. 9152 


Seq. No. 


7828 






Seq. ID 


OJ990701_13.9B05.C11 


Gene No. 


16500 






Strand 




Start 


16636 






End 


18018 


Name 


OJ990701 13.9B05, 


.Cll.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


8066 






End 


9121 


GI 


none 






Score 


141 


Exons 


8066. .8149, 8220. 


. .8390, 


8220. 


.8354, 8228. .8395, 8228. .8389, 




9035. .9121 










Seq. No. 


7828 






Seq. ID 


OJ990701_13.9B05.C11 


Gene No . 


16500 






Strand 




Start 


16636 






End 


18018 


Name 


OJ990701 13.9B05, 


,Cll.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


12821 






End 


13009 


GI 


none 






Score 


163 


Exons 


12821. .13009, 12E 


i49. .13007 






Seq. No. 


7828 






Seq. ID 


OJ990701_13.9B05.C11 


Gene No. 


16500 






Strand 




Start 


16636 






End 


18018 


Name 


OJ990701 13.9B05. 


Cll.ol, 


. ts 


Method 


TBLASTX: Soybean 



8158 




Start 


12845 




End 


13658 




GI 


none 




Score 


428 




Exons 


12845. .13519, 12849. 


.13520, 


13499. .13546, 13556 .. 13654 , 






13565. .13657, 13566. 


.13658 








Seq. No. 


7828 




Seq. ID 


OJ990701_13.9B05 


.011 




j. \j -j \j \j 




Strand 


- 




Start 


16636 




End 


18018 




Name 


OJ990701 13.9B05.C11 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


12863 




End 


13490 




GI 


none 




Score 


729 




Exons 


12863. .13435, 12867. 


.13490 








Seq. No. 


7828 




Seq. ID 


OJ990701_13.9B05 


.Cll 


f^ono Mo 






Strand 


- 




Start 


16636 




End 


18018 




Name 


OJ990701 13.9B05.C11 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13010 




End 


13519 




GI 


none 




Score 


210 




Exons 


13010. .13519, 13014. 


.13304, 


13383. .1346 


J7 




Seq. No. 


7828 




Seq. ID 


OJ990701_13. 9B05 


.Cll 


Gene No. 


16500 




Strand 






Otall 






End 


18018 




Name 


OJ990701 13.9B05.C11 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


13491 




End 


13781 




GI 


none 




Score 


41 




Exons 


13491. .13517, 13493. 


.13519, 


13541. .13726, 13565 13726, 






13566. .13781 










Seq. No. 


7828 




Seq. ID 


OJ990701_13. 9B05 


.Cll 


ociltr WW. 


-L \J *J \J \J 




Strand 






Start 


16636 




End 


18018 




Name 


OJ990701 13.9B05.C11 


. o4 .gs 


Method 


GEN SCAN 




Start 


16636 




End 


18018 




GI 


none 




Score 


.7 




Exons 


16636. .16752, 17107. 


.17172, 


17415. .17549, 17851. .18018 




Seq. No. 


7828 




Seq. ID 


OJ990701JL3.9B05 


.Cll 


Gene No. 


16500 




Strand 






Start 


16636 




End 


18018 




Name 


OJ990701 13.9B05.C11 


. o3 . np 


Method 


AAT/NAP 




Start 


17059 




End 


17549 




GI 


6358784 




Score 


89 




Exons 


17059. .17217, 17457. 


.17549 








GI Descrip. 


(AC010852) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7829 




Seq. ID 


OJ990701_13. 9B05 


.C12 


Gene No. 


16501 




Strand 


+ 




Start 


1 




End 


3682 





Name OJ990701_13 . 9B05 .C12 . ol .gp Method AAT/GAP 

Start 1 End 3682 

GI 342_1.R1084 Score 6644 

Exons 1..3682 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] f 

8159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7829 Seq. ID 

16501 Strand 

1 End 
OJ990701_13 . 9B05 . C12 . o4 . tw Method 

2 End 
none Score 




OJ99070 
+ 

3682 

TBLASTX: Wheat 

355 

87 



13. 9B05.C12 



2. .106, 89. .340, 97. .339, 98. .355, 99. .350 



Seq. No. 


7829 




Seq. ID 


OJ990701_13. 9B05 


.C12 




IdjUI 




Strand 


+ 




Start 


1 




End 


3682 




Name 


OJ990701 13.9B05.C12.ol. 




Method 


GENSCAN 




Start 


74 




End 


2979 




GI 


none 




Score 


.57 




Exons 


74. .662, 797. .2979 










Seq. No. 


7829 




Seq. ID 


OJ990701_13.9B05 


.C12 


L?ene no . 


lOOUi 




Strand 


+ 




Start 


1 




End 


3682 




Name 


OJ990701 13.9B05.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


271 




End 


700 




GI 


none 




Score 


102 




Exons 


271. .354, 272. .346, 404. 


.700, 


458. .679 






Seq. No. 


7829 




Seq. ID 


OJ990701_13. 9B05 


.C12 


Gene No. 


16501 




Strand 


+ 






l 




End 


oooz 




Name 


OJ990701 13.9B05.C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


433 




End 


748 




GI 


none 




Score 


277 




Exons 


• 433. .585, 440. .748, 643. 


.717 








Seq. No. 


7829 




Seq. ID 


OJ990701 13.9B05 


-C12 


Gene No. 


16501 




Strand 


+ 




Start 


1 




End 


3682 




Name 


OJ990701 13.9B05.C12.ol. 


np 


Method 


AAT/NAP 




Start 


461 




End 


2420 




GI. 


6742729 




Score 


3149 




Exons 


461. .2420 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


7829 




Seq. ID 


OJ990701_13.9B05 


.C12 


Gene No. 


16501 




Strand 


+ 




Start 


1 




End 


3682 




Name " 


OJ990701 13.9B05.C12.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


569 




End 


1037 




GI 


none 




Score 


64 




Exons 


569. .622, 577. .606, 623. 


.727, 


627. .716, 


637. .723, 741. . 


327, 




742. .828, 808. .1032, 828 


. .1037 


, 829. .1032, 831. .1037 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7829 



16501 Strand 
1 End 
OJ99070 1_13 . 9B05 . C12 . o2 . tm Method 
626 End 
none Score 
626. .748, 742. .867, 877. . 1071 



Seq. ID OJ990701 13.9B05.C12 



+ 

3682 

TBLASTX: Maize 

1071 

97 



8160 




Seq. No. 7829 

Gene No. 16501 

Start 1 

Name OJ990701_13 . 9B05 .C12 . o2 . ts 

Start 901 

GI none 

Exons 901.. 1143 



Seq. ID OJ990701_13.9B05.C12 

Strand + 

End 3682 

Method TBLASTX : Soybean 

End 1143 

Score 216 



Seq. No. 7829 

Gene No. 16501 

Start 1 

Name OJ990701_13 . 9B05 .C12 . o3 . tw 

Start 1176 

GI none 
Exons 



Seq. ID OJ990701_13.9B05.C12 

Strand + 

End 3682 

Method TBLASTX : Wheat 

End 1586 

Score 87 



1176. .1226, 1177. .1239, 1225. .1467, 1245. .1427, 1265. .1468, 
1495.. 1584, 1500.. 1586, 1501.. 1584 



Seq. No. 7829 

Gene No. 16501 

Start 1 

Name OJ990701_13 . 9B05 . C12 . ol . tw 

Start 1587 

GI none 
! "f Exons 



Seq. ID OJ990701_13.9B05.C12 

Strand + 

End 3682 

Method TBLASTX : Wheat 

End 2904 

Score 331 



1587. .2324, 1587. .2489, 1588. .2505, 2500. .2544, 2503. .2544, 
'^547. .2642, 2551.. 2610, 2611.. 2721, 2616.. 2729, 2617.. 2730, 
2742. .2807, 2743. .2823, 2812. .2904, 2838. .2903 



<:=F 



Seq. No. 7829 

Gene No. 16501 

Start 1 

Name OJ990701_13 . 9B05 . C12 . ol . tm 

Start 1630 

GI none 

Exons 1630.. 1944, 1641.. 1916 



Seq. ID OJ990701_13.9B05.C12 

Strand + 

End 3682 

Method TBLASTX : Mai ze 

End 1944 

Score 313 



, 3 f 

"is! 



Seq. No. 7829 

Gene No. 16501 

Start 1 

Name OJ990701_13 . 9B05 . C12 . ol . tc 

Start 1871 

GI none 
Exons 



Seq. ID OJ990701_13.9B05.C12 

Strand + 

End 3682 

Method TBLASTX : Cress 

End 2322 

Score 338 



1871.. 2026, 1875. .2318, 1879.. 2322, 1885.. 2322 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



7830 

16502 

183 

OJ990701_13.9B05.C13.ol.gs 

183 

none 



Seq. ID ' OJ990701_13.9B05.C13 

Strand + 

End 4833 

Method GENSCAN 

End 4833 

Score . 7 



183. .239, 1114. .2535, 2631. .3712, 3824. .3997., 4094. .4204, 
.4292. .4364, 4467. .4565, 4645. .4833 



Seq. No. 7830 

Gene No. 16502 

Start 183 

Name OJ990701_13 . 9B05 . C13 . ol . np 



Seq. ID OJ990701_13.9B05.C13 

Strand + 

End 4833 

Method AAT/NAP 



8161 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1099 End 4812 

4680204 . Score 979 

1099. .2535, 2631. .3712, 3824. .3997, 4094. .4316, 4675. .4812 
(AF114171) hypothetical protein [Sorghum bicolor] 



7830 Seq. ID 

16502 Strand 
183 End 
OJ990701_13 . 9B05 . C13 . ol . gp Method 
3132 End 
uC-osflcypl76f lObl Score 
3132. .3612 

' 6041757/gb| AC011806. 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



OJ990701_13.9B05.C13 
+ 

4833 
AAT/GAP 
3612 
863 





Seq. No. 


7830 








Seq. ID 


OJ990701 


_13.9B05.C13 




Cpnp NO 


16503 








Strand 








Start 


5877 








End 


7611 






Name 


OJ990701 13 


.9B05 


.C13.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1740 - 








End 


2145 






GI 


none 








Score 


66 






Exons 


1740. .2012, 


1742 


. .1882, 


1744. 


.1980, 1975. .2145, 


2050. .2145 


•srsf 

3*. 


Seq. No. 


7830 








Seq. ID 


OJ990701 


_13.9B05.C13 






16503 








Strand 






ijfi 


Start 


5877 








End 


7611 




i'ii 


Name 


OJ990701 13 


.9B05 


.C13.o2 


.tw 


Method 


TBLASTX: 


Wheat 


i sr 

r s i 


Start 


3639 








End 


4163 ' 






GI 


none 








Score 


59 






Exons 


3639. .3725, 


'3810 


. .3992, 


3860. 


.3985, 4092. .4163 




\"\\ 

i s? 


Seq. No. 


7830 








Seq. ID 


OJ990701 


_13.9B05.C13 




Gene No. 


16503 








Strand 






.3 s; 


Start 


5877 








End 


7611 






Name 


OJ990701 13 


.9B05 


.C13.o2 


.gs 


Method 


GENSCAN 






Start 


5877 








End 


7611 




hit 


GI 


none 








Score 


.48 






Exons 


5877. .5888, 


6093 


. .6269, 


6619. 


.6737, 7291. .7343, 


7457. .7611 


a 

a 


Seq. No. 


7831 








Seq. ID 


OJ990701 


_13.9B05.C14 




Gene No. 


16504 








Strand 


+ 






Start 


361 








End 


1187 






Name 


OJ990701 13 


.9B05 


.C14 .ol 


.gs 


Method 


GENSCAN 






Start 


361 








End 


1187 






GI 


none 








Score 


.76 






Exons 


361. .452, 510. .667, 907 


. .994, 


1139. .Hi 


37 






Seq. No. 


7831 








Seq. ID 


OJ990701 


_13.9B05.C14 




Gene No. 


16505 








Strand 


+ 






Start 


1683 








End 


9487 






Name 


OJ990701 13 


. 9B05 


.C14.o2 


.gs 


Method 


GENSCAN 






Start 


1683 








End 


9487 






GI 


none 








Score 


.85 






Exons 


1683. .1835, 


2422 


. .2715, 


2763. 


.2861, 3679. .3816, 


4139. .4197, 






4308. .4410, 


5376 


. .5564, 


5664. 


.5764, 5844. .5898, 


6157. .6243, 






6364. .6415, 


6783 


. .6868, 


6988. 


.7041, 7145. .7228, 


7358. .7429, 



8162 



i 



8137. .8217, 8996. .9031, 9359. .9487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



7831 Seq. ID OJ990701_13.9B05.C14 

16505 Strand 
1683 End 
OJ990701_13.9B05.C14.ol.np Method 
24 95 , End 
6729029 Score 
2495. .2572, 2763. .2861, 3321. .3392, 
4308. .4410, 5376. .5564, 5664. .5764, 
6783. .6868, 6988. .7041, 7145. .7228, 
8996.. 9031, 9359.. 9484 

(AC009177) putative branched-chain amino acid aminotransferase 
[Arabidopsis thaliana] 



OJ990701_ 
+ 

9487 
AAT/NAP 
9484 
1459 
3679. .3816, 
5844. .5898, 
7358. .7429, 



4139, 
6157, 
8137. 



4197, 
,6193, 
,8217, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7831 
16505 
1683 

OJ990701_13.9B05.C14 .ol.gp 
5496 

LIB3433-042-P1-K1- 
5496. .5564, 5664, 
6783. .6825 

1 3122275/sp| 029329 | ILVE_ARCFU 1.0e-14 PUTATIVE BRANCHED-CHAIN 
AMINO ACID. AMINOTRANSFERASE (TRANSAMINASE B) (BCAT) >gi_2649663 
(AE001039) branched-chain amino acid aminotransferase (ilvE) 
[Archaeoglobus fulgidus] ' 



-D9 

.5764, 



5844 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5898, 



OJ990701_ 
+ 

9487 
AAT/GAP 
6825 
697 
6157. .6243, 



13.9B05.C14 



6364. .6415, 



Seq. No. 


7831 






Seq. ID 


OJ990701_ 


13.9B05 


.C14 


Gene No. 


16506 






Strand 


+ 






Start 


10837 






End 


12056 






Name 


OJ990701 13.9B05.C14 


. o3.gs 


Method 


GENSCAN 






Start 


10837 






End 


12056 






GI 


none 






Score 


.75 






Exons 


10837. 


.10839, 10924. 


.11066, 


11137. .11241, 11930. 


.12056 




Seq. No. 


7831 






Seq. ID 


OJ990701_ 


13. 9B05 


-C14 


Gene No. 


• 16507 






Strand 


+ 






Start 


13005 






End 


14756 






Name 


OJ990701 13.9B05.C14, 


. o4 .gs 


Method 


GENSCAN 






Start 


13005 






End 


14756 






GI 


none 






Score 


.64 






Exons 


13005. 


.13133, 13340., 


.13727, 


14650. .14756 






Seq. No. 


7831 






Seq. ID 


OJ990701_ 


13.9B05 


.C14 


Gene No. 


16508 






Strand 


+ 






Start 


15782 






End 


23115 






Name 


OJ990701 13.9B05.C14, 


. o5 . gs 


Method 


GENSCAN 






Start 


15782 






End 


23115 






GI 


none 






Score 


.76 






Exons 


15782. 


.15886, 16353.. 


.16541, 


17493. .17596, 17804. 


.17930, 






18332. 


.18426, 18728.. 


.18851, 


19492. .19623, 20362. 


.20514, 






20550. 


.20705, 20778\. 


.20832, 


20917. .20984, 21234. 


.21278, 






22268. 


.22435, 22875.. 


.23115 










Seq. No. 


7831 






Seq. ID 


OJ990701_ 


13.9B05 


.C14 


Gene No. 


16508 






Strand 


+ 







8163 




Start 15782 End 23115 

Name OJ990701_13 . 9B05 .C14 . o2 . np Method AAT/NAP 

Start 15944 End 22465 

GI 2244785 Score 1001 

Exons 15944. .16006, 16882 17086, 174 93 .. 17596, 17804 .. 17 930 , 

18332. .18426, 18728 18858 , 1944 1 19572 , 20350 .. 204 60 , 

20550. .20764, 20903 20988 , 22207.. 22465 
GI Descrip. (Z97335) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


7831 










Seq. ID 


OJ990701 


13.9B05.C14 




Gene No. 


16509 










Strand 










OLdl C 


9391 










End 


9713 








Name 


OJ990701 13. 


, 9B05. 


C14.ol, 


.tc 


Method 


TBLASTX : 


Cress 






Start - 


2506 










End 


3816 








GI 


none 










Score 


104 








Exons 


2506. . 


,2571, 


2510. 


.2572, 


2754. 


.2861, 2763. .2861, 


3306. 


.3392, 






3320. . 


3391, 


3468. 


.3557, 


3469. 


.3561, 3678. .3815, 


3679. 


.3816 




Seq. No. 


7831 










Seq. ID 


OJ990701 


13.9B05.C14 




Gene No. 


16509 










Strand 










Start 


9391 










End 


9713 








Name 


OJ990701 13. 


,9B05. 


C14.ol, 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2506 










End 


3825 








GI 


none 










Score 


101 






•3 rsr 


Exons 


2506. . 


2565, 


2510. 


.2572, 


2781. 


.2861,' 3299. .3391, 


3306. 


.3392, 


! :sl - 

Cn 




3468. . 


3572, 


3469. 


.3588, 


3696. 


.3824, 3697. .3825 








Seq. No. 


7831 










Seq. ID 


OJ990701 


13.9B05.C14 


i* "j 


Gene No. 


16509 










Strand 












9391 










End 


9713 






: i i 
•i it 


Name 


OJ990701 13. 


, 9B05. 


C14.o2, 


. tm 


Method 


TBLASTX: 


Maize 




'i at 


Start 


2802 










End 


9505 






fy 


GI 


none 










Score 


90 






is 


Exons 


2802. . 


2861, 


2804. 


.2863, 


3306. 


.3392, 3320.. 3391, 


3466. 


.3564, 






3467. . 


3556, 


3468. 


.3578, 


3469. 


.3561, 3675. .3818, 


3677. 


.3817, 


'■i si 




3678. . 


3824, 


3679. 


.3825, 


4130. 


.4195, 4136.. 4198, 


4138. 


.4203, 






4300. . 


4410, 


4307. 


.4408, 


4308. 


.4409, 5376. .5462, 


5376. 


.5564, 






5377. . 


5568, 


5522. 


.5575, 


5657. 


.5761, 5660. .5740, 


5661. 


.5765, 


: ~ i 
'is? 




5668. . 


5778, 


5674. 


.5760, 


5836. 


.5901, 5E 


J45. .5898, 


6129. 


. 6266, 


□ 




6156. . 


6245, 


6361. 


.6414, 


6361. 


.6411, 6363. .6413, 


6776. 


.6868, 


n 




6781. . 


6873, 


6992. 


.7042, 


6992. 


.7036, 7112. .7228, 


7124. 


.7237, 


! I ST 




7129. . 


7236, 


7257. 


.7352, 


7358. 


.7432, 7358. .7429, 


7360. 


.7434, 






. 8136. . 


8219, 


8137. 


.8220, 


8993. 


.9034, 8995. .9033, 


9354. 


. 9434, 






9355. . 


9477, 


9359. 


.9481, 


9359. 


.9505 










Seq. No. 


7831 










Seq. ID 


OJ990701 


13.9B05.C14 




Gene No. 


16509 










Strand 










Start 


9391 










End 


9713 








Name 


OJ990701 13. 


9B05. 


C14.o2. 


,gp 


Method 


AAT/GAP 








Start 


9391 










End 


9713 








GI 


LIB3475-008- 


■Pl-Kl 


-Hll 




Score 


605 







Exons 9391.. 9713 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 

Seq. No. 7831 Seq. ID OJ990701_13.9B05.C14 

Gene No. 16510 Strand 



8164 



Start 


17003 




End 


22438 






Name 


OJ990701_13.9B05.C14 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


17003 




End 


18406 






GI 


none 




Score 


87 






Exons 


1 — t rt rt rt -i — t rt rt rt j rt 

17003 17089, 17472. 


. 17594 , 


17487. .17594, 17498 


. . 17596, 






17799. .17930, 17801. 


. 17869, 


18329. .18406 






Seq. No. 


7831 




Seq. ID 


OJ990701 


_13. 9B05 


.C14 


Gene No. 


16510 




Strand 








Start 


17003 




End 


22438 . 






Name 


OJ990701_13. 9B05.C14 


.ol. tm 


Method 


TBLASTX: 


Maize 




Start 


17889 




End 


22438 






GI 


none 




Score 


79 






Exons 


■i ~ i rt rt rt -i —j rt rt rt -i i ^ 

17889. .17930, 18310. 


. 18426, 


18329. .18424, 18330 


. . 18425, 






18331. .18426, 18725. 


.18856, 


18727. .18849, 18732 


. .18860, 






19491. .19544, 19492. 


.19575, 


19495. .19572, 19496 


. .19573, 






20358 .. 20453, 20359. 


. 20460, 


20549. .20704, 20550 


. . 20705, 






20552. .20710, 20554. 


. 20706, 


20772. .20831, 20775 


. . 20834 , 






rt rt *— ^ —j rt rt rt r" ji rt rt rt -i rt 

20777. .20854, 20910. 


rt rt rt rt ~ i 

. 20987, 


20910. .20984, 22273 


. . 22389, 






rt rt rt ~ f >i rt rt * rt rt rt rt rt *^ rt 

22274. .22432, 22278. 


. 22427, 


22325. .22438, 22326 


. . 22436 




Seq. No. 


7831 




Seq. ID 


OJ990701 


13 . 9B05 


.C14 


Gene No. 


16510 




Strand 








Start 


17003 




End 


22438 






Name 


OJ990701_13.9B05.C14 


.02. tc 


Method 


TBLASTX : 


Cress 




Start 


18813 




End 


20660 






GI 


none 




Score 


63 






Exons 


18813. .18854, 19492. 


. 19575, 


19492. .19584, 20359 


. .20460, 






rt rt rt ~ rt a a ji r ' — » rt rt rt *i 

20359. .20457, 20361. 


. 20459, 


20549. .20638, 20550 


. .20660 




Seq. No. 


7831 




Seq. ID 


OJ990701 


_13.9B05 


.C14 


Gene No. 


16510 




Strand 








Start 


17003 




End 


22438 






Name 


OJ990701_13.9B05.C14 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


20359 




End 


20687 






GI 


none 




Score 


142 






Exons 


rt rt rt f "rt A rt i A rt rt rt ^ /"\ 

20359.. .20460, 20359. 


. 20433, 


20361. .20444, 20549 


. .20641, 






20549. .20632, 20550. 


.20687, 


20550. .20654 






Seq. No. 


7832 . 




Seq. ID 


OJ990701 


_13.9B05 


.C16 


Gene No. 


16511 




Strand 


+ 






Start 


228 




End 


364 






Name 


jrt -r rt rt rt rt ^ ■I rt rt — \ rt f* jr** -i ^» 

OJ990701 13. 9B05.C16 


. ol . gs 


Method 


GENSCAN 






Start 


228 




End 


364 






GI 


none 




Score 


.61 






Exons 


rt rt rt rt S" A 

228 . . 364 












Seq, No. 


. 7832 




Seq, ID 


OJ990701 


_13.9B05 


-C16 


Gene No. 


16512 




Strand 








Start 


919 




End 


1138 






Name 


OJ990701 13.9B05.C16 


. o2.gs 


Method 


GENSCAN 






Start 


919 




End 


1138 






GI 


none 




Score 


.56 






Exons 


919. .1138 












Seq. No. 


7833 




Seq. ID 


OJ990701_ 


_13.9B05 


.C17 


Gene No. 


16513 




Strand 


+ 







8165 






Start 


29 






End 


289 






Name 


OJ990701 13 


.9B05 


.C17 .ol .gs 


Method 


GEN SCAN 






Start 


29 






End 


289 






GI 


none 






Score 


.43 






Exons 


29. .289 














Seq. No. 


7833 






Seq. ID 


OJ990701_13. 9B05 


.C17 




Gene No. 


16514 






Strand 


+ 






Start 


2452 






End 


3437 






Name 


OJ990701 13 


.9B05 


C17 .ol .np 


Method 


AAT/NAP 






Start 


2446 






End 


2820 






GI 


6006718 






Score 


227 






Exons 


2446. .2820 














GI Descrip. 


(AF109376) 


tRNA isopentenyl 


transferase [Arabidopsis thaliana] 




Seq. No. 


7833 






Seq. ID 


OJ990701 13.9B05 


.C17 




(2pnp No . 


16514 






Strand 


+ 






Start 


2452 






End 


3437 






Name 


OJ990701 13 


. 9B05 


C17 ,o2 .gs 


Method 


GENS CAN 






Start 


2452 






End 


3437 






GI 


none 






Score 


.83 






Exons 


2452. .2931, 


2955 


. 3437 










Seq. No. 


7833 






Seq. ID 


OJ990701 13.9B05 


.C17 


i i 

■BUT 


fipnp No 


16515 






Strand 






. a i 
:. t 
: cf 


Start 


4944 






End 


6389 




Ml 


Name 


OJ990701 13 


. 9B05 


C17.o3.gs 


Method 


GENSCAN 




rii 


Start 


4944 






End 


6389 






GI 


none 






Score 


. 66 




! S XT 


Exons 


4944. .5066, 


6222 


. 638 9 










Seq. No. 


7833 






Sea ID 


OJ990701 13.9B05 


.C17 


rii 


Hprip No 


16516 






Strand 








Start 


7285 






End 


7482 






Name 


OJ990701 13 


. 9B05 


C17.ol.ts 


Method 


TBLASTX : Soybean 






Start 


2500 






End 


2814 






GI 


none 






Score 


.229 




: 3 ! 


Exons 


2500. .2814, 


2502 


.2699 








■is! 


Seq. No. 


7833 






Seq. ID 


OJ990701_13.9B05 


.C17 




npnp No 


16516 






Strand 








Start 


7285 






End 


7482 






Name 


OJ990701 13 


. 9B05 


C17 .o4 .gs 


Method 


GENSCAN 






Start 


7285 






End 


7482 






GI 


none 






Score 


.9 






Exons 


7285. .7377, 


7444 


. 7482 










Seq. No. 


7834 






Seq. ID 


OJ990701_13.9B05 


.C18 




Gene No. 


16517 






Strand 








Start 


167 






End 


429 






Name 


OJ990701 13 


.9B05 


C18.ol.np 


Method 


AAT/NAP 






Start 


167 






End 


429 






GI 


862343 






Score 


125 






Exons 


167. .429 














GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 





gi 1 1092097 |prf M 2022314A granule cell marker protein [Mus 
musculus] gi| 1092098 |prf | | 2022315A granule cell marker protein 



8166 




[Mus musculus] 



Seq. No. 


7835 




Seq. ID 


OJ990701_13.9B05 


.C19 


Gene No. 


16518 




Strand 


+ 




Start 


91 




End 


654 




Name 


OJ990701 


_13.9B05.C19.ol.gs 


Method 


GENSCAN 




Start 


91 




End 


654 




GI 


none 




Score 


.67 




Exons 


91. .118, 


124. .654 








Seq. No. 


7835 




Seq. ID 


OJ990701_13.9B05 


.C19 


Gene No. 


16518 




Strand 


+ 




Start 


91 




End 


654 




Name 


OJ990701 


_13. 9B05.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


303 . 




End 


646 




GI 


none 




Score 


256 




Exons 


303. .644 


, 321. .419, 323. .646 








Seq. No. 


7836 




Seq. ID 


OJ990701_13. 9B05 


.C21 


Gene No. 


16519 




Strand 






Start 


14 




End 


242 




Name 


OJ990701 


_13.9B05.C21.ol.tw 


Method 


TBLASTX : Wheat 




Start 


14 




End 


231 




GI 


none 




Score 


343 




Exons 


14... 226, 


14. .217, 15. .230, 18 


.230, 19 


. .231 




Seq. No. 


7836 




Seq. ID 


OJ990701_13. 9B05 


.C21 


Gene No. 


16519 




Strand 






Start 


14 




End 


242 




Name 


OJ990701 


_13. 9B05.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


17 




End 


242 




GI 


none 




Score 


326 




Exons 


17. .226, 


27. .242, 28. .237 








Seq. No. 


7837 




Seq. ID 


OJ990701__13. 9B05 


.C24 


Gene No. 


16520 




Strand 


+ 




Start 


25 




End 


262 




Name 


OJ990701 


_13.9B05.C24.ol.gs 


Method 


GENSCAN 




Start 


25 




End 


262 




GI 


none 




Score 


.92 




Exons 


25. .100, 


102.. 262 










/ O JO 




Seq. ID 


10 9B05 


. C4 


Gene No. 


16521 




Strand 






Start 


1 




End 


388 




Name 


OJ990601 


_10. 9B05.C4 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


388 




GI 


4097102 




Score 


259 




Exons 


1. .159, 


264 . .388 








GI Descrip. 


(U45322) 


globulin-like protein [Oryza 


sativa] 




Seq. No. 


7838 




Seq. ID 


OJ990601_10. 9B05 


.C4 


Gene No. 


16521 




Strand 


+ 




Start 


1 




End 


388 




Name 


OJ990601 


_10.9B05.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


22 




End 


368 




GI 


none 




Score 


158 





8167 



Exons 



22. .159, 28. .159, 147. .164, 255. .356, 262. .354, 263. .367, 
267. .368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7838 

16521 

1 

OJ990601JL0 . 9B05 . C4 . ol . gs 
52 

none 

52. .159, 264..378 



Seq. ID OJ990601_10. 9B05.C4 

Strand + 

End 388 

Method GEN SCAN 

End 378 

Score .95 



Seq. ID OJ990601_10. 9B05.C6 

Strand + 

End 634 

Method AAT/GAP 

End 634 

Score 853 



7839 
16522 
179 

OJ990601_10 . 9B05 . C6 . ol . gp 
179 

23551_1.R1084 
179. .634 

, 11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome • 



7839 
16523 
1030 

OJ990601_10 . 9B05 . C6 . o2 . gp 
1030 

3409_1.R1084 
1030.. 1312, 1740.. 2052. 

, 3281868/emb|CAA19764 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990601_10.9B05.C6 

Strand + 

End 2052 

Method AAT/GAP 

End 2052 

Score 1004 



7839 

16524 

5845 

OJ990601_10 . 9B05 . C6 . o2 . gs 

5845 

none 



Seq. ID OJ990601_10.9B05.C6 

Strand + 

End 9088 

Method GENSCAN 

End 9088 

Score .76 



5845. .5876, 5998. .7033, 7120. .7864, 7939. .8126, 8202. .8391, 
8463. .8567, 8640. .9088 



7839 

16524 

5845 

OJ990601_10 . 9B05 . C6 . ol . np 

6149 

6691716 



Seq. ID OJ990601_10.9B05.C6 

Strand + 

End 9088 

Method AAT/NAP 

End 9085 

Score 2313 



6149. .7033, 7231. .7406, 7488. .7755, 7932. .8126, 8202. .8313, 
8463,. 8567, 8640.. 9085 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



7839 

16525 

4681 

OJ990601_10. 9B05.C6.o3.gp 
4681 



Seq. ID OJ990601_10. 9B05.C6 
Strand 

End 4834 

Method AAT/GAP 

End 4834 



8168 





GI 


uC-osf Icypl77g01al 


Score 


236 




Exons 


4681. .4834 








GI Descrip. 


'4 884 8 64/gb|AAD3184 6.1|AF133530_l 4 .Oe- 


■12 (AF133530) water 






channel protein MipH [Mesembryanthemum 


crystallinum] ' 




Seq. No. 


7839 


Seq. ID 


OJ990601_10 . 9B05 . C6 




Gene No. 


16526 


Strand 






Start 


9408 


End 


9598 




Name 


OJ990601 10.9B05.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6269 


End 


6559 




GI 


none 


Score 


216 




Exons 


6269. . 6559 








Seq. No. 


7839 


Seq. ID 


OJ990601_10. 9B05.C6 




Gene No. 


16526 


Strand 






Start 


9408 


End 


.9598 




Name 


OJ990601 10.9B05.C6.o2.np 


Method 


AAT/NAP 




Start 


9408 


End 


9598 




GI 


5902445 


Score 


318 




Exons 


9408. .9598 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


7840 


Seq. ID 


OJ990601 10.9B05.C8 




Gene No . 


16527 


Strand 


+ 




Start 


73 


End 


116 


U 


Name 


OJ990601 10. 9B05.C8 .ol.gs 


Method 


GENSCAN 


en 


Start 


73 ~~ 


End 


116 


"Li 


GI 


none 


Score 


.52 


.: c; 


Exons 


73. .116 






: . t 
h -it 


Seq. No. 


7841 


Seq. ID 


OJ990601_10.9B05.C10 




Gene No. 


16528 


Strand 


+ 




Start 


1752 


End 


5737 




Name 


OJ990601 10. 9B05. C10. ol.gs 


Method 


GENSCAN 




Start 


1752 ~~ 


End 


5737 




GI 


none 


Score 


.84 




Exons 


1752. .1883, 1894. .2574, 2821. 


.3129, 4266. .4556, 4816. .4929, 






5036.. 5737 






9' 

Q 


Seq. No. 


7841 


Seq. ID 


OJ990601_10.9B05.C10- 




Gene No. 


16528 


Strand 


+ 




Start 


1752 


End 


5737 




Name 


OJ990601 10.9B05.C10.ol.np 


Method 


AAT/NAP 




Start 


1758 


End 


5734 




GI 


4572669- 


Score 


2298 




Exons 


1758. .2178, 2263. .2574, 2821. 


.3129, 4266. .4556, 4816. .4929, 






5036.. 5509, 5561.. 5734 








GI Descrip. 


(AC006954) putative glucosyltransf erase [Arabidopsis thaliana 




Seq. No. 


7841 


Seq. ID 


OJ990601_10. 9B05.C10 




Gene No. 


16529 


Strand 


+ 




Start 


16112 


End 


16324 




Name 


OJ990601 10.9B05.C10.o2.gp 


Method 


AAT/GAP 




Start 


16112 


End 


16324 




GI 


3107446 


Score 


315 




Exons 


16112. .16324 







8169 




Seq. No. 


7841 


Seq. ID 


OJ990601_ 


10. 9B05 


.C10 


Gene No. 


16530 


Strand 


+ 






Start 


17962 


End 


20041 






Name 


OJ990601 10.9B05.C10.o3.gs 


Method 


GEN SCAN 






Start 


17962 


End 


19833 






GI 


none 


Score 


.96 . 






Exons 


17962. .18303, 18948 .. 19100, 


19199. .19833 






Seq. No. 


7841 


Seq. ID 


OJ990601_ 


10. 9B05 


.C10 


Gene No. 


16530 


Strand 


+ 






Start 


17962 


End 


20041 






Name 


OJ990601 10.9B05.C10.o4.np 


Method 


AAT/NAP 






Start 


17974 


End 


20041 






GI 


6730730 


Score 


1001 






Exons 


17974. .18303, 18948 19833, 


20011. .20041 






GI Descrip. 


(AC018849) nodulin-like protein [Arabidopsis thaliana] 




Seq. No. 


7841 


Seq. ID 


OJ990601_ 


10.9B05 


.C10 


Gene No. 


16531 


Strand 








Start 


6052 


End 


13591 






Name 


OJ990601 10.9B05.C10.o2.np 


Method 


AAT/NAP 






Start 


6052 


End 


9887 






GI 


4097102 


Score 


378 






Exons 


6052.. 6090, 7638.-7874, 7979 


..8212, 9835. .9887 






GI Descrip. 


(U45322) globulin-like protein [Oryza 


sativa] 






Seq. No. 


7841 


Seq. ID 


OJ990601_ 


10.9B05 


.CIO 


Gene No. 


16531 


Strand 








Start 


6052 


End 


13591 






Name 


OJ990601 10.9B05.C10.o2.gs 


Method 


GENSCAN 






Start 


7068 


End 


13591 






GI 


none 


Score 


.46 






Exons 


7068.. 7132, 7487.. 7521, 7669 


..7874, 7979. .8086, 


9529. .9689, 



9920. .9941, 11958. .12103, 13519.. 13591 



Seq. No. 


7841 




Seq. ID 


OJ990601_10.9B05 


.C10 


Gene No. 


16531 




Strand 






Start 


6052 




End 


13591 




Name 


OJ990601 10 


.9B05.C10.o3 


.np Method 


AAT/NAP 




Start 


9553 




End 


9705 




GI 


6721512 




Score 


65 




Exons 


9553. .9705 










GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7841 




Seq. ID 


OJ990601_10. 9B05 


.C10 


Gene No. 


16532 




Strand 






Start 


14121 




End 


16279 




Name 


OJ990601 10 


.9B05.C10.o3 


. tc Method 


TBLASTX: Cress 




Start 


1763 




End 


2019 




GI 


none 




Score 


70 




Exons 


1763. .1840, 


1764. .1841, 


1881. .1988, 1882. .2019 




Seq. No. 


7841 




Seq. ID 


OJ990601_10. 9B05 


.C10 


Gene No. 


16532 




Strand 






Start 


14121 




End 


16279 




Name 


OJ990601 10 


.9B05.C10.o2 


. tm Method 


TBLASTX: Maize 




Start 


2134 




End 


4328 





8170 



# • 



GI 


none 








Score 


34 


•Exons 


2134. .2166, 


2135. 


.2167, 


2290. 


.2505, 2292.. 2468, 2530.. 2586, 




2533. .2577, 


2818. 


.3129, 


3021. 


.3128, 4265. .4327, 4266. .4328 


Seq. No. 


7841 








Seq. ID 


OJ990601 10.9B05.C10 












Strand 




Start 


14121 








End 


16279 


Name 


OJ990601 10. 


9B05. 


C10.O2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2494 








End 


3132 


GI 


none 








Score 


89 


Exons 


2494. .2577, 


2818. 


.3132, 


3027. 


.3131 




Seq. No. 


7841 








Seq. ID 


OJ990601_10. 9B05.C10 


Gene No. 


16532 








Strand 




Start 


14121 








End 


16279 


Name 


OJ990601 10 


9B05 . 


C10 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2530 








End 


5371 


GI 


none 








Score 


79 


Exons 


2530. .2577, 


2818. 


.3129, 


3021. 


.3134, 4265. .4558, 4266. .4559, 




4800. .4925, 


4816. 


.4932, 


5033. 


.5359, 5035.. 5217, 5035.. 5364, 




5039. .5371 












Seq. No. 


7841 








Seq. ID 


OJ990601_10.9B05.C10 


Cono Mo 










Strand 




Start 


14121 








End 


16279 


Name 


OJ990601 10. 


9B05. 


C10.O3 


.ts 


Method 


TBLASTX : Soybean 


Start • 


4266 








End 


4559 


GI 


none 








Score 


288 


Exons 


4266. .4439, 


4268. 


.4432, 


4523. 


.4558, 4524.. 4559 


Seq. No. 


7841 








Seq. ID 


OJ990601_10. 9B05.C10 


Gene No. 


16532 








Strand 




o Lai U 


14191 








End 


16279 


Name 


OJ990601 10. 


9B05. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4328 








End 


5385 


GI 


none 








Score 


72 


Exons 


4328. .4390, 


4328. 


.4549, 


4329. 


.4556, 4440.. 4556, 4822.. 4932, 




4824. .4928, 


5033. 


.5362, 


5035. 


.5148, 5045. .5371, 5047. .5385 


Seq. No. 


7841 








Seq. ID 


OJ990601_10.-9B05.C10 


Gene No. 


16532 








Strand 




O l_ O.J. L. 










End 


16279 


Name 


OJ990601 10. 


9B05. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4440 








End 


5278 


GI 


none 








Score 


117 


Exons 


4440. .4523, 


4448. 


.4513, 


4822. 


.4932, 4824. .4937, 5035. .5277, 




5039. .5278 












Seq. No. 


7841 








Seq. ID 


OJ990601_10.9B05.C10 


f|on d Mo 










Strand 




Start 


14121 








End 


16279 


Name 


OJ990601 10. 


9B05. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5048 








End 


5362 


GI 


none 








Score 


226 


Exons 


5048. .5362 












Seq. No. 


7841 








Seq. ID 


OJ990601_10. 9B05.C10 



8171 





16532 




Strand 




Start 


14121 




End 


16279 


Name 


OJ990601 10.9B05.C10. 


06. tm 


Method 


TBLASTX: Maize 


Start 


5555 




End 


5736 


GI 


none 




Score 


186 


Exons 


5555. .5731, 5572.. 5736 






Seq. No. 


7841 




Seq. ID 


OJ990601_10.9B05.C10 


Gene No. 


16532 




Strand 




Start 


14121 




End 


16279 


Name 


OJ990601 10.9B05.C10. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


7703 




End 


8224 


GI 


none 




Score 


43 


Exons 


7703. .7741, 7770. .7871, 7771 


..7875, 7782. .7883, 7784. .7876, 




7979. .8116, 7979. .8134, 8029 


'...8145, 8111. .8173, 8117. .8224 


Seq. No. 


7841 




Seq. ID 


OJ990601_10. 9B05.C10 




16532 




Strand 




Start 


14121 




End 


16279 


Name 


OJ990601 10.9B05.C10. 


ol.gp 


Method 


AAT/GAP 


Start 


14 121 




End 


16279 


GI 


none 




Score 


1721 


Exons 


14191 1 S?Sft 1 fi?^ 


16279 






Seq. No. 


7841 




Seq. ID 


OJ990601_10.9B05.C10 


Gene No. 


1UJJJ 




Strand 




Start 


17958 




End 


19127 


Name 


OJ990601 10.9B05.C10. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


17958 




End 


19127 


GI 


none 




Score 


271 


Exons 


1 7QSft 1 fil 0 7 1 7 QSQ 


J_ O J \J vJ , 


18121. .18270, 18162. .18299, 




1 fiQfifi 1 91 91 








Seq. No. 


7841 




Seq. ID 


OJ990601_10.9B05.C10 




16533 




Strand 




Start 


17958 




• End 


19127 


Name 


OJ990601 10.9B05.C10. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


17983 




End 


18216 • 


GI 


none 




Score 


278 


Exons 


17983. .18216, 17985.. 


18083, 


18121. .18216 


Seq. No. 


7841 




Seq. ID 


OJ990601_10.9B05.C10 




16533 




Strand 




Start 


17958 




End 


19127 


Name 


OJ990601 10.9B05.C10. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


17988 




End 


19127 


GI 


none 




Score 


352 


Exons 


17988. .18107, 17992.. 


18306, 


18121. .18303, 18948. .19127 


Seq. No. 


7841 




Seq. ID 


OJ990601_10.9B05.C10 


Gene No. 


16534 




Strand 




Start 


19541 




End 


19836 


Name 


OJ990601 10.9B05.C10. 


o3.tm 


Method 


TBLASTX: Maize 


Start 


19541 




End 


19834 


GI 


none 




Score 


45 


Exons 


19541. .19573, 19588.. 


19833, 


19610. .19834 



8172 






Seq. No. 


7841 


Seq. ID 


OJ990601_10.9B05 


.C10 




Gene No. 


i a c o a 
loo J4 


Strand 








Start 


19541 


End 


19836 






Name 


OJ990601 10.9B05.C10.o4.tc 


Method 


TBLASTX: Cress 






Start 


19570 


End 


19836 






GI 


none 


Score 


191 






Exons 


19570. .19836, 19610.. 19834 










Seq. No. 


7841 


Seq. ID 


OJ990601_10.9B05 


.C10 




Gene No . 


1 bo J4 


Strand 








Start 


19541 


End 


19836 






Name 


OJ990601 10. 9B05.C10.o4.ts 


Method 


TBLASTX : Soybean 






Start 


19600 


End 


19834 






GI 


none 


Score 


301 






Exons 


19600. .19833, 19610.. 19834 










Seq. No. 


7842 


Seq. ID 


OJ990601_10.9B05 


.Cll 




Gene No. 


16535 


Strand 


+ 








1 


End 


692 






Name 


OJ990601 10.9B05.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


689 






GI 


6730730 


Score 


326 






Exons 


1..79, 221. .689 








=3=f 


GI Descrip. 


(AC018849) nodulin-like protein [Arabidopsis thaliana] 




«? 


Seq. No. 


7842 


Seq. ID 


OJ990601 10.9B05 


.Cll 


;* f'z 


Gene No . 


T £ C "3 C 
X UJJJ 


Strand 


+ 




; t 

i t? 


Start 


1 


End 


692 






Name 


OJ990601 10.9B05.Cll.ol.tc 


Method 


TBLASTX: Cress 




; _ j 


Start 


225 


End 


692 




!, !f 


GI 


none 


Score 


54 




!'!! 


Exons 


225. .320, 368. .451, 369. .494, 


528. .692, 


533. . 667 






Seq. No. 


7842 


Seq. ID 


OJ990601_10.9B05 


.Cll 


Q 


Gene No . 


16535 


Strand 


+ 




SI 


Start 


1 


End 


692 






Name 


OJ990601 10. 9B05.Cll.ol.ts 


Method 


TBLASTX : Soybean 




|s s: 


Start 


228 


End 


635 • 






GI 


none 


Score 


62 




n 


Exons 


228. .299, 303. .635, 332. .448 










Seq. No. 


7842 


Seq. ID 


OJ990601_10.9B05 


.Cll 




bene no . 


16535 


Strand 


+ 






Start 


1 


End 


692 






Name 


OJ990601 10.9B05.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


344 


End 


686 








none 


Score 


201 






Exons 


344. .451, 345. .509, 426. .512, 


528. .686, 


533. .685 






Seq. No. 


7843 


Seq. ID 


OJ990601_10.9B05 


.C12 




Gene No. 


16536 


Strand 


+ 






Start 


1 


End 


1166 






Name 


OJ990601 10.9B05.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1166 






GI 


• 6118407 


Score 


128 






Exons 


1..76, 541. .701, 1089. .1166 










GI Descrip. 


(AF188612) flavone synthase II 


: [Callistephus chinensis] 





8173 





784 S 

1 O *i «J 


Gene No. 


16537 


Start 


422* 


Name 


OJ990601 


Start 


422 


GI 


none 


Exons 


422*. .712 


Cpn Ma 


7844 


Gene No. 


16538 


Start 


218 


Name 


OJ990601 


Start 


218 


GI 


none 


Exons 


218. .305 


Seq. No. 


7844 


Gene No. 


16539 


Start 


1 


Name 


OJ990601 


Start 


1 


GI 


5103193 


Exons 


1. .420 


GI Descrip. 


(AP00034 



Seq. ID OJ990601_10.9B05.C12 

Strand 

End 832 

Method GENSCAN 

End 832 

Score .82 



Seq. ID OJ990601_10.9B05.C13 

Strand + 

End 305 

Method GENSCAN 

End 305 

Score .67 



Seq. ID OJ990601_10.9B05.C13 
Strand 

End 420 

Method AAT/NAP 

End 420 

Score 679 



gi | 5738084 |gb | AAD50242 . 1 | AF162223_1 (AF162223) ISlO-left 
transposase [Shigella flexneri] 



Seq. No. 


7845 




Seq. ID 


OJ990601_10.9B05 


Gene No. 


16540 




Strand 


+ 


Start 


1 




End 


817 


Name 


OJ990601 10.9B05.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


817 


GI 


2934902 




Score 


228 


Exons 


1..41, 648. .817 








GI Descrip. 


(AF039304) cpSecY [Zea mays] 






Seq. No. 


7845 




Seq. ID 


OJ990601_10.9B05 


Gene No. 


16540 




Strand 


+ 


Start 


1 




End 


817 


Name 


OJ990601 10.9B05.C15.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


630 




End 


817 


GI 


none 




Score 


162 


Exons 


630. .812,. 640. .813, 647, 


. .814, 


662. .817 




Seq. No. 


7845 




Seq. ID 


OJ990601_10.9B05 


Gene No. 


16540 




Strand 


+ 


Start 


1 




End 


817 


Name 


OJ990601 10.9B05.C15.ol. 


,ts 


Method 


TBLASTX : Soybean 


Start 


648 




End 


817 


GI 


none 




Score 


138 


Exons 


648. .815, 662. .817, 663, 


. .815 






Seq. No. 


7845 




Seq. ID 


OJ990601_10.9B05 


Gene No. 


16540 




Strand 


+ 


Start 


1 




End 


817 


Name 


OJ990601 10.9B05.C15.ol. 


.tc 


Method 


TBLASTX: Cress 



8174 



Start 


660 


End 


817 




GI 


none 


Score 


136 




Exons 


660. .809, 662. .817, 663. .815 








Seq. No. 


7846 


Seq. ID 


OJ990601_10. 9B05 


.C16 


Gene No. 


16541 


Strand 


+ 




Start 


1 


End 


1055 




Name 


OJ990601_10.9B05.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1055 




GI 


2934902 


Score 


380 




Exons 


1..373, 489. .656, 974. .1055 


- 






GI Descrip. 


(AF039304) cpSecY [Zea mays] 








Seq. No. 


7846 


Seq. ID 


OJ990601_10. 9B05 


.C16 


Gene No . 


16541 


Strand 


+ 




Start 


1 


End 


1055 




Name 


OJ990601 10. 9B05.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


200 


End 


655 




GI 


none 


Score 


131 




Exons 


200. .352, 201. .374, 247. .375, 


249. . 374 


, 394 . . 654, 476. . 


655 


Seq. No. 


7846 


Seq. ID 


OJ990601_10. 9B05 


-C16 


Gene No. 


16541 


Strand 


+ 




Start 


1 


End 


1055 




Name 


OJ990601 10.9B05.C16.ol.gp 


Method 


AAT/GAP 




Start 


234 


End 


607 




GI 


11211 1.R1084 


Score 


438 




Exons 


234. .373, 489. .607 








GI Descrip. 


f 2934902 1.0e-104 (AF039304) 


cpSecY [Zea mays] 1 




Seq. No. 


7846 


Seq. ID 


OJ990601_10.9B05 


-C16 


Gene No. 


16541 


Strand 


+ 




Start 


1 


End 


1055 




Name 


OJ990601 10.9B05.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


247 


End 


655 




GI 


none 


Score 


160 




Exons 


247. .375, 249. .374, 476. .655, 


487. .654 






Seq. No. 


7846 


Seq. ID 


OJ990601_10.9B05 


.C16 


Gene No . 


16541 


Strand 


+ 




Start 


1 


End 


1055 




Name 


OJ990601 10. 9B05.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


247 


End 


556 




GI 


none 


Score 


196 




Exons 


247. .375, 247. .279, 249.-374, 


328. .375 


, 476. .556, 476.. 


556 


Seq. No. 


7846 


Seq. ID 


OJ990601JL0. 9B05 


.C16 


Gene No . 


16541 


Strand 


+ 




Start 


1 


End 


1055 




Name 


OJ990601 10.9B05.C16.ol.gs 


Method 


GENSCAN 




Start 


268 


End 


652 




GI 


none 


Score 


.86 




Exons 


268. .373, 489. .652 








Seq. No. 


7847 


Seq. ID 


OJ990601_10. 9B05 


.C17 


Gene No. 


16542 


Strand 


+ 




Start 


1 


End 


1095 





8175 




Name 


OJ990601 10.9B05.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1092 


GI 


2934902 


Score 


311 


Exons 


1..19, 865. .1092 






GI Descrip. 


(AF039304) cpSecY [Zea mays] 






Seq. No. 


7847 


Seq. ID 


OJ990601_10.9B05.C17 




16542 


Strand 


+ 


Start 


1 


End 


1095 


Name 


OJ990601 10.9B05.C17.ol.gs 


Method, 


GENS CAN 


Start 


865 


End 


1095 


GI 


none 


Score 


.41 


Exons 


865. .1095 






Seq. No. 


7847 


Seq. ID 


OJ990601 10.9B05.C17 


Gene No. 


16543 


Strand 


+ 


OLal L 


•J O Zf *1 


End 


9545 


Name 


OJ990601 10.9B05.C17.o3.np 


Method 


AAT/NAP 


Start 


3894 


End 


8692 


GI 


4539357 


Score 


511 


Exons 


3894.. 3927, 7426.. 8692 






GI Descrip. 


(AL049525) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


7847 


Seq. ID 


OJ990601_10.9B05.C17 


Gene No. 


16543 


Strand 


+ 


Start 


3894 


End 


9545 


Name 


OJ990601 10.9B05.C17.ol.gp 


Method 


AAT/GAP 


Start 


4168 


End 


4610 


GI 


67313 1.R1084 


Score 


837 


Exons 


4168. .4610 






GI Descrip. 


M572671/gb|AAD23886.1|AC006954 7 3.0e- 


•17 (AC006954) putati 




cyclic nucleotide regulated 


ion channel [Arabidopsis thalia 


Seq. No. 


7847 


Seq. ID 


OJ990601_10.9B05.C17 




16543 


Strand 


+ 


Start 


3894 


End 


9545 


Name 


OJ990601 10.9B05.C17.o3.gs 


Method 


GENSCAN 


Start 


7500 


End 


9545 


GI 


none 


Score 


.69 


Exons 


7500. .8120, 9387. .9545 






Seq. No. 


7847 


Seq. ID 


OJ990601_10 . 9B05 . C17 


UCilC 1NU . 


16544 ' 


Strand 




Start 


1649 


End 


6008 


Name 


OJ990601 10.9B05.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


864 


End 


1096 


GI 


none 


Score 


336 


Exons 


864. .1094, 865. .1089, 935. .1096 




Seq. No. 


7847 


Seq. ID 


OJ990601_10.9B05.C17 


Gene No. 


16544 


Strand 




Start 


1649 


End 


6008 


Name 


OJ990601 10.9B05.C17.o4.tm 


Method 


TBLASTX: Maize 


Start 


864 


End 


1038 


GI 


none 


. Score 


258 


Exons 


864. .1037, 865. .1038 







8176 



Seq. No. 7847 Seq. ID 

Gene No. 16544 Strand 

Start 1649 End 

Name OJ990601_10 . 9B05 . C17 . o2 . ts Method 

Start 864 End 

GI none Score 

Exons 864.. 1073, 865.. 1086 



OJ990601_10.9B05.C17 
6008 

TBLASTX : Soybean 

1086 

330 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
s Gene No . 
' Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7847 Seq. ID 

16544 Strand 
1649 End 
OJ990601_10 . 9B05 . C17 . o2 . gs Method 
1649 End 
none Score 

1649. .2335, 2507. .2596, 2826.-2937, 

4036. .4578, 6004 .. 6008 



OJ990601 10.9B05.C17 



6008 
GEN SCAN 
6008 
.9 

3163. .3455, 



3787. .3901, 



7847 

16544 

1649 

OJ990601_10 
1664 
4803955 
1664. :1696, 
3787. .3990, 



OJ990601 10.9B05.C17 



9B05.C17.o2.np 



Seq. ID _ 
Strand 

End 6008 
Method AAT/NAP 
End 5758 
Score 1276 
1724. .2335, 2507. .2743, 2826 f .2937, 3142. .3455, 
4089. .4562, 5701. .5758 
(AC006202) putative cyclic nucleotide and calmodulin-regulated 
ion channel protein [Arabidopsis thaliana] 



7847 

16544 

1649 

OJ990601_10. 9B05.C17.ol.ts 

1842 

none 



Seq. ID OJ990601_10.9B05.C17 



Strand 
End 

Method 

End 

Score 



6008 

TBLASTX : Soybean 

2740 

385 



1842. .2336, 1844. .2338, 2504. .2740, 2541. .2627 



Seq. No. 7847 
Gene No. 16544 
Start 1649 

Name OJ990601_10 . 9B05 .C17 .ol . tm 

Start 1865 
GI none 

Exons 1865.. 2338, 1866.. 2336, 2504. 

2827.. 2943, 3141. .3356, 3142. 
3781. .3987, 4077. .4199, 4087. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2746, 
.3351, 
.4200 



OJ990601_10.9B05.C17 
6008 

TBLASTX: Maize 
4200 
399 

2504.. 2746, 2826.. 2939, 
3366. .3455, 3367. .3459, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 



7847 

16544 

1649 

OJ990601_10.9B05.C17.ol.tc 

1880 

none 

1880. .2338, 
3784. .3927, 

7847 
16544 



1881. .2336, 
4080. .4328, 



2504, 
4090, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2746, 2826 
.4317, 4335 



OJ990601 10.9B05.C17 



6008 

TBLASTX: Cress 
4463 
287 

2966, 3099. .3206, 
4463 



Seq. ID 
Strand 



OJ990601 10.9B05.C17 



8177 




Start 


1649 








End 


6008 


Name 


OJ990601 10 


.9B05. 


C17.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2138 








End 


2620 


GI 


none 








Score 


135 


Exons 


2138. .2338, 


2151. 


.2336, 


2504. 


.2620 




Seq. No. 


7847 








Seq. ID 


OJ990601_10.9B05.C17 


Gene No. 


16545 








Strand 




Start 


7452 








End 


9163 


Name 


OJ990601 10 


.9B05. 


C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


7452 








End 


8425 


GI 


none 








Score 


124 


Exons 


7452. .7607, 


7475. 


.7588, 


7578. 


.8117, 7578. .7859, 7583. .7963, 




7923. .8090, 


8114. 


.8401, 


8129. 


.8281, 8396.. 8425 


Seq. No. 


7847 








Seq. ID 


OJ990601_10.9B05.C17 


npnp No 


16545 








Strand 




Start 


7452 








End 


9163 


Name 


OJ990601 10 


.9B05. 


C17.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


7518 








End 


7805 


GI 


none 








Score 


95 


Exons 


7518. .7652, 


7538. 


.7588, 


7581. 


.7769, 7610.. 7765, 7740.. 7805 


Seq. No. 


7847 








Seq. ID 


OJ990601_10.9B05.C17 


UC11C liu • 


16545 








Strand 




Start 


7452 








End 


9163 


Name 


OJ990601 10 


.9B05. 


C17.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


8007 








End 


8533 


GI 


none 








Score 


57 


Exons 


8007. .8063, 


8132. 


.8326, 


8348. 


.8533 




Seq. No. 


7847 








Seq. ID 


OJ990601_10.9B05.C17 




16545 








Strand 




Start 


7452 








End 


9163 


Name 


OJ990601 10 


.9B05. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8156 








End 


8707 


GI 


none 








Score 


233 


Exons 


8156. .8530, 


8251. 


.8505, 


8525. 


.8563, 8591. .8707 


Seq. No. 


7847 








Seq. ID 


OJ990601_10. 9B05.C17 


Gene No. 


16545 








Strand 




Start 


7452 








End 


9163 


Name 


OJ990601 10 


.9B05. 


C17.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


8576 








End 


9076 


GI 


none 








Score 


315 


Exons 


8576. .8764, 


8605. 


.8823, 


8606. 


.8977, 8843. .8977, 8995. .9072, 




9044. .9076 




- 








Seq. No. 


7847 








Seq. ID 


OJ990601_10.9B05.C17 


Gene No. 


16545 








Strand 




Start 


7452 








End 


9163 


Name 


OJ990601 10 


.9B05. 


C17.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


8801 








End 


9163 


GI 


none 








Score 


141 


Exons 


8801. .8992, 


8804. 


.8965, 


8889. 


.9014, 8938. .9162, 8989. .9108, 




9008. .9163, 


9044. 


.9163 









8178 




Seq. No. 


7847 




Seq. ID 


OJ990601JL0.9B05 


• C17 


Gene No. 






Strand 






Start 


9249 




End 


9542 




Name 


OJ990601 10.9B05.C17.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


9249 




End 


9542 




GI 


none 




Score 


194 




Exons 


9249.. 9431, 9254.. 9445, 


9293. 


.9436, 9459.-9542 




Seq. No. 


7848 




Seq. ID 


OJ990601_10.9B05 


.C18 


Gene No. 


16547 




Strand 


+ 




Start 


446 




End 


2956 




Name 


OJ990601 10.9B05.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


433 




End 


2691 




GI 


none 




Score 


69 




Exons ■ 


433. .480, 434. .481, 484 


. .543, 


678. .791, 678. .791, 685.. 


792, 




686. .793, 686. .793, 1953. .2108, 1954.. 


2109, 1954.. 2106, 






2526. .2690, 2554. .2691 










Seq. No. 


7848 




Seq. ID 


OJ990601JL0.9B05 


.C18 


bene No. 


16547 




Strand 


+ 




Start 


446 




End 


2956 




Name 


OJ990601 10.9B05.C18.ol 


.gs 


Method 


GENSCAN 




Start 


446 




End 


2956 




GI' 


none 




Score 


.94 




Exons 


446. .526, 1956. .2105, 2557. .2754, 2915 


. .2956 




Seq. No. 


7848 




Seq. ID 


OJ990601_10.9B05 


.C18 


Gene No. 


16547 




Strand 


+ 




Start 


446 




End ■ 


2956 




Name 


OJ990601 10.9B05.C18.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


452 




End 


2774 




GI 


none 




Score 


68 




Exons 


452. .526, 678. .791, 698 


. .793, 


1946.. 2032, 1950.. 2108, 






1950.. 2063, 2538.. 2774, 


2560. 


.2733, 2634.. 2759 




Seq. No. 


7849 




Seq. ID 


OJ990601_10.9B05 


.C19 


Gene No . 


16548 




Strand 






Start 


1808 




End 


1884 




Name 


OJ990601 10.9B05.C19.ol 


.gp 


Method 


AAT/GAP 




Start 


1808 




End 


1884 




GI 


2798689 




Score 


102 




Exons 


1808. .1884 










Seq. No. 


7849 




Seq. ID 


OJ990601JL0.9B05 


.C19 


Gene No. 


16549 




Strand 






Start 


3769 




End 


5625 




Name 


OJ990601 10.9B05.C19.o2 


.gp 


Method 


AAT/GAP 




Start 


3769 




End 


4544 




GI 


44113 1.R1084 




Score 


941 




Exons 


3769.. 4167, 4393.-4544 










GI Descrip. 


, 5596475/emb|CAB51413. 1 


I 8.0e 


-31 (AL096882) peroxidase 


ATP19a 




[Arabidopsis thaliana] ' 










Seq. No. 


7849 




Seq. ID 


OJ990601_10.9B05 


.C19 


Gene No. 


16549 




Strand 






Start 


3769 




End 


5625 




Name 


OJ990601 10.9B05.C19.o2 


.gs 


Method 


GENSCAN 





8179 




Start 


4001 


End 


5413 


GI 


none 


Score 


.92 


Exons 


4001.. 4167, 5281.. 5413 






Seq. No. 


7849 


Seq. ID 


OJ990601_10.9B05.C19 


Gene No. 


16549 


Strand 




Start 


3769 


End 


5625 


Name 


OJ990601 10.9B05.C19.ol.np 


Method 


AAT/NAP 


Start 


4107 


End 


5625 


GI . 


6815107 


Score 


128 


Exons 


4107. .4126, 5503. .5625 






GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


7850 


Seq. ID 


OJ990601_10 . 9B05 .C20 


Gene No. 


16550 


Strand 




Start 


1 


End 


1082 


Name 


OJ990601 10.9B05.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1082 


GI 


6815107 


Score 


1165 


Exons 


1.-383, 501. .1082 






GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 




Seq. ID 


OJ990601 10 9B05 C20 


fipnp No 


16550 


Strand 




Start 


1 


End 


1082 


Name 


OJ990601 10.9B05.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


160 


End 


554 


GI 


none 


Score 


184 


Exons 


160.. 336, 162.. 338, 440.. 547, 


441. .554 


, 444. .554 


Seq. No. 


7850 


Seq. ID 


OJ990601_10.9B05.C20 


Gphp No 


16550 


Strand 




Start 


1 


End 


1082 


Name 


OJ990601 10.9B05.C20.ol.gs 


Method 


GEN SCAN 


Start 


228 


End 


1004 


GI 


none 


Score 


.67 


Exons 


228.. 372, 670.. 1004 






Seq. No. 


7850 


Seq. ID- 


OJ990601_10.9B05.C20 


ficinp No 


16550 


Strand 




Start 


1 


End 


1082 


Name 


OJ990601 10.9B05.C20.ol. tw 


Method 


TBLASTX: Wheat 


Start 


• 417 


End 


848 


GI 


none 


Score 


58 


Exons 


417. .848, 430. .597, 688. .846 






Seq. No. 


7850 


Seq. ID 


OJ990601_10.9B05.C20 


flprip No 


16550 


Strand 




Start 


1 


End 


1082 


Name 


OJ990601 10.9B05.C20.ol.ts 


Method 


TBLASTX: Soybean 


Start 


456 


End 


1022 


GI 


none 


Score 


136 


Exons 


456. .1022, 703. .1020 






Seq. No. 


7850 


Seq. ID 


OJ990601_10.9B05.C20 



8180" 



Gene No. 16550 Strand 

Start 1 End 

Name OJ990601_10 . 9B05 .C20 . o2 . tm Method 

Start 693 End 

GI none Score 

Exons 693.. 1025, 699.. 1034, 703.. 1035 



1082 

TBLASTX: Maize 

1035 

107 



Seq. No. 7851 Seq. ID 

Gene No. 16551 Strand 

Start 3959 End 

Name OJ990601_10 . 9B05 . C21 . ol . gp Method 

Start 3959 End 

GI 702987 Score 

Exons 3959.. 4105 



OJ990601_10.9B05.C21 
+ 

4105 
AAT/GAP 
4105 
241 



Seq. No. 7851 Seq. ID OJ990601_10.9B05.C21 

Gene No. 16552 Strand 

Start 1 End 1011 

Name OJ990601_10. 9B05 . C21 . ol . np Method AAT/NAP 

Start 1 End 1011 

GI 6815107 Score 857 

Exons 1..391, 473. .681, 841. .1011 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



BAC 



Seq. No. 


7851 




Seq. ID 


OJ990601_10.9B05.C21 


Gene No. 


16553 




Strand 




Start 


1155 




End 


3690 


Name 


OJ990601 10.9B05.C21.o2 


.gs 


Method 


GENS CAN 


Start 


1155 




End 


3690 


GI 


none 




Score 


.93 


Exons 


1155. .1325, 2126. .2248, 


2528. 


.2644, 3376. .3529, 3567. .3690 


Seq. No. 


7852 




Seq. ID 


OJ990601_10.9B05.C22 


Gene No. 


16554 




Strand 


+ 


Start 


301 




End 


513 


Name 


OJ990601 10.9B05.C22.ol 


.gs 


Method 


GENSCAN 


Start 


301 




End 


513 


GI 


none 




Score 


.71 


Exons 


301. .405, 455. .513 








Seq. No. 


7852 




Seq. ID 


OJ990601_10.9B05.C22 


Gene No. 


16555- 




Strand 




Start 


2024 




End 


3040 < 


Name 


OJ990601 10.9B05.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1840 




End 


2650 


GI 


2213632 




Score 


723 


Exons 


1840. .2650 








GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 


Seq. No. 


7852 




Seq. ID 


OJ990601_10.9B05.C22 


Gene No. 


16555 




Strand 




Start 


2024 




End 


3040 


Name 


OJ990601 10.9B05.C22.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1928 




End 


2203 


GI 


none 




Score 


46 


Exons 


1928.. 1987, 1995.. 2039, 


1997. 


.2035, 2031. .2168, 2033. .2203, 



8181 



2034. .2171 



Seq. No. 7852 Seq. ID 

Gene No. 16555 Strand 

Start 2024 End 

Name OJ990601_10 . 9B05 . C22 . ol . tw Method 

Start 1940 End 

GI none Score 
Exons 



OJ990601_10.9B05.C22 
3040 

TBLASTX: Wheat 

2354 

167 



1940. .2176, 1941. .2168, 2171. .2353, 2187. .2354 



Seq. No. 7852 . Seq. ID 

Gene No. 16555 Strand 

Start 2024 End 

Name OJ990601_10 . 9B05 . C22 . o2 . gs Method 

Start 2024 End 

GI none Score 

Exons 2024.. 3040 



OJ990601_10.9B05.C22 

3040 
GENSCAN 
3040 
.82 





Seq. No. 


7852 








Seq. ID 


OJ990601_10.9B05.C22 




Gene No. 


16555 








Strand 






Start 


2024 








End 


3040 




Name 


OJ990601 10. 


9B05 


.C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2204 








End 


2869 




GI 


none 








Score 


69 


=: 5 | 
. = t 
'is! 


Exons 


. 2204. .2296, 


2292 


. .2366, 


2297. 


.2365, 2426. .2869, 2430. .2822 


i;fi 


Seq. No. 


7852 








Seq. ID 


OJ990601_10.9B05.C22 


\- \ * 

\ u 


Gene No. 


16555 








Strand 






Start 


2024 








End 


3040 


: ; sr 


Name 


OJ990601 10. 


9B05 


.C22.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2486 








End 


2875 




GI 


none 








Score 


137 


fii 


Exons 


2486..2875, 


2487 


. .2837 








is 

i' 3 i 


Seq. No. 


7853 








Seq. ID 


OJ990601_10.9B05.C23 


i=sF 

^! 


Gene No. 


16556 








Strand 


+ # 




Start 


4062 








End 


6005 




Name 


OJ990601 10. 


9B05 


.C23.ol 


.np 


Method 


AAT/NAP 


-.3 


Start 


4062 








End 


6005 


r\ 

S ST 


GI 


6539555 








Score 


123 



Exons 4062.. 4385, 5986.. 6005 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 7853 Seq. ID OJ990601_10.9B05.C23 

Gene No. 16557 Strand + 

Start 11396 End 11704 

Name OJ990601_10 . 9B05 . C23 . ol . gp Method AAT/GAP 

Start 11396 End 11704 

GI 61605_3.R1084 Score 452 

Exons 11396.. 11704 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 



7853 
16558 



Seq. ID 
Strand 



OJ990601 10.9B05.C23 



8182 



■:-.! 



! hi 



a 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



832 

OJ990601_10 . 9B05 . C23 . ol . gs 

832 

none 

832. .1194, 1441. .1621, 2178, 



End 

Method 

End 

Score 



12660 
GENSCAN 
12443 
.55 



.2446, 3349. .3396, 4377. .4662, 



4667. .4739, 4750. .4879, 5274. .5365, 11580 .. 11699, 12389. .12443 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601 10.9B05.C23 



12660 
AAT/NAP 
12247 
130 



7853 
16558 
832 

OJ990601_10.9B05.C23.o2.np 
12073 
6063554 
12073. .12247 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 ( E04 64 ) , C98 611 (E04 64 ] 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

7853 Seq. ID OJ990601_10.9B05.C23 

16558 Strand 

832 ' End 12660 

OJ990601_10 . 9B05 . C23 . o3 . gp Method AAT/GAP 

12233 End 12660 

2428185 Score 813 

12233.. 12660 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



7853 Seq. ID 

16559 Strand 

12679 End 

OJ990601JL0 . 9B05 . C23 . ol . tm Method 

4028 End 

none Score 



OJ990601 10.9B05.C23 



4028. .4177, 4032. .4181, 4036. .4176, 
4177. .4302, 4178. .4300 



12828 

TBLASTX: Maize 
4302 
98 

4038. .4181, 4096. .4203, 



OJ990601 10.9B05.C23 



7853 Seq. ID 

16559 Strand 
12679 . End 12828 

OJ990601_10 . 9B05 . C23 . o4 . gp Method AAT/GAP 
12679 End 12828 

101153_1.R1084 Score 271 

12679. .12828 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



7854 

16560 

2690 

OJ990601_10 . 9B05 . C24 . o2 . gs 

2690 

none 

2690. .2787, 3426.-3457, 3716. 
6189.. 8585, 8778.. 9074, 9210. 



Seq. ID OJ990601_10.9B05.C24 

Strand + 

End 12045 

Method GENSCAN 

End 12033 

Score .44 

.3869, 3942.. 4134, 4354.. 4662, 
.12033 



Seq. No. 



7854 



Seq. ID OJ990601_10.9B05.C24 



8183 



Gene No. 16560 " Strand + 

Start 2690 End 12045 

Name OJ990601_10 . 9B05 . C24 . ol . np Method AAT/NAP 

Start 6276 End 12045 

GI 5922631 Score 6206 

Exons 6276. .6400, 6659. .6906, 7141. .7343, 7389. .7960, 8003. .8151, 

8278.. 9201, 9808.. 12045 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 7854 Seq. ID 

Gene No. 16561 Strand 

Start 72 End 

Name OJ990601_10 . 9B05 . C24 *. ol . gs Method 

Start 72 End 

GI none Score 

Exons 72.. 202, 1088.. 1213, 1754.. 1757 



OJ990601_10.9B05.C24 

1757 
GEN SCAN 
1757 
.44 



Seq. No. 
''II Gene No. 

Start 
=Ji Name 
I'll Start 

t.E Exons 



7854 
16562 
6080 - 

OJ990601JL0 . 9B05 . C24 . o4 . tm 

4479 

none 



Seq. ID OJ990601_10.9B05.C24 
Strand 

End 6233 

Method TBLASTX : Mai ze 

End 4854 

Score 137 



4479. .4652, 4480. .4653, 4500. .4658, 4661. .4735, 4662. .4736, 
4783. .4854, 4783. .4854 



; if Seq. No. 

» Gene No. 

Q Start 

Name 

. " Start 

H< GI 

U Exons 

O GI Descrip. 



7854 
16562 
6080 

OJ990601_10 . 9B05 . C24 . ol . gp 
6080 

uC-osflcypl77g01al 
6080.. 6233 

'4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Seq. ID OJ990601_10.9B05.C24 
Strand 

End 6233 
Method AAT/GAP 
End 6233 
Score ' 233 



Seq. No. 7854 

Gene No. 16563 

Start 7565 

Name OJ990601_10 . 9B05 . C24 . 06 . tw 

Start 7565 

GI none 

Exons 7565.. 7873, 7566.-7967 



Seq. ID OJ990601_10.9B05.C24 
Strand 

End 7 967 

Method TBLASTX : Wheat 

End 7 967 

Score 297 



Seq. No. 7854 

Gene No. 16564 

Start 8581 

Name OJ990601_10 . 9B05 . C24 . o5 . tw 

Start 8581 

GI none 
Exons 



Seq. ID OJ990601_10.9B05.C24 
Strand 

End 9218 

Method TBLASTX : Wheat 

End 9218 

Score 107 



8581. .8721, 8605. .8712, 8762. .8998, 8766.-8996, 9045. .9218 



8184 




beq. no. 


"7 Q C. A 








Cnof T Pi 

beq. id 


ujyyuoui xu.yjbuo 




Gene No. 


16564 








Strand 






Start 


8581 








End 


9218 




Name 


OJ990601 10. 


9B05. 


C24.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


8849 








End 


8996 




GI 


none 








Score 


182 




Exons 


8849..899S, 


8850. 


.8996 










beq. no. 


1 QC. A 
1 OOH 








Cort T Pi 

beq. iu 


ujyyuoui lu.ybUD 




Gene No. 


16565 








Strand 






Start 


9218 








End 


9704 




Name 


OJ990601 10. 


9B05. 


C24..ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9218 








End 


9674 




GI 


none 








Score 


497 




Exons 


9218. .9673, 


9219. 


.9674 










Seq. No. 










C Arr T Pi 

beq. iu 


nTQQncm in cmnc; 
ujyyuoui lu.ycuo 


no a 


Gene No. 


16565 








Strand 






Start 


9218 








End 


9704 




Name 


OJ990601 10. 


9B05. 


C24.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


9258 








End 


9623 




GI 


none 








Score 


138 




Exons 


9258.-9482, 


9489. 


.9623 










Seq. No. 


/ 004 








beq. iu 


ujyyubui xu.yoUD 




Gene No. 


16565 








Strand 






Start 


9218 








End 


9704 




Name 


OJ990601 10. 


9B05. 


C24.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9348 








End 


9704 




GI 


none 








Score 


375 




Exons 


9348. .9704, 


9389. 


.9694, 


9411. 


.9704 






Seq. No. 


/ OD4 








Seq. ID 


r\TQQncm in QonR 

ujyyyoui lu.ybuo 




Gene No. 


16566 








Strand 






Start 


9789 








End 


10503 




Name - 


OJ990601 10. 


9B05. 


C24.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9789 








End 


10213 




GI 


none 








Score 


446 




Exons 


9789. .10208, 


9833 


. .10213 


, 9854. .10213 






beq. No. 


^ Q Q. A 








Seq. ID 






Gene No. 


16566 








Strand 






Start 


9789 








End 


10503 




Name 


OJ990601 10. 


9B05. 


C24.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9867 








'End 


10268 




GI 


none 








Score 


318 




Exons 


9867. .10268, 


9884 


. .10027 


, 10064.. 10234 






Seq. No. 


7854 








Seq. ID 


OJ990601_10.9B05 


.C24 


Gene No. 


16566 








Strand 






Start 


9789 








End 


10503 




Name 


OJ990601 10. 


9B05. 


C24.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9935 








End 


10379 




GI 


none 








Score 


272 




Exons 


9935. .10189, 


9936 


. .10190 


, 10211. .10342, 


10212. .10355, 





10353. .10379 



8185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7854 

16566 

9789 

OJ990601 

10218 

none 



10.9B05.C24.o8.tw 



Seq. ID OJ990601_10.9B05.C24 



Strand 
End 

Method 

End 

Score 



10503 

TBLASTX: Wheat 

10503 

270 



10218. .10499, 10227. .10487, 10405.. 10503 





Can M/\ 

oeq • no . 


7 ft^d 




Seq. ID 


OJ990601_10. 9B05 




Gene No. 


16567 




Strand 






Start 


10494 




End 


10925 




Name 


OJ990601 10.9B05.C24 


.o2 .ts 


Method 


TBLASTX: Soybean 




Start 


10494 




End 


10882 




GI . 


none 




Score 


88 




Exons 


10494. .10598, 10502. 


.10882, 


10638. .10880 




beq. ino. 


tODH 




Seq. ID 


OJ990601_10.9B05 




Gene No. 


16567 




Strand 






Start 


10494 




End 


10925 




Name 


OJ990601 10.9B05.C24 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10503 




End 


10925 




GI 


none 




Score 


416 




Exons 


■ 10503. .10925, 10511. 


.10915 . 








beq. no. 


1 o 0 ft 




Seq. ID. 


OJ990601_10.9B05 




Gene No. 


16567 




Strand 




j lj- 


Start 


10494 




End 


10925 




Name 


OJ990601 10.9B05.C24 


. o5 . tm 


Method 


TBLASTX: Maize 


I ; i 


Start 


10556 




End 


10829 


i = s 


GI 


none 




Score 


126 


'i ST 

':• ! E 


Exons 


10556. .10726, 10557. 


.10727, 


10731. .10829, 10763. .10828 


! 5* 
:i 


Seq. No. 


7854 . 




Seq. ID 


OJ990601_10.9B05 




Gene No. 


16568 




Strand 




; : srr 


Start 


10941 




End 


11240 


"I 


Name 


OJ990601 10.9B05.C24 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10941 




End 


11240 




GI 


none 




Score 


135 


I" 3 ! 


Exons 


. 10941. .11075, 11100. 


.11240 








Seq. No. 


7854 




Seq. ID 


OJ990601_10.9B05 




Gene No. 


16569 




Strand 






Start 


11237 




End 


11630 




Name 


OJ990601 10.9B05.C24 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


11237 




End 


11600 




GI 


none 




Score 


446 




Exons 


11237. .11548, 11238. 


.11561, 


11258. .11572, 11552. .11599, 



11553. .11600 



Seq. No. 7854 

Gene No. 16569 Strand 

Start 11237 End 

Name OJ990601_10 . 9B05 . C24 . o3 . tw Method 

Start 11243 End 

GI none Score 

Exons 11243. .11554, 11244 .. 11630, 11445.. 11630 



Seq. ID OJ990601_10.9B05.C24 



11630 

TBLASTX: Wheat 
11630 
420 



8186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7854 

16570 

11702 

OJ990601__10 . 9B05 . C24 . 06 . tm 

11702 

none 



Seq. ID OJ990601_10. 9B05. 
Strand 

End 12041 

Method TBLASTX : Mai ze 

End 11975 

Score 95 



C24 



11702. .11800, 11703. .11801, 11792 11878 , 11796 .. 1187 9, 
11889. .11975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7854 

16570 

11702 

OJ990601_10 . 9B05 . C24 . o7 . tw 

11745 

none 

11745. .12041, 11906. .12037 



Seq. ID OJ990601_10.9B05, 
Strand 

End 12041 

Method TBLASTX: Wheat 

End 12041 

Score 278 



C24 



7855 
16571 
1 

OJ990601_10.9B05.C25.ol.np 
1 

5902445 
1..625 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990601_10.9B05, 
Strand + 

628 

AAT/NAP 
625 
988 



C25 



End 

Method 

End 

Score 



7855 

16571 

1 

OJ990601_10 . 9B05 . C25 . ol . tw 
41 

none 



Seq. ID OJ990601_10.9B05. 

Strand + 

End 628 

Method TBLASTX : Wheat 

End 616 

Score 234 



C25 



41. .280, 163. .264, 335. .493, 479. .616, 490. .612 



7855 

16571 

1 

OJ990601_10 . 9B05 . C25 . ol . gs 
59 

none 
59. .628 



Seq. ID OJ990601_10.9B05, 

Strand + 

End 628 

Method GENSCAN 

End 628 

Score .88 



C25 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7855 

16571 

1 

OJ990601_10 . 9B05 . C25 . ol . tm 

344 

none 



Seq. ID OJ990601_10. 9B05 

Strand + 

End 628 

Method TBLASTX : Mai ze 

End 577 

Score 152 



.C25 



344. .496, 445. .495, 475.-576, 476. .577 



7856 

16572 

1 

OJ990601_10 . 9B05 . C26 . ol . np 
1 

6691716 



Seq. ID OJ990601_10.9B05, 
Strand 

End 1233 

Method AAT/NAP 

End 1233 

Score 367 



C26 



8187 



Exons 


1..169, 319. .430, 506. .700, 


877. .1233 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6691717 |dbj |BAA89397.1| 


(AP000570) 


hypotheti 




[Oryza sativa] 






Seq. No. 


7856 


Seq. ID 


OJ990601 


Gene No. 


16572 


Strand 




Start 


1 


End 


1233 


Name 


OJ990601 10.9B05.C26.ol.gs 


Method 


GENSCAN 


Start 


65 


End 


1172 


GI 


none 


Score 


.54 


Exons 


65. .169, 241. .430, 506. .652 


, 903.. 1172 




Seq. No. 


7856 


Seq. ID 


OJ990601 


Gene No. 


16572 


Strand 




Start 


1 


End 


1233 


Name 


OJ990601 10.9B05.C26.o2.np 


Method 


AAT/NAP 


Start 


739 


End 


1233 


GI 


5902447 


Score 


577 


Exons 


739. .1233 






GI Descrip. 


(AB030283) orf4 [Oryza sativa] 




Seq. No. 


7857 


Seq. ID 


OJ990601 


Gene No . 


16573 


Strand 


+ 


Start 


.231 


End 


842 


Name 


OJ990601 10. 9B05.C28.ol.gs 


Method 


GENSCAN 


Start 


231 


End 


842 


GI 


none 


Score 


. 97 


Exons 


231. .321, 394. .842 






Seq. No. 


7857 


Seq. ID 


OJ990601 


Gene No. 


16573 


Strand 


+ 


Start 


231 


End 


842 


Name 


OJ990601 10. 9B05.C28.ol.np 


Method 


AAT/NAP 


Start 


381 


End 


839 


GI 


5902446 


Score 


682 


Exons 


381. .839 






GI Descrip. 


(AB030283) orf5 [Oryza sativa] 




Seq. No. 


7858 


Seq. ID 


OJ990601 


Gene No. 


16574 


Strand 


+ 


Start 


66 


End 


344 


Name 


OJ990601 10.9B05.C30.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


344 


GI 


none 


Score 


.48 


Exons 


66. .344 






Seq. No. 


7859 


Seq. ID 


OJ990601 


Gene No. 


16575 


Strand 


+ 


Start 


1114 


End 


2818 


Name, 


OJ990601' 10.9B05.C31.ol.np 


Method 


AAT/NAP 


Start 


1114 


End 


0010 


GI 


2934902 


Score 


721 


Exons 


1114. .1319, 1434. .1606, 2496. .2818 




GI Descrip. 


(AF039304) cpSecY [Zea mays 


] 




Seq. No. 


7859 


Seq. ID 


OJ990601_ 



10.9B05.C26 



10.9B05.C28 



10.9B05.C31 



10.9B05.C31 



8188 






Gene No. 


16575 


Strand 


+ 






Start 


1114 


End 


2818 






Name 


OJ990601_10. 9B05.C31 .ol . tc 


Method 


TBLASTX: Cress 






Start 


2491 


End 


2818 






GI 


none 


Score 


57 






Exons 


2491. .2817, 2492.. 2530, 2497. 


.2814, 2576.. 2818 






Seq. No. 


7859 


Seq. ID 


OJ990601_10.9B05 


.C31 




Gene No. 


16575 


Strand 


+ 






Start 


1114. 


End 


2818 






Name 


OJ990601_10 . 9B05.C31 .ol . tm 


Method 


TBLASTX: Maize 






Start 


2570 


End 


2818 






GI 


none 


Score 


313 






Exons 


2570. .2812, 2572.. 2814, 2572. 


.2817, 2576. .2818 






Seq. No. 


7860 


Seq. ID 


OJ990601_10.9B05 


. C32 




Gene No. 


16576 


Strand 


+ 






Start 


1 


End 


1277 






Name 


OJ990601_10 . 9B05 . C32 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End 


1189 






GI 


11211 1.R1084 


Score 


378 






Exons 


1 . . 117, 1064 . . 1189 










GI Descrip. 


1 2934902 1.0e-104 (AF039304) 


cpSecY [Zea mays] ' 




J 


Seq. No. 


7860 


Seq. ID 


OJ990601_10.9B05 


.C32 


cf 


Gene No. 


16576 


Strand 


+ 




sv 

! I 


Start 


1 


End 


1277 






Name 


OJ990601_10 . 9B05 . C32 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


1277 






GI 


2934902 


Score 


289 




h\ 


Exons 


1. .117, 1064. .1277 








s? 


GI Descrip. 


(AF039304) cpSecY [Zea mays] 








y 


Seq. No. 


7860 


Seq. ID 


OJ990601JL0.9B05 


. C32 




Gene No. 


16577 


Strand 






5 i 

3f 


Start 


490 


End 


1189 




71 


Name 


OJ990601 10.9B05.C32.ol.tm 


Method 


TBLASTX : Maize 




i s 


Start 


19 


End 


1188 




"t 


GI 


none 


Score 


151 




s i 
=i 

5? 


Exons 


19. .120, 24. .119, 25. .126, 1062. .1175, 


1063.. 1188, 1063 


. . 11 


Sf 


Seq. No. 


7860 


Seq. ID 


OJ990601JL0.9B05 


.C32 




Gene No. 


16577 


Strand 








Start 


490 


End 


1189 






Name 


OJ990601 10;9B05.C32.ol.ts 


Method 


TBLASTX : Soybean 






Start 


19 


End 


1189 






GI 


none 


Score 


141 






Exons 


19. .120, 24. .119, 1014. .1166, 


1015. .IK 


38, 1061. .1189, 1063. 




Seq. No. 


7860 


Seq. ID 


OJ990601JL0.9B05 


.C32 




Gene No. 


16577 


Strand 








Start 


490 


End 


1189 






Name 


OJ990601 10.9B05.C32.ol.gs 


Method 


GENSCAN 






Start 


.490 


End 


644 






GI 


none 


Score 


.63 






Exons 


490. .644 









8189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7861 ' Seq. ID OJ990601_10.9B05.C34 

16578 Strand + 

1 End 714 

OJ990601_10 . 9B05 . C34 . ol . np Method AAT/NAP' 

1 End 714 

4680183 Score 1080 

1. .714 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



7861 Seq. ID 

16578 Strand 

1 End 
OJ990601_10. 9B05.C34 .ol.gs Method 

85 End 

none Score 
85. .682 



OJ990601_10.9B05.C34 
+ 

714 

GENSCAN 

682 

.45 



Seq. No. 7862 Seq. ID 

Gene No. 16579 Strand 

Start 477 End 

Name OJ990601_10 . 9B05 . C35 . ol . gp Method 

Start 477 End 

GI 3107446 Score 

Exons 477 . .715 



OJ990601_10.9B05.C35 
+ 

715 

AAT/GAP 

715 

319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Secj. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7863 Seq. ID 

16580 * Strand 

1 End 
OJ990601_10 . 9B05 . C36 . ol . np Method 
1 End 
5902444 Score 
1. .743 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990601_10 . 9B05 .C36 
+ 

743 

AAT/NAP 
743 
1142 



7863 Seq. ID 

16580 Strand 

1' End 
0 J990 601_1 0 . 9B05 . C3 6 . ol . gs Method 

72 End 

none Score 
72. .126, 144. .616 



OJ990601_10.9B05.C36 
+ 

743 

GENSCAN 

616 

.79 



Seq. No. 7863 Seq. ID 

Gene No. 16580 Strand 

Start 1 End 

Name OJ990601_10 . 9B05 . C36 . ol . tw Method 

Start 116 End 

GI none Score 

Exons 116.. 517, 178.. 504 



OJ990601_10.9B05.C36 
+ 

743 

TBLASTX: Wheat 

517 

358 



Seq. No. 7863 Seq. ID 

Gene No. „ 16580 Strand 

Start 1 End 

Name OJ990601_10 . 9B05 .C36 . ol . tm Method 

Start . 391 End 

.GI none Score 

■Exons 391.. 537, 392.. 538 



OJ990601_10.9B05.C36 
+ 

743 

TBLASTX: Maize 

538 

182 



8190 



Seq. No. 7864 Seq. ID OJ990601_10.9B05.C37 

Gene No. 16581 Strand + 

Start 1 End 546 

Name OJ990601_10. 9B05.C37 .ol .np Method AAT/NAP 

Start 1 End 54 6 

GI 6815107 Score 321 

Exons 1 . . 54 6 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



BAC 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7864 

16581 

1 

OJ990601_10 . 9B05 . C37 . ol . tm 
61 

none 



Seq. ID OJ990601_10.9B05.C37 



Strand 
End 

Method 

End 

Score 



+ 

546 

TBLASTX: Maize 

533 

98 



61. .201, 199. .363, 219. .362, 399.-533, 411. .524 



Seq. No. 7864 

Gene No. 16581 

Start 1 

Name OJ990601_10 . 9B05 . C37 . ol . gs 

Start 106 

GI none 

Exons 106.. 480 



Seq. ID OJ990601_10.9B05.C37 

Strand + 

End 54 6 

Method GENSCAN 

End 480 

Score .47 



Seq. No. 


7865 








Seq. ID 


OJ990701_06.9B19 


Gene No. 


16582 








Strand 


+*- 


Start 


50 








End 


316 


Name 


OJ990701 06 


.9B19. 


C4.ol 


.gs 


Method 


GENSCAN 


Start 


50 








End 


316 


GI 


none 








Score 


.44 


Exons 


50. .316 












Seq. No. 


7866 








Seq. ID 


OJ990701_06.9B19 


Gene No. 


16583 








Strand 


+ 


Start 


985 








End 


2358 


Name 


OJ990701 06 


.9B19. 


C7.ol 


.gs 


Method 


GENSCAN 


Start 


985 








End 


2358 


GI 


none 








Score 


.7 


Exons 


985. .1084, 


1190. . 


1288, 


1968. 


.2180, 2270.. 2358 


Seq. No. 


7866 








Seq. ID 


OJ990701_06.9B19 


Gene No. - 


16584 








Strand 




Start 


5760 








End 


6140 


Name 


OJ990701 06 


.9B19. 


C7.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5760 








End 


6140 


GI 


none 








Score 


59 


Exons 


5760. .6071, 


6069. 


.6140 









Seq. No. 7866 Seq. ID 

Gene No. 16585 Strand 

Start 6303 End 

Name 0 J9 9 0 7 0 1_0 6 . 9B1 9 . C7 . o2 . tm Method 

Start . 6303 End 

GI none Score 



OJ990701_06. 9B19.C7 
6564 

TBLASTX: Maize 

6561 

74 



8191 



Exons 



6303. .6413, 6334. .6414, 6414. .6470, 6414. .6488, 6480. .6560, 
6490. .6561 



Seq. No. 7866 

Gene No. 16585 

Start 6303 

Name OJ990701_06 . 9B19 . C7 . ol . tw 

Start 6360 

GI none 
Exons 



Seq. ID OJ990701_06.9B19.C7 
Strand 

End 6564 

Method TBLASTX : Wheat 

End 6564 

Score 104 



6360.. 6563, 6373.-6564, 6426.. 6563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



7867 

16586 

1 

OJ9907 01_0 6 . 9B19 . C8 . ol . np 
1 

6679303 



Seq. ID OJ990701JD6. 9B19.C8 

Strand + 

End 7752 

Method AAT/NAP 

End 7752 

Score 87 



1..39, 611. .744, 1017. .1072, 5689. .5780, 7715. .7752 
pleckstrin homology-like domain, family A, member 1 
gi|2135950|pir| IS58222 PQ-rich protein - human 

gi|929660|emb|CAA90576| (250194) PQ-rich protein [Homo sapiens] 



7867 

16587 

4811 

OJ990701_06. 9B19.C8.o2.gs 

4811 

none 



Seq. ID OJ990701_06.9B19-C8 
Strand 

End 8568 

Method GEN SCAN 

End 8568 

Score .44 



4811. .4886, 6208. .6305, 7106. .7213, 7328. .7404, 7577.17774, 
8212.. 8243, 8555. .8568 



7868 

16588 

7171 

OJ990701_06 . 9B19 . C9 . o2 . gs 

7171 

none 

7171. .7906, 7912. .8332, 8362. 



Seq. ID OJ990701__06.9B19.C9 
Strand + 

8674 
GENSCAN 
8674 
.96 



End 

Method 
End 
Score 
.8674 



OJ990701_06.9B19.C9 
+ 



7868 Seq. ID 

16588 Strand 
7171 End 8674 

OJ9907 01_06 . 9B1 9 . Cft. o2 . np Method AAT/NAP 

7261 End 8674 

5042165 Score 646 

7261. .8674 

(AL078620) cytochrome P450-like protein [Arabidopsis thaliana] 



7868 

16589 

190 

OJ990701_06 . 9B19 . C9 . ol . gs 

190 

none 



Seq. ID OJ990701_06.9B19.C9 
Strand 

End 6548 

Method GENSCAN 

End 6548 

Score .43 



190. .214, 2599.-2695, 3092. .3217, 3749. .3830, 6537.-6548 
7868 Seq. ID OJ990701_06 . 9B19 . C9 



8192 






Gene No. 


16589' 








Strand 






Start 


190 








End 


6548 




Name 


OJ990701 06 


.9B19 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


693 








End 


4180 




GI 


4680203 








Score 


344 




Exons 


693.. 719, 3512.. 


4180 










GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


7868 








Seq. ID 


OJ990701_06. 9B19.C9 




Gene No . 


16590 








Strand 






Start 


9137 








End 


13100 




Name 


OJ990701 06 


. 9B19 


.C9.d2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3609 








End 


4079 




GI 


none 








Score 


47 




Exons 


3609. . 3725, 


3618 


. .3737, 


■ 3778. 


.3963, 3780. .4079 




Seq. No. 


7868 








Seq. ID 


OJ990701_06. 9B19.C9 




Gene No . 


16590 








Strand 






Start 


9137 








End 


13100 




Name 


OJ990701 06 


. 9B19 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3780 








End 


4052 




GI 


none 








Score 


56 




Exons 


3780. .4052, 


3787 


. .3909, 


3967 . 


.4041 




,»? 


Seq. No. 


7868 








Seq. ID 


OJ990701_06.9B19.C9 


: J 


Gene No. 


16590 








Strand 




.1 : 


Start 


9137 








End ' 


13100 


! L! 


Name 


OJ990701 06 


. 9B19 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7264 








End 


7893 




GI 


none 








Score 


75 


j 

>u 


Exons 


7264. .7353, 


7266 


. .7352, 


7366. 


.7641, 7374. .7640, 7648. .7734, 


id! 

M : 




7648. .7716, 


7786 


. .7893, 


7803. 


.7886 






Seq. No. 


7868 








Seq. ID 


OJ990701_06.9B19.C9 




Gene No . 


16590 








Strand 






Start 


913,7 








End 


13100 


. i 


Name 


OJ990701 06 


. 9B19 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7366 








End 


7734 




GI 


none 








Score 


202 


J 


Exons 


7366. .7734, 


7386 


. .7508 










Seq. No. 


7868 








Seq. ID 


OJ990701_06.9B19.C9 




Gene No. 


16590 








Strand 






Start 


9137 








End 


13100- 




Name 


OJ990701_06 


. 9B19 


,C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7384 








End ■ 


8671 




GI 


none 








Score 


81 




Exons 


7384. .7485, 


7974 


. .8096, 


7997. 


.8095, 8183. .8329, 8184. .8330, 






8333. .8419, 


8341 


. .8394, 


8468. 


.8671, 8468. .8560, 8473. .8658 




Seq. No. 


7868 








Seq. ID 


OJ990701_06.9B19.C9 




Gene No. 


16590 








Strand 






Start 


9137 








End 


13100 




Name 


OJ990701 06 


. 9B19 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7971 








End 


8407 




GI 


none 








Score 


77 • 




Exons 


7971. .8105, 


8199 


. .8330, 


8333. 


.8407 





8193 



Seq. No. 7868 

Gene No. 16590 

Start 9137 

Name OJ990701_06 . 9B19 . C9 . o2 . tm 

Start 8169 

GI none 

Exons 8169.. 8318, 8174.. 8317, 8333. 
8473. .8655 



Seq. ID OJ990701_06.9B19.C9 
Strand 

End 13100 

Method TBLASTX : Maize 

End 8 665 

Score 110 

8416, 8349. .8411, 8468. .8665, 



Seq. No. 


7868 




Seq. ID 


OJ990701_06.9B19 


. C9 


Gene No. 


16590 




Strand 






Start 


9137 




End 


13100 




Name 


OJ990701 06. 


9B19.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


8175 




End 


8665 




GI 


none 




Score 


116 




Exons 


8175.. 8336, 


8333. .8419, 8459. 


.8665, 8461. .8655 




Seq. No. 


7868 




Seq. ID 


OJ990701_06.9B19 


.C9 


Gene No. 


16590 




Strand 






Start 


9137 




End 


13100 




Name 


OJ990701 06. 


9B19.C9.o3.gs 


Method 


GEN SCAN 




Start 


9137 




End . 


13100 




GI 


none 




Score 


.6 




Exons 


9137. .9179, 


10178. .10273, 10451.. 10564 


, 10654. .10920, 






12625. .12768 


, 12972.. 13100 









ry Seq. 'No. 


7868 








Seq. 


ID OJ990701 


_06.9B19 


Q Gene No. 


16590 








Strand 






i^i Start 


9137 








End 


13100 




\! Name 


OJ990701 06.9B19.C9. 


o3. tm 


Method TBLASTX : I 


tfaize 


'">~ J Start 


11106 








End 


11801 




rLS GI 


none 








Score 4 9 






!i Exons 


11106. 


.11273, 


11110. 


.11259, 


11112. 


.11258, 


11259 


. .11354, 


a 


11277. 


.11348, 


11279. 


.11404, 


11282. 


.11380, 


11290 


. .11346, 




11291. 


.11392, 


11294. 


.11362, 


11294. 


.11356, 


11402 


. .11536, 




11402. 


.11524, 


11405. 


.11530, 


11406. 


.11531, 


11406 


. .11534, 


M* 


11413. 


.11541, 


11414. 


.11542, 


11425. 


.11541, 


11427 


. .11543, 


W 


11428. 


.11541, 


11434. 


.11535, 


11534. 


.11602, 


11569 


. .11610, 


□ 


11569. 


.11622, 


11592. 


.11630, 


11592. 


.11627, 


11613 


. .11753, 




11634. 


.11756, 


11635. 


.11766, 


11635. 


.11763, 


11641 


. .11748, 




11641. 


.11799, 


11646. 


.11801, 


11652. 


.11801 







Seq. No. 


7869 






Seq. ID 


OJ990701 


_06. 


9B19 


.C10 


Gene No. 


16591 






Strand 


+ ' 








Start 


884 






End 


1560 








Name 


OJ990701 


_06.9B19.C10. 


ol.g.s 


Method 


GENSCAN 








Start 


884 






End 


1560 








GI 


none 






Score 


•5 








Exons 


884. .982, 


1217. .1246, 


1360. 


.1560 










Seq. No. 


7869 






Seq. ID. 


OJ990701 


_06. 


9B19 


. C10 


Gene No. 


16592 






Strand 


+ 








Start 


4419 






End 


4801 








Name 


OJ990701 


06.9B19.C10. 


ol.gp 


Method 


AAT/GAP 








Start 


4419 






End 


4801 








GI 


569276 






Score 


660 









8194 



Exons 


4419. .4801 








Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19.C10 




16593 




Strand 


+ 


Start 


5759 




End 


6130 


Name 


OJ990701 06.9B19.C10 


. o2 . gp 


Method 


AAT/GAP 


Start 


5759 




End 


6130 


GI 


none 




Score 


530 


Exons 


"5759. .6130 








Seq. No. 


7869 




Seq. ID 


OJ990701_06. 9B19.C10 


UCilC INU ■ 


16594 




q+- rand 


+ 


Start 


14338 




End 


14667 


Name 


OJ990701 06.9B19.C10 


. o4 .gs 


Method 


GENSCAN 


Start 


14338 . 




End 


14667 


GI 


none 




Score 


.97 


Exons 


14338. .14667 








Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19.C10 




J. U -J J *J 




^t" rand 


+ 


Start 


18340 




End 


19486 


Name 


OJ990701 06.9B19.C10 


. o5.gs 


Method 


GENSCAN 


Start 


18340 




End 


19486 


GI 


none 




Score 


.74 


Exons 


18340. .18402, 18962. 


.19486 






Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19.C10 


Gene No. 


16596 




Strand 




o i_ ai u 


4796 




End 


12060 


Name 


OJ990701 06.9B19.C10 


,o2.gs 


Method 


GENSCAN 


Start 


4796 




End 


12060 


GI 


none 




Score 


.62 


Exons 


4796.. 5012, 5220.. 5353, 6004 


..6038, 8324. .8350, 9715. .9873, 




10280. .10654, 10860. 


.11500, 


11630. .12060 


Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19.C10 


Gene No. 


16596 




Strand 




Start 


4796 




End 


12060 


Name 


OJ990701 06.9B19.C10 


.o3.gp 


Method 


AAT/GAP 


Start 


9598 




End 


9677 


GI 


LIB3431-030-P1-N1-G8 




Score 


85 


Exons 


9598..9677 








GI Descrip. 


'5670155/gb|AF161269 


.1IAF161269 4.0e-£ 


(6 Oryza sativa subsp. 



japonica BAC clone 34K24, complete sequence 1 

Seq. No. 7869 Seq. ID OJ990701_06 . 9B19 . C10 

Gene No. 16596 Strand 

Start 4796 End 12060 - 

Name OJ990701_06 . 9B19 . C10 . ol . np Method AAT/NAP 

Start 10458 End 11949 

GI 5441880 Score 1256 

Exons • 10458. .10496, 10942.. 11949 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

. predicted gene.; Similar. to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 



7869 



Seq. ID OJ990701_06. 9B19.C10 



8195 






Gene No. 


16596 




Strand 








Start 


4796 




End 


12060 






Name 


OJ990701 06.9B19.C10 


.ol.tw 


Method 


TBLASTX: Wheat 






Start " 


10710 




End 


11088 






GI 


none 




Score 


57 






Exons 


10710. .10769, 10734. 


.10862, 


10747. .10884, 10817 .. 10885, 








10909. .11085, 10934. 


.11086, 


10939. .11088 






Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19 


.C10 




Gene No . 


16596 




Strand 








Start 


4796 




End 


12060 






Name 


OJ990701 06.9B19.C10 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


10786 




End 


11382 








none 




Score 


230 






Exons 


10786. .10857, 10904. 


.11377, 


10915. .11382 






Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19 


.C10 




Gene No. 


16597 




Strand 








Start 


20103 




End 


20987 






Name 


OJ990701 06.9B19.C10 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


.20103 




End 


20840 






GI 


none 




Score 


73 






Exons 


20103. .20183, 20202. 


.20270, 


20301. .20405, 20445 .. 20486, 




□ 




20586. .20672, 20757. 


.20840 








0 


Seq. No. 


7869 




Seq. ID 


OJ990701_06. 9B19 


.C10 


crt 


Gpnp Mn 


16597 




Strand 








Start 


20103 




End 


20987 




Q 


Name 


OJ990701 06.9B19.C10 


.o2.tm 


Method 


TBLASTX: Maize 




m 


Start 


20589 




End . 


20987 






GI 


none 




Score 


67 




=1-1 

rl! 


Exons 


20589. .20672, 20603. 


.20659, 


20678. .20887, 20691. .20987 




: 8f 


Seq. No. 


7869 




Seq. ID 


OJ990701_06.9B19 


.C10 


L J 


Gene No . 


16597 




Strand 








Start 


20103 




End 


20987 






Name 


OJ990701 06.9B19.C10 


.ol . ts 


Method 


TBLASTX: Soybean 






Start 


20613 




End 


20885 






GI 


none 




Score 


48 




,s s- t 


Exons 


20613. .20669, 20688. 


.20885 








□ 


Seq. No. 


7869 




Seq. ID 


OJ990701_06. 9B19 


.C10 




Gene No. 


16598 




Strand 








Start 


21699 




End 


22562 






Name 


OJ990701 06.9B19.C10 


.o2. ts 


Method 


TBLASTX: Soybean 






Start 


21699 




End 


22562 






GI 


none 




Score 


64 






Exons 


21699. .21860, 22035. 


.22316, 


22062. .22370, 22443.-22562 






Seq. No. 


7869 




Seq. ID 


OJ990701JD6. 9B19 


.C10 




Gene No. 


16599 




Strand 








Start 


22752 




End 


23000 






Name 


OJ990701 06.9B19.C10 


. o3 . tm 


Method 


TBLASTX: Maize 






Start . 


22752 




End 


23000 






GI" 


none 




Score 


192 






Exons 


22752. .23000, 22815. 


.22907, 


22855. .22992, 22904.. 22999 





8196 




Seq. No. 


7870 




Seq. ID 


OJ990701_ 


_06. 9B19. 


Cll 


Gene No. 


16600 




otrana 


+ 






Start 


440 




End 


6688 






Name 


OJ990701 06.9B19.Cll.ol.gs 


Method 


GENSCAN 






Start 


440 




End 


6688 






GI 


none 




Score 


.43 






Exons 


440. .525, 1858. .1932 


, 4642.. 


4697, 5773 


..5906, 6302.. 6688 




Seq. No. 


7870 




Seq. ID 


OJ990701_ 


_06.9B19. 


Cll 


Gene No. 


16601 




Strand 


+ 






Start 


10351 




End 


22719 






Name 


OJ990701 06.9B19.C11 


.o2 .np 


Method 


AAT/NAP 






CM i v4- 

btan 


10351 




End 


14635 






GI 


4455366 




Score 


688 






Exons 


10351. .10515, 10659. 


.10739, 


10836. .10926, 11083 


. .11150, 






12646. .12732, 12805. 


.12870, 


13147. .13203, 13293 


. .13418, 






13508. .13598, 14450. 


.14635 










GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


7870 




Seq. ID 


OJ990701_ 


06 . 9B19 . 


Cll 


Gene No. 


16601 




Strand 


+ 






Start 


10351 




End 


22719 






Name 


OJ990701 06. 9B19.C11 


.o3.gs 


Method 


GENSCAN 






Start 


10351 




End 


22174 






GI 


none 




Score 


.55 






Exons 


10351. .10585, 10660. 


.10936, 


11025. .11150, 12195 


T O O O O 

. . 12222, 






12646. .12732, 12970. 


.13062, 


13293. .13418, 13508 


*i o c n o 

. . 13598 , 






13692. .13780, 14410. 


.14600, 


14683. .14781, 16986 


. . 17230, 






17506. .17776, 19007. 


.19091, 


19989. .20430, 20669 


. . 20961, 






21030. .21141, 21286. 


.21344, 


21503. .22174 






Seq. No. 


7870 




Seq. ID 


OJ990701_ 


_06 . 9B19 . 


Cll 


Gene No . 


16601 




Strand 


+ 






Start 


10351 




End 


22719 






Name 


OJ990701 06.9B19.C11 


.ol .gp 


Method 


AAT/GAP 






Start 


12117 




End 


12508 






GI 


3760512 




Score 


780 






Exons 


12117. .12508 












Seq. No. 


7870 




Seq. ID 


OJ990701_ 


_06. 9B19. 


Cll 


Gene No. 


16601 




Strand 


+ 






Start 


10351 




End 


22719 






Name 


OJ990701 06.9B19.C11 


.o3.np 


Method 


AAT/NAP 






Start 


13505 




End 


22719 






GI 


6721512 




Score 


64 






Exons 


13505. .13534, 17357. 


.17424, 


18217. .18252, 19057 


. .19164, 






19193. .19328, 22684. 


.22719 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7870 




Seq. ID 


OJ990701_ 


_06.9B19. 


Cll 


Gene No. 


16601 




Strand 


+ 






Start 


10351 




End ' 


•22719 






Name 


OJ990701 06.9B19.C11 


.o2 .gp 


Method 


AAT/GAP 






Start 


13700- 




End 


15055 






GI 


3760513 




Score 


1066 






Exons 


13700. .13780, 14410. 


.14 600, 


14683. . 14978, 15030 


. .15055 




GI Descrip. 


4455366/emb|CAB36776 


.11 2.0e 


-14 (AL035524) putative protein 



8197 



[Arabidopsis thaliana] 



Seq. No. 


7870 


Seq. ID 


OJ990701 


Gene No. 


16601 


Strand 


+ . 


Start 


10351 


End 


22719 


Name 


OJ990701 06.9B19.Cll.o4.np 


Method 


AAT/NAP 


Start 


19362 


End 


20742 


GI 


6907089 


Score 


230 


Exons 


19362. .19414-, 20046.. 20742 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


7870 


Seq. ID 


OJ990701 


Gene No. 


16601 


Strand 


+ 


Start 


10351 


End 


22719 


Name 


OJ990701 06.9B19.Cll.o5.np 


Method 


AAT/NAP 


Start 


20083 


End 


22171 


GI 


6721561 


Score 


902 


Exons 


20083. .20151, 21030. .21215, 


21286. .21345, 21411 



.22171 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


7870 




Seq. ID 


OJ990701_06.9B19 


.Cll 


l iJ Gene No. 


16602 




Strand 






lt\ Start 


6334 




End 


6469 




r[| Name 


OJ990701 06.9B19.C11. 


. ol . np 


Method 


AAT/NAP 




Start 


6334 




End 


6469 




\''\ GI 


3219271 




Score 


63 




Exons 


6334. .6469 










W GI Descrip. 


(AB015315) MAP kinase kinase 


i 4 [Arabidopsis thaliana] 




jj Seq. No. 


7870 




Seq. ID 


OJ990701_06.9B19 


.Cll 


:»=: Gene No. 


16603 




Strand 






:; a ! Start 


7208 




End 


9311 




. Name 


OJ990701 06.9B19.C11. 


, o2.gs 


Method 


GENS CAN 




H ? Start 


7208 




End 


9311 




O GI 


none 




Score 


.57 




p Exons 


7208.. 7472, 7606.. 7652, 7857 


..8302, 9119.. 9311 




M Seq. No. 


7870 




Seq. ID 


OJ990701_06.9B19 


.Cll 


,Gene No. 


16604 




Strand 






Start 


22218 




End 


22492 




Name 


OJ990701 06.9B19.C11. 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


10653 




End 


11094 




GI 


none 




Score 


103 




Exons 


10653. .10748, 10827.. 


10937, 


11023. .11064, 11062.. 11094 




Seq. No. 


7870 




Seq. ID 


OJ990701JD6.9B19 


.Cll 


Gene No. 


16604 




Strand 






Start 


22218 




End 


22492 




Name ' 


OJ990701 06.9B19.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10692 




End 


13427 




GI 


none 




Score 


72 • 




Exons 


10692. .10745, 10833.. 


10937, 


10833. .10937, 11020. .11151, 






11020. .11151, 11024.. 


11176, 


11030. .11155, 124 93. .12561, 





8198 



12493. .12561, 124 94 12565, 12494 .. 12565, 12638 12733, 

12640. .12735, 12645 12734 , 12792 .. 12887 , 12793 .. 12873, 

12804. .12887, 12970 .. 13062, 12970 . . 13065, 13123 .. 13203, 

13146... 13202, 13148. .13204, 13292 13324 , 13293 .. 13337 , 

13329. .13427, 13332.. 13394 



Seq. No. 7870 

Gene No. 16604 

Start 22218 

Name OJ990701_06. 9B19 .Cll .ol . ts 

Start 12493 

GI none 
Exons 



Seq. ID OJ990701_06.9B19.C11 
Strand 

End 22492 

Method TBLASTX : Soybean 

End 13050 

Score 122 



12493. .12552, 124 94 12562, 12639 .. 12734 , 1264 0 12735 , 
12643. .12735, 12792 12866, 12793 .. 12873, 12805 .. 12870, 
12970. .13050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7870 
16604 
22218 

OJ990701_06. 9B19.Cll.o3.ts 
13296 
none 



22492 

TBLASTX : Soybean 
13599 
40 

13296. .13331, 13335 .. 13421, 13477 .. 13599, 13508.. 13597 



Seq. ID OJ990701_06. 9B19.C11 
Strand 
End 

Method 
End 
Score 



Seq. No. 7870 
Gene No. 16604 
Start 22218 

Name OJ990701_06 . 9B19 . Cll . o2 . tm 

Start 13477 
GI none 
Exons 13477. 

13691. 

14409. 

14678. 

14848. 



.13599, 13501. 

.13783, 13691. 

.14600, 14410. 

.14725, 14679. 
.14901 



Seq. ID OJ990701_06. 9B19.C11 
Strand 

End 22492 
Method TBLASTX : Mai ze 
End 14901 
Score 91 
.13596, 13506. '.13601, 13508 .. 13606, 
.13780, 13693. .13788, 13693 .. 13785, 
.14613, 14411. .14602, 14 675 . . 1474 0 , 
.14732, 14733. .14804, 14742 .. 14780 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7870 

16604 

22218 

OJ990701_06.9B19.Cll.ol.tc 

13562 

none 



Seq. ID OJ990701_06. 9B19.C11 
Strand 
End 

Method 
End 
Score 



22492 

TBLASTX: Cress 

14740 

43 



13562.-. 13585, 13691 .. 13783, 13693 .. 13785, 14409 .. 14522, 
14410. .14544, 14514. .14600, 14518 .. 14 601 , .14 675 14740 



Seq. No. 7870 

Gene No. 16604 

Start 22218 

Name OJ990701_06 . 9B19 . Cll . o2 . ts 

Start 14414 

GI none 

Exons " 14414. .14443,' 14 4 15 14513, 
14518. .14601, 14518. .14613, 



Seq. ID OJ990701_06.9B19.C11 
Strand 

End 22492 

Method TBLASTX : Soybean 

End 14740 

Score 132 
14416. . 14544, 14 514 .. 14 600, 
14675. . 14740 



Seq. No. 
Gene No. 
Start 



7870 

16604 

22218 



Seq. ID 

Strand 

End 



OJ990701 06.9B19.C11 



22492 



8199 





Name 


OJ990701 06.9B19.Cll.o3.gp' 


Method 


AAT/GAP 






Start 


22218 


End 


22492 






GI 


61605 1.R1084 


Score 


477 






Exons 


22218. .22492 










GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza 


sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804' 




Seq. No. 


7871 


Seq. ID 


OJ990701 


06. 9B19.C12 




Gene No . 


16605 


Strand 


+ 






Start 


114 


End 


908 






Name 


OJ990701 06.9B19.C12.ol.gs 


Method 


GENS CAN 






Start 


114 


End 


908 






GI 


none 


Score 


.55 






Exons 


114. .129, 277. .311, 783. .908 










Seq. No. 


7871 


Seq. ID 


OJ990701_ 


06.9B19.C12 




Gene No. 


16605 


Strand 


+ 






Start 


114 


End 


908 






Name 


OJ990701 06.9B19.C12.ol.gp 


Method 


AAT/GAP 






Start 


651 


End 


880 






GI 


101153 1.R1084 


Score 


396 






Exons 


651. .880 










GI Descrip. 


, 5852170/emb|AL1172 65. 1 IOST17804 l.Oe- 


115 Oryza 


sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 




Seq. No. 


"7871 


Seq. ID 


OJ990701_ 


06..9B19.C12 


i" f i 


Gene No. 


16606 


Strand 


+ 




n ! 


Start 


5147 


End 


6965 




.-.Si 

: :=f 


Name 


OJ990701 06.9B19.C12.o3.gs 


Method 


GENSCAN 




! . I 


Start 


5147 


End 


6965 






GI 


none 


Score 


.74 






Exons 


5147. .5228, 5295. .5390, 5480. 


.5543, 5601.. 5725, 


6170. .6291, 


! ! 

i y 




6492.. 6965 








.1 SI 


Seq. No. 


7871 


Seq. ID 


OJ990701_ 


_06.9B19.C12 




Gene No. 


16607 


Strand 


+ 




■51 


Start 


14694 


End 


18016 






Name 


OJ990701 06.9B19.C12.o6.np 


Method 


AAT/NAP 






Start 


14694 


End 


18016 




u 


GI 


6721512 


Score 


86 




r 3 i 
L -J 


Exons 


14694. .14715, 16288 .. 16396, 16425 .. 16566, 17991. 


.18016 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7871 


Seq. ID 


OJ990701_ 


_06.9B19.C12 




Gene No. 


16608 


Strand 


+ 






Start 


20114 


End 


22769 






Name 


OJ990701 06.9B19.C12.o3.gp 


Method 


AAT/GAP 






Start 


20114 


End 


22769 






GI 


22292 1.R1084 


Score 


340 






Exons 


20114. .20219, 22673. .22769 










GI Descrip. 


1 4455366/emb|CAB36776.1 | 2 . Oe 


-14 (AL035524) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


7871 


Seq. ID 


OJ990701_ 


06.9B19.C12 




Gene No. 


16609 


Strand 








Start 


42 


End 


18358 






Name 


OJ990701 06.9B19.C12.ol.np 


Method 


AAT/NAP 





8200 




otdi t. 


42 


End 


2477 


GI 


6063554 


Score 


387 


Exons 


42. .215, 85.1. .880, 1868. .2146 


, 2257.. 


2477 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


7871 


Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 


Strand 


- 


Start 


42 


End 


18358 


Name 


OJ990701 06.9B19.C12.o3.np 


Method 


AAT/NAP 


Start 


182 


End 


12283 


GI 


5852175 


Score 


187 


Exons 


182. .277, 848. .904, 1877. .1972, 8568. 


Qcon q*5c;o GTHC 




12185. .12283 






GI' Descrip. 


(AL117265) zhb0005.1 [Oryza sativa] 




Seq. No. 


/o /l 


beq. id 


OJ990701_06.9B19.C12 


bene no. 


16609 


Strand 


- 


Start 


42 


End 


18358 


Name 


ujyyu/ui ud ; ybiy . \^iz . oz . gs 


Method 


GEN SCAN 


Start 


loo / 


hna 


4269 


GI 


none 


Score 


A O 


Exons 


lbo/.-loyo, l/4/..^U4/, Jzb4. 


A o a Q 

. 4 z by 




Seq. No. 


/o /l 


C i-i « T Pt 

beq. ID 


OJ990701_06.9B19.C12 


Gene No. 


l odu y 


our ana. 


- 




42 


End 


18358 


Name 


OJ990701 06.9B19.C12.o2.np 


Method 


AAT/NAP 


Start 


3200 


End 


4614 


GI 


4680179 


Score 


-7 O C 

785 


Exons 


3200. .4271, 4553. .4614 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 


Seq. No. 


7871 


Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 


Strand 


- 


Start 


42 


End 


18358 


Name 


OJ990701 06.9B19.C12.o4.tm 


Method 


TBLASTX: Maize 


Start 


3607 


End 


3870 


GI 


none 


Score 


106 


Exons 


3607. .3870, 3683. .3847 






Seq. No. 


7871 


Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 


Strand 




Start 


42 


End 


18358 


Name 


OJ990701 06.9B19.C12.o5.tw 


Method 


TBLASTX: Wheat 


Start 


3751 


End 


4107 


GI 


none 


Score 


81 


Exons 


3751. .4107, 3752. .3892, 3929. 


.4099 





Seq. No. 7871 Seq. ID 

Gene No. 16609 Strand 

Start 42 End 

Name 0 J9907 0 1_0 6 . 9B1 9 . C12 . o2 . gp Method 

Start 4812 •End 

GI 61605_1.R1084 Score 

Exons 4812.. 5084 



OJ990701_06.9B19.C12 

18358 
AAT/GAP 
5084 
475 



8201 




GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 


7871 








Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 


Name 


OJ990701 06. 


9B19. 


C12.o4 


.np 


Method 


AAT/NAP 


Start 


7581 








End 


12055 


GI 


5902445 








Score 


2862 


Exons 


7581. .8923, 


10323. .12055 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


7871 








Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 


Name 


OJ990701 06. 


9B19. 


C12 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


7603 








End 


8198 


GI 


none 








Score 


63 


Exons 


7603. .7716/ 


7635. 


.7718, 


7746. 


.8198, 7942. .8049 


Seq. No. 


7871 








Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 


Name 


OJ990701 06. 


9B19. 


C12 . o4 


. gs 


Method 


GENSCAN 


Start 


7815 








End 


11866 


GI 


none 








Score 


.44 


Exons 


7815. .8144, 


8181. 


. 8487 , 


8721 . 


.9203, 9502.. 9738, 10327 .. 10950 , 




10968. .11866 










Seq. No. 


7871 








Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 


Name 


OJ990701 06. 


9B19. 


C12 . o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


8220 








End 


8570 


GI 


none 








Score 


152 


Exons 


8220. .8570, 


8230. 


.8460, 


8331'. 


.8570 




Seq. No. 


7871 








Seq." ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 


Name 


OJ990701 06. 


9B19. 


C12.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


8358 








End 


8821 


GI 


none 








Score 


62 


Exons 


8358..8S76, 


8359. 


.8472, 


8547. 


.8612, 8554. .8772, 8558. .8701, 




8729. .8821 












Seq. No. 


7871 








Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 


Name 


OJ990701 06. 


9B19. 


C12.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


10575 








End 


11018 


GI 


none 








Score 


94 


Exons 


10575. .10748, 10756 .. 10962 , 10758.. 11018 . 


Seq. No. 


7871 








Seq. ID 


OJ990701_06.9B19.C12 


Gene No. 


16609 








Strand 




Start 


42 








End 


18358 



8202 




Name 


OJ990701 06.9B19.C12 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


11060 




End 


11485 




GI 


none 




Score 


74 




Exons 


11060. .11485, 11337. 


.11426 








Seq. No. 


7871 




Seq. ID 


OJ990701_06.9B19. 


C12 


bene wo. 


X D OU -7 




Strand 






Start 


42 




End 


18358 




Name 


OJ990701 06.9B19.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11115 




End 


11539 




GI 


none 




Score 


235 




Exons 


11115. .11429, 11117. 


.11539, 


11147. .11536 




Seq. No. 


7871 




Qnn T D 




C12 


bene lno . 


J.DDU j 




04- rpnH 






Start 


42 ' 




L-ii LKJ. 


lOJJO 




Name 


OJ990701 06.9B19.C12 


,o2.tm 




TRT.A^TY • Ms i rt* 

1 DLnO i /V . L 1CL -L C 




Start 


11213 




End 


11596 




GI 


none 




Score 


114 




Exons 


11213. .11596, 11214. 


.11429 








Seq. No. 


7871 




Seq. ID 


OJ990701_06.9B19. 


C12 


bene ino. 


± DDU j 




Strand 






Start 


42 




End 


18358 




Name 


OJ990701 06.9B19.C12 


.ol .tm 


Method 


TBLASTX: Maize 




Start 


11624 




End 


11980 




GI 


none 




Score 


212 




Exons 


11624. .11980, 11625. 


.11939 








Seq. No. 


7871 




Seq. ID 


OJ990701_06.9B19. 


C12 


bene ino . 


IDDUj 




Strand 






Start 


42 




End 


18358 




Name 


OJ990701 06.9B19.C12 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


11654 




End 


12109 




GI 


none 




Score 


375 




Exons 


11654. .12109, 11655. 


.12101, 


11669. .12109 




Seq. No. 


7871 




Seq. ID 


OJ990701_06.9B19. 


C12 


Gene No. 


16609 




Strand 








42 




End 


18358 




Name 


OJ990701 06.9B19.C12 


. o5 . np 


Method 


AAT/NAP 




Start 


12122 




End 


18358 




GI 


5902444 




Score 


957 




Exons 


12122. .12466, 13481. 


.15184, 


18326.. 18358 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


7871 




Seq. ID 


OJ990701_06. 9B19. 


C12 


bene jno . 


16609 




Strand 






Start 


42 




End 


18358 




Name 


OJ990701 06.9B19.C12 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


13481 




End 


13861 




GI 


none 




Score 


103 




Exons 


13481. .13861, 13491. 


.13793 








Seq. No. 


7871 




Seq. ID 


OJ990701_06.9.B19. 


C12 


Gene No. 


16609 




Strand 






Start 


42 




End 


18358 





8203 



Name 

Start 

GI 

Exons 



OJ9907 01_0 6 . 9B19 . C12 . o7 . tw Method 

14353 End 

none Score 
14353. .14751 



TBLASTX: Wheat 

14751 

259 



Seq. No. 7871 Seq. ID 

Gene No. 16609 Strand 

Start 42 End 

Name OJ990701_06 . 9B19 . C12 .o5 . tm Method 

Start 14515 End 

GI none Score 

Exons 14515. .14754 



OJ990701_06.9B19.C12 
18358 

TBLASTX: Maize 

14754 

195 



Seq. No. 7871 Seq. ID 

Gene No. 16609 Strand 

Start 42 End 

Name OJ990701_06 . 9B19 . C12 . 06 . gs Method 

Start 15364 End 

GI none Score 

Exons 15364 . .16353 



OJ990701_06.9B19.C12 

18358 
GENSCAN 
16353 
.94 



Seq. No. 7872 Seq. ID 

Gene No. 16610 Strand 

Start 551 End 

Name OJ990701_06 . 9B19 . C13 . ol . gs Method 

Start 551 End 

GI none Score 

Exons 551.. 620 



OJ990701_06.9B19.C13 
620 

GENSCAN 

620 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7873 Seq. ID 

16611 Strand 

1 End 
OJ990701_06. 9B19.C14.ol.np Method 

1 End 

5295937 Score 
1. .236 

(AB026295) hypothetical protein. [Oryza sativa] 



OJ990701_06.9B19.C14 
236 

AAT/NAP 
236 
392 



7873 Seq. ID 

16611 Strand 

1 End 
OJ990701_06. 9B19.C14 .ol.ts Method 

1 End 

none Score 

1..111, 3. .152 



OJ990701_06.9B19.C14 
236 

TBLASTX : Soybean 

152 

118 



Seq. No. 7874 Seq. ID OJ990701_06.9B19.C17 

Gene No. 16612 Strand 

Start 1 End 294 

Name OJ990701_06 . 9B19 . C17 . ol .np Method AAT/NAP 

Start 1 End 294 

GI 5733884 Score 125 

Exons' 1..294 

GI Descrip. (AC007932) Similar to gb|U28007 Pto kinase interactor 1 (Ptll) 
from Lycopersicon esculentum and contains a PF 100069 Eukaryotic 
protein kinase domain. [Arabidopsis thaliana] 



8204 




Seq. No. 


7875 




Seq. ID 


OJ990721_ 


02.9B16 


.C2 


Gene No. 


16613 




Strand 


+ 






Start 


756 




End 


839 






Name 


OJ990721 02 


. 9B16.C2.ol.np 


Method 


AAT/NAP 






Start 


756 




End 


839 






GI 


5852084 




Score 


72 






Exons 


756. .839 












GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 








Seq. No. 


7876 




Seq. ID 


OJ990721_ 


02.9B16 


.C3 


(Ics-rie* Ma 

UCIIC LNU • 


16614 

-L \J \J J. *1 




Strand 


+ 






Start 


2850 




End 


4054 






Name 


OJ990721 02 


. 9B16.C3.o2 .gs 


Method 


.GENSCAN 






Start 


2850 ' 




End 


4054 






GI 


none 




Score 


.52 






Exons 


2850. .2879, 


3003.. 3078, 3453 


. .4054 








Seq. No. 


7876 




Seq. ID 


OJ990721_ 


02.9B16 


.C3 




16615 




Strand 








Start 


8012 




End 


8264 






Name 


OJ990721 02 


.9B16.C3.o4 .gs 


Method 


GENSCAN 






Start 


8012 




End 


8264 






GI 


none 




Score 


.98 






; , Bt Exons 


8012. .8072, 


8116. .8264 










''ill Seq. No. 


7876 




Seq. ID 


OJ990721_ 


02.9B16 


.C3 


ill Gene No. 


16616 




Strand 








Start 


1613 




End 


2236 






.«« Name 


OJ990721 02 


. 9B16.C3.ol.np 


Method 


AAT/NAP 






H Start 


1600 




End 


1986 








6907106 




Score 


275 






Q Exons 


1600. .1844, 


1882. .1986 










"L| GI Descrip. 


(AP001129) 


EST AU068291 (C12960) corresponds to a 


region 


of 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


7876 








Seq. ID 


OJ990721 


_02.9B16.C3 


Gene No. 


16616 








Strand 






Start 


1613 








: End 


2236 




Name 


OJ990721 02 


. 9B16 


.C3.ol. 


gs 


Method 


GENSCAN 




Start 


1613 








End 


2236 




GI 


none 








Score 


.72 




Exons 


1613. .2026, 


2222 


. .2236 










Seq. No. 


7876 








Seq. ID 


OJ990721 


_02.9B16.C3 


Gene No. 


16617 








Strand 






Start 


3382 








End 


6928 




Name 


OJ990721 02 


9B16 


.C3.o2. 


np 


Method 


AAT/NAP 




Start 


3382 








End 


6042 




GI 


3168840 








Score 


248 




Exons 


3382. .3525, 


4932 


. .5065, 


5958 


. .6042 






GI Descrip. 


(U88711) copper homeostasis 


factor [Arabidopsis 


thaliana] 


Seq. No. 


7876 








Seq. ID 


OJ990721_ 


_02.9B16.C3 


Gene No. 


16617 








Strand 






Start 


3382 ' 








End 


6928 




Name 


OJ990721 02 


9B16 


.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


4659 








End 


6928 





8205 



m m 



GI 


21427 1.R1084 






Score 


1022 


Exons 


4659. .5065, 


5958. 


.6033, 


6852. 


.6928 




GI Descrip. 


•4191793 9. 


Oe-19 


(AC005917) putative : 


zinc finger protein 




[Arabidopsis thaliana] 1 








Seq. No. 


/Oft 








Seq. ID 


OJ990721_02.9B16.C3 


Gene No . 


lool / 








Strand 




Start 










End 


6928 


Name 




. yBl b . 


Co . Oj . 


gs 


Method 


GENSCAN 


Start 


A C\C\C 

4 yub 








End 


6860 


GI 


none 








Score 


.98 


Exons 


4905. .5065, 


5958. 


.6033, 


6852. 


.6860 




Seq. No. 


n Q *7 c 
1 O / D 








Seq. ID 


OJ990721_02.9B16.C3 


Gene No. 


IddIo 








Strand 




Start 


9 ooo 








End 


10126 


Name 


/"NTAAATOI a o 

ojyyu/zi uz 


. yBi b . 


Co . OI . 


tm 


Method 


TBLASTX: Maize 


Start 


i (Cm 

lo9 / 








End 


1987 


GI 


none 








Score 


51 


Exons 


169 / . . 1732, 




. 1 / OO, 


1727. 


.1750, 1728. .1751, 1803. .1844, 




1809. .1868, 


1836. 


.1907, 


1845. 


.1982, 1845. .1904, 1845. .1973, 




1883. .1987, 


1910. 


.1984 








Seq. No. 


7876 








Seq. ID 


OJ990721_02.9B16.C3 


Gene No. 


16618 








Strand 




Start 


9658 








End 


10126 


Name 


OJ990721 02 


r\ r-> -i rr • 

. yBlb . 


Co . OZ . 


tw 


Method 


TBLASTX: Wheat 


Start 


4836 








End . 


6036 


GI 


none 








Score 


46 


Exons 


4836. .4886, 


4836. 


.4886, 


4935. 


.5066, 4949. .5059, 4951. .5067, 




5956 . . oUob, 


c o c n 


C C\ "3 A 

. bUo4 








Seq. No. 


7876 








Seq. ID 


OJ990721_02.9B16.C3 


bene no . 


16618 








Strand 




Start 


y d5o 








End 


10126 


Name 


/■ntaaatoi ao 
OJ9y0/21 U2 


. yBi d . 


Co . Ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


4860 








End 


5069 


GI 


none 








Score 


71 


Exons 




A Q a c 


. DUlZ , 


4 y5i . 


.5067 




Seq. No. 


T O 1 C 

7 o / 6 








Seq. ID 


OJ990721_02.9B16.C3 


Gene No . 


16618 








Strand 




Start 


9658 








End 


10126 


Name 


/-\TAAA"701 AO 

OJ990721 02 


at» i r 

. 9B16 . 


C3 . ol . 


tc 


Method 


. TBLASTX: Cress 


Start. 


4923 








End 


6036 


GI 


none 








Score 


135 


Exons 


4 .7 £. ,3 • . JUDD; 


*1 -7 «J i • 




5956 . 


.6036, 5957.. 6034 


Seq. No. 


7876 








Seq. ID 


OJ990721_02. 9B16.C3 


Gene No. 


16618 








Strand 




Start 


9658 








End 


10126 


Name 


OJ990721 02 


.9B16. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4923 








End 


5067 


GI 


• none 








Score 


100 


Exons 


4923. .5066, 


4949. 


.5059, 


4951. 


.5067 




Seq. No. 


7876 








Seq. ID 


OJ990721_02.9B16.C3 



8206 



Gene No. 


16618 


Strand 




Start 


9658 


End 


10126 


Name 


OJ990721 02.9B16.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9654 


End 


9978 


GI 


none 


Score 


54 


Exons 


9654. .9689, 9700. .9846, 9710. .9847, 9870. .9893, 9943. .9978 


Seq. No. 


7876 


Seq. ID 


OJ990721_02.9B16.C3 


Gene No. 


16618 


Strand 


- 


Start 


9658 


End 


10126 


Name 


OJ990721 02:9B16.C3.o5.gs 


Method 


GEN SCAN 


Start 


9658 


End 


10032 


GI 


none 


Score 


.63 


Exons 


9658. .10032 






Seq. No. 


7876 


Seq. ID 


OJ990721_02.9B16.C3 


Gene No. 


16618 


Strand 




Start 


9658 


End 


10126 


Name 


OJ990721 02.9B16.C3.o3.np 


Method 


AAT/NAP 


Start 


9685 


End 


10126 


GI 


4191793 


Score 


343 


Exons 


9685. .10126 






GI Descrip. 


(AC005917) putative SET-domain transcriptional regulator 




[Arabidopsis thaliana] 






Seq. No. 


7876 


Seq. ID 


OJ990721_02.9B16.C3 


Gene No. 


16618 


Strand 




Start 


9658 


End 


10126 


Name 


OJ990721 02.9B16.C3.o3.gp 


Method 


AAT/GAP 


Start 


10016 


End 


10126 


GI 


2428309 


Score 


177 


Exons 


10016. .10126 






GI Descrip. 


4191793 9.0e-19 (AC005917) 


putative zinc finger protein 




[Arabidopsis thaliana] 






Seq. No. 


7877 


Seq. ID 


OJ990721_02.9B16.C4 


Gene No. 


16619 


Strand 




Start 


1 


End 


106 


Name 


OJ990721 02.9B16.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


106 


GI 


2428309 


Score 


203 


Exons 


1. .106 






GI Descrip. 


4191793 9.0e-19 (AC005917) 


putative zinc finger protein 




[Arabidopsis thaliana] 






Seq. No'. 


7877 


Seq. ID 


OJ990721_02.9B16.C4 


Gene No. 


16620 


Strand 




Start 


43 


End 


3502 


Name 


OJ990721 02.9B16.C4.ol.gs 


Method 


GENSCAN 


Start 


43 


End 


501 


GI 


none 


Score 


.46 


Exons 


43. .501 







Seq. No. 7877 Seq. ID 

Gene No. 16620 Strand 

Start 43 End 

Name OJ990721_02 . 9B1 6 . C4 . ol . np Method 



OJ990721_02.9B16.C4 

3502 
AAT/NAP 



8207 



Start 204 End 3502 

GI 119714 Score 300 

Exons 204.. 580, 777.. 963, 3033.. 3502 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi| 82169 | pir | IS06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 





Seq. No. 


7877 








Seq. ID 


OJ990721J32. 9B16. 


C4 




Gene No. 


16620 








Strand 








Start 


43 








End 


3502 






Name 


OJ990721 02 


.9B16. 


,C4.o2. 


gs 


Method 


GENS CAN 






Start 


2482 








End 


3481 






GI 


none 








Score 


. 69 






Exons 


2482. .2603, 


3366. 


, .3481 












Seq. No. 


7878 








Seq. ID 


OJ990721_02. 9B16. 


C5 




nesnp No 


16621 








Strand 


+ 






Start 


444 








End 


1890 






Name 


OJ990721 02 


.9B16. 


C5.ol. 


gs 


Method 


GENSCAN 






Start 


444 








End 


1890 






GI 


none 








Score 


.49 






Exons 


444. .1515, 


1880. . 


,1890 










LA 


Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16. 


C5 




Gene No. 


16622 








Strand 


+ 




r?l 
Li i 


Start 


2272 








End 


5849 




ru 


Name 


OJ990721 02 


.9B16. 


C5.o2. 


gs 


Method 


GENSCAN 




.; si 


Start 


2272 








End 


3321 




hA 


GI 


none 








Score 


.94 




Ui 


Exons 


2272. .3321 














A 

ril 


Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16. 


C5 




Gene No. 


16622 








Strand 


+ 






Start 


2272 








End 


5849 




Q 


Name 


OJ990721 02 


.9B16. 


C5.ol. 


np 


Method 


AAT/NAP 






Start 


2390 








End 


5849 




M: 


GI 


4206306 








Score 


.1375 






Exons 


2390. .4348, 


4563. 


.5849 










': s? 
! : =i 

! ! Sf 


GI Descrip. 


(AF049110) ; 


prpol 


[Zea mays] 








.: 31 

i. -* 


Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16. 


C5 




Gene No. 


16623 








Strand 


+ 






Start 


7315 








End 


8772 






Name 


OJ990721 02 


.9B16. 


C5.o5. 


ts 


Me'thod 


TBLASTX: Soybean 






Start 


2533 








End 


2901 






GI 


none 








Score 


143 






Exons 


2533. .2751, 


2767. 


.2901 












Seq. No. 


7878 








Seq. ID 


OJ990721J32.9B16. 


C5 




Gene No. 


16623 








Strand . 


+ 






Start 


7315 








End 


8772 






Name 


OJ990721 02 


.9B16. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2695 








End 


3104 






GI 


none 








Score 


617 






Exons 


2695. .3102, 


2703. 


.3104, 


2712. 


.3035, 2813.. 3103 





8208 




Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16.C5 


Gene No . 










Strand 


+ 


Start 


7315 








End 


8772 


Name 


OJ990721 02, 


.9B16. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2755 








End 


2970 


GI 


none 








Score 


301 


Exons 


2755. .2970, 


2757. 


.2969, 


2758. 


.2970 




Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16.C5 


Gene No. 


16623 








Strand 


+ 


CM 1 yf 


/ O ID 








End 


8772 


Name 


OJ990721 02, 


.9B16. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2971 








End 


3428 


GI 


none 








Score 


4 62 


Exons 


2971. .3303, 


2973. 


.3035, 


3090. 


.3302, 3296.. 3427, 3302.. 3427 




3303. .3428 












Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16.C5 


Gene No. 


16623 








Strand 


+ 


otart 


/ J ID 








End 


8772 


Name 


OJ990721 02. 


.9B16. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3118 








End 


3583 


GI 


none 








Score 


162 


Exons 


3118. .3306, 


3148. 


.3267, 


3153. 


.3281, 3300.. 3395,- 3314.. 3406 




3396. .3581, 


3437. 


.3583 








Seq. No. 


7878 








Seq. ID 


OJ990721_02. 9B16.C5 


Gene No . 


Ibbz 3 








Strand 


+ 


Start 


7315 








End 


8772 


Name 


OJ990721 02, 


.9B16. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3121 








End 


3497 


GI 


none 








Score 


145 


Exons 


3121. .3306, 


3175. 


.3264, 


3297. 


.3419, 3396. .3497 


Seq. No. 


7878 








Seq. ID 


OJ990721_02. 9B16.C5 


Gene No . 










Strand 


+ 


Start 


7315 - . 








End 


8772 


Name 


OJ990721 02, 


. 9B16. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3734 








End 


4151 


GI 


none 








Score 


191 


Exons 


3734. .3868, 


3735. 


.3878, 


3908. 


.3994, 3909.. 4151, 4034.. 4147 


Seq. No. 


7878 








Seq. ID 


OJ990721_02. 9B16.C5 


Gene No . 










Strand 


+ 


Start 


7315 








End 


8772 


Name 


OJ990721 02. 


.9B16. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3780 








End 


4214 


GI 


none 








Score 


89 


Exons 


3780. .3869, 

* 


3924. 


.4214, 


3935. 


.3997, 4028.. 4129 


Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16.C5 


Gene No. 


16623 








Strand 


+ 


Start 


7315 








End 


8772 


Name 


OJ990721 02. 


,9B16. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4665 








End 


5018 


GI 


none 








Score 


207 


Exons 


4665. .5018 













8209 




Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start 


7315 








End 


8772 




Name 


OJ990721_02 . 


9B16 


.C5.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


4872 








End 


5267 




GI 


none 








Score 


218 




Exons 


4872. .5267, 


4970 


. . 5167 










Seq. No. 


7878 








Seq. ID 


OJ990721 02.9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start 


7315 








End 


8772 




Name 


OJ990721_02. 


9B16 


,C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5028 








End 


5387 




GI ' 


none 








Score 


174 




Exons 


5028 . . 5387 














Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start 


7315 








End 


8772 




Name 


OJ990721_02. 


9B16 


.C5.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5421 








End 


5834 




GI 


none 








Score 


92 




Exons 


5421. . 5558, 


5435 


. .5578, 


5610. 


.5834 






Seq. No. 


7878 








Seq. ID 


OJ990721_02. 9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start . 


7315 








End 


8772 




Name 


OJ990721 02. 


9B16 


,C5.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


5610 








End 


5855 




GI 


none 








Score 


251 




Exons 


5610. .5855, 


5654 


. .5740, 


5810. 


.5851 






Seq. No. 


7878 








Seq. ID 


OJ990721 02.9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start 


7315 








End 


8772 




Name 


OJ990721_02. 


9B16 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5628 








End 


5858 




GI 


none 








Score 


97 




Exons 


5628. .5705, 


5691 


. .5759, 


5757. 


. 5858 






Seq. No. 


7878 








Seq. ID 


OJ990721_02 . 9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start 


7315 








End 


8772 




Name 


OJ990721 02. 


9B16 


.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


7276 








End 


7806 ' 




GI 


5004343 








Score 


1058 




Exons 


7276. .7806 














GI Descrip. 


2833627/gb|AC003671|F17O7 1.0e-08 Arabidopsis thaliana 






chromosome 1 


BAG 


F1707 


complete sequence [Arabidopsis thai 


Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16 


.C5 


Gene No. 


16623 








Strand 


+ 




Start 


7315 








End 


8772 , 




Name 


OJ990721 02. 


9B16 


.C5.o4. 


gs - 


Method 


GENSCAN 




Start 


7315 








End 


8658 




GI 


none 








Score 


.66 





8210 



Exons 



7315. .7861, 8537. .8658 



Seq. No. 7878 Seq. ID OJ?90721_02 . 9B16 . C5 

Gene No. 16623 Strand + 

Start 7315 End 8772 

Name OJ990721_02. 9B16.C5.o3.np Method AAT/NAP 

Start 7330 End 8772 

GI 3176684 Score 624 

Exons 7330.. 7861, 8537.. 8772 

GI .Descrip. (AC003671) Contains similarity to equilibratiave nucleoside 
transporter 1 gb|U81375 from Homo sapiens. ESTs gb|N65317, 
gb|T20785 / gb|AA586285 and gb|AA712578 come from this gene. 
[Arabidopsis thaliana] 





Seq. No. 


7878 . 








Seq. ID 


OJ990721_02.9B16 


.C5 




Gene No. 


16623 








Strand 


+ 






Start 


7315 








End 


8772 






Name 


OJ990721 02 


. 9B16 


. C5 . o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


7360 








End 


7581 






GI 


none 








Score 


248 






Exons 


7360. .7581, 


7428 


. .7577 












Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16 


.C5 




Gene No. 


16623 








Strand 


+ 




w 


Start 


7315 








End 


8772 




31 


Name 


OJ990721 02 


. 9B16 


;C5.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


7432 








End 


7800 




i Li 


GI 


none 








Score 


375 






Exons 


7432. .7800, 


7434 


. .7799 












Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16 


.C5 


w 


Gene No. 


16623 








Strand 


+ 




i ±~t 


Start 


7315 








End 


8772 




Name 


OJ990721 02 


. 9B16 


. CS.ol. 


tc 


Method 


TBLASTX: Cress 




ri 


Start 


7434 








End 


7698 




'» E * 


GI 


none 








Score 


210 




'*! 


Exons 


7434. .7604, 


7435 


. .7620, 


7564. 


.7698, 7629. .7697 




! "1 


Seq. No. 


7878 








Seq. ID 


OJ990721_02.9B16 


.C5 




Gene No. 


16623 








Strand 


+ 




; != ! 


, Start 


7315 








End 


8772 






Name 


OJ990721 02 


.9B16 


.C5.o2. 


tm 


Method 


-TBLASTX: Maize - 






Start 


7581 








End 


8676 






GI 


none 








Score 


384 






Exons 


7581. .7862, 


7582 


. .7863, 


8533. 


.8676, 8535.. 8624 






Seq. No. 


7879 








Seq. ID 


OJ990721JD2. 9B16 


.C6 




Gene No. 


16624 








Strand 


+ 






Start 


140 








End 


214 






Name 


OJ990721 02 


.9B16 


.C6.ol. 


gs 


Method 


GENSCAN 






Start 


140 








End 


214 






GI 


none 








Score 


.7 






Exons 


140. .214 
















Seq. No. . 


7880 








Seq. ID 


OJ990721JD2.9B16 


.C7 




Gene No. 


16625 








Strand 


+ 






Start 


10288 








End 


10452 





8211 




IN CLLILC 


OJ990721 02 9B16 C7.ol at) 


Method 


AAT/GAP 




Start 


10288 


End 


10452 




GI 


15861 1.R1084 


Score 


262 




Exons 


10288. .10452 








GI Descrip. 


'3738309 2.0e-72 (AC005309) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


7880 


Seq. ID 


OJ990721_02.9B16. 


C7 




16626 


Strand 


- 




Start 


7539 


End 


10994 




Name 


OJ990721 02.9B16.C7.o2.gs 


Method 


GENSCAN 




Start 


7539 


End 


10994 




GI 


none 


Score 


.78 




Exons 


7539. .7675, 9037. .9085, 10289 .. 10441, 


10689. .10994 




Seq. No. 


7880 


Seq. ID 


OJ990721__02. 9B16. 


C7 


Gene No. 


16626 
j. \j \j \j 


Strand 






Start 


7519 


End 


10994 




Name 


OJ990721 02.9B16.C7.ol.np 


Method 


AAT/NAP 




Start 


9037 


End 


10487 




GI 


3738309 


Score 


136 




Exons 


9037 9141 10289 10487 








GI Descrip. 


( ACOO S 10 9 } unknown Drotein 


[Arabidopsis thaliana] 




Seq. No. 


-7880 


Seq. ID 


OJ990721_02. 9B16. 


C7 




16626 


Strand 






Start 


7539 


End 


10994 




Name 


OJ990721 02.9B16.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10276 


End 


10489 




GI 


none 


Score 


146 




Exons 


10276 10419 10289 10489 


10293. .10457 




Seq. No. 


7880 


Seq. ID 


OJ990721JD2. 9B16. 


C7 




16626 


Strand 






Start 


7539 


End 


10994 




Name 


OJ990721 02.9B16.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


10288 - . 


End 


10492 




GI 


none 


Score 


191 




Exons 


10288. .10452, 10289 10492 , 


10296. .10457 




Seq. No. 


7880 


Seq. ID 


OJ990721_02.9B16. 


C7 




16626 


Strand 






Start 


7539 


End 


10994 




Name 


OJ990721 02.9B16.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10291 


End • 


10492 




GI 


none 


Score 


195 




Exons 


10291. .10443, 10292. .10492, 


10293. .10457 




Seq. No. 


7881 


Seq. ID 


OJ990721_02.9B16. 


C8 




16627 


Strand 


+ 




Start 


407 


End 


675 




Name 


OJ990721 02.9B16.C8.ol.gs 


Method 


GENSCAN 




Start 


407 


End 


675 




GI 


none 


Score 


.98 




Exons 


407. .576, 624. .675 








Seq. No. 


7881 


Seq. ID 


OJ990721_02. 9B16. 


C8 



8212 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



16628 Strand + 

5520 End 13377 

OJ990721_02 . 9B16 . C8 . o3 . gs Method GENSCAN 

5520 End 13377 

none Score .73 

5520. .5653, 6162. .6251, 6277. .6580, 7317. .7382, 8453. .8504, 
9236.. 9413, 9496.-9596, 10181 .. 10325, 104 12 .. 10501, 
11901. .12200, 12305. .12487, 12587 .. 12773, 12856 .. 13166, 
13206. .13377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. ID OJ990721_02.9B16.C8 



7881 
16628 
5520 

OJ990721_02 . 9B16 . C8 . ol . np 
6643 
6815099 
6643. .6947 

(AP001081) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

13377 
AAT/NAP 
6947 
102 



7881, Seq. ID 

16628 Strand 

5520 End 

OJ990721_02 .9B16.C8.o2. np Method 

6840 End 

6815099 Score 
6840.. 6947 

(AP001081) hypothetical protein [Oryza sativa] 



OJ990721_02.9B16.C8 
+ 

13377 
AAT/NAP 
6947 
128 



7881 

16628 

5520 

0 J990721JD2 .9B16.C8.ol. gp 
8413 

27379_1.R1084 
8413. .8504, 9373. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9596, 10181. .10325, 10412. .10492 
, 133867/sp|P25460|RSll_MAIZE 4.0e-59 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_jpir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] 1 



OJ990721_02.9B16.C8 
+ 

13377 
AAT/GAP 
10492 
828 



,9413, 9496. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990721_02.9B16.C8 
Strand 
End 

Method 
, End 
Score 

9496.. 9596, 10181 .. 10325 , 
40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA394 38 | (X55967) ribosomal protein 
Sll [Zea mays] 



7881 

16628 

5520 

OJ990721_02 . 9B1 6 . C8 . 63 . np 
9361 
133867 
9361. .9413, 



OJ990721_ 
+ 

13377 
AAT/NAP 
11208 
663 

10412. .10501, 



11121. .11208 



Seq. No. 7881 Seq. ID 

Gene No. 16628 Strand 

Start 5520 . End 

Name OJ990721_02 . 9B16 . C8 . o4 . np Method 

Start 11812 End 

GI 2388565 Score 



OJ990721_02.9B16.C8 
+ 

13377 
AAT/NAP 
13370 
1107 



8213 




Exons 11812. .12194, 12305 .. 12476, 12567 .. 12773, 12856 .. 13115, 

13206. .13370 

GI Descrip. (AC000098) Similar to Prunus pectinesterase (gb|X95991). 
[Arabidopsis thaliana] 



Seq. No. 


7881 


Seq. ID 


OJ990721_ 


_02.9B16.C8 


Gene No. 


16628 


Strand 


+ 




Start 


5520 


End 


13377 




Name 


OJ990721 02.9B16.C8.o2.gp 


Method 


AAT/GAP 




Start 


11813 


End 


12372 




GI 


701877 


Score 


846 




Exons 


11813. . 12200, 12305. .12372 








GI Descrip. 


2388565 2.0e-18 (AC000098) 


Similar to 


Prunus pectinesterase 




(gb__X95991) . [Arabidopsis thaliana] 






Seq. No. 


7881 


Seq. ID 


OJ990721_ 


_02.9B16.C8 


Gene No. 


16629 


Strand 


+ 




Start 


28656 


End 


31407 




Name 


OJ990721 02.9B16.C8.o6.gs 


Method 


GENSCAN 




Start 


28656 


End 


31407 




GI 


none 


Score 


.85 




Exons 


28656. .29089, 2924 6 .. 29277 , 


29403. .294 


62, 31298. 


.31407 


Seq. No. 


7881 


Seq. ID 


OJ990721_ 


_02.9B16.C8 


Gene No. 


16630 


Strand 






Start 


3322 


End 


5120 




Name 


OJ990721 02.9B16.C8.o2.gs 


Method 


GENSCAN 




Start 


3322 


End 


5120 




GI 


none 


Score 


.85 




Exons 


3322. .3462, 3690. .4127, 4371. .4465, 4826. .5120 




Seq. No. 


7881 


Seq. ID 


OJ990721_ 


02.9B16.C8 


Gene No. 


16631 


Strand 






Start 


13458 


End 


18001 




Name 


OJ990721 02. 9B16.C8.o3.gp 


Method. 


AAT/GAP 




Start 


13458 


End 


15253 




GI 


24450 1.R1084 


Score 


1564 




Exons 


13458. .13883, 13993: . 14149, 


14249. .14363, 15034.. 


.15101, 




15183. .15253 








GI Descrip. 


'2388565 2.0e-18 (AC000098) 


Similar to 


Prunus pectinesterase 




(gb_X95991) . [Arabidopsis thaliana] 1 






Seq. No. 


7881 


Seq. ID 


OJ990721_ 


_02.9B16.C8 


Gene No. 


16631 


Strand 






Start 


13458 


End 


18001 




Name 


OJ990721 02.9B16.C8.o4.gs 


Method 


GENSCAN 




Start 


13786 


End 


17974 




GI 


none 


Score 


.81 




Exons 


13786. .13883, 13993 .. 1414 9, 


14318. .14363, 15034. 


.15101, 




15183. .15326, 15430 .. 15507, 


15617. .15699, 15789. 


.15828, 




16206. .16309, 16397 .. 16486, 


16859. .16898, 17000. 


.17217, 




17240. .17294, 17804. .17974 








Seq. No. 


7881 


Seq. ID 


OJ990721_ 


02. 9B16.C8 


Gene No. 


16631 


Strand 






Start 


13458 


End 


18001 




Name 


OJ990721 02.9B16.C8.o5.np 


Method 


AAT/NAP 





8214 



Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13789 
6136087 

13789. .13883, 13993. 



,14149, 



15183. .15326, 15430 .. 15507 , 
16011. .16085, 16206. .16321, 
17000. .17151, 17240. 



End 18001 
Score 1594 
14249. . 14363, 15034 .. 15101, 
15617. .15699, 15789 15828, 
16397. .16486, 16859 16898, 
17804. .18001 



,17294, 

PROBABLE UDP-N-ACETYLGLUCOSAMINE PYROPHOSPHORYLASE 
gi 13033397 | gb | AAC12841 . 1| (AC004238) putative 

UDP-N-acetylglucosamine pyrophosphorylase [Arabidopsis thaliana] 



7881 

16631 

13458 

OJ99072 1_02 . 9B1 6 . C8 . o4 . gp 
16794 

64392_1.R1084 

16794. .16898, 17000 .. 17151 , 
'3033397 7.0e-28 (AC004238) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 



OJ990721 02.9B16.C8 



18001 
AAT/GAP 
17294 
393 

17240.. 17294 

unknown protein [Arabidopsis 



OJ990721 02.9B16.C8 



7881 Seq. ID 

16631 Strand 

13458 End 18001 

OJ990721_02 . 9B1 6 . C8 . o5 . gp Method AAT/GAP 

17000 ' End 17299 

64392_1.R1084 Score 371 
17000. .17151, 17240. .17299 

'3033397 7.0e-28 (AC004238) unknown protein [Arabidopsis 
thaliana] 1 

7881 Seq. ID OJ990721_02 . 9B16 . C8 

16631 Strand 

13458 End 18001 

OJ990721_02 .9B16.C8.o6. gp Method AAT/GAP 

17419 End 17482 

2310474 Score 80 

17419. .17482 

5922603/dbj | AP0004 92 . 1 1 AP0004 92 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 



7881 

16632 

19915 

OJ990721_02 . 9B1 6 . C8 . o5 . gs 

19915 

none 

19915. .19978, 21793 24020 , 
26345. .26443, 26577 26672 , 

7881 

16632 

19915 

OJ990721_02 .9B16.C8.o7. gp 

22400 

2797252 

22400. .22642 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 02.9B16.C8 



27648 
GENSCAN 
27648 
.61 

24539.-24685, 26166 26264, 
26756. .26854, 26950. .27648 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_02.9B16.C8 

27648 
AAT/GAP 
22642 
466 



8215 




Seq. No. 


7881 


Seq. ID 


OJ990721 


_02.9B16.C8 


Gene No. 


16633 


Strand 






otart 


30286 


End 






Name 


OJ990721 02.9B16.C8.o7.np 


Method 


AAT/NAP 




Start 


30286 


End 


31133 




GI 


6815099 


Score 


84 




Exons 


30286. .30412, 30956.. 31133 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 




Seq. ID 


OJ990721 


_02.9B16.C8 


Gene No. 


16634 


Strand 






Start 


Jlolo 


End 


33876 




Name 


OJ990721 02 . 9B16 . Co . o4 . tm 


Method 


TBLASTX:! 


Maize 


Start 




End 


11374 




GI 


none 


Score 


43 




Exons 


9369. .9404, 9370. .9411, 9372 


..9410, 9486.-9533, 


9491. .9595, 




9492. .9596, 9493. .9597, 9539 


. .9598, 9541. .9600, 


10171. .1035 




10175. .10327, 10179. .10334, 


10409. .10501, 10410 


. .10502, 




10414. .10503, 11115. .11216, 


11115. .11279, 11116 


. .11226, 




11300. .11374 








Seq. No. 


7881 


Seq. ID 


OJ990721 


_02.9B16.C8 


Gene No. 


16634 


Strand 






Start 


31515 


End' 


33876 




Name 


OJ990721 02. 9B16.C8.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


* 9370 


End 


11222 




GI 


none 


Score 


67 




Exons 


9370.. 9411, 9372.. 9410, 9499 


..9594, 9539.-9598, 


9541. .9597, 



10171. .10359, 10179. .10334, 10410 .. 10502, 10411 .. 10503, 
10411. .10500, 10412. .10507, 10412 .. 10501, 11115 11222, 
11116. .11178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7881 

16634 

31515 

OJ990721 02.9B16.C8.o4-.ts 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990721 02.9B16.C8 



33876 

TBLASTX : Soybean 
11213 
62 



9370 
.none 

9370. .9411, 9372. .9410, 9493. .9591, 9539. .9595, 9541. .9594, 
10171. .10326, 10182. .10334, 10183 .. 10335, 10417 .. 10500, 
10419. .10502, 10424. .10501, 11115 .. 11213, 11116.. 11172 



7881 Seq. ID 

16634 Strand 

31515 End 

OJ990721_02. 9B16.C8.o2.tw Method 

12044 End 

none Score 



OJ990721_02.9B16.C8 
33876 

TBLASTX: Wheat 

12773 

38 



12044. .12076, 12085, 
12566. .12763 



,12198, 12306. .12395, 12564 .. 12773, 



Seq. No. 7881 Seq. ID 

Gene No. 16634 Strand 

Start 31515 End 

Name OJ990721_02 . 9B16 . C8 . o5 . ts Method 

Start 12306 End 

GI none Score 



OJ990721_02.9B16.C8 
33876 

TBLASTX: Soybean 

12779 

73 



8216 




Exons 12306. .12401, 12408 .. 12473, 12564 12773, 12566 12757 , 

12576. .12779 





Seq. No. 


7881 




Seq. ID 


OJ990721_02. 9B16 


.C8 




Gene No. 


16634 




Strand 








Start 


31515 




End 


33876 






Name 


T rt rt rt »^ rt ^ rt rt rt 1 V*l f*\ 

OJ990721 02.9Bl6.C8. 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


12566 




End 


13074 






GI 


none 




Score 


266 






Exons 


12566. .12751, 12567. 


. 12773, 


12606. .12779, 12913 .. 12984 , 








• 12958.. 13074 












Seq. No. 


7881 




Seq. ID 


OJ990721_02.9B16 


- Co 




Gene No. 


16634 




Strand 








Start 


31515 . 




' End 


33876 






Name 


OJ990721_02 . 9B16.C8 . 


08 . tm 


Method 


TBLASTX: Maize 






Start 


12566 




End 


12782 






GI 


none 




Score 


276 






Exons 


12566. .12757, 12567. 


.12782 










Seq. No. 


7881 




. Seq. ID 


OJ990721_02.9B16 


- C8 




Gene No. 


16634 




Strand 








Start 


31515 




End 


33876 






Name 


T rt rt rt ^"t rt ^ rt rt rt 'r^ ^ V" y>« A 

OJ990721_02 . 9B16.C8 . 


06. tm 


•Method 


TBLASTX: Maize 






Start 


12921 




End 


13352 






GI 


none 




Score 


•200 




i ! 

V ' 


Exons 


12921. .13103, 12922. 


. 13113, 


13207. .13347, 13212.. 13352 




! LI 


Seq. No. 


7881 




Seq. ID 


OJ990721_02.9B16 


.C8 




Gene No. 


16634 




Strand 






!. i-5 


Start 


31515 




End 


33876 




!. "l 


Name 


OJ9 90721 02 . 9B16.C8 . 


o3. ts 


Method 


TBLASTX: Soybean 




1 jj- 


Start 


12984 




End 


13347 






GI 


none 




Score 


210 




*i 


Exons 


12984. .13112, 12985. 


. 13116, 


12994. .13116, 13204. .13347, 




! : sr 




13215. . 13343 










•*\ 
i" "* 


Seq. No. 


7881 




Seq. ID 


OJ990721_02.9B16 


.C8 


: \. - ! 


Gene No. 


16634 




Strand 








Start 


31515 




End 


33876 






Name 


OJ990721_02 . 9B16.C8 . 


o2 . tm 


Method 


TBLASTX: Maize 




'saf 


Start 


13567 




End 


16248 






GI 


none 




Score 


38 






Exons 


13567. .13617, 13630. 


.13665, 


13641. .13682, 13643 .. 13666, 








13740 . . 13856, 13763. 


. 13891, 


13765. .13887, 13991 .. 14 158 , 








rt rt rt rt A A ^ ^ ^ rt rt 

13992 . . 14147, 14237 . 


. 14362, 


14244. .14366, 14245 .. 14361, 








14246. .14362, 14985. 


. 15101, 


15030. .15098, 15145. .15330, 








15165. .15329, 15182. 


. 15358, 


15425. .15508, 15425 .. 15508 , 








15430. . 15513, 15430. 


. 15513, 


15611. .15700, 15614. .15700, 








15615. .15701, 15789. 


.15830, 


15790. .15828, 16008 .. 16085, 








16009. .16086, 16010. 


.16087, 


16203. .16247, 16213.. 16248 






Seq. No. 


7881 




Seq. ID 


OJ990721_02.9B16 


.C8 




Gene No. 


16634 




Strand 








Start 


31515 




End 


33876 






Name 


OJ990721 02.9B16.C8. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


13760 




End. 


14126 





8217 



GI 

Exons 



none 



Score 



154 



13760. .13873, 13784 13885, 13786 .. 13887 , 13987 .. 14124, 
13991. .14125, 13992.. 14126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7881 

16634 

31515 

OJ990721_02 .9B16.C8.o2. ts 

13781 

none 

13781. .13885, 13786 .. 13887, 

14120. .14155, 14229. .14351, 

15013. .15102, 15033. .15101, 

15430. .15507, 15437 .. 15508, 

15614. .15703, 15615. .15701, 

15792. .15839, 15794 15829, 

16201. .16302, 16203. .16301, 

16392. .16478, 16392 .. 164 93, 

16857. .16901, 17007. .17114, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 02.9B16.C8 



33876 

TBLASTX: Soybean 
17114 
118 

13991. .14158, 13992. .14141, 
14246. .14362, 14 247 .. 14 357 , 
15145. .15336, 15165 .. 15329, 
15443. .15511, 15444. .15524, 
15616. .15702, 15790. .15828, 
16008. .16085, 16009. .16086, 
16216. .16308, 16391. .16477, 
16402. .16485, 16855 .. 16899, 
17030. .17095 



Seq. No. 

Gene No. 

Start 

Name 
O Start 
O GI 
rri Exons 



a 
m 

E 

r-i : 
i -J 

□ 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7881 Seq. ID 

16634 Strand 

31515 End 

OJ990721_02 .9B16.C8.ol. tc Method 

13786 End 

none * Score 



OJ990721_02. 9B16.C8 
33876 

TBLASTX: Cress 

14333 

94 



13786. .13887, 13787 .. 13885, 13991 .. 14 158 , 13992 14144, 
14246. .14332, 14247.. 14333 



Seq. ID OJ990721_02. 9B16.C8 
Strand 

End 33876 

Method TBLASTX: Cress 

End 15502 

Score 151 
15329, 15169. .15336, 15187 .. 15336, 15430 .. 15501, 
15502 



7881 
16634 
31515 

OJ990721_02 . 9B1 6 . C8 . o4 . tc 
15165 
none 
15165 
15437 



7881 ,Seq. ID 

16634 Strand 
31515 End 
OJ990721_02. 9B16.C8.o7.tc Method 
16221 End 
none Score 

16221. .16298, 16222 .. 16299, 16407 

16855. .16905, 16857 .. 16904 , 17004 

17235. .17297, 17239 .. 17292 , 17804.. 17908 



OJ990721 02.9B16.C8 



33876 

TBLASTX: Cress 
17908 
104 

16493, 16408. .16485, 
17153, 17030. .17092, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7881 Seq. ID 

16634 Strand 

31515 End 

OJ990721_02 . 9B16 . C8 . o7 . tm Method 

16254 End 

none Score 



OJ990721_02. 9B16.C8 
33876 

TBLASTX: Maize 

17902 

55 



16254. .16307, 16255 . .16299, 16398 .. 16493, 16399 16485, 
16405. .16515, 16406. .16516, 16407 .. 16502, 16855 .. 16917 , 
16857. .16904, 16998 .. 17081, 16999 .. 17142 , 17001 .. 17162 , 



8218 



17235. .17297, 17239 17295, 17804 .. 17896, 17804. .17902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



7881 

16634 

31515 

OJ9907 

22152 

none 

22152. 

22225. 

22371. 

22399. 

22402. 

22420. 

22470. 

22482. 

22537. 

22596. 

22652. 

22666. 

22724. 

22746. 

22805. 

22864. 

22943. 

23131. 

23138. 

23164. 

23218. 

23322. 

23328. 

23343. 

23377. 



Seq. ID OJ990721_ 
Strand 



02.9B16.C8 



21 02.9B16.C8.o5.tm 



,22214 
,22335 
,22517 
,22554 
,22716 
,22647 
,22709 
,22913 
,22770 
,22688 
,22870 
,22899 
,22771 
23105 
22984 
23100 
23116 
23322 
23287 
23325 
23325 
23555 
23645 
23636 
23490 



22208. 
22309. 
22384. 
22399. 
22404. 
22468. 
22471. 
22533. 
22544. 
22610. 
22663. 
22668. 
22731. 
22761. 
22854. 
22878. 
22987. 
23131. 
23158. 
23182. 
23296. 
23325. 
23331. 
23345. 
23393. 



.22324 
.22470 
.22500 
.22644 
.22589 
.22701 
.22791 
.22577 
.22831 
.22873 
.22914 
.22913 
.22775 
.22994 
.23111 
.23120 
.23091 
.23229 
.23229 
.23286 
.23463 
.23540 
.23483 
.23671 
.23635 



End 

Method 

End 

Score 
22211. .22324 
22320. .22490 
22394 . .22567 
22400. .22573 
22412. .22639 
22468. .22689 
22471. .22716 
22535. .22588 
22558. .22923 
22611. .23057 
22663. .22896 
22690. .22992 
22731. .22775 
22780. .22971 
22861. .23094 
22922. .22969 
23110. .23262 
23132. .23308 
23159. .23230 
23183. .23248 
23318. .23494 
23325. .23513 
23335. .23643 
23346. .23669 



33876 
TBLASTX : 
23683 
46 

22222 
22347 
22396 
22401 
22412 
22470 
22480 
22536 
22582 
22615 
22665 
22723 
22746 
22794 
22863 
22932 
23121 
23137 
23159 
23212 
23321 
23326 
23338 
23363 



Maize 



. .22338, 
. .22490, 
. .22503, 
. .22793, 
. .22711, 
. .22787, 
. .22698, 
. .22991, 
. .22830, 
. .22989, 
. .22973, 
. .22773, 
. .23105, 
. .22886, 
. .23132, 
. .23102, 
. .23297, 
. .23256, 
. .23290, 
. .23325, 
. .23419, 
. .23475, 
. .23649, 
. .23683, 



7881 

16634 

31515 

OJ99072 1_02 . 9B1 6 . C8 . o9 . tm 

24530 

none 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ990721_02.9B16.C8 
33876 

TBLASTX: Maize 

26259 

140 



24530. .24685, 24533 .. 24 685, 24 625 .. 24 687 , 26169 .. 26231, 
26178. .26255, 26179. .26259 



7881 

16634 

31515 

OJ990721_02. 9B16.C8.o8.gp 
31515 

30332 1.R1084 



OJ990721 02.9B16.C8 



Seq. ID _ 
Strand 

End 33876 
Method AAT/GAP 
End 33115 
_ Score 1681 

31515. .31890, 32408. .32534, 32616 .. 32963, 33040.. 33115 
1 5922603/dbj | AP000492 . 1 | AP000492 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



7881 Seq. ID 

16634 Strand 
31515 End 

OJ990721 02.9B16.C8.ol.tm Method 



OJ990721__02. 9B16.C8 
33876 

TBLASTX: Maize 



8219 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



31727 
none 



End 
Score 



32952 
199 



31727. .31891, 31743 .. 31892, 32400 32534 , 324 15 .. 32537 , 
32417. .32536, 32611 .. 32952, 32616.. 32951 



7881 Seq. ID 

16634 Strand 

31515 End 

OJ990721J32 . 9B1 6 . C8 . 06 . tc Method 

31727. End 

none Score 

31727. .31891, 31749. .31892 

7881 
16634 
31515 

OJ990721_02.9B16.C8.ol.ts 
31733 
none 

31733. .31891, 31743 .. 31892, 
32409. .32534, 324 11 32539, 
32616. .32960, 32695.-32964, 
33036. .33251, 33040 .. 33252, 
33479. .33640, 33529.. 33642 



OJ990721_02.9B16.C8 
33876 

TBLASTX: Cress 

31892 

192 



Seq. ID OJ990721_02.9B16.C8 
Strand 

End 33876 
Method TBLASTX : Soybean 
End 33642' 
Score 184 
32401. .32535, 324 09 .. 32555, 
32611. .32958, 32616 .. 32966, 
33026. .33250, 33028 .. 33252, 
33468. .33539, 33474 .. 33641 , 



7881 

16634 

31515 

OJ990721_02 . 9B1 6 . C8 . o7 . gs 

31734 

none 



Seq. ID OJ990721_02.9B16.C8 
Strand 
End 

Method 
End 
Score 



33876 
GEN SCAN 
33788 
.89 



31734. .31890, 31945 .. 32050, 32408 .. 32518 , 32690 .. 32963, 
33040. .33249, 33479 .. 33700, 33732. .33788 



7881 
16634 
31515 

OJ990721_02. 9B16.C8.o8.np 
31742 
3033398- 

31742. .31890, 32408 .. 32534 , 
33479. .33636, 33732.. 33876 

(AC004238 ) putative phosphoribosylaminoimidazolecarboxamide 
formyltransf erase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

.Score 



OJ990721_02.9B16.C8 

33876 
AAT/NAP 
33876 
1554 



32616. .32963, 33040 .. 3324 9, 



7881 
16634 
31515 

OJ990721_02 .9B16.C8.o3. tm 
33026 



none 

33026. 

33474. 



.33250, 33039. 
.33638, 33477. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

33251, 33040. .33252, 33040 
33539, 33479. .33643, 33479 



OJ990721 02.9B16.C8 



33876 

TBLASTX: Maize 
33874 
295 

33252, 
33646, 



33730. .33873, 33731. .33874 

7881 
16634 



Seq. ID 
Strand 



OJ990721 02.9B16.C8 



8220 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



31515 End 

OJ990721_02 . 9B1 6 . C8 . o9 . gp Method 

33186 End 

LIB3475-002-P1-K2-A6 Score 



33876 
AAT/GAP 
33876 
690 



33186. .33249, 33479 33636, 33732.. 33876 
'3033398 5.0e-59 (AC004238) putative 

phosphoribosylaminoimidazolecarboxamide formyl transferase 
[Arabidopsis thaliana] 1 



Seq. No. 


7881 




Seq. ID 


OJ990721_02.9B16. 


C8 


Pono NT /-\ 


4. O DO H 




Strand 






Start 


31515 




End 


33876 




Name 


OJ990721 02.9B16.C8. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


33201 




End 


33875 




GI 


none 




Score 


70 




Exons 


33201. .33251, 33202. 


.33252, 


33474. .33635, 3347 9 .. 33628, 






33739. .33873, 33742. 


.33873, 


33743.-33874, 33744. .33875 




Seq. No. 


■ 7881 




Seq. ID 


OJ990721_02.9B16. 


C8 


Gene No. 


16634 




Strand 






Start 


31515 




End 


33876 




Name 


OJ990721 02.9B16.C8. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


33739 




End 


33876 




GI 


none 




Score 


143 




Exons 


33739..33876, 33743. 


.33874 








Seq. No. 


7882 




Seq. ID 


OJ990721_02.9B16. 


C10 


Gene No. 


16635 




Strand 


+ 




Start 


100 




End 


249 




Name 


OJ990721 02.9B16.C10 


.ol .gs 


Method 


GENSCAN 




Start 


100 




End 


249 




GI 


none 




Score 


.89 




Exons 


100. .249 











Seq. No. 7883 Seq. ID 

Gene No. 16636 Strand 

Start 245 End 

Name 0 J990721_02 . 9B1 6 . C12 . ol . gs Method 

Start 245 End 

GI none Score 

Exons 245.. 433 



OJ990721_02.9B16.C12' 
433 

GENSCAN 

433 

.63 



Seq. No. 7884 Seq. ID OJ990721_02.9B16.C13 

Gene No. 16637 Strand 

Start 1 End 855 

Name OJ990721_02 . 9B16 . C13 . ol . np Method AAT/NAP 

Start 1 End 855 

GI 3033398 Score 235 

Exons 1..70, 236.. 332, 724.. 855 

GI Descrip. (AC004238) putative phosphoribosylaminoimidazolecarboxamide 
formyltransf erase [Arabidopsis thaliana] 



Seq. No. 7885 

Gene No. 16638 

Start 1 

Name OJ990721_02 . 9B16 . C14 . ol . np 

Start 1 



Seq. ID OJ990721_02.9B16.C14 

Strand + 

End 1829 

Method AAT/NAP 

End 1613 



8221 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2224915 Score 

1..85, 578. .639, 1137. .1613 

(U95968) beta-expansin [Oryza sativa] 



349 



7885. 
16638 
1 

OJ990721_02.9B16.C14 .ol.gs 

538 

none 



Seq. ID OJ990721_02.9B16.C14 

Strand + 

End 1829 

Method GENS CAN 

End 1829 

Score .84 



S38..597, 1185.. 1287, 1333.. 1538, 1698. -.1829 



7885 

16638 

1 

OJ990721_02 . 9B16 . C14 . ol . tm 

1134 

none 

1134. .1172, 1136. .1171, 1176. 
1477. .1509, 1507. .1539, 1511. 

7885 

16638 

1 

OJ990721_02. 9B16.C14 .ol.tw 

1176 

none 

1176. .1373, 
1444. .1479 



02.9B16.C14 



1177.. 1425, 1225. 



Seq. ID OJ990721_ 

Strand + 

End 1829 

Method TBLASTX : Mai ze 

End 1540 

Score 69 

.1478, 1177. .1479, 1225. .1491, 
.1540 

Seq. ID OJ990721_02.9B16.C14 

Strand + 

End 1829 

Method TBLASTX : Wheat 

End 1505 

Score 362 

.1440, 1418. .1444, 1431. .1505, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7885 

16638 

1 

OJ990721_02. 9B16.C14 .ol.ts 
1180 

none : '* 



Seq. ID OJ990721_02.9B16.C14 

Strand + 

End 1829 

Method TBLASTX : Soybean 

End 1539 

Score 247 



1180. .1419, 1191. .1373, 1444. .1506, 1495. .1539 



7886 
16639 
72 

OJ990721_02.9B16.C15. ol.gs 
72 

none . 

72. .137, 943. .1070, 1200. 
3531.. 3613, 3696.. 3847 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1295, 1400. 



OJ990721_02.9B16.C15 
+ 

4434 
GENSCAN 
3847 
.54 

1463, 3063.. 3520, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7886 

16639 

72 

OJ990721_02.9B16.C15.ol.np 

1217 

5257260 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1217. .1350, 3253. .3696, 4389. .4434 

(AP000364) Similar to sequence of BAC F7G19 from Arabidopsis 
thaliana. (AC000106) [Oryza sativa] 



OJ990721_02.9B16.C15 
+ 

4434 
AAT/NAP 
4434 
389 



8222 




Seq. No. 


7886 








Seq. ID 


OJ990721_02 . 9B16.C15 


Gene No. 


16639 








Strand 


+ 


Start 


72 








End 


4434 - 


Name 


OJ990721_02 


. 9B16. 


C15. ol 


• gp 


Method 


AAT/GAP 


Start 


3493 








End 


4098 


GI 


3760094 








Score 


1124 


Exons 


3493 . .4098 












Seq. No. 


7886 








Seq. ID 


OJ990721_02 . 9B16 . C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721_02 


. 9B16. 


C15.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3341 








End 


3658 


GI 


none 








Score 


265 


Exons 


3341 . . 3553, 


3342 . 


. 3542, 


3482 . 


.3559, 3545.. 3658, 3553.. 3657 


Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721_02 


.9B16. 


C15.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3341 








End 


3658 


GI 


none 








Score 


257 


Exons 


3341 . . 3541, 


3342. 


. 3542, 


3345. 


.3542, 3386.-3547, 3563.. 3658, 




3568 . . 3657 












Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721__02 


. 9B16. 


C15.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


3341 








End 


3676 


GI 


none 








Score 


265 


Exons 


3341 . . 3553, 


3342 . 


. 3542, 


3545. 


.3676, 3553.. 3657 


Seq. No. 


7886 








Seq. ID 


OJ990721_02 . 9B16 . C15 


Gene' No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721_02 


. 9B16. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


4746 








End 


4951 


GI 


none 








Score 


191 


Exons 


4746. .4943, 


4751. 


.4951, 


4751. 


.4945 




Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02 


.9B16. 


CIS.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4748 








End 


8705 


GI 


none 








Score 


83 


Exons 


4748 . . 4939, 


4770 . 


.4 9.37, 


5240 . 


.5806, 5274.. 5807, 6319.. 6594, 




6323. .6583, 


6599. 


. 6643, 


6754 . 


.6885, 6936.. 6995, 7085.. 7306, 




7832 . . 8065, 


84 64 . 


. 8565, 


8472 . 


.8585, 8571. .8705, 8614. .8661 


Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02, 


.9B16. 


CIS.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4751 








End 


7130 


GI 


none 








Score 


161 



8223 





Exons 


4751. .4942, 


4770. 


. .4940, 


4773 


..4955, 4997. .5098, 5187. .5801, 






5188. .5397, 


5237. 


. .5806, 


5274 


..5807, 6332.. 6607, 6337.. 6594, 






6760. . 6888, 


6761. 


.6880, 


6936 


..6995, 6946. .6993, 7085. .7129, 






7086. .7130 














Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 




Gene No. 


16640 








Strand 






Start 


4751 








End 


9333 




Name 


OJ990721_02 


.9B16. 


C15.o2. 


gs 


Method 


GEN SCAN 




Start 


4751 








End 


9227 




GI 


none 








Score 


.73 




Exons 


4751. .5805, 


6339. 


.6593, 


6759 


..6833, 7087. .7347, 7710. .7760, 






7831. .8076, 


8474 . 


.8699, 


9108 


. .9227 






Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 




Gene No. 


16640 








Strand 






Start 


4751 








End 


9333 




Name 


OJ990721 02 


.9B16. 


C15.o2. 


np 


Method 


AAT/NAP 




Start 


4754 








End 


9333 




GI 


4512624 








Score 


2650 




Exons 


4754. .5805, 


6339. 


.6593, 


6759 


..6873, 6939. .6991, 7087. .7347, 






7710. .7760, 


7831. 


.8076, 


8474 


..8672, 9108. .9211, 9291. .9333 




GI Descrip. 


(AC004793) 


Strong similarity to gi 1 3033401 F19I3.29 putative 


! IS? 




potassium transporter from Arabidopsis 


thaliana BAC gb|-AC004; 


: C l 


Seq. No. 


7886 








Seq. ID 


OJ'990721_02.9B16.C15 


m 


Gene No. 


* 16640 








Strand 






Start 


4751 








End 


9333 


Q 


Name 


OJ990721 02 


.9B16. 


C15.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


5098 








End 


5273 


l i I 


GI 


none 








Score 


192 




Exons 


5098. .5235, 


5100. 


.5273, 


5138 


. .5272 




fu 


Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


,3 E-. 

: ! 


Gene No. 


16640 








Strand 






Start 


4751 








End 


9333 




Name 


OJ990721 02 


.9B16. 


C15.ol. 


tm 


Method 


TBLASTX: Maize 


u. 


Start 


.5274 








End 


5808 




GI 


none 








Score 


771 


□ 


Exons 


5274. .5807, 


5276. 


.5806, 


5368 


. .5808 






Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 




Gene No. 


16640 








Strand 






Start 


4751 








End 


9333 




Name 


OJ990721 02 


.9B16. 


C15.o2. 


gp 


Method 


AAT/GAP 




Start 


5389 








End 


5824 




GI 


LIB3433-026 


-Pl-Kl 


-G4 




Score 


807 




Exons 


5389. .5824 














GI Descrip. 


' 4512624 /gb|AAD21693.1 | 


4.0e- 


-59 (AC004793) Strong similarity 






gi_3033401 : 


F19I3. 


29 putative 


potassium transporter from 






Arabidopsis 


thaliana BAC 


: gb_AC004238 f 






Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 




Gene No. 


16640 








Strand 






Start 


4751 








End 


9333 




Name 


OJ990721 02 


.9B16. 


C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6332 








End 


6613 



to 



8224 




GI 


. none 








Score 


362 


Exons 


6332. .6607, 


6337 


. .6594, 


6338. 


.6613 




Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


Cpnp No - 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02. 


9B16 


.C15.o6 


. tin 


Method 


TBLASTX: Maize 


Start 


6740 








End 


7225 


GI 


none 








Score 


88 


Exons 


6740. .6886, 


6757 


. .6888, 


6936. 


.6989, .6936. .6995, 7085. .7225 


Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


(Zpnp No 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02. 


9B16 


.ClS.o.4 


.ts 


Method 


TBLASTX: Soybean 


Start 


7139 








End 


7349 


GI 


none 








Score 


133 


Exons 


7139. .7306, 


7152 


. .7349 








Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02 


9B16 


C15 o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7226 








End 


8669 


GI 


none 








Score 


108 


Exons 


7226. .7306, 


7227 


. .7349, 


7227. 


.7346, 7675.. 7764, 7733.. 7762, 




7825. .8088, 


7831 


. .8076, 


7832. 


.8122, 7833. .8078, 8464. .8547, 




8472. .8552, 


8472 


. .8555, 


8556. 


.8669, 8560. .8661, 8565.-8666 


Seq. No. 


7886 








Seq. ID 


^OJ990721_02.9B16.C15 


Gene No. 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02. 


9B16 


.C15.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7832 








End 


8085 


GI 


none 








Score 


62 


Exons 


7832. .8065, 


7833 


. .7937, 


7974. 


.8075, 7975. .8076, 7978. .8085, 




7983. .8078 












Seq. No. 


7886 








Seq. ID 


OJ990721_02.9B16.C15 


flpnp Nfi 


16640 








Strand 




Start 


4751 








End 


9333 


Name 


OJ990721 02. 


9B16 


.C15.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


8034 








End 


8684 


GI 


none 








Score - 


68 


Exons 


8034. .8078, 


8464 


. .8556, 


8472. 


.8543, 8547. .8684, 8548. .8682 


Seq. No. 


7887 








Seq. ID 


OJ990721_02. 9B16.C16 




16641 








Strand 


+ 


Start 


633 








End 


2435 


Name 


OJ990721 02. 


9B16 


.C16.ol 


.gs 


Method 


GENSCAN 


Start 


633 








End 


2186 


GI 


none 








Score 


.43 


Exons 


633. .758, 1107..: 


1224, 2149.. 2186 




Seq. No. 


7887 • 








Seq. ID 


OJ990721_02.9B16.C16 


Gene No. 


16641 








Strand ■ 




Start 


633 








End 


2435 



8225 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990721_02.9B16.C16.ol.gp Method * AAT/GAP 
1884 End 2435 

LIB3477-003-P1-K1-E9 Score 97 

1884. .1929, 2388. .2435 

f 24 98586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



7887 Seq. ID 

16642 Strand 

2479 End 

OJ990721_02 . 9B1 6 . C16 . ol . np Method 

2479 End 

6721512 Score 



OJ990721_02.9B16.C16 

4304 
AAT/NAP 
4304 
72 



2479. .2542, 3909. .4007, 4050. .4174, 4202. .4304 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 02.9B16.C16 



9970 
AAT/NAP 
9970 
128 



7887 
16643 
9663 

OJ990721_02.9B16.C16.o2.np 
9663 
128872 
9663.. 9970 

NADH - PLAS TOQU I NONE OXIDOREDUCTASE CHAIN 4L, CHLOROPLAST 
gi I 66169|pir | IQXZM4L NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4L - maize chloroplast gi 1 12422 | emb | CAA31556 | 
(X13159) ndhE gene product [Zea mays] gi I 902286 | emb I CAA60350 | 
(X86563) NADH dehydrogenase ND4 [Zea mays] 
gi|226548 Iprf | I1601520A ndhE gene [Zea mays] 



Seq. No. 


7888 


Seq. ID 


OJ990721_02. 9B16. 


C17 


Gene No. 


16644 


Strand 


+ 




Start 


56 


End 


4138 




Name 


OJ990721 02.9B16.C17.ol.gs 


Method 


GENSCAN 




Start 


56 


"End 


4138 




GI 


none 


Score 


.6 




Exons 


56. .166, 1475. .1722, 2136. 


.2353, 2467. 


.2653, 3775. .3979, 






3991. .4138 








Seq. No. 


7888 


Seq. ID 


OJ990721_02. 9B16. 


C17 


Gene No. 


16645 


Strand 






Start 


14 


End 


12439 




Name 


OJ990721 02.9B16.C17.o2.np 


Method 


AAT/NAP 




Start 


14 


End 


12439 




GI 


6751696 


Score 


94 




Exons 


14. .56, 5064. .5184, 5245.. 


5375, 6334.. 


6495, 12218.. 12332 


r 




12416. .12439 








GI Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


7888 


Seq. ID 


OJ990721_02. 9B16. 


C17 


Gene No. 


16645 


Strand 






Start 


14 


End 


12439 




Name 


OJ990721 02.9B16.C17.o5.tw 


Method 


TBLASTX: Wheat 




Start 


780 


End 


1134 




GI 


none 


Score 


108 




Exons 


780. .905, 906. .1025, 919.. 


1002, 950.. 1003, 1024.. 1107, 





8226 



1026.. 1106, 1027.. 1134, 1037.. 1129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7888 

16645 

14 

OJ990721_02. 

1130 

none 

1130. .1342, 

7888 

16645 

14 

OJ990721JD2. 

1404 

none 

1404. .1757, 

7888 

16645 

14 

OJ990721_02. 
2036 

none \? , 
2036. .2407/ 
2715. .2888 

7888 

16645 

14 

OJ990721_02. 

2090 

none 

2090. .2398, 

7888 

16645 

14 

OJ990721_02. 

2602 

none 

2602. .2658, 
2964. .3059 

7888 

16645 

14 

OJ990721_02. 

2751 

none 

2751. .3059, 

7888 

16645 

14 

OJ990721_02. 
3200 



9B16.C17 .o3.tm 
1404. .1658, 1494. 

9B16.C17.o2.tw 
1469. .1747 

9B16.C17.ol.tm 



Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX: Maize 

End 1875 

Score 152 

.1622, 1647. .1697, 1834. .1875 

Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX : Wheat 

End 1757 

Score 310 



Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX : Mai ze 

End 2997 

Score 352 



2122. .2319, 2377. .2997, 2403. .2456, 2511. .2657, 



Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX : Wheat 

End 2398 

Score 318 
.2371 

Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX : Soybean 

End 3129 

Score 57 



9B16.C17.ol.tw 



2110. .2322, 2111. 



9B16.C17.ol.ts 



2607. .2660, 2733. .2927, 2734. .2955, 2944. .3129, 



9B16.C17.o3.tw 
2752. .3114, 3121. 

9B16.C17.o2.tm 



Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX : Wheat 

End 3302 

Score 277 
.3159, 3204.. 3302 

Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439., 

Method TBLASTX : Mai ze 

End 3671 



8227 



GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



191 



3200. .3418, 3201. .3431, 3437. .3541, 3437.. 3541, 3540. .3572, 
3578. .3670, 3579. .3671 



7888 

16645 

14 

OJ990721_02.9B16.C17.o4.tw 

3399 

none 



Seq. ID OJ990721_02.9B16.C17 
Strand 

End 12439 

Method TBLASTX : Wheat 

End 3766 

Score 4 5 



3399. .3437, 3431. .3541, 3518. .3766, 3540. .3764 



Seq. No. 


7888 








Seq. ID 


OJ990721 


_02.9B16.C17 


Gene No. 


16645 








Strand 






Start 


14 








End 


12439 




Name 


OJ990721 02. 


9B16 


.C17.o4 


. tm 


Method 


TBLASTX : 1 


Maize 


Start 


3840 








End 


4138 




GI 


none 








Score 


79 




Exons 


3840. .4037, 


3841 


. .3948, 


3845. 


.4138, 3976. .4107 




Can M/-| 


7ftftff 

'OOO 








Seq. ID 


OJ990721 


_02.9B16.C17 


Gene No. 


16645 








Strand ' 






Start 


14 








End 


12439 




Name 


OJ990721 02. 


9B16 


.C17.o2 


.gs 


Method 


GEN SCAN 




Start 


4584 








End 


12288 




GI 


none 








Score 


.44 




Exons 


4584. .4664, 


4938 


. .5059, 


5952. 


.5989, 6156.. 6338, 


6585. .6782, 




8842. .8860, 


9110 


. .9212, 


12238 


. .12288 






Seq. No. 


7889 








Seq. ID 


OJ990721 


_02.9B16.C18 


Gene No. 


16646 








Strand 


+ 




Start 


5112 








End 


8049 




Name 


OJ990721 02. 


9B16 


.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


5112 








End 


6401 




GI 


1631415 








Score 


632 




Exons 


5112. .5193, 


5866 


. .5987, 


6094. 


.6178, 6328. .6401 




GI Descrip. 


3599491 9.0e 


i-12 


(AF085149) putative aminotransferase [Capsi< 




chinense] 














Seq. No. 


7889 








Seq. ID 


OJ990721 


_02.9B16.C18 


Gene No. 


16646 








Strand 


+ 




Start 


5112 








End 


8049 




Name 


OJ990721 02. 


9B16 


.C18.o3 


.gs 


Method 


GENS CAN 




Start 


5984 








End 


7789 




GI 


none 








Score 


.81 




Exons 


5984. .5987, 


6296 


. .6400, 


6583. 


.6680, 6912.. 7004, 


7751. .7789 


Seq. No. 


7889 








Seq. ID 


OJ990721 


_02.9B16.C18 


Gene No. 


16646 








Strand 


+ 




Start 


5112 








End 


8049 




Name 


OJ990721 02. 


9BI.§. 


,C18.o2 


. np 


Method • 


AAT/NAP 




Start 


6074 








End 


8049 




GI 


3599491 








Score 


541 




Exons 


6074. .6178, 


6328 


. .6400, 


6583. 


.6680, 6912. .7004, 


7294. .7367, 




7751. .7789, 


7951 


. . 8049 











GI Descrip. (AF085149) putative aminotransferase [Capsicum chinense] 



8228 




Seq. No. 


7889 






Seq. ID 


OJ990721_02 . 9B16. 


C18 


Gene No. 


16647 






Strand 






Start 


2776 






End 


3011 




Name 


OJ990721__02 


.9B16. 


,C18.ol.np 


Method 


AAT/NAP 




Start 


2776 






End 


3011 




GI 


4204315 






Score 


207 




Exons 


2776. .3011 












GI Descrip. 


(AC003027) 


Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7889 






Seq. ID 


OJ990721_02.9B16. 


CI8 


Gene No. 


16648 






Strand 






Start 


4283 






End 


5060 




Name 


OJ990721_02 


. 9B16. 


,C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


2779 






End 


2973 




GI 


none 






Score 


171 




Exons 


2779. .2973, 


2794 . 


.2970, 2808.. 2972 






Seq. No. 


7889 






Seq. ID 


OJ990721_02.9B16. 


C18 


Gene No . 


16648 






Strand 






Start 


4283 






End 


5060 




Name 


OJ990721_02 


. 9B16. 


C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2779 






End 


3024 




GI 


none 






Score 


148 




Exons 


2779. .3024, 


2798 . 


.3022 








Seq. No. 


7889 






Seq. ID 


OJ990721_02. 9B16. 


C18 


Gene No. 


16648 






Strand 






Start 


4283 






End 


5060 




Name 


OJ990721 02 


. 9B16. 


C18.ol.tc 


Method 


TBLASTX : Cress 




Start 


2782 






End 


3015 




GI 


none 






Score 


91 




Exons 


2782. . 3012, 


2798 . 


.2995, 2815. .3015 






Seq. No. 


7889 






Seq. ID 


OJ990721 02.9B16. 


C18 


Gene No. 


16648 






Strand 






Start 


4283 






End 


5060 




Name 


OJ990721 02 


.9B16. 


C18 . o2 . gs 


Method 


GENSCAN 




Start 


4283 






- End 


5060 




GI 


none 






Score 


.44 




Exons 


4283. .4503, 


4994. 


.5060 








Seq. No. 


7890 






Seq. ID 


OJ990721JD2, 9B16. 


C19 


Gene No. 


16649 






Strand 


+ 




Start 


1 






End 


1297 




Name 


OJ990721 02 


.9B16. 


C19.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1297 




GI 


3599491 






Score 


342 




Exons 


1..161, 688 


. .735, 


825. .908, 


1031. .1118 


, 1195. .1297 




GI Descrip. 


(AF085149) putative aminotransferase [Capsicum chinense] 




Seq. No. 


7890 






Seq. ID 


OJ990721_02. 9B16. 


C19 


Gene No. 


16649 






Strand 


+ 




Start ' 


1 






End 


1297 




Name 


OJ990721 02 


.9B16. 


C19-ol. tm 


Method 


TBLASTX: Maize 




Start 


83 






End 


1279 




GI 


none 






Score 


119 




Exons 


83. .160, 87 


. .173, 


87. .161, 


679. .750, 687. .737, 824. .904, 





8229. 




825. .917, 1018. .1110, 1028. .1120, 1030.. 1101, 1193. .1267, 
1194. .1274, 1194. .1274, 1196. .1279 





Seq. No. 


7890 


Seq. ID 


OJ990721_02.9B16.C19 




Gene No. 


16649 


Strand 


+ 




Start 


1 


End 


1297 




Name 


OJ990721 02.9B16.C19.ol.gp 


Method 


AAT/GAP 




Start 


87 


End 


1296 




GI 


2431326 


Score 


601 




Exons 


87. .161, .688. .735, 825. .908, 


1031. .1118, 1195. .1296 




GI Descrip. 


3599491 1.0e-44 (AF085149) putative aminotransferase [Capsi< 






chinense] 








Seq. No. 


7890 


Seq. ID 


OJ990721_02.9B16.C19 




Gene No. 


16649 


Strand 


+ 




Start 


1 


End 


1297 




Name 


OJ990721 02.9B16.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


87 


End 


1259 




GI 


none 


Score 


126 




Exons 


87. .173, 679. .750, 690. .737, 


824. .895, 


824. .895, 825. .917, 






835. .909, 1028. .1120, 1030.. 


1101, 1194 


..1259, 1200. .1235 




Seq. No. 


7890 


Seq. ID 


OJ990721 02.9B16.C19 




Gene No. 


16649 


Strand 


+ 


Q 


Start 


1 


End 


1297 


t ™i 
'is' 


Name 


OJ990721 02.9B16.C19.ol.gs 


Method 


GENSCAN 


ijff 


Start 


87 


End 


1141 


•Ml 


GI 


none 


Score 


.8 


: b? 
O 


Exons 


87. .161, 688. .735, 825. .908, 


1031. .1141 


Lli 


Seq. No. 


7890 


Seq. ID 


OJ990721_02.9B16.C19 


: j=f 


Gene No. 


16649 


Strand 


+ 


! : | ' 


Start 


1 


End 


1297 




Name 


OJ990721 02.9B16.C19.ol.ts 


Method 


TBLASTX : Soybean 


:i 


Start 


87 


End 


1274 




GI 


none 


Score 


131 


•V i 


Exons 


87. . 173, 87. .161, 679. .750, 


693. .755, 


824. .904, 825. .917, 


Mi 




1026.. 1115, 1028. .1120, 1030 


. .1095, .1193. .1273, 1194. .1274 


!■!! 
r = £ 


Seq. No. 


7891 


Seq. ID 


OJ990721_02.9B16.C20 


'aal 


Gene No. 


16650 


Strand 




r s i 


Start 


108 


End 


256 




Name 


OJ990721- 02.9B16.C20.ol.gp 


Method 


AAT/GAP 




Start 


108 


End 


256 




GI 


uC-osflcypl77g01al 


Score 


237 




Exons 


108. .256 








GI Descrip. 


? 4884864/gb|AAD3184 6.1|AF133530_l 4 .0e 


-12 (AF133530) water 






channel protein MipH [Meseitibryanthemum 


crystallinum] ' 




Seq. No. 


7892 


Seq. ID 


OJ990601_07. 9B12.C1 




Gene No. 


16651 


Strand 






Start 


625 


End 


693 




Name 


OJ990601 07.9B12.Cl.ol.gs 


Method 


GENSCAN 




Start 


625 


End 


693 




GI 


none 


Score 


.68 




Exons 


625.-693 







8230 




Seq. No. 


7893 


Seq. ID 


OJ990601_07.9B12.C2 




16652 


Sr rand 


+ 


Start 


277 


End 


497 


Name 


OJ990601 07.9B12.C2.ol.gs 


Method 


GEN SCAN 


Start 


277 


End 


497 


GI 


none 


Score 


.7 


Exons 


277. .497 






Seq. No. 


7894 


Seq. ID 


OJ990601 07.9B12.C4 


Gene No. 


16653 


Strand 


+ 


Start 


1 


End 


171 


Name 


OJ990601 07.9B12.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


171 


GI 


uC-osflcypl02g09al 


Score 


273 


Exons 


1. .171 






GI Descrip. 


'4432830/gb|AAD20679| 1 . Oe 


-17 (AC006283) similar to pheromone' 




receptor deficient mutant 


[Arabidopsis 


thaliana] 1 





Seq. No. 


7894 


Seq. ID 


OJ990601_07.9B12.C4 




Gene No. 


16654 


Strand 






Start 


269 


End 


648 




Name 


OJ990601 07.9B12.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


7 


End 


646 




GI 


none 


Score 


34 




Exons 


7. .102, 122. .187, 159. .185, 259. .366, 260... 379, 261. .377, 


•71 




454. .621, 455. . 628, 456. .602, 


620. .646 




•X '■ • 

';• t E 

1 b! 


Seq. No. 


7894 


Seq. ID 


OJ990601_07.9B12.C4 




Gene No. 


16654 


Strand 




L _| 


Start 


269 


End 


648 


U! 


Name 


OJ990601 07.9B12.C4.ol.tw 


Method 


TBLASTX: Wheat 


: " : 


Start 


260 


End 


646 


\ U 


GI 


none 


Score 


163 




Exons 


260. .379, 261. .377, 455. .628, 


456. .602, 


484. .621, 620. .646 


!. 


Seq. No. 


7894 


Seq. ID 


OJ990601_07.9B12;C4 


't , s 
•zt 


Gene No. 


16654 


Strand 




lj J. 


Start . 


269 


End 


648 


: "i 


Name 


OJ990601 07.9B12.C4.ol.gs 


Method 


GENSCAN 




Start 


269 


End 


601 




GI 


none 


Score 


.65 




Exons 


269. .376, 455. .601 







Seq. No. 


7894 






Seq. ID 


OJ990601_07.9B12 


,C4 


Gene No. 


16654 






Strand 






Start 


269 






End 


648 




Name 


OJ990601 


07. 9B12.C4, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


269 






End 


643 




GI 


none 






Score 


87 




Exons 


269. .379, 


282. .377, 


455. .580, 


455. .643, 


462. .602 




Seq. No. 


7894 






Seq. ID 


OJ990601_07.9B12 


.C4 


Gene No. 


16654 






Strand 






Start 


269 






End 


648 




Name 


OJ990601 


07.9B12.C4. 


. ol .np 


Method 


AAT/NAP 




Start 


272 






End 


648 




GI 


4138137 






Score 


136 





8231 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;, ;J Seq. No. 
W Gene No. 
j!Fi Start 
f[| Name 
Start 

Exons 



Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



272. .376, 455.-648 

(AJ012796) ss-galactosidase [Lycopersicon esculentum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601 07.9B12.C4 



648' 

AAT/GAP 

639 

458 



7894 
16654 
269 

OJ990601_07 . 9B12 ,C4 . o2 . gp 
319 

2797583 
319. .376, 455. .639 

4432830/gb|AAD20679| 1.0e-17 (AC006283) similar to pheromone 
receptor deficient mutant [Arabidopsis thaliana] 

7895 Seq. ID OJ990601_07 . 9B12 . C5 

16655 Strand 

698 End 785 

OJ990601_07 . 9B12 .C5.ol.gp Method AAT/GAP 

698 ■ End 785 

LIB3477-003-P1-K1-E9 Score 152 

698. .785 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



7896 Seq. ID 

16656 Strand 

88 End 

OJ990601_07 . 9B12 . C8 . ol . gs Method 

88 End' 

none Score 
88. .249 



7897 
16657 
139 

OJ990601_07 . 9B12 . C9 . ol . tm 
139 



OJ990601_07.9B12.C8 
+ 

249 

GENSCAN 

249 

.92 



OJ990601 07.9B12.C9 



none 
139. . 
199. , 
336. . 
450. . 
608. . 



306, 141, 

312, 206, 

371, 344, 

554, 452, 

643, 616. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.311, 142. .306, 175. .315, 196. .312, 196. .315, 
.313, 210. .311, 213. .314, 236. .313, 237. .314, 
.382, 353. .382, 392. .538, 428. .535, 435. .566, 
.535, 459. .536, 462.-584, 577. .708, 606. .692, 
.708 



708 

TBLASTX: Maize 

708 

104 



Seq. No. 


7898 












. Seq. ID 


OJ990601 


Gene No. 


16658 












Strand 


+ 


Start 


43 












End 


380 


Name 


OJ990601 


07, 


. 9B12 


.C10 


.ol 


.gp 


Method 


AAT/GAP 


Start 


43 












End 


380 


GI 


4716752 












Score 


439 


Exons 


43. .380 
















Seq. No. 


7898 












Seq. ID 


OJ990601 


Gene No. 


16659 












Strand 




Start 


4870 












End 


6481 


Name 


OJ990601 


07, 


. 9B12 


.C10 


.o2 


.gp 


Method 


AAT/GAP 


Start 


4870 












End 


5750 



9B12.C10 



8232 






GI 


none 










Score 


984 




Exons 


4870. .5152, 


5483. 


.5750 












Seq. No. 


7898 










Seq. ID 


OJ990601_07.9B12.C10 




OtJIlC LNVJ • 












Strand 






Start 


4870 










End 


6481 




Name 


OJ990601 07 


.9B12. 


ClO.ol 


.tc 




Method 


TBLASTX: Cress 




Start 


5511 










End 


6399 




GI 


none 










Score 


72 




Exons 


5511. .5627, 


5562. 


.5753, 


5595. 


.5747, 5596. .5754, 6301. .6399 




Seq. No. 


7898 










Seq. ID 


OJ990601_07.9B12.C10 




Gene No. 


16659 










Strand 


















End 


6481 




Name 


OJ990601 07 


. 9B12. 


ClO.ol 


. tm 




Method 


TBLASTX: Maize 




Start 


5537 










End 


6423 




GI 


none 










Score 


56 




Exons 


5537. .5584, 


5544. 


.5627, 


5547. 


.5585, 5562.. 5753, 5580.. 5744, 






5581. .5754, 


6308. 


.6418, 


6309. 


.6419, 6310. .6423, 6310. .6423 




Seq. No. 


7898 










Seq. ID 


OJ990601_07 . 9B12 .C10 
















Strand 






Start 


4870 










End 


6481 


.SBj 


Name 


OJ990601 07 


. 9B12. 


C10.o2 


.gs 




Method 


GENSCAN 


: e nr 


Start 


5544 










End 


5751 




GI 


none 










Score 


.99 




Exons 


5544. .5751 














rti 


Seq. No. 


7898 










Seq. ID 


OJ990601_07 . 9B12 .C10 




belle INO . 


IDOJ? 










Strand 






Start 


4870 










End 


6481 


; _! 


Name 


OJ990601 07 


. 9B12. 


ClO.ol 


.ts 




Method 


TBLASTX: Soybean 


"i i 

sr 


Start 


5545 










End 


6424 




GI 


none 










Score 


174 


3 3 : 
j =? 


Exons 


5545. .5721, 


5559. 


.5753, 


5560. 


.5754, 6310. .6423, 6335. .6424 


-i 


Seq. No. 


7898 










Seq. ID 


OJ990601_07. 9B12.C10 




Gene No. 


16659 










Strand 




. _i 


Start 


4870 










End 


6481 




Name 


OJ990601 07 


.9B12. 


ClO.ol 


.np 




Method 


AAT/NAP 


»( 


Start 


5547 










End 


6481 




GI 


6730738 










Score 


332 




Exons 


5547. .5754, 


6308. 


.6481 












GI Descrip. 


(AC018849) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7898 










Seq. ID 


OJ990601_07 . 9B12.C10 




Gene No. 


16659 










Strand 






Start 


•4870 










End 


6481 




Name 


OJ990601 07 


. 9B12. 


C10.o3 


• gp 




Method 


AAT/GAP 




Start 


6226 










End 


6424 




GI 


LIB3431-027 


-Pl-Kl 


-C6 






Score 


181 




Exons 


6226. .6249, 


6308. 


.6424 












GI Descrip. 


, 5922612/dbj |BAA84 613.1 


1 5. 


Oe 


-25 (AP000492) EST AU078118 (E3 



corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] ' 



8233 



Seq. No. 7899 
Gene No. 16660 
Start 430 

Name OJ990601JD7 . 9B12 . Cll . ol . tc 

Start 426 
GI none 
Exons 426. 

967. 

1315.. 1437, 1328.. 1438, 1424 



OJ990601 07.9B12.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

602, 427. .600, 497. .616, 675. .863, 676. .858, 965. .1042, 
1044, 1117. .1218, 1130. .1219, 1130. .1261, 1150. .1218, 

1492, 1426. .1500, 1642.. 1680 



2175 

TBLASTX: Cress 

1680 

106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7899 

16660 

430 

OJ990601_07.9B12.Cll.ol.gp 
430 

9896_1.R1084 

430. .599, 675. .863, 946. 



OJ990601 07.9B12.C11 



Seq. ID 
Strand 

End 2175 
Method AAT/GAP 
End 12 65 

Score 1017 
1041, 1132.. 1265 
, 5922612/dbj IBAA84613.il 2.0e-34 (AP000492) EST AU078 118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] • 



Seq. No. 


7899 


Seq. ID 


OJ990601_07.9B12.C11 ■ 


OCllC LNU • 


16660 


Strand 




Start 


430 


End 


2175 


Name 


OJ990601 07.9B12.Cll.ol. 


gs Method 


GENS CAN 


Start 


433 


End 


1752 


GI 


none 


Score - 


.85 


Exons 


433. .599, 675. .863, 1132 


I..1260, 1333. .1509, 1642. .1752 


Seq. No. 


7899 


Seq. ID 


OJ990601_07.9B12.C11 


Gene No. 


16660 


Strand 




Start 


430 


End 


2175 


Name 


OJ990601 07.9B12.Cll.ol. 


tm Method 


TBLASTX: Maize 


Start 


433 


End 


1755 


GI 


none 


Score 


204 


Exons 


433. .600, 435. .602, 435. 


.,602, 675.. 788, 


675. .788, 676. .789, 




677. .805, 780. .863, 790. 


.861, 797. .865, 


884. .1042, 943. .1044, 




950. .1042, 951. .1049, 951. .1049, 1112.. 


1288, 1130.. 1219, 




1131. .1262, 1315. .1476, 


1316. .1438, 1424. .1510, 1426. .1509, 




1435. .1512, 1436. .1510, 


1651. .1755, 1652. .1753, 1662. .1754 


Seq. No. . 


7899 


Seq. ID 


OJ990601_07.9B12.C11 


Gene No. 


16660 


Strand 




Start 


430 


End 


2175 


Name 


OJ990601 07.9B12.Cll.ol. 


np Method 


AAT/NAP 


Start 


433 


End 


2175 


GI 


6730738 


Score 


1056 


Exons 


433. .599, 675. .863, 946. 


.1041, 1132.. 1260, 1333.. 1509, 




1642.. 1756, 2150.. 2175 






GI Descrip. 


(AC018849) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


7899 


Seq. ID 


OJ990601_07.9B12.C11 


Gene No. 


16660 


Strand 




Start 


430 


End 


2175 


Name 


OJ990601 07.9B12.Cll.ol. 


ts Method 


TBLASTX : Soybean 


Start 


435 


End 


1761 



8234. 




GI none Score 92 

Exons 435. .602, 445. .600, 675. .719, 675. .719, 720. .863, 721. .864, 

929. .1042, 943. .1044, 950. .1042, 1117. .1218, 1131. .1256, 
1145. .1261, 1315. .1437, 1328. .1438, 1334. .1441, 1424. .1510, 
1426. .1509, 1440. .1532, 1445. .1510, 1627. .1755, 1637. .1753, 
1642.. 1761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7899 

16660 

430 

OJ990601_07.9B12.Cll-ol.tw 

687 

none 



Seq. ID OJ990601_07.9B12.C11 
Strand 
End 

Method 
End 
Score 



2175 

TBLASTX: Wheat 

1042 

44 



687. .776, 786. .863, 805. .861, 943. .1041, 947. .1042 



7900 

16661 

1 

OJ990601_07.9B12.C12.ol.np 
1 

6730738 



Seq. ID OJ990601_07.9B12.C12 
Strand 

End 5769 

Method AAT/NAP 

End 5769 

Score 2329 



1..57, 1226. .1506, 1646. .1820, 1927. .2161, 2252. .2379, 
2467. .2562, 2651. .2746, 2886. .2959, 3027. .3096, 3674. .3792, 
3899. .4013, 4098. .4275, 4965. .5123, 5253. .5366, 5455. .5634, 
5732. /5769 

GI Descrip. (AC018849) unknown protein [Arabidopsis thaliana] 



Seq. No. 7900 Seq. ID 

Gene No. 16661 Strand 

Start 1 End 

Name OJ990601_07 . 9B12 . C12 . ol . gs Method 

Start 330 End 

GI none Score 
Exons 



OJ990601_07.9B12.C12 

5769 
GENSCAN 
5603 
.86 

1579, 1656.. 1820, 



330. .456, 705. .820, 1226. .1426, 1478, 
1927. .2161, 2252. .2379, 2651. .2746, 2886. .2959, 3027. .3096, 
3190. .3299, 3387. .3540, 3674. .3789, 3893. .4013, 4098. .4275, 
4965.. 5123, 5253.. 5366, 5455.. 5603 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



7900 

16661 

1 

OJ990601_07. 

1223 

none 

1223. .1372, 
1656. .1820, 
2249. .2380, 
2467. .2562, 
2650. .2748, 
3025. .3096, 
3190. .3306, 
3675. .3728 



9B12.C12.ol.tm 



1227. 
1656. 
2251. 
2469. 
2864. 
3026. 
3194. 



,1382, 1227. 

,1820, 1657. 

.2385, 2251. 

.2564, 2648. 

.2959, 2865. 

.3097, 3026. 

,3304, 3388. 



Seq. ID OJ990601_07.9B12.C12 
Strand 

End 5769 

Method TBLASTX : Mai ze 

End 3730 

Score 174 

.1382, 1482. .1520, 1482. .1514, 

.1821, 1921. .2163, 1922. .2164, 

.2385, 2459. .2563, 2467. .2565, 

.2746, 2649. .2747, 2650. .2748, 

.2960, 2871. .2966, 2872. .2967, 

.3124, 3188.. 3298, 3189.. 3299, 

.3543, 3389.. 3538, 3671.. 3730, 



Seq. No. 7900 Seq. ID 

Gene No. 16661 Strand 

Start 1 End 

Name OJ990601 07 . 9B12 . C12 . ol . ts Method 



OJ990601_07 . 9B12 .C12 
5769 

TBLASTX : Soybean 



8235 




Start 


1674 










End 


5769 






GI 


none 










Score 


144 






Exons 


1674. 


.1820, 


1684. 


.1821, 


1921. 


.2163, 


1922. 


.2176, 


2247. 


.2357, 




2249. 


.2380, 


2251. 


.2385, 


2252. 


.2413, 


2259. 


.2381, 


2459. 


.2563, 




2467. 


.2565, 


2467. 


.2562, 


2648. 


.2746, 


2649. 


.2747, 


2650. 


.2748, 




2865. 


.2960, 


2871. 


.2966, 


2887. 


.2967, 


3025. 


.3096, 


3026. 


.3097, 




3026. 


.3109, 


3027. 


.3098, 


3181. 


.3300, 


3188. 


.3298, 


3190. 


.3306, 




3194. 


.3304, 


3388. 


.3450, 


3388. 


.3480, 


3481. 


.3543, 


3672. 


.3707, 




3686. 


.3751, 


3687. 


.3752, 


3755. 


.3787, 


3756. 


.3788, 


3894. 


.3929, 




3895. 


.3930, 


3918. 


.3980, 


3924. 


.3980, 


3925. 


.3981, 


3943. 


.3984, 




3984. 


.4010, 


4101. 


.4277, 


4105. 


.4278, 


4106. 


.4282, 


4967. 


.5125, 




4967. 


.-5125, 


4980. 


.5138, 


5008. 


.5139, 


5228. 


.5374, 


5229. 


.5384, 




5444 . 


.5575, 


5445. 


.5633, 


5454. 


.5636, 


5455. 


.5637, 


5731. 


.5769, 




5733. 


.5765, 


5738. 


.5767 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



U 

Q Seq. No. 

£TI Gene No. 

Pit Start 

i ST 

:==£ Name 
Start 
GI 

hJ Exons 

flf GI Descrip. 

Q 
"■■■j. 

. " ! Seq. No. 
H s Gene No. 
□ Start 
Name 
Start 
GI- 
Exons 



•3 Z? 



7900 

16661 

1 

OJ990601_07.9B12.C12.o2.tc 

1704 

none 

1704. .1754, 1737. .1823, 1737. 



Seq. ID OJ990601_07.9B12.C12 
Strand 

End 5769 

Method TBLASTX : Cress 

End 2326 

Score 88 

.1820, 1763. .1858, 1772. .1828, 



1921. .2163, 1922. .2176, 1931. .2176, 2249. .2326, 2251. .2322, 
2258. .2323 



7900 Seq. ID 

16661 Strand 

1 End 

OJ990601_07 . 9B12 . C12 . ol . gp Method 

2255 End 

uC-osroM202030h03bl Score 



OJ990601_07.9B12.C12 

5769 
AAT/GAP 
3072 
782 



2255. .2379, 2467. .2562, 2651. .2746, 2886. .2959, 3027. .3072 
1 5732035/gb|AAD48936.1|AF160760_4 9.0e-58 (AF160760) contains 
similarity to Pfam family PF0040 - WD domain, G-beta repeat; 
score=10.8, E=3.2, N-2 [Arabidopsis thaliana] ' 



7900 Seq. ID 

16661 Strand 

1 End 

OJ990601_07.9B12.C12.o3.tc Method 

2327 End 

none Score 



OJ990601_07.9B12.C12 
5769 

TBLASTX: Cress 

2747 

72 



2327. .2380, -2329. .2385, 2467. .2562, 2468. .2563, 2641. .2736, 
2648. .2740, 2649. .2747 



Seq. No. 7900 

Gene No. 16661 

Start 1 

Name OJ990601_07 . 9B12 .C12 .o5. tc 

Start 2874 

GI none 

Exons 2874.. 2966, 2905.. 2961, 3025. 

3190. .3255, 3215. .3256 



OJ990601_07.9B12.C12 
5769 

TBLASTX: Cress 

3256 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3096, 3038. .3097, 3039. .3098, 



Seq. No. 
Gene No. 
Start 



7900 

16661 

1 



Seq. ID 

Strand 

End 



OJ990601_07.9B12.C12 
5769 



8236 




Name 


OJ990601 07 


.9B12 


.C12.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


3701 








End 


4212 


GI 


none 








Score 


61 


Exons 


3701. .3778, 


3897 


. .3956, 


3901 


..3957, 3957. .3980, 4042. .4080, 




4095. .4211, 


4101 


. .4211, 


4102 


. .4212 




Seq. No. 


7900 








Seq. ID 


OJ990601__07.9B12.C12 


Gene No. 


16661 








Strand 




Start 


1 








End 


5769 


Name 


OJ990601 0/ 




. Clz . OZ 


. tm 


Method 


TBLASTX :.Maize 


Start 


3731 








End 


5095 


GI 


none 








Score 


63 


Exons 


3731. .3775, 


3731 


. .3790, 


3732 


..3791, 3876. .3971, 3894. .3974, 




3895. .3981, 


3969 


. .4010, 


3970 


..4008, 4101.. 4277, 4101.. 4277, 




4105. .4299, 


4957 


. .5094, 


4-967 


..5095, 4967.. 5095 


Seq. No. 


7900 








Seq. ID 


OJ990601_07.9B12.C12 


Gene No. 


16661 








Strand 




Start 


1 








End 


5769 


Name 


OJ990601 07 


. 9B12 


.C12.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


5001 








End 


5769 


GI 


none 








Score 


97 


Exons 


5001. .5144, 


5006 


. .5125, 


5228 


..5374, 5249. .5365, 5256. .5384, 




5451. .5633, 


5454 


. .5636, 


5455 


..5637, 5731.. 5769, 5732.. 5767 


Seq. No. 


7901 








Seq. ID 


OJ990601_07.9B12.C14 


Gene No . 










Strand 




Start 


600 








End 


4467 


Name 


OJ990601 07 


. 9B12 


.C14.ol. 


,gp 


Method 


AAT/GAP 


Start 


465 








End 


719 


GI 


2796932 








Score 


427 


Exons 


465. .719 












Seq. No. 


7901 








Seq. ID 


OJ990601_07.9B12.C14 


Gene No. 


16662 








■ Strand 




Start 


600 








End 


4467 


Name 


OJ990601 07 


. 9B12 


.C14.ol, 


.gs 


Method 


GENS CAN 


Start 


600 








End . 


4279 


GI 


none 








Score 


.83 


Exons 


600. .754, 1558..: 


1644, 1753..: 


1855, 2069 


..2200, 2289.-2369, 




2820. .2903, 


3084 


. .3142, 


3247 


..3323, 3481. .3631, 4144. .4279 


Seq. No. 


7901 








Seq. ID 


OJ990601_07.9B12.C14 


Gene No. 


16662 








Strand 




Start 


600 








End 


4467- 


Name 


OJ990601 07 


.9B12 


.C14 .ol, 


.np 


Method 


AAT/NAP 


Start 


612 








End 


4467 


GI 


2492952 








Score 


1245 


Exons 


612. .754, 993. .1077, 1344. .1409, 1550. 


.1644, 1753.. 1855, 




2069. .2200, 


2289 


. .2369, 


2571 


..2663, 2820. .2903, 3084. .3142, 




3247. .3323, 


3481 


. .3631, 


4314 


,:. 4467 





GI Descrip. CHORISMATE SYNTHASE 1 PRECURSOR 

(5-ENOLPYRUVYLSHIKIMATE-3-PHOSPHATE PHOSPHOLYASE 1) 
gi|542026|pir| IS40410 chorismate synthase (EC 4.6.1.4) 1 
precursor - tomato gi I 4 10482 | emb | CAA79859 | (Z21796) chorismate 
synthase 1 [Lycopersicon esculentum] 



8237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7901 Seq. ID OJ990601_07.9Bi2.C14 

16662 Strand 

600 End 4467 

OJ990 601_07 . 9B12 . C14 . o2 . gp Method AAT/GAP 

2595 End 4329 

16622_3.R1084 Score 1104 

2595. .2662, 2818. .2903, 3084. .3142, 3247. .3323, 3481. .3631, 
4144. .4329 

'2492953/sp|Q42885|ARC2_LYCES 5.0e-34 CHORISMATE SYNTHASE 2 
PRECURSOR { 5 -ENOLPYRUVYLSHIKIMATE-3- PHOSPHATE PHOSPHOLYASE 2) 

>gi_542027_pir S40409 chorismate synthase (EC 4.6.1.4) 2 

precursor - tomato >gi_410484_emb_CAA7 9854_ (Z21791) chorismate 
synthase 2 [Lycopersicon esculentum] 1 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



7901 

16663 

5289 

OJ990 

530 

none 

530. . 

995. . 

1549. 

2055. 

2291. 

2576. 

3084. 

3480. 

4151. 



601 07.9B12.C14.ol.tm 



694, 597. .755, 598. .756, 
1084, 1344. .1415, 1345.. 
.1653, 1556.. 1645, 1738. 
.2198, 2069.. 2227, 2070. 
.2377, 2553.. 2663, 2571. 
.2665, 2816.. 2902, 2820. 
.3155, 3236.. 3325, 3243. 
.3632, 3481.. 3552, 3486. 
.4249, 4247. .4318 



Seq. ID OJ990601_07.9B12.C14 
Strand 

End 5507 

Method TBLASTX : Mai ze 

End 4318 

Score 216 

598.-756, 994. .1077, 995. .1078, 
1410, 1359. .1415, 1548. .1643, 
.1818, 1749. .1889, 1751. .1855, 
.2201, 2286.. 2375, 2289.-2372, 
.2627, 2572.-2664, 2575. .2664, 
.2903, 2821..2904, 3082.. 3165, 
.3326, 3249.. 3326, 3250.. 3330, 
.3632, 3487.-3633, 3583.-3657, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7901 

16663 

5289 

OJ990601_07.9B12.C14.ol.tw 

1033 

none 

1033.. 1077, 1339.. 1410, 1340. 
1543.. .165,9, 1562.. 1645, 1747. 

7901 

16663 

5289 

OJ990601_07.9B12.C14.ol.ts 

1339 

none 

1339. .1416, 1341. .1415, 1540. 
1751.. 1855, 2069.. 2203, 2070. 
2.280.. 2387, 2286.. 2420, 2553. 
2820.. 2903, 2824.. 2907, 3087. 
3243.-3326, 3480.. 3602, 3480. 

7901 

16663 

5289 

OJ990601_07.9B12.C14.ol.tc 

2069 

none 



Seq. ID OJ990601_07.9B12.C14 
Strand 

End 5507 

Method TBLASTX : Wheat 

End 1880 

Score 82 

.1411, 1344. .1415, 1345. .1413, 
.1815, 1749. .1880, 1751. .1855- 

Seq. ID OJ990601_07.9B12.C14 
Strand 

End 5507 

Method TBLASTX : Soybean 

End 3663 

Score 85 

.1659, 1556. .1645, 1746. .1889, 
.2201, 2086. .2211, 2087. .2239, 
.2663, 2572. .2664, 2575. .2664, 
.3155, 3088.. 3156, 3236.. 3325, 
.3638, 3481.. 3606, 3499.. 3663 

Seq. ID OJ990601_07.9B12.C14 
Strand 

End 5507 

Method TBLASTX: Cress 

End 2664 

Score 144 



8238 



Q 



Exons 


2069. .2203, 


2070 


. .2201, 


2286. 


.2396, 2289. .2351, 2590.. 2664, 




2622. .2663 












Seq. No. 


7901 








oeq . i u 




bene no. 


1 ODD J 








Strand 




Start 


5289 








End 


5507 


Name 


OJ990601 07. 


9B12 


.C14.o2, 


.tc 


Method 


TBLASTX: Cress 


Start 


3480 








End 


3632 


GI 


none 








Score 


68 


Exons 


3480. .3605, 


3480 


. .3632, 


.3481. 


.3606 




Seq. No. 


7901 










ATQQH^m 01 QDI O PI A 


Gene No . 


1 ODD J 








Strand 




Start 


5289 








End 


5507 


Name 


OJ990601 07. 


9B12 


-C14 .o3. 


• gp 


Method 


AAT/GAP 


Start 


4869 








End 


5280 


GI 


none 








Score 


751 


Exons 


4869. .5280 












Seq. No. 


7901 








oeq. iu 




Gene No . 


1 ODD J 








Strand 




Start 


5289 








End 


5507 


Name 


OJ990601 07. 


9B12 


.C14.o2, 


.gs 


Method 


GENSCAN 


Start 


5289 








End 


5507 


GI 


none 








Score 


.49 


Exons 


5289. .5507 












Seq. No. 


7901 








Seq. ID 


OJ990601_07.9B12.C14 


Gene No. 


16663 








Strand 




Start 


5289 








End 


5507 


Name 


OJ990601 07. 


9B12 


.C14.o2. 


.np 


Method 


AAT/NAP 


Start 


5358 








End 


5507 


GI 


6681341 








Score 


144 



Exons 5358.. 5507 

GI Descrip. (AC015985) putative RING zinc finger protein [Arabidopsis 
thaliana] gi | 6682260 | gb | AAF23312 . 1 | AC016661_37 (AC016661 ) 
unknown protein [Arabidopsis thaliana] 



Seq. No. 


7901 


Seq. ID 


OJ990601_07 . 9B12 . C14 


i Bs j Gene No. 


16663 


Strand 




Start 


5289 


End 


5507 


Name 


OJ990601 07.9B12.C14.o2 


. tm Method 


TBLASTX: Maize 


Start 


53-70 


End 


5507 


GI 


none 


Score 


120 


Exons 


5370. .5507, 5389.. 5505, 


5436. .5507 




Seq. No. 


7902 


Seq. ID 


OJ990601 07.9B12.C15 


Gene No. 


16664 


Strand 


+ 


Start 


1 


End 


296 


Name 


OJ990601 07.9B12.C15.ol 


. gp Method 


AAT/GAP 


Start 


1 


End 


296 . 


GI 


12826 1.R1084 


Score 


566 


Exons 


1. .296 






GI Descrip. 


'3043612/dbj |BAA25470| 


1.0e-17 (AB011116) KIAA0544 protein [Homo 



Seq. No. 



sapiens] 
7902 



Seq. ID OJ990601_07.9B12.C15 



8239 



Gene No. 16665 Strand 

Start 1 End 94 6 

Name OJ990601_07 . 9B12 .CIS .ol .np Method AAT/NAP 

Start 1 End 94 6 

GI 6681341 Score 204 

Exons 1.-290, 913.. 946 

GI Descrip. (AC015985) putative RING ■ zinc finger protein [Arabidopsis 
thaliana] gi | 6682260 | gb IAAF23312 . 1 1 AC016661_37 (AC016661) 
unknown protein [Arabidopsis thaliana] 



Seq. No. 


7902 








Seq. ID 


Gene No. 


16665 








Strand 


Start 


1 








End 


Name 


OJ990601 


07.9B12.C15 


.ol 


.tm 


Method 


Start 


1 








End 


GI 


none 








Score 


Exons 


1..204, 2 


..295, 2. .307, 


6. . 


.317 


Seq. No. 


7902 








Seq. ID 


Gene No. 


16665 








Strand 


Start 


1 








End 


Name 


OJ990601 


07.9B12.C15 


.ol 


.tw 


Method 


Start 


2 








End 


GI 


none 








Score 


Exons 


2. .217, 3 


..218, 3. .218 






Seq. No. 


7902 








Seq. ID 


Gene No. 


16665 








Strand 


Start 


1 








End 


Name 


OJ990601 


07.9B12.C15 


.ol 


.gs 


Method 


Start 


54 








End 


GI 


none 








Score 


Exons 


54. .292 










Seq. No. 


7902 








Seq. ID 


Gene No. 


16665 








Strand 


Start 


1 








End 


Name 


OJ990601 


07.9B12.C15 


.ol 


.ts 


Method 


Start 


71 








End 


GI 


none 








Score 


Exons 


71. .280, 


71. .295, 78 


. .308, 


81. .302 


Seq. No. 


7902 








Seq. ID 


Gene No. 


16665 








Strand 


Start 


1 








End 


Name 


OJ990601 


07.9B12.C15 


.ol 


.tc 


Method 


Start 


119 








End 


GI 


none 








Score 


Exons 


119. .292, 


123. .308 








Seq. No. 


7903 








Seq. ID 


Gene No. 


16666 








Strand 


Start 


1 








End 


Name 


OJ990601 


07.9B12.C17 


.ol 


.np 


Method 


Start 


1 








End 


GI 


1168654 








Score 


Exons 


1..201, 4 


88. .622 









OJ990601_07 . 9B12 .C15 
946 

TBLASTX: Maize 

317 

159 



OJ990601_07.9B12.C15 
946' 

TBLASTX: Wheat 

218 

250 



OJ990601_07 . 9B12 .CIS 
946 

GENS CAN 

292 

.83 



OJ990601_07 . 9B12 .C15 
946 

TBLASTX: Soybean 

308 

155 



OJ990601_07.9B12.C15 
946 

TBLASTX: Cress 

308 

145 



OJ990601_07.9B12.C17 
+ 

622 

AAT/NAP 

622 

269 



8240 



GI Descrip. BETA-GALACTOSIDASE PRECURSOR (LACTASE) gi | 542198 | pir | | S41889 
beta-galactosidase (EC 3.2.1.23) - garden asparagus 
gi|452712|emb|CAA54525| (X77319) beta-galactosidase [Asparagus 
officinalis] 



Seq. No. 7903 

Gene No. 16666 

Start 1 

Name OJ990601_07 . 9B12 . C17 . ol . tm 

Start 1.13 

GI none 
Exons 



Seq. ID OJ990601_07.9B12.C17 

Strand + 

End 622 

Method TBLASTX: Maize 

End 564 

Score 164 



113. .169, 114. .203, 129. .212, 486. .551, 487. .564 



Seq. No. 7903 

Gene .No. 16666 

Start 1 

Name OJ990601_07 . 9B12 . C17 . ol . gs 

Start 114 

GI none 

Exons 114.. 201 



Seq. ID OJ990601_07.9B12.C17 

Strand + 

End 622 

Method GENSCAN 

End 201 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



7904 
16667 
1 

OJ990601_07.9B12.C18.ol.np 
1 

6730738 

1..169, 257. .352, 441. .536, 676. .817 

(AC018849) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990601_07.9B12.C18 
Strand 

End 817 

Method AAT/NAP 

End 817 

Score 538 



7904 

16667 

1 

OJ990601_07 . 9B12 . C18 . ol . ts 
37 

none 



Seq. ID OJ990601_07.9B12.C18 

Strand 

End 817 

Method TBLASTX : Soybean 

End 757 

Score 164 



37. .147, 39. .170, 41. .175, 42. .203, 49. .171, 249. .353, 257. 
257. .352, 438. .536, 439. .537, 440. .538, 655. .750, 661. .756, 
677. .757 



355, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7904 

16667 

1 

OJ990601__07.9B12.C18.ol.tc 
39 

none 



Seq. ID OJ990601_07.9B12.C18 

Strand 

End 817 

Method TBLASTX : Cress 

End 537 

Score 151 



39. .170, 40. .147, 41. .175, 41. .175, 257. .352, 258.-353, 
431. .526, 438. .527, 438. .530, 439. .537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7904 

16667 

1 

OJ990601_07 . 9B12 . C18 . ol . tm 
39 

none 



Seq. ID OJ990601_07.9B12.C18 
Strand 

End 817 

Method TBLASTX : Mai ze 

End 757 

Score 189 



39. .170, 41. .175, 41. .175, 249. .353, 257. .355, 257. .352, 
259..3S4, 438. .536, 439. .537, 440. .538, 440. .538, 654. .749, 



8241 



654. .749, 655. .750, 661. .756, 662. .757 



Seq. No. 


7904 


Seq. ID 


OJ990601_07.9B12.C18 


Gene No. 


16667 


Strand 




Start 


1 


End 


817 


Name 


OJ990601 07.9B12.C18.ol.gs 


Method 


GEN SCAN 


Start 


42 


End 


749 


GI 


none 


Score 


. 77 


Exons 


42. .169, 441. .536, 676. .749 






Seq. No. 


7904 


Seq. ID 


OJ990601_07 . 9B12 .C18 


Gene No. 


16667 


Strand 




Start 


1 


End 


817 


Name 


OJ990601 07.9B12.C18.ol.gp 


Method 


AAT/GAP 


Start 


45 


End 


789 


GI 


uC-osroM202030h03bl 


Score 


706 


Exons 


45. .169, 257. .352, 441. .536, 


676. .789 




GI Descrip. 


'5732035/gb|AAD48936.1|AF160760_4 9.0e 


-58 (AF160760) contains 




similarity to Pfam family PF0040 - WD 


domain, G-beta repeat; 




score=10.8, E=3.2, N-2 [Arabidopsis- thaliana] ' 


Seq. No. 


7905 


Seq. ID 


OJ990601_07.9B12.C20 


Gene No. 


16668 


Strand 


+ 


Start 


424 


End 


560 


!: :: Name 


OJ990601 07.9B12.C20.ol.gs 


Method 


GEN SCAN 


. Q Start 


424 / ; ■ 


End 


560 


\M GI 


none 


Score 


.66 


| s y Exons 


424. .472, 499. .560 






?% Seq. No. 


7906 


Seq. ID 


•OJ990601 07.9B12.C22 


: : ? Gene No. 


16669 


Strand 


+ 


;;*! Start 


339 


End 


2708 


F LI Name 


OJ990601 07.9B12.C22.ol.np 


Method 


AAT/NAP 


.-, Start 


339 


End 


2707 


□ GI 


5042454 


Score 


2773 


. u Exons 


339. .483, 830. .941, 998. .2707 






,^ GI Descrip. 

is a; 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


7906 


Seq. ID 


OJ990601_07.9B12.C22 


□ Gene No. 


16669 


Strand 


+ 


□ start 


339 


End 


2708 


Name 


OJ990601 07.9B12.C22.ol.gs 


Method 


GENSCAN 


Start 


397 


End 


2568 


GI 


none 


Score 


.41 


Exons 


397. .483, 734 . .804, 884. .941, 


998. .1864, 1931. .2192, 2345. .2568 


Seq. No. 


7906 


Seq. ID 


OJ990601_07.9B12.C22 


Gene No. 


16669 


Strand 


+ 


Start 


339 


End 


2708 


Name 


OJ990601 07.9B12.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1510 


End 


2062 


GI 


none 


Score 


34 


Exons 


1510. .1545, 1670. .1717, 1724. 


.1822, 1729. .1821, 1789. .2028, 




1805. .2062 






Seq. No. 


7906 


Seq. ID 


OJ990601 07.9B12.C22 


Gene No. 


16669 


Strand 


+ 



8242 



# • 





Start 


339 


End 


2708 






Name 


OJ990601 07.9B12.C22.ol.tm 


Method 


TBLASTX: Maize 






Start 


1675 


End 


1960 






GI 


none 


Score 


193 






Exons 


1675. .1959, 1712. .1960 










Seq. No. 


7906 


Seq. ID 


OJ990601_07. 9B12 


.C22 






16669 


Strand 


+ 






Start 


339 


End 


2708 






Name 


OJ990601 07.9B12.C22.o2.tm 


Method 


TBLASTX: Maize 






Start 


2565 


End 


2708 






GI 


none 


Score 


184 






Exons 


2565. .2708, 2570. .2704 










Seq. No. 


7907 


Seq. ID 


OJ990601_07.9B12 


.C23 




Gene No. 


16670 


Strand 


+ 






Start 


1 


End 


930 






Name 


OJ990601 07.9B12.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


643 






GI 


5042454 


Score 


206 






Exons 


1..30, 168. .339, 590. .643 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




.: e; 


Seq. No. 


7-907 


Seq. ID 


OJ990601_07. 9B12 


.C23 


Ui 




16670 


Strand 


+ 




5 si 


Start 


1 


End 


930 






Name 


OJ990601 07.9B12.C23.ol.gs 


Method 


GENSCAN 




i" LI 


Start 


253 


End 


930 






GI 


none 


Score 


.87 




i • i 


Exons 


253. .339, 590. .760, 853. .930 










Seq. No. 


7908 


Seq. ID 


OJ990601_07. 9B12 


.C24 


rii 
j n? 

IS 




16671 


Strand 






Start 


429 


End 


1281 




ri 


Name 


OJ990601 07.9B12.C24.ol.gs 


Method 


GENSCAN 






Start 


429 


End 


1281 






GI 


none 


Score 


.61 




I.-'. 

;""* 


Exons 


429. .482, 644. .726, 1149. .1281 






Q 


Seq. No. 


7909 


Seq. ID 


OJ990601_07.9B12 


.C25 






16672 


Strand 


+ 






Start 


1378 


End 


1781 






Name 


OJ990601 07.9B12.C25.ol.gp 


Method 


AAT/GAP 






Start 


1378 


End 


1781 






GI 


2310664 


Score 


702 






Exons 


1378. .1781 










Seq. No. 


7909 


Seq. ID 


OJ990601_07. 9B12 


.C25 




Cpnp No 


16673 


Strand 








Start 


470 


End 


1035 






Name 


OJ990601 07.9B12.C25.ol.gs 


Method 


GENSCAN 






Start 


470 


End 


1035 






GI 


none 


Score 


.49 






Exons 


- 470. .655, 830. .943, 1018. .1035 








Seq. No. 


7910 


Seq. ID 


OJ990601_07.9B12 


.C26 




Gene No. 


16674 


Strand 







8243 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1652 
AAT/NAP 
1652 
425 



OJ990601_07.9B12.C26.ol.np 
1 

3402683 

1.-268, 354. .634, 1628. .1652 

(AC004697) similar to latex allergen from Hevea brasiliensis 
[Arabidopsis thaliana] 





Seq. No. 


7910 


Seq. ID 


OJ990601_07.9B12 


.C2 6 




Gene No . 


16674 


Strand 


+ 






Start 


1 


End 


1652 






Name 


OJ990601 07.9B12.C26.ol.gs 


Method 


GENSCAN . 






Start 


59 


End 


650 






GI 


none 


Score 


.94 






Exons 


59.-268, 354. .650 










Seq. No. 


7910 


Seq. ID 


OJ990601_07.9B12 


.C26 




Gene No. 


16675 


Strand 








Start 


1700 


End 


2597 






Name 


OJ990601 07.9B12.C26.ol.ts 


Method 


TBLASTX: Soybean 






Start 


44 


End 


601 






GI 


none 


Score 


50 






Exons 


44.-82, 143. .274, 227. .268, 350. .601, 


351. .596 




1- 


Seq. No. 


7910 


Seq. ID 


OJ990601_07.9B12 


.C26 




Gene No. 


16675 


Strand 






rn 


Start 


1700 


End 


2597 




r Li 


Name 


OJ990601 07. 9B12.C26.ol.tw 


Method 


TBLASTX: Wheat 




Q 


Start 


143 


End 


528 




• ;\ 


GI 


none 


Score 


202 






Exons 


143. .283, 145. .267, 298. .396, 


317. .397, 341. .526, 351.. 


527, 






484. .528 








i sf 
:i 


Seq. No. 


7910 


Seq. ID 


OJ990601_07.9B12 


.C26 


;- "i 


Gene No. 


16675 


Strand 








Start 


1700 


End 


2597 






Name 


OJ990601 07.9B12.C26.o2.gs 


Method 


GENSCAN 






Start 


1700 


End 


2597 






GI 


none 


Score 


.88 




□ 


Exons 


1700. .1981, 2310. .2411, 2488. 


.2597 






□ 


Seq. No. 


7911 . 


Seq. ID 


OJ990601_07.9B12 


.C30 




Gene No. 


16676 


Strand 








Start 


62 


End 


126 






Name 


OJ990601 07.9B12.C30.ol.gs 


Method 


GENSCAN 






Start 


62 


End 


126 






GI 


none 


Score 


.85 






Exons 


62. .126 









Seq. No. 7912 Seq. ID 

Gene No. 16677 Strand 

Start 381 End 

Name OJ990601_07 . 9B12 . C34 . ol . gs Method 

Start 381 End 

GI none Score 

Exons 381.. 537, 559.. 650 



OJ990601_07.9B12.C34 
+ 

650 

GENSCAN 

650 

.46 



8244 



Seq. No. 7912 Seq. ID 

Gene No. 16678 Strand 

Start 39 End 

Name OJ990601_07 . 9B12 .C34 . ol . gp Method 

Start 39 End 

GI none Score 

Exons 39.. 204 



OJ990601_07.9B12.C34 
204 

AAT/GAP 

204 

272 



Seq. No. 


7913 




Seq. ID 


OJ990601_07.9B12.C35 


Gene No. 


lob fj 




Strand 




Start 


287 




End 


676 


Name 


OJ990601 07. 


9B12.C35.ol.tm 


Method 


TBLASTX: Maize 


Start 


12 




End 


456 


GI 


none 




Score 


402 


Exons 


12. .443, 12. 


.455, 13.. 456 






Seq. No. 


7913 




Seq. ID 


OJ990601_07.9B12.C35 


Gene No. 


16679 




Strand 




Start 


287 




End 


676 


Name 


OJ990601 07. 


9B12.C35.ol.gp 


Method 


AAT/GAP 


Start 


287 




End 


676 


GI 


none 




Score 


580 


Exons 


287. .676 








Seq. No. 


7914 




Seq. ID 


OJ990601_07.9B12.C36 


Gene No. 


16680 




Strand 


+ 


Start 


426 




End 


907 


Name 


OJ990601 07. 


9B12.C36.ol.gp 


Method 


AAT/GAP 


Start 


426 




End 


907 


GI 


12826 1.R1084 


Score 


931 


Exons 


426. .907 








GI Descrip. 


! 3043612/dbj 


IBAA25470I l.Oe- 


17 (AB011116) KIAA0544 protein [Homo 




sapiens] 1 









Seq. No. 7914 Seq. ID 

Gene No. 16681 Strand 

Start 4 End 

Name 0 J990 601_07 . 9B12 . C36 . ol . np Method 

Start 4 End 

GI 6681341 Score 

Exons 4.. 156, 403.. 915, 1676.. 1709 

GI Descrip. (AC015985) putative RING zinc finger protein 

thaliana] gi | 6682260 | gb | AAF23312 . 1 | AC016661_37 
unknown protein [Arabidopsis thaliana] 



OJ990601_07.9B12.C36 

1709 
AAT/NAP 
1709 
610 



[Arabidopsis 
(AC016661) 



Seq. No. 7914 Seq. ID 

Gene No. 16681 Strand 

Start 4 End 

Name OJ990601_07 . 9B12 . C36 . ol . gs Method 

Start 10 End 

GI none Score 

Exons 10.. 156, 403.. 903 



OJ990601_07.9B12.C36 

1709 
GENSCAN 
903 
.88 



Seq. No. 7914 Seq. ID 

Gene No. 16681 Strand 

Start 4 End 

Name OJ990601 07 . 9B12 . C36 . ol . tm Method 



OJ990601_07.9B12.C36 
1709 

TBLASTX: Maize 



8245 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16 End . 840 

none Score 129 

16. .156, 35. .157, 90. .173, 403, .840, 404. .838 



7914 

16681 

4 

OJ990601_07 . 9B12 .C36 . ol . ts 
43 

none 



Seq. ID OJ990601_07.9B12.C36 



Strand 
End 

Method 

End 

Score 



1709 

TBLASTX : Soybean 

904 

91 



43. .156, 86. .166, 403. .600, 413. .598, 592. .672, 681. .752, 
682. .891, 682. .903, 689. .904 



Seq. No. 


7914 






Seq. ID 


OJ990601_07.9B12.C36 


Gene No. 


16681 






Strand 


— 


Start 


4 






End 


1709 


Name 


OJ990601 


07.9B12.C36.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


58 






End 


723 


GI 


none 






Score 


91 


Exons 


58. .156, 


86. .166, 403.. 


444, 


403. .465, 


404. .448, 445.-483, 




446. .499, 


460. .660, 461 


. .598 


, 481. .609 


, 688. .723 


Seq. No. 


7914 






Seq.. ID 


OJ990601_07.9B12.C36 


Gene No. 


16681* 






Strand 




Start 


4 






End 


1709 


Name 


OJ990601 


07.9B12.C36.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


462 






End 


829 


GI 


none 






Score 


338 


Exons 


462. .815, 


462. .785, 463 


. .828 


, 464. .829 




Seq. No. 


7914 






Seq. ID 


OJ990601_07.9B12.C36 


Gene No. 


16681 






Strand 




Start 


4 






End 


1709 


Name 


OJ990601 


07.9B12.C36.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


730 






End 


919 


GI 


none 






Score 


145 



Exons 730. .903, 734. .919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7915 Seq. ID OJ990601_07.9B12.C37 

16682 Strand 

1 End 1809 

OJ990601_07 . 9B12 . C37 . ol .np Method AAT/NAP 

1 End 1809 

6681341 Score 328 

1..41, 1213. .1478, 1509. .1809 

(AC015985) putative RING zinc finger protein [Arabidopsis 
thaliana] gi | 6682260 | gb IAAF23312 . 1 | AC016661_37 (AC016661) 
unknown protein [Arabidopsis thaliana] 



Seq. No. 7915 Seq. ID 

Gene No. 16682 Strand 

Start 1 End 

Name OJ990601_07 . 9B12 .C37 . ol . gp Method 

Start 1223 End 

GI 12826_1.R1084 Score 

Exons 1223.. 1366 

GI Descrip. ' 3043612/dbj | BAA25470 | 1.0e-17 (AB011116) KIAA0544 protein [Homo 



OJ990601_07 . 9B12 . C37 

1809 
AAT/GAP 
1366 
233 



8246 




sapiens] ' 



Seq. No. 


7915 








Seq. ID 


OJ990601_07.9B12 


.C37 


Gene No. 


16682 








Strand 






Start 


1 








End 


1809 




Name 


OJ990601_07 


. 9B12 


.C37 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1223 








End 


1423 




GI 


none 








Score 


226 




Exons 


1223. .1405, 


1243 


. . 1389, 


1289. 


. 1423 






Seq. No. 


7915 








Seq. ID 


OJ990601_07.9B12 


.C37 


Gene No. 


16682 








Strand 






Start 


1 








End 


1809 




Name 


OJ990601_07 


. 9B12 


.C37 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1223 








End 


1525 




GI 


none 








Score 


182 




Exons 


1223. . 1396, 


1243 


. . 1395, 


1511. 


. 1525 






Seq. No. 


7915 








Seq. ID 


OJ990601_07. 9B12 


.C37 


Gene No. 


16682 








Strand 






Start 


1 








End 


1809 




Name 


OJ990601 07 


. 9B12 


.C37.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1223 








End 


1434 




GI 


none 








Score 


178 




Exons 


1223. .1387, 


1240 


. . 1434 










Seq. No. 


7915 








Seq. ID 


OJ990601_07.9B12 


.C37 


Gene No. 


16682 








Strand 






Start 


1 








End 


1809 




Name 


OJ990601 07 


. 9B12 


,C37.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1299 








End 


1603 




GI 


none 








Score 


78 




Exons 


1299. . 1376, 


1300 


. . 1413, 


1301. 


.1411, 1304. .1426, 1429. .1518, 




1430. . 1477, 


1507 


. . 1521, 


1565. 


.1603 






Seq. No. 


7916 








Seq. ID 


OJ990601_07.9B12 


.C38 


Gene No. 


16683 








Strand 






Start 


1 








End 


59 




Name 


OJ990601_07 


. 9B12, 


.C38 .ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


59 




GI 


3760056 








Score 


114 




Exons 


1. .59 














Seq. No. 


7917 








Seq. ID 


OJ990601_07.9B12 


.C39 


Gene No. 


16684 








Strand 






Start 


255 








End 


1206 




Name 


OJ990601 07 


. 9B12, 


.C39.ol 


.np 


Method 


AAT/NAP 




Start 


255 








End 


1206 




GI 


6498436 








Score 


211 




Exons 


255.. 372, 8 


66. .1206 










GI Descrip. 


(AP000815) : 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


7918 








Seq. ID 


OJ990601_07.9B12 


.C40 


Gene No. 


16685 








Strand 


+ 




Start 


75 








End 


1295 




Name 


OJ990601 07 


. 9B12, 


.C40.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


40 








End 


341 





8247 






GI 


none 




Score 


403 






Exons 


40. .144, 50. .340, 51. .341, 51 


. .341 








Seq. No. 


7918 




Seq. ID 


OJ990601_07 . 9B12 


.C40 




Gene No . 


16685 




Strand 


+ 






Start 


75 




End 


1295 






Name 


OJ990601 07.9B12.C40.ol 


. gs 


Method 


GEN SCAN 






Start 


75 




End 


1191 






GI 


none 




Score 


. 52 






Exons 


75. .1191 












Seq. No. 


7918 




Seq. ID 


OJ990601_07 . 9B12 


,C40 




Gene No . 


16685 




Strand 


+ 






Start 


75 




End 


1295 






Name 


OJ990601 07. 9B12.C40.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


327 




End 


1016 






GI 


none 




Score 


84 






Exons 


327. .398, 420. .677, 423 


. .674, 


735. . 884 


, 785 . .889, 915 . . 


1016 




Seq. No. 


7918 




Seq. ID 


OJ990601_07 . 9B12 


.C40 




Gene No. 


16685 




Strand 


+ 






Start 


75 




End 


1295 






Name 


OJ990601 07 . 9B12 .C40 ,o2 


. tm 


Method 


TBLASTX: Maize 






Start 


420 




End 


1004 




□ 


GI 


none 




Score 


382 






Exons 


420. .1004, 422. .964 










fh 

'3' * 


Seq. No. 


7918 




Seq. ID 


' OJ990601_07. 9B12 


.C40 


! ! LI 


Gene No . 


16685 




Strand 


+ 






Start 


75 




End 


1295 




! : : 


Name 


OJ990601 07.9B12.C40.o2 


. tw 


Method 


TBLASTX: Wheat 




a; 


Start 


504 




End 


902 






GI 


none 




Score 


139 




rij 


Exons 


504. .701, 690. .902 










U 


Seq. No. 


7918 




Seq. ID 


OJ990601JD7. 9B12 


.C40 


! * J 

-5 


Gene No. 


16685 




Strand 


+ 




! i 

• •SI 


Start 


75 




End 


1295 




s; 


Name 


OJ990601 07.9B12.C40.ol 


. tw 


Method 


TBLASTX: Wheat 




i. _! 


Start 


915 




End 


1295 






GI 


none 




Score 


328 






Exons 


915. .1295, 917. .1294 












Seq. No. 


7918 




Seq. ID 


OJ990601_07 . 9B12 


.C40 




Gene No. 


16685 




Strand 


+ 






Start 


75 




End 


1295 






Name 


OJ990601 07.9B12.C40.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


1010 




End 


1295 






GI 


none 




Score 


238 






Exons 


1010. .1168, 1062. .1295, 


1162. 


. 1266 








Seq. No. 


7919 




Seq. ID 


OJ990601_07.9B12 


.C41 




Gene No. 


16686 




Strand 


+ 






Start 


124 




End 


760 






Name 


OJ990601 07.9B12.C41.ol 


.gp 


Method 


AAT/GAP 






Start 


124 




End 


760 






GI 


17747 1.R1084 




Score 


1208 





8248 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



124. .760 

'6015437/dbj | AB008112 . 1 | AB008112 3.0e-12 Homo sapiens PEX1 mRNA, 
complete cds 1 



7919 Seq. ID 

16687 Strand 

2056 End 

OJ990601_07 . 9B12 . C4 1 . o3 . gp Method 

2056 End 

uC-osflcypl02g09al . Score 

2056.. 2262 

M432830/gb|AAD20679| 1.0e-17 (AC006283) similar to pheromone 
receptor deficient mutant [Arabidopsis thaliana] 1 



OJ990601__07.9B12.C41 
+ 

2262 
AAT/GAP 
2262 
345 



9B12.C41.o2.np 



Seq. ID OJ990601_07.9B12.C41 
Strand + 
End 10912 
Method AAT/NAP 
End 10912 
Score 7 9 

10813. .10912 
CHORISMATE SYNTHASE 1 PRECURSOR 

( 5-ENOLPYRUVYLSHIKIMATE-3-PHOSPHATE PHOSPHOLYASE 1) 
gi I 542026 | pir | | S404 10 chorismate synthase (EC 4.6.1.4) 1 
precursor - tomato gi | 410482 | emb | CAA7 9859 | (Z21796) chorismate 
synthase 1 [Lycopersicon esculentum] 



7919 

16688 

8883 

OJ990601_07. 
8883 
2492952 
8883. .8907, 



Seq. No. 


7919 






Seq. ID 


OJ990601_07.9B12.C41 


Gene No. 


16689 






Strand 




Start 


846 






End 


969 


Name 


OJ990601 07. 


. 9B12. 


C41.o2.gp 


Method 


AAT/GAP 


Start 


846 






End 


969 


GI 


none 






Score 


207 


Exons 


846. .969 










Seq. No. 


7919 






Seq. ID 


OJ990601_07 . 9B12 . C41 


Gene No. 


16690 






Strand 




Start 


1671 






End 


10381 


Name 


OJ990601 07. 


. 9B12. 


C41.o3.tm 


Method 


TBLASTX: Maize 


Start 


39 






End 


638 


GI 


none 






Score 


230 


Exons 


39. .254, 39. 


. .257, 


43. .258, 64 


..258, 333. .422, 405. .470, 




429. .518, 456. .563, 501. .563, 


504. .611, 


549. .638 


Seq. No. 


7919 






Seq. . ID 


OJ990601_07.9B12.C41 


Gene No. 


16690 






Strand 




Start 


1671 






End 


10381 


Name 


OJ990601 07. 


. 9B12. 


C41.ol.gs 


Method 


GENSCAN 


Start 


1671 






End 


10381 


GI 


none 






Score 


.87 


Exons 


1671. .1718, 


2546. 


.2707, 3568. 


.3675, 3825.. 3932, 4033.. 4142, 




4271. .4377, 


4498. 


.4715, 4823. 


.4990, 5182. .5300, 5587. .5674, 




5804. .5998, 


6117. 


.6420, 6512. 


.6629, 7183. .7282, 7432. .7847, 




,8132. .8287, 


10336 


. .10381 






Seq. No. 


7919 






Seq. ID 


OJ990601_07.9B12.C41 


Gene No. 


.16690 






Strand 





8249 



Start 


1671 










End 


10381 






Name 


OJ990601 07 


.9B12. 


C41.ol. 


. tm 


Method TBLASTX: 


Maize 




Start 


2098 










End 


5681 






GI 


none 










Score 


34 








Exons 


2098. 


.2193, 


2213. 


.2278, 


2250. 


.2276, 


2350. . 


2457, 


2351. 


.2470, 




2352. 


.2468, 


2545. 


.2712, 


2546. 


.2719, 


2547 . . 


2693, 


2707. 


.2880, 




2711. 


.2881, 


2717. 


.2881, 


2718. 


.2882, 


3147. . 


3338, 


3177. 


.3392, 




3178. 


.3393, 


3179. 


.3406, 


3538. 


.3678, 


3563. . 


3679, 


3568. 


.3678, 




3822. 


.3932, 


3824. 


.3934, 


3825. 


.3932, 


3829. . 


3933, 


4032. 


.4145, 




4033. 


.4143, 


4034. 


.4150, 


4034. 


.4150, 


4257. . 


4379, 


4269. 


.4379, 




4288. 


.4380, 


4473. 


.4733, 


4479. 


.4634, 


4489. . 


4716, 


4820. 


.4963, 




4823. 


.4957, 


4827. 


.4964, 


4837. 


.4965, 


5178. . 


5294, 


5180. 


.5293, 




5182. 


.5295, 


5182. 


.5298, 


5183. 


.5296, 


5585. . 


5674, 


5588. 


.5674, 




5619. 


.5681 


















Seq. No. 


7919 










Seq. 


ID OJ990601 


07.9B12.C41 


Gene No. 


16690 










Strand 








Start 


1671 










End 


10381 






Name 


OJ990601 07, 


. 9B12. 


C41.ol, 


,tw 


Method TBLASTX: 


Wheat 




Start 


2351 










End 


2770 






GI 


none 










Score 


163 






Exons 


2351. 


.2470, 


2352. 


.2468, 


2546. 


.2719, 


2547. . 


2693, 


2575. 


.2712, 




2711. 


.2770, 


2718. 


.2768 















Seq. No. 7919 
Gene No. 16690 
Start 1671 

Name OJ990601_07 . 9B12 . C4 1 . o2 . ts 

Start 2360 
GI none 

Exons 2360.. 2470, 2373.. 2468, 2546. 

3177. .3392, 3177.. 3338, 3179. 
3822. .3857, 3870. .3935, 3871. 
4245. .4343, 4498. .4605, 4503. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990601 07.9B12.C41 



10381 

TBLASTX : Soybean 
4605 
87 

2671, 2546. .2881, 2553. .2882, 
3406, 3562.. 3636, 3634. .3678, 
3936, 4036. .4095, 4037. .4144, 
4601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7919 



16690 
1671 

OJ990601_07.9B12.C41.ol.np 
2363 
4510395 

2363. .2467, 2546. .2882, 3180. .3391, 3568.-3675, 3825 
4033. .4120, 4258. .4370', 4491. .4678, 4819. .4990, 5182 
5587. .5674, 5804. .5998, 6117. .6420, 6512. -.6636, 7199 



Seq. ID OJ990601_07.9B12.C41 
Strand 
End 

Method 
End 
Score 



10381 
AAT/NAP 
7596 
2565 



.3932, 
.5300, 
,7282, 



7432..7S96 

(AC006587) putative beta-galactosidase [Arabidopsis thaliana] 



7919 
16690 
1671 

OJ990601_07.9B12.C41.o2.tc 
2363 



OJ990601 07.9B12.C41 



none 
2363. 
2742. 
3297. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2431, 2414. .2464, 2549. .2659, 2580. .2666, 2741. .2881, 
2882, 3177. .3263, 3185. .3265, 3271. .3366, 3287. .3394, 
3380 



10381 

TBLASTX: Cress 

3394 

90 



8250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7919 

16690 

1671 

OJ990601_07.9B12.C41.o4.gp 

2410 
2797583 

2410. .2467, 2546. .2730 
4432830/gb|AAD20679| 1.0e-17 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_07.9B12.C41 

10381 
AAT/GAP 
2730 
458 



(AC006283) similar to pheromone 



receptor deficient mutant [Arabidopsis thaliana] 



7919 

16690 

1671 

OJ990601_07.9B12.C41.ol.tc 

4488 

none ■ 



Seq. ID OJ990601_07.9B12.C41 
Strand 

End 10381 

Method TBLASTX : Cress 

End 7524 

Score 69 



4488. .4580, 4489. .4605, 4814. .4957, 4815. .4889, 4826. .4951, 

5182. .5301, 5195. .5302, 5585. .5674, 5619. .5675, 5804. .5998, 

5826. .5999, 6106. .6420, 6111. .6419, 6511. .6627, 6512. .6625, 

7187. .7285, 7429. .7524 



Seq. No. 7919 Seq. ID 

Gene No. 16690 Strand 

Start 1671 End 

Name OJ990 601_07 . 9B12 . C4 1 . o3 . ts Method 

Start 4820 End 

GI none Score 

Exons 4820.. 4963, 4824 . .4964 



OJ990601_07.9B12.C41 
10381 

TBLASTX : Soybean 

4964 

142 



Seq. No. 7919 

Gene No. 16690 

Start 1671 

Name OJ990601_07 . 9B12 . C4 1 . ol . ts 

Start 5179 

GI none 

Exons 5179.. 5301, 5180.. 5302, 5585. 

5805. .5999, 6114. .6419, 6118. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990601 07.9B12.C41 



10381 

TBLASTX : Soybean 
7524 
100 

5674, 5619.. 5675, 5804.. 5998, 
6420, 6511.. 6627, 6512.. 6628, 



7187. .7285, 7188. .7283, 7429. .7524, 7436. .7522 



Seq. No. 7919 
Gene No. 16690 
Start 1671 

Name OJ990601_07 . 9B12 . C41 . o2 . tm 

Start 5804 
GI none 

Exons 5804.. 5998, 5805.. 5999, 6111. 

6517. .6627, 7187. .7285, 7188. 
7433. .7522 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6419, 6112 
.7283, 7202 



OJ990601 07.9B12.C41 



10381 

TBLASTX: Maize 
7522 
183 

6420, 6511. 
7288, 7414. 



.6627, 
.7521, 



Seq. No. 7919 Seq. ID 

Gene No. 16690 Strand 

Start 1671 . End 

Name OJ990601JD7 . 9B12 . C4 1 . o5 . gp Method 

Start 6123 End 

GI LIB3477-004-P1-K1-A11 Score 

Exons 6123.. 6420, 6512.. 6631 

GI Descrip. ' 4510395/gb | AAD21482 . 1 | 1.0e-65 (AC006587) putative 



OJ990601_07.9B12.C41 

10381 
AAT/GAP 
6631 
793 



8251 




beta-galactosidase precursor [Arabidopsis thaliana] 1 



Seq. No. 


7920 




Seq. ID 


OJ990601 


_07.9B12.C42 


Gene No. 


16691 




Strand 


+ 




Start 


467 




End 


812 




Name 


OJ990601_07 . 9B12 . C42 . ol 


.gs 


Method 


GENSCAN 




Start 


4 67 




End 


812 




GI 


none 




Score 


.76 




Exons 


467 . .812 










Seq. No. 


7920 




Seq. ID 


OJ990601 


_07.9B12.C42 


Gene No. 


16692 




Strand 


+ 




Start 


1810 




End 


2087 




Name 


OJ990601_07. 9B12 .C42 .o2 


. gs 


Method 


GENSCAN 




Start 


1810 




End 


2087 




GI 


none 




Score 


. 68 




Exons 


1810. .1883, 1904. .2087 










Seq. No. 


/ 9zU 




Seq. ID 


OJ990601 




Gene No. 


16693 




Strand 


+ 




Start 


2377 




End 


2807 




Name 


OJ990601 07.9B12.C42.ol 


.gp 


Method 


AAT/GAP 




Start 


2377 




End 


2807 




GI 


2355 1.R1084 




Score 


800 




Exons 


2377. .2807 










GI Descrip. 


'5803242/dbj IAP000399.1 


IAP000399 0.0e+00 Oryza 


sativa genomic 



DNA, chromosome 6, clone : P0535G04 1 



I'M 



Seq. No. 


7920 




Seq. ID 


OJ990601_07.9B12 


.C42 


Gene No. 


16694 




Strand 






Start 


2666 




End 


2866 




Name 


OJ990601 07 


.9B12.C42.ol.tm 


Method 


TBLASTX: Maize 




Start 


2644 




End 


2807 




GI 


none 




Score 


162 




Exons 


2644. .2805, 


2644. .2769, 2649 


..2807, 2649.. 2801, 2657.. 2806 


Seq. No. 


7920 




Seq. ID 


OJ990601_07.9B12 


.C42 


Gene No. 


16694 . 




Strand 






Start 


2666 




End 


2866 




Name 


OJ990601 07 


;9B12.C42.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2656 




End 


2806 




GI 


none 




Score 


232 




Exons 


2656. .2769, 


2666. .2806, 2669 


. .2806 






Seq. No. 


7920 




Seq. ID 


OJ990601_07.9B12 


.C42 


Gene No. 


16694 




Strand 






Start 


2666 




End 


2866 




Name 


OJ990601 07 


-9B12.C42.ol.np 


Method 


AAT/NAP 




Start 


2666 




End 


2866 




GI 


6562266 




Score 


135 




Exons 


2666. .2866 










GI Descrip. 


(AL132980) ■; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


7921 




Seq. ID 


OJ990601_07.9B12 


.C43 


Gene No. 


16695 




Strand 


+ 




Start 


115 




End 


354 




Name 


OJ990601 07 


.9B12.C43.ol.gs 


Method 


GENSCAN 





8252 




Start 


115 




End 


354 




GI 


none 




Score 


. 81 




Exons 


115. .237, 283. .354 










Seq. No. 


7921 




Seq. ID 


OJ990601 07 . 9B12 


.C43 


Gene No. 


16696 




Strand 


+ 




Start 


1086 




End 


1205 




Name 


OJ990601 07.9B12.C43.ol. 


gp 


Method 


AAT/GAP 




Start 


1086 




End 


1205 




GI 


2355_1 .R1084 




Score 


197 




Exons 


1086. . 1205 










GI Descrip. 


* 5803242/dbj | AP000399. 1 | 


AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone 


!:P0535G04' 






Seq. No. 


7921 




Seq. ID 


OJ990601JD7.9B12 


.C43 


Gene No. 


16697 




Strand 


+ 




Start 


3607 




End 


5166 




Name 


OJ990601_07 . 9B12 . C4 3.o3. 


gp 


Method 


AAT/GAP 




Start 


3607 




End 


5166 




GI 


none 




Score 


817 




Exons 


3607. .3912, 5026. .5166 










Seq. No. 


792T-." 




Seq. ID 


OJ990601_07.9B12 


.C43 


Gene' No. 


16698 




Strand 


+ 




Start 


5165 




End 


6633 




Name 


OJ990601_07 . 9B12.C43.o3. 


np 


Method 


AAT/NAP 




Start 


5123 




End 


6633 




GI 


6041845 




Score 


265 




Exons 


5123. .5183, 5676. .6070, 


6613. 


.6633 






GI Descrip. 


(AC009853) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


7921 




Seq. ID 


OJ990601_07.9B12 


-C43 


Gene No. 


16698 




Strand 


+ 




Start 


5165 




End 


6633 




Name 


OJ990601_07 . 9B12.C43.o3. 


gs 


Method " 


GEN SCAN 




Start 


5165 




End 


6586 




GI 


none 




Score 


.85 




Exons 


5165. . 6586 










Seq. No. 


7921 




Seq. ID 


OJ990601_07.9B12 


.C43 


Gene No. 


16698 




Strand 


+ 




Start 


5165 




End 


6633 




Name 


OJ990601_07. 9B12.C43.o2. 


np 


Method 


AAT/NAP 




Start 


5731 




End 


6633 




GI 


4467124 




Score 


246 




Exons 


5731. . 6076, 658 6. . 6633 










GI Descrip. 


(AL035538) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


7921 




Seq. ID 


OJ990601_07.9B12 


.C43 


Gene No. 


16699 




Strand 






Start 


1 




End 


4843 




Name 


OJ990601 07.9B12.C43.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2127 




GI 


6562266 




Score 


495 




Exons 


1'..28, 1065. . 1551, 1989. 


.2127 









GI Descrip. (AL132980) putative protein [Arabidopsis thaliana] 



8253 



Seq. No. 7921 

Gene No. 16699 

Start 1 

Name OJ990601_07 . 9B12 . C43 . o2 . gs 

Start 1031 

GI none 

Exons 1031.. 1057, 1176.. 1543, 2178. 
4829. .4843 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_07.9B12.C43 

4843 
GEN SCAN 
4843 
.53 



.2294, 2777.. 3068, 3659.-3865, 



Seq. No. 7921 Seq. ID 

Gene No. 16699 Strand. 

Start 1 End 

Name OJ990601_07 . 9B12 .C43 . ol . tm Method 

Start 1083 End 

GI none Score 

Exons 1083.. 1394, 1090.. 1395, 1099.. 1395 



OJ990601_07.9B12.C43 
4843 

TBLASTX: Maize 

1395 

431 



Seq. No. 7921 

Gene No. 16699 

Start 1 

Name OJ990601_07 . 9B12.C43.-ol . tw 

Start 1088 

GI none 

Exons 1088.. 1183, 1095.. 1328, 1098. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1337, 1099.. 1338 



OJ990601_07 . 9B12 . C43 
4843 

TBLASTX: Wheat 
1338 
111 



Seq. No. 7921 

Gene No. 16699 

Start 1 

Name OJ990601_07 . 9B12 . C43 . ol . ts 

Start 1098 

GI none 

Exons 1098.. 1283, 1099.. 1284, 1263. 



OJ990601_07 . 9B12 . C43 
4843 

TBLASTX: Soybean 
1545 
113 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1544, 1275. .1541, 1282. .1545 



Seq. No. 7921 

Gene No. 16699 

Start 1 

Name OJ990601_07 . 9B12 . C43 . o2 . 

Start 1338 

GI 9214_2.R1084 

Exons 1338.. 1543, 1981.. 2081, 
GI Descrip. ? 6016845/dbj | AP000570 . 1 | 
DNA, chromosome 1, clone 

Seq. No. 7921 

Gene No. 16699 

Start 1 

Name OJ990601_07 . 9B12 . C43 . o3 . 

Start 1396 

GI none 

Exons 1396. .1551, 1398.. 1541, 

Seq. No. 7921 

Gene No. 16700 

Start 5279 

Name OJ990601_07. 9B12.C43.ol. 

Start 5279 

GI none 



Seq. ID OJ990601_07.9B12.C43 
Strand 

End 4843 

gp Method AAT/GAP 

End 2970 

Score 1180 
2178.. 2372, 2820.. 2970 
AP000570 2.0e-12 Oryza sativa genomic 
:P0711E10' 

Seq". ID OJ990601_07.9B12.C43 
Strand 

End 4843 

tm Method TBLASTX : Maize 

End 2060 

Score 192 
1982. .2059, 1983. .2060 

Seq. ID OJ990601_07.9B12.C43 
Strand 

End 6070 

tc Method TBLASTX : Cress 

End 6070 

Score 88 



8254 



Exons 



5279.. 5407, 5534.. 5641, 5555.. 5650, 5735.. 5896, 5942.. 6070, 
5953. .6069 



Seq. No. 7921 Seq. ID 

Gene No. 16701 Strand 

Start 6139 End 

Name OJ990601_07 . 9B12 . C4 3 . o2 . tm Method 

Start 6139 End 

GI none Score 

Exons 6139.. 6354, 6140.. 6352, 6294.. 6359 



OJ990601_07.9B12.C43 
6359 

TBLASTX: Maize 

6359 

279 



Seq. No. 7922 Seq. ID 

Gene No. 16702 Strand 

Start 231 End 

Name OJ990601_07 . 9B12 . C4 4 . ol . gs Method 

Start 231 - End 

GI none Score 

Exons 231. .397,_1180. .1694 



OJ990601_07.9B12.C44 
+ 

1694 
GEN SCAN 
1694 
.61 



ri 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7922 

16703 

3143 

OJ990601J37 . 9B12 . C44 . o2 . tm 

1274 

none 

1274. .1513, 1278. .1487, 1294. 
1619. .1672 

7922 

16703 

3143 

OJ990601_07 . 9B12 . C44 . ol . gp 
3143 

5594_1.R1084 

3143. .3576, 3680. .3848, 3933. 



OJ990601_07 . 9B12 .C4 4 
4846 

TBLASTX: Maize 

1672 

229 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1545, 1313. .1546, 1551. .1613, 



Seq. ID OJ990601_07.9B12.C44 
Strand 

End 4846 

Method AAT/GAP 

End 4279 

Score 1521 
.4102, 4214. .4279 



/ 6069643/dbj | AP000616.1 IAP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7922 

16703 

3143 

OJ990601_07. 9B12.C44 .ol.tm 
3314 



OJ990601 07.9B12.C44 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
3314. .3331, 3423. .3575, 3429.-3485, 3430. .3576, 3433. .3576, 
3503. .3577, 3662. .3850, 3666. .3881, 3732. .3851, 3929. .4102, 
3930. .4103, 3930. .4106, 4211. .4405, 4212. .4394, 4214. .4405, 
4491. .4553, 4491. .4556, 4492.-4557, 4493. .4558, 4649.-4846, 
4650. .4823 



4846 

TBLASTX: Maize 

4846 

181 



Seq. No. 7922 

Gene* No. 16703 

Start 3143 

Name OJ990601_07 . 9B12 . C44 . ol . tc 

Start 3433 

GI none 
Exons 



Seq. ID OJ990601__07.9B12.C44 



Strand 
End 

Method 

End 

Score 



4846 

TBLASTX: Cress 

4777 

136 



3433.-3576, 3437. .3571, 3674.-3847, 3684. .3845, 3929. .3976, 



8255 



3933. .3977, 3944. .4102, 3990. .4103, 4011. .4106, 4211. .4321, 
4212. .4319, 4317. .4394, 4322. .4402, 4322. .4393, 4492. .4557, 
4493. .4558, 4495 . . 4566, ' 4 64 9 . . 4777 , 4650. .4748, 4655. .4777 



Seq. No. 7922 

Gene No. 16703 

Start 3143 

Name OJ990601_07 . 9B12 .C44 . o2 . gs 

Start 3433 

GI none 

Exons • 3433.. 3576, 3680.. 3848, 3949. 
4648. .4821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_07.9B12.C44 

4846 
GENS CAN 
4821 
.8 

,.4102, 4214.. 4390, 4491.. 4556, 



Seq. No. 7922 
Gene No. 16703 
Start 3143 

Name . •"- OJ990601_07 . 9B12 .C44 .ol . ts 

Start '* 3433 

GI none 

Exons 3433.. 3576, 3434.. 3553, 3674. 

3933.. 4103, 4211. .4393, 4212. 
4493. .4558, 4649. .4846, 4650. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990601 07.9B12.C44 



4846 

TBLASTX : Soybean 
4846 
112 

3847, 3681. .3881, 3929. .4102, 
4394, 4491. .4547, 4492. .4557, 
4745, 4652. .4777, 4797. .4823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7922 Seq. ID OJ990601_07.9B12.C44 

16703 Strand 

3143 End 4846 

OJ990601_07 . 9B12 . C4 4 . ol . np Method AAT/NAP 
3436 End 4822 

1346771 Score 1305 

3436.-3576, 3680. .3848, 3933. .4102, 4214. .4392, 4491. .4556, 
4648. .4822 

PHOSPHOENOLPYRUVATE CARBOXYKINASE [ATP] gi | 1086117 | pir | | S52988 
phosphoenolpyruvate carboxykinase (PCK1) - Urochloa panicoides 
gi 1 607752 (U09241) phosphoenolpyruvate carboxykinase [Urochloa 
panicoides] 

7923 Seq. ID OJ990601_07.9B12.C45 

16704 ' Strand 

1 End 3405 

OJ990601_07. 9B12.C45.ol.np Method AAT/NAP 
1 End 3405 

4490732 Score 1221 

1..77, 290. .610, 855. .955, 1047. .1131, 1246. .1399, 1500. .1705, 
3122.. 3405 

(AL035709) phosphoenolpyruvate carboxykinase (ATP) -like protein 
[Arabidopsis thaliana] 

7923 Seq. ID OJ990601_07.9B12.C45 

16704 Strand 

1 End 3405 

OJ990601_07.9B12.C45.ol.gs-: Method GENSCAN 

312 End 3366 

none Score .69 

312. .610, 855. .955, 1047. .1131, 1246. .1399, 1500. .1705, 

3122.. 3366- 



Seq. No. 



7923 



Seq. ID OJ990601_07.9B12.C45 



8256 



Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16704 
1 

OJ990601_07 . 9B12 . C45 . ol . gp 
423 

uC-osroM202032e08bl 



Strand 
End 

Method 
End 
Score 



3405 
AAT/GAP 
1393 
932 

423. .610, 855. .955, 1047. .1131, 1246. .1393 

' 44907 32/emb | CAB38935.il 2.0e-87 (AL035709) phosphoenolpyruvate 
carboxykinase (ATP) -like protein [Arabidopsis thaliana] 1 



7923 

16705 

4523 

OJ990601_07 . 9B12 . C45 . ol . ts 

292 

none 

292. .612, 308. .613, 845. .955, 
1029. .1097, 1069. .1146, 1071. 
1249. .1314 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990601 07.9B12..C45 



4627 

TBLASTX : Soybean 
1314 
377 

846.-956, 846. .977, 887. .1030, 
1133, 1084.. 1143, 1245.. 1313, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7923 

16705 

4523 

OJ990601_07 . 9B12 . C4 5 . ol . tc 

308 

none 

308.. 613, 310.. 609, 795.. 959, 
1045.. 1131, 1245.. 1430, 1249. 
1639.. 1707, 1640.. 1708, 3169. 

7923 

16705 

4523 

OJ990601_07 . 9B12 . C4 5 . ol . tm 

308 

none 

308. .613, 310. .609, 837. .959, 
1043. .1132 



Seq. ID OJ990601_07.9B12.C45 
Strand 

End 4 627 

Method TBLASTX: Cress 

End 3310 

Score 34 6 

839. .955, 852. .977, 1029. .1133, 
1404, 1501. .1557, 1502. .1558, 
3309, 3197.. 3310 

Seq. ID OJ990601_07.9B12.C45 
Strand 

End 4 627 

Method TBLASTX : Mai ze 

End 1133 

Score 403 

839. .955, 843. .956, 1029. .1133, 



Seq. No. 7923 

Gene No. 16705 

Start 4523 

Name OJ990601_07 . 9B12 . C45 . o3 . ts 

Start 1323 

GI none 

Exons 1323.. 1430, 1324.. 1404, 1501. 
1634. .1708 



Seq. ID OJ990601_07.9B12.C45 
Strand 

End 4 627 

Method TBLASTX : Soybean 

End 1708 

Score 117 

.1560, 1502.. 1561, 1633.. 1707, 



Seq. No. 7923 

Gene No. 16705 

Start 4523 

Name OJ990601_07 . 9B12 . C45 . o2 . tm 

Start 1610 

GI none 

Exons 1610.. 1657, 1645.. 1707, 1646. 
* 3319.. 3360, 3320.. 3358 



Seq. ID OJ990601_07.9B12.C45 
Strand 

End 4 627 

Method TBLASTX : Mai ze 

End 3360 

Score 50 

.1720, 3122.. 3304, 3166.. 3309, 



Seq. No. 



7923 



Seq. ID OJ990601_07.9B12.C45 



8257 



Gene No. 


16705 




Strand 






Start 


4523 




End 


4627 




Name 


OJ990601_07 . 9B12 . C4 5 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start . 


3166 




End 


3360 




GI ■ 


none 




Score 


67 




Exons 


3166. .3225, 3176. .3223, 


3178. 


.3312, 3200. .3313, 3316. .3360, 




3317 . . 3358 










Seq. No. 


7923 




Seq. ID 


OJ990601__07 . 9B12 


. C45 


Gene No. 


16705 




Strand 






Start 


4523 




End 


4 627 




Name 


OJ990601_07 . 9B12 . C4 5 . o2 . 


gs 


Method 


GEN SCAN 




Start 


4523 




End 


4627 




GI 


none 




Score 


.66 




Exons 


4523. .4627 










Seq. No. 


7924 




Seq. ID 


OJ990601_07.9B12 


. C47 


Gene No. 


16706 




Strand 


+ 




Start 


1 




End 


378 




Name 


OJ990601 07.9B12.C47.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


378 




GI 


4529_1.R1084 




Score 


630 




Exons 


1 . .378 










GI Descrip. 


1 3775993/emb ICAA09199 | 2 


!.0e-26 (AJ010460) RNA helicase 






[Arabidopsis thaliana] 1 










Seq. No. 


7924 




Seq. ID 


OJ990601_07.9B12 


. C47 


Gene No. 


16707 




Strand 






Start 


179 




End 


610 




Name 


OJ990601_07 . 9B12 . C4 7 . ol . 


gs 


Method 


GENSCAN 




Start 


179 




End 


553 




GI 


none 




Score 


. 95 




Exons 


179. .370, 472. .553 










Seq. No. 


7924 




Seq. ID 


OJ990601_07.9B12 


. C47 


Gene No. 


16707 




Strand 






Start 


179 




End 


610 




Name 


OJ990601, 07.9B12.C47.ol. 


np 


Method 


AAT/NAP 




Start 


179 




End 


610 




GI 


1881585 




Score 


217 




Exons 


179. .370, 472. .610 










GI Descrip. 


(U72489) remorin [Solanum tuberosum] 






Seq. No. 


7925 




Seq. ID 


OJ990601_07.9B12 


.C49 


Gene No. 


16708 




Strand 






Start 


1 




End 


84 




Name 


OJ990601 07.9B12.C49.ol. 


gp 


Method 


AAT/GAP • 




Start 


1 




End 


84 




GI 


uC-osflcypl02g09al 




Score 


100 




Exons 


1. .84 










GI Descrip. 


1 4432830/gb|AAD20679| 1. 


0e-17 


(AC006283) similar to pheromone 




receptor deficient mutant [Arabidopsis 


thaliana] ' 




Seq. No. 


7926 




Seq. ID 


OJ990601_07.9B12 


.C52 


Gene No. 


16709 




Strand 


+ 




Start 


496 




End 


740 - 




Name 


OJ990601 07.9B12.C52.ol. 


gp 


Method 


AAT/GAP 





8258 



Start 496 End ■• 740 

GI 2355_1.R1084 Score 149 

Exons 496.. 547, 654.. 740 

GI Descrip. • 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


7927 


Seq. ID 


OJ990601_07.9B12.C54 


Gene No. 


16710 


Strand 


+ 


Start 


1 


End 


463 


Name 


OJ990601 07.9B12.C54.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


463 


GI 


2428323 


Score 


642 


Exons 


1..463 






GI Descrip. 


5803242/dbj IAP000399. 1 IAP000399 0.0e+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


7927 


Seq. ID 


OJ990601_07.9B12.C54 


Gene No. 


16711 


Strand 


-f 


Start 


497 


. End 


1521 


Name 


OJ990601 07.9B12.C54.ol.gs 


Method 


GENSCAN 


Start 


497 


End 


1336 


GI 


none 


Score 


.4 


Exons 


497. .1336 






Seq. No. 


7927 


Seq. ID 


OJ990601 07.9B12.C54 


Gene No. 


16711 


Strand 


+ 


Start 


497 


•End 


1521 


Name 


OJ990601 07.9B12.C54.ol.np 


Method 


AAT/NAP 


Start 


572 


End 


1521 


GI 


6498441 


Score 


685 


Exons 


572.. 1037, 1396.. 1521 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


7927 


Seq. ID 


OJ990601_07.9B12.C54 


Gene No. 


16711 


Strand 


+ 


Start 


497 


End 


1521 


Name 


OJ990601 07.9B12.C54.ol.tw 


Method 


TBLASTX: Wheat 


Start 


776 


End 


1072 


GI 


none 


Score 


273 


Exons 


776. .1072, 793. .1068, 836.. 


1069 ' 




Seq. No. 


7928 


Seq. ID 


OJ990601_07.9B12.C56 


Gene No. 


16712 


Strand 




Start 


36 


End 


181 


Name 


OJ990601 07.9B12.C56.ol.gs 


Method 


GENSCAN 


Start 


36 


End 


181 


GI 


none 


Score 


.62 


Exons 


36. .181 






Seq. No. 


7929 


Seq. ID 


OJ990601_07.9B12.C57 


Gene No. 


16713 


Strand 


+ 


Start 


146 


End 


267 


Name 


OJ990601 07.9B12.C57.ol.gs 


Method 


GENSCAN 


Start 


146 


End 


267 


GI 


none 


Score 


.57 



8259 



Li 



Exons 


146.. 267 








Seq. No. 


7930 


Seq. ID 


OJ990601_07.9B12 


.C58 


Gene No . 


16714 


Strand 






Start 


45 


End 


641 




Name 


OJ990601 07. 9B12.C58.ol.gp 


Method 


AAT/GAP 




Start 


45 


End 


641 




GI 


none 


Score 


424 




Exons 


45. .81, 412. .641 








Seq. No. 


7930 


Seq. ID 


OJ990601_07. 9B12 


.C58 


Gene No . 


16714 - 


Strand 






Start 


45 


End 


641 




Name 


OJ990601 07.9B12.C58.ol.tm 


Method 


TBLASTX: Maize 




Start 


466 


End 


641 




GI 


none 


Score 


56 




Exons 


466. .513, 473. .556, 476. .514, 491. .640, 


510. . 641 




Seq. No. 


7930 


Seq. ID 


OJ990601_07. 9B12 


.C58 


Gene No. 


16714 


Strand 






Start 


45 


End 


641 




Name 


OJ990601 07.9B12.C58.ol.np 


Method 


AAT/NAP 




Start 


476 


End 


641 




GI 


6730738 


Score 


169 




Exons 


476. .641 








GI Descrip. 


(AC01884 9) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. . 


7931 


Seq. ID 


OJ990601_07.9B12 


.C60 


Gene No. 


16715 


Strand 


+ 




Start 


1 


End 


470 





Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990601_07 . 9B12.C60.ol .np Method AAT/NAP 
1 End 470 

6730738 Score 230 

1.-139, 246. .470 

(AC01884 9) unknown protein [Arabidopsis thaliana] 



7931 

16715 

1 

OJ990601_07.9B12.C60.ol.tc 
2 

none 



Seq. ID OJ990601_07.9B12.C60 

Strand + 

End 470 

Method TBLASTX : Cress 

End 32 9 

Score 124 



2. .109, 3. .110, 211. .303, 243.. 329, 246. .329 



7931 

16715 

1 

OJ990601_07 . 9B12.C60.ol .tm 

2 

none 



Seq. ID OJ990601_07.9B12.C60 

Strand + 

End 470 

Method TBLASTX : Mai ze 

End 410 

Score 151 

2. .109, 3. .110, 4.-111, 111. .140, 112. .147, 246. .410, 247. .369 
248. .409 



Seq. No. 7931 

Gene No. 16715 

Start 1 

Name OJ990601 07 . 9B12 . C60 . ol . ts 



Seq. ID OJ990601_07.9B12.C60 

Strand + 

End 470 

Method TBLASTX : Soybean 



8260 




Start 


3 


End 


372 




GI 


none 


Score 


134 




Exons 


3.. 110, 4. .96, 5. .97, 113.. 


136, 245. .370, 246. .335, 


247. .372 


Seq. No. 


7932 


Seq. ID 


OJ990601 07. 


9B12.C62 


Cpnp No 


16716 


Strand 






Start 


332 


End 


421 




Name 


OJ990601 07.9B12.C62.ol.gs 


Method 


GENSCAN 




Start 


332 


End 


421 




GI 


none 


Score 


.84 




Exons 


332. .421 








Seq. No. 


7933 


Seq. ID 


OJ990601 07. 


9B12.C69 




16717 


Strand 






Start 


717 ~ 


End 


2523 




Name 


OJ990601 07.9B12.C69.ol.gs 


Method 


GENSCAN 




Start 


717 


End 


2523 




GI 


none 


Score 


.41 




Exons 


717.. 977, 1389.. 1499, 1572. 


.1819, 1841 


..1954, 2307. 


.2523 


Seq. No. 


7934 


Seq. ID 


OJ990601_07. 


9B12.C70 


fiipnp No 


16718 


Strand 


+ 




Start 


126 


End 


1293 




Name 


OJ990601 07.9B12.C70.ol.gs 


Method 


GENSCAN 




Start 


126 


End 


1293 




GI 


none 


Score 


.78 




Exons 


126. .308, 348. .540, 697. .834, 1220. .1293 




Seq. No. 


7934 


Seq. ID 


OJ990601_07. 


9B12.C70 


Gene No. 


16719 


Strand 






Start 


980 


End 


1301 




Name 


OJ990601 07.9B12.C70.ol.gp 


Method 


AAT/GAP 




Start 


980 


End 


1301 




GI 


91997 1.R1084 


Score 


603 




Exons 


980. .1301 








GI Descrip. 


'4176420/dbj |BAA37167| 2 . 0 e 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


7935 


Seq. ID 


OJ990601_07. 


9B12.C71 


Gene No. 


16720 


Strand 






Start 


1 


End 


1718 




Name 


OJ990601 07.9B.12.C71.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1613 




GI 


91997 1.R1084 


Score 


1323 - 




Exons 


1..204, 292. .424, 556. .715, 


811. .948-, 


1475. .1613 




GI Descrip. 


M176420/dbj IBAA37167 | 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] * 








Seq. No. 


7935 


Seq. ID 


OJ990601_07. 


9B12.C71 




16720 


Strand 






Start 


1 


End 


1718 




Name 


OJ990601 07.9B12.C71.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


1718 




GI 


none 


Score 


.89 




Exons 


58. .204, 292. .424, 556. .715 


, 811. .948, 


1475. .1718 




Seq. No. 


7936' 


Seq. ID 


OJ990601_07. 


9B12.C72 



8261 



Gene No. 16721 Strand + 

Start 1495 End 1581 

Name OJ990601_07 . 9B12 .C72 . ol . gp Method AAT/GAP 

Start 1495 End 1581 

Gl 90742_1.R1084 Score 76 

Exons 1495.. 1581 

GI Descrip. ' 5734616/dbj | AP000391 . 1 1 AP000391 4 
DNA, chromosome 6, clone : P0538C01 1 



Oe-29 Oryza sativa genomic 



Seq. No. 


7936 




Seq. ID 


OJ990601_ 


_07. 


9B12 


.C72 


Gene ' No. 


16722 




Strand 










Start 


234 




End 


1190 








Name 


OJ990601 07.9B12.C72.ol 


. gs 


Method 


GENSCAN 








Start 


234 




End 


1190 








GI 


none 




Score 


. 67 








Exons 


234. .380, 613. .774, 807 


. .1190 












Seq. No. 


7937 




Seq. ID 


OJ990601_ 


_07. 


9B12 


.C73 


Gene No. 


16723 




Strand 


+ 








Start 


3867 




End 


3943 








Name 


OJ990601 07.9B12.C73.o2 


. gs 


Method 


GENSCAN 








Start 


3867 




End 


3943 








GI 


none 




Score 


.93 








Exons 


3867.. 3943 















Seq. No. 7937 Seq. ID 

Gene No. 16724 Strand 

Start 1336 End 

Name OJ990601_07 . 9B12 . C73 . ol . gs Method 

Start 1336 End 

GI none Score 

Exons 1336.. 1530, 1599.. 1758 

Seq. No. 7938 Seq. ID 

Gene No. 16725 Strand 

Start 56 End 

Name OJ990601_07 . 9B12 .C74 . ol . gs Method 

Start 56 End 

GI none Score 

Exons 56.-577, 1212.. 2948 



OJ990601_07.9B12.C73 

1758 
GENSCAN 
1758 
.61 



OJ990601_07.9B12.C74 
+ 

5775 
GENSCAN 
2948 
.99 



Seq. No. 7938 Seq. ID OJ990601_07.9B12.C74 

Gene No. 16725 Strand + 

Start 56 End 5775 

Name OJ990601JD7 . 9B12 .C74 . o2 . np Method AAT/NAP 

Start 1923 End 5775 * 

GI 3142291 Score 52 

Exons 1923.. 2158, 5680.. 5775 

GI Descrip. (AC002411) Contains similarity to adenylate cyclase gb|AF012921 
from Magnaporthe grisae. EST gb|Z24 512 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7938 

16725 

56 

OJ990601 
2648 



07.9B12.C74.ol.gp 



Seq. ID OJ990601_07.9B12.C74 

Strand + 

End 5775 

Method AAT/GAP 

End 3089 



8262 



GI 


7139 1.R1084 


Score 


786 




Exons 


2648. .3089 








GI Descrip. 


, 4726079/gb|AAD28303.1|AF143940 1 3.0e 


-39 ' (AF143940) 






SWI2/SNF2-like protein [Arabidopsis thaliana] ' 




Seq. No. 




OfcStJ . J- u 


O.TQQD^OI D7 QR1 9 


.C74 


Con q Wfi 


ID / 6D 








Start 


SDfift 

JUCJO 


FnH 


677D 




Name 


O.TQQnfiOl P)7 QR1 0 Cl A r\0 -hm 


Lie LiUJU 


TRT fl^TY • Ma i 




Start 






JOU 




GI 


none 


Score 


595 




Exons 


161. .580, 163. .579 








Seq. No. 


7 Q^P 

/ J JO 


con t n 


nTQQHfini 07 QR1 9 
UU33UDU1 U / • -7D.LZ 


.C74 


Gene No. 


ID / iO 


OLiailu 








jUOO 


Hi I Id 


O / / U 




Name 


n.TQQ06fi1 07 QR1 9 P74 n1 -t-r« 


Mot" HaH 


TRT fl^TY • Proqe 




Start 


9 

zoo 








GI 


none 


Score 


108 




Exons 


266. .382, 410. .514, 1191.. 


1322, 1367.. 


1483, 1368.. 1535, 






2478. .2642 








Seq. No. 


7938 ■ 


Seq. ID 


OJ990601_07 .9B12 


.C74 


Gene No. 


16726 


Strand 






Start 


5088 


End 


6770 




Name 


OJ990601 07.9B12.C74.ol.tm 


Method 


TBLASTX: Maize 




Start 


1610 


End 


2510 




GI 


none 


Score 


201 





Exons 1610. .1690, 1611. .1733, 1824. .2318, 1824. .2138, 2069. .2371, 

2318.. 2509, 2319.. 2510 



Seq. No. 7938 

Gene No. 16726 

Start 5088 

Name OJ990601_07 . 9B12 . C7 4 . o2 . gs 

Start 5088 

GI none 
Exons 



Seq. ID OJ990601_07.9B12.C74 
Strand 

End 6770 

Method GEN SCAN 

End 6770 

Score .56 



5088. .5102, 6069.. 6186, 6191.. 6412, 6547.. 6770 



Seq. No. 7939 
Gene No. 16727 
Start 1 

Name OJ990601_07 . 9B12 . C75 . ol . gp 

Start 1 

GI LIB3477-003-P1-K1-E9 
Exons 1 . . 69 

GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990601_07.9B12.C75 

Strand + 

End 69 

Method AAT/GAP 

End 69 

Score 104 



Seq. No. 7940 

Gene No. 16728 

Start 90 

Name OJ990721_06 . 9B05 . CI . ol . gs 

Start 90 

GI none 

Exons 90.. 316, 393.. 519 



Seq. ID OJ990721_06. 9B05.C1 

Strand + 

End 519 

Method GENSCAN 

End 519 

Score .74 



8263 



Seq. No. 


7941 


Seq. ID 


OJ990721_ 


_06. 9B05 


.C2 


Gene No. 


16729 


Strand 


+ 






Start 


117 


End 


1751 






Name 


OJ990721_06. 9505 .C2 .ol .gs 


Method 


GEN SCAN 






Start 


117 


End 


1751 






GI 


none 


Score 


. 55 






Exons 


117 . . 188/ 1592. . 1751 










Seq. No. 


7942 


Seq. ID 


OJ990721_ 


06.9B05 


.C3 


Gene No. 


16730 


Strand 


+ 






Start 


8832 


End 


20813 






Name 


OJ990721 06.9B05.C3.o2.gs 


Method 


GENSCAN 






Start 


8832 


End 


20813 






GI 


none 


Score 


.48 






Exohs 


8832. .9026, 10007 .. 10058 , 12427. .12556 


;, 12900. .12984, 






14 916. . 15089, 15121. . 154 71, 


16591. .16622, 16801. 


.16870, 






17056. .17189, 17348. .17473, 


18135. .18268, 18362. 


.18611, 






18742. .18926, 19035 .. 19287, 


19944. .19991, 20024. 


.20151, 






20236. .20388, 20521. .20813 










Seq. No. - 


7942 


Seq. ID 


OJ990721_ 


06.9B05 


-C3 


Gene No. 


16730 


Strand 


■ + 






Start 


8832 - 


End 


20813 






Name 


OJ990721 06. 9B05.C3.o2.gp 


Method 


AAT/GAP 






Start 


14804 


End 


15212 






GI 


4714644 


Score 


702 






Exons 


14804. .15212 










Seq. No. 


7942 


Seq. ID 


OJ990721_ 


06.9B05 


.C3 


Gene No. 


16730 


Strand 


+ 






Start 


8832 


End 


20813 






Name 


OJ990721 06.9B05.C3.o2.np 


Method 


AAT/NAP 






Start 


16801 


End 


20030 






GI 


4895186 


Score 


1323 






Exons 


16801. .16878, 16959. .17024, 


17101. . 17189, 17348. 


.17480, 






17564. >17796, 18135 .. 18 611, 


18742. . 18945, 19984. 


.20030 




GI Descrip. 


(AC007661) similar to axi 1 


protein from Nicotiaha tabacum 




[Arabidopsis thaliana] 










Seq. No. 


7942 


Seq. ID 


OJ990721_ 


06.9B05 


.C3 


Gene No. 


16730 


. Strand 


+ 






Start 


8832 


End 


20813 






Name 


OJ990721 06.9B05.C3.o3.gp 


Method 


AAT/GAP 






Start 


17333 


End 


18256 






GI 


11397 1.R1084 


Score 


927 






Exons 


17333. .17480, 17564 .. 17796, 


18135. .18256 






GI Descrip. 


, 4895186/gb|AAD32773.1|AC007661 10 9.0e-56 (AC007661) putai 




growth regulator protein [Arabidopsis 


thaliana] 1 






Seq. No. 


7942 


Seq. ID 


OJ990721 


06.9B05 


.C3 


Gene No. 


16730 


Strand 


+ 






Start 


8832 


End 


20813 






Name 


OJ990721 06.9B05.C3.o4.gp 


Method 


AAT/GAP 






Start 


18832 


End 


19480 






GI 


none 


Score 


1189 






Exons 


18832. .19480 











8264 




Seq. No. 


7942 Seq. ID 


OJ990721_06.9B05. 


C3 


(Ipnp No 


16730 Strand 


+ 




Start 


8832 End 


20813 . 




Name 


OJ990721 06.9B05.C3.o3.np Method 


AAT/NAP 




Start 


20139 End 


20783 




GI 


6691485 Score 


214 




Exons 


20139. .20783 






GI Descrip. 


(AB032198) gibberellin 3beta-hydroxylase [Nicotiana tabacum] 




7942 Seq. ID 


OJ990721_06.9B05. 


C3 


Gene No. 


16731 . Strand 


+ 




Start 


25519 End 


27984 




Name 


OJ990721 06.9B05.C3.o4.gs Method 


GENSCAN 




Start 


25519 End 


27984 




GI 


none Score 


.95 




Exons 


25519. .26364, 27 130 .. 27273, 2764 8 .. 27812, 27973.-27984 




Seq. No. 


7942 Seq. ID 


OJ990721_06. 9B05. 


C3 


Gene No. 


16732 Strand 






Start 


1 End 


5057 




Name 


OJ990721 06.9B05.C3.ol.np Method 


AAT/NAP 




Start 


1 End 


5057 




GI 


4726079 Score 


1860 




Exons 


1..173, 249. .347, 638.-757, 938. .1057, 


1165.. 1259, 1342. 


. 1446, 




1543. .1790, 2559.-2733, 2825. .3011, 3080. .3430, 4156. .4229, 




4332. .4625, 4950. .5057 






GI Descrip. 


(AF143940) SWI2/SNF2-like protein [Arabidopsis thaliana] 




Seq. No. 


7942 Seq. ID 


OJ990721_06. 9B05. 


C3 


Gene No. 


16732 Strand 






c+- art 


1 End 


5057 




Name 


OJ990721 06.9B05.C3.ol.gs Method 


GENSCAN 




Start 


3 End 


5048 




GI 


none - Score 


.69 




Exons 


3. .173, 249. .347, 638. .757, 938. .1039, 


1165. .1259, 1534. 


.1800, 




2559. .2733, 2825. .3011, 3338. .3426, 4146. .4247, 4341. .4835, 




4944. .5048 






Seq. No. 


7942 Seq. ID 


OJ990721_06.9B05. 


C3 


Gene No. 


16732 Strand 






OLuI L. 


1 End 


5057 




Name 


OJ990721 06.9B05.C3.ol.gp Method 


AAT/GAP 




Start 


2965 End 


3316 




GI 


4878434 Score 


508 




Exons 


2965.. 3011, 3080.. 3316 






GI Descrip. 


4726079/gb|AAD28303.1|AF143940 1 3,.0e- 


39 (AF143940) 






SWI2/SNF2-like protein [Arabidopsis thaliana] 




Seq. No. 


7942 Seq. ID 


OJ990721_06.9B05. 


C3 


Gene No. 


16733 Strand 






Start 


22229 End 


24594 




Name 


OJ990721 06.9B05.C3.o3.gs Method 


GENSCAN 




Start 


22229 End 


24594 




GI 


none Score 


.82 




Exons 


22229. .22251, 224 62 .. 22584 , 22832 .. 228 65 , 23730 .. 24 348, 






24398. .24594 







8265 



Seq. No. 7942 

Gene No. 16734 

Start 35410 

Name OJ990721_06 . 9B05 . C3 . o4 . tm 

Start 70 

GI none 

Exons 70.. 174, 71.. 151, 72.. 179, 
249. .338 



Seq. ID OJ990721_06. 9B05.C3 



Strand 
End 

Method 
End 
Score 
235. .336, 



38731 

TBLASTX: Maize 

347 

127 

248. .337, 249. .347, 



Seq. No. 


7942 








Seq. ID 


OJ990721_06. 9B05 ,C3 


Gene No . 


16734 








Strand 




Start 


35410 








End 


38731 


Name 


OJ990721 06. 


9B05 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


249 








End 


3349 


GI 


hone 








Score 


81 


Expns 


249.-347, 638. .757, 639 


. .707, 


947 . . 1057 


', 951. .1058, 1562. .1780, 




2567. .2662, 


2578 


. .2736, 


2819. 


.2914, 308 


16. . 3151, 3088 . . 3153, 




3169. .3309, 


3173 


. .3295, 


3179. 


.3349 




Seq. No. 


7942 








Seq. ID 


OJ990721_06. 9B05.C3 


Gene No. 


16734 








Strand 




Start 


35410 








End 


38731 


Name 


OJ990721 06. 


9B05 


.C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


638 








End 


1185 


GI 


none 








Score 


142 


Exons 


638. .760, 638. .760, 639 


. .764, 


929. .106C 


i, 929. .1057, 1162. .1185 


Seq. No. 


7942 








Seq. ID 


OJ990721_06.9B05.C3 


Gene No. 


16734 








Strand 




Start 


35410 








End 


38731 


Name 


OJ990721 06. 


9B05 


,C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1187 








End 


2989 


GI 


none 








Score 


66 


Exons 


1187.. 1255, 


1188 


. .1253, 


1192. 


.1260, 1210. .1302, 1220. .1267, 




1330. .1437, 


1338 


. .1436, 


1339. 


.1437, 1340. .1447, 1523. .1756, 




1535. .1753, 


2555 


. .2575, 


2572. 


.2736, 2576. .2734, 2819. .2989, 




2820. .2978 













Seq. No. 


7942 


Seq. ID 


OJ990721_06.9B05 


.C3 


Gene No. 


16734 


Strand 






Start 


35410 


End 


. 38731 




Name 


OJ990721 06.9B05.C3.o6.tm 


Method 


TBLASTX : Maize 




Start 


3086 


End 


3310 




GI 


none 


Score 


50 




Exons 


3086.. 3151, 3088.. 3153, 3160 


..3309, 3179. .3310 




Seq. No. 


7942 


Seq. ID 


OJ990721_06. 9B05 


,C3 


Gene No. 


16734 


Strand 






Start 


35410 


End 


38731 




Name 


OJ990721 06.9B05.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


16792 


End 


18324 




GI - 


none 


Score 


117 




Exons 


16792. .16875, 16792 .. 16875, 


16950. .17030, 16952. .17023, 





16953. .17027, 16958 .. 17032 , 17091 . . 17 1 95 , 17101 .. 17187 , 
17346. .17483, 1734 6 .. 17483, 17559 .. 17795 , 175-61 17797, " 
17563. .17796, 17576 .. 17800, 18129. . 18323, 18132 18320, 



8266 




18133. .18324, 18133. .18324 





7 QA 9 




Seq. ID 


OJ990721_06.9B05 




Gene No. 


16734 




Strand 






Start 


35410 




End 


38731 




Name 


OJ990721 06.9B05.C3 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16804 




End 


17480 




GI 


none 




Score 


53 




Exons 


16804. .16851, 16965 


.17030, 


16968. .17027, 17100. .17192, 






17101. .17184, 17324 


.17479, 


17346. .17480 




C *a /r Kin 

oeq. IN o . 


7 QA 9 




Seq. ID 


OJ990721_06.9B05 


. C3 


Gene No. 


16734 




Strand 






Start 


35410 




End 


38731 




Name 


OJ990721 06.9B05.C3 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


17563 




End 


18642 




GI 


none 




Score 


308 




Exons 


17563. .17796, 17564 


.17797, 


18129. .18611, 18133. .18618, 






18139. .18642 










C /a n KF /^\ 
Ocq • LNO . 


7 Q4 9 




Seq. ID 


OJ990721_06.9B05 




Gene No. 


16734 




Strand 






Start . 


35410 




End 


38731 




Name 


OJ990721 06.9B05.C3 


ol.tc 


Method 


TBLASTX: Cress 




Start 


17567 




End 


18618 




GI 


none 




Score 


263 




Exons 


17567. .17797, 17569 


.17796, 


18129. .18182, 18133. .18207, 






18270. .18614, 18274 


.18618 








O /~\ /t XT ^ 

oeq. in o • 


7 QA 9 




Seq. ID 


OJ990721_06.9B05 




Gene No. 


16734 




Strand 






Start 


35410 




End 


38731 




Name 


OJ990721 06.9B05.C3 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18564 




• End 


19018 




GI 


none 




Score 


92 




Exons 


18564. .18611, 18565. 


.18618, 


18738. .187 94, 18740. .18832, 






18740. .18835, 18815. 


.18991, 


18836. . 19018 




Seq. No. 


7942 




Seq. ID 


OJ990721JD6.9B05 


.C3 


Gene No. 


16734 




Strand 






Start 


35410 




End 


38731 




Name 


OJ990721 06.9B05.C3. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


18749 




End 


18931 




GI 


none 




Score 


97 




Exons 


18749. .18832, 18835. 


.18918, 


18836. .18931 




Con- ~K\r\ 

o e q . in o . 


7 QA 9 




Seq. ID 


OJ990721_06.9B05 




Gene No. 


16734 




Strand 






Start 


35410 




End 


38731 




Name 


OJ990721 06.9B05.C3. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


20310 




End 


20732 




GI 


none 




Score 


67 




Exons 


20310. .20372, 20424. 


.20438, 


20447. .20482, 204 95 .. 20602 , 






20589. .20732 










Seq. No. 


7942 




Seq. ID 


OJ990721_06.9B05 


.C3 


Gene No. 


16734 




Strand 







8267 



Start 


35410 






End 


38731 




Name 


OJ990721 06.9B05.C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


29508 






End 


29945 




GI 


none 






Score 


75 




Exons 


29508. 


.29711, 29808. 


.29945 








Seq. No. 


7942 






Seq. ID 


OJ990721_06.9B05 


.C3 


Gene No. 


16734 






Strand 






C+- -j r f 


35410 






End 


38731 




Name 


OJ990721 06.9B05.C3. 


06. gs 


Method 


GENSCAN . 




Start 


35410 






End 


.38731 




GI 


none 






Score 


.87 




Exons 


35410. 


.35867, 35969. 


.36711, 


37113. .37241, 37278 .. 37558 , 






38420. 


.38731 










Seq. No. 


7942 






Seq. ID 


OJ990721_06.9B05 


.C3 




16734 






Strand 


- 




Start 


35410 






End 


38731 




Name 


OJ990721 06.9B05.C3. 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


35794 






£jI1Q 






GI 


none 






Score 


150 




Exons. 


35794. 


.35868, 35958. 


.36206 








Seq. No. 


7943 






Seq. ID 


OJ990721_06.9B05 


.C4 


oene ino . 


16735 






Strand 


- 




Start 


108 






End 


770 ' ' 




Name 


OJ990721 06.9B05.C4. 


ol . gs 


Method 


GENSCAN 




Start 


108 






End 


770 




GI 


none 






Score 


.4 




Exons 


108. .525, 557. .770 










Seq. No. 


7944 






Seq. ID 


OJ990721_06.9B05 


.C5 




16736 






Strand 


+ 




Start 


30 






End 


633 




Name 


OJ990721 06.9B05.C5. 


ol.gs 


Method 


GENSCAN 




Start 


30 






End 


633 




GI 


none 






Score 


.89 




Exons 


30. .181, 318. .384, 514. .633 








Seq. No. 


7945 






Seq. ID 


OJ990721_06.9B05 


.C6 


Gene No. 


16737 






Strand 


+ 




Start 


661 






End 


1181 




Name 


OJ990721 06.9B05.C6. 


ol.gp 


Method 


AAT/GAP 




Start 


661 






End 


1181 




GI 


2037 1, 


.R1084 




Score 


917 




Exons 


661. .1181 










GI Descrip. 


'4587556/gb|AAD25787 


.1|AC006577_23 6.0e-19 (AC006577) Similar 



gi_1653162 (p)ppGpp 3-pyrophosphohydrolase from Synechocystis sp 
genome gb_D90911. EST gb_W43807 comes from this gene. 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7945 

16738 

3913 

OJ990721 

3913 

none 



06.9B05.C6.o2.gp 



Seq. ID OJ990721JD6. 9B05.C6 

Strand + 

End 4200 

Method AAT/GAP 

End 4200 

Score 539 



8268 



Exons 



3913. .4200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7945 



Seq. ID OJ990721_06.9B05.C6 



16739 Strand 
4 42 End 
OJ990721_06.9B05.C6.ol.gs Method 
442 End 
none Score 
442. .529, 815. .1240, 1335. .1411, 1516. 
1764. .1922, 2025. .2485, 3230. .3904 



7945 

16739 

442 

OJ990721_06. 9B05.C6.ol.np 
943 



Seq. ID 

Strand 

End 

Method 
End 
Score 



3907 
GEN SCAN 
3904 
.62 

.1532, 1573.. 1686, 



OJ990721_06.9B05.C6 

3907 
AAT/NAP 
3907 
1716 



1335. .1686, 1764. .1922, 2025. .2485, 2942. .3126, 



4587556 
943. .1240, 
3230. .3907 

(AC006577) Similar to gi 11653162 (p)ppGpp 3-pyrophosphohydrolase 
from Synechocystis sp genome gb|D90911. EST gb|W43807 comes 
from this gene. [Arabidopsis thaliana] 





Seq. No. 


7945 






Seq. ID 


OJ990721_06.9B05.C6 


; _: 

SI 


Gene No. 


16740 






Strand 




i. ! 


Start 


6799 






End 


10111 




Name 


OJ990721 06 


.9B05 


.C6.o2.gs 


Method 


GENSCAN 


ry 


Start 


6799 






End 


10111 


u 


GI 


none 






Score 


.6 


i : : 
•s -er 


Exons 


6799. .6899, 


8331 


..8647, 8754 


..8984, 10032. .10111 




Seq. No. 


7945 






Seq. ID 


OJ990721_06.9B05.C6 


ry 


Gene No. 


16741 






Strand 






Start 


11398 






End 


16909 


' "\ 


Name 


OJ990721 06 


.9B05 


.C6.o5.tm 


Method 


TBLASTX: Maize 


i. i 
" -3 


Start 


959 






End 


1243 


: i 


GI 


none 






Score 


271 




Exons 


959. .1243, 


971. . 


1243 








Seq. No. 


7945 






Seq. ID 


OJ990721__06.9B05.C6 




Gene No. 


16741 






Strand 






Start 


11398 






End 


16909 




Name 


OJ990721 06 


.9B05 


.C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


989 






End 


1858 




GI 


none 






Score 


171 




Exons 


989. .1243, 


990. . 


1247, 1329.. 


1439, 1339 


. .1413, 1470. .1544, 






1476. .1547, 


1477 


..1548, 1545 


..1694, 1546. .1686, 1566. .1694 






1739. .1858, 


1748 


. .1858 








Seq. No. 


7945 






Seq. ID 


OJ990721_06. 9B05.C6 




Gene No. 


16741 






Strand 






Start 


11398 






End 


16909 




Name 


OJ990721 06 


. 9B05 


•C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1013 






End 


3090 




GI 


none 






Score 


64 



Exons 1013. .1156, 1329. .1469, 1339. .1467, 1474. .1548, 1476. .1547, 

1537. .1686, 1545. .1694, 1739. .1909, 1748. .1930, 2021. .2302, 



8269 






2024. .2485, 


2112. 


.2486, 


2127. 


.2486, 2377.. 2487, 2939. .3055, 




2940. .2978, 


3024. 


.3053, 


3058. 


.3090 




Seq. No. 


7945 








Seq. ID 


OJ990721 06.9B05.C6 


Gpnp No . 


16741 








Strand 




Start 


11398 








End 


16909 


Name 


OJ990721 06. 


9B05. 


C6.06. 


tm 


Method 


TBLASTX: Maize 


Start 


1332 








End 


1433 


GI 


none 








Score 


73 


Exons 


1332. .1427, 


1332. 


.1433, 


1333. 


. 1431 




Seq. No. 


7945 








Seq. ID 


OJ990721_06.9B05.C6 


fipne No . 


16741 








Strand 




Start 


11398 








End 


16909 


Name 


OJ990721 06. 


9B05. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1473 








End 


1923 


GI 


none 








Score 


341 


Exons 


1473. .1685, 


1474 . 


.1686, 


1737. 


.1922, 1744. .1923, 1748. .1921 


Seq. No. 


7945 








Seq. ID 


OJ990721_06.9B05.C6 


Gene No. 


16741 








Strand 




Start 


11398 








End 


16909 


Name 


OJ990721 06. 


9B05. 


C6.o3. 


tc 


Method 


. TBLASTX: Cress 


Start 


2147- 








End 


3253 


GI 


none 








Score 


282 


Exons 


2147. .2485, 


2148. 


.2486, 


2193. 


.2486, 2194. .2487, 2939. .3055, 




2940. .2978, 


3053. 


.3127, 


3058. 


.3123, 3224.. 3253 


Seq. No. 


7945 








Seq. ID 


OJ990721_06.9B05.C6 


Cpnp No 


16741 








Strand 




Start 


11398 








End 


16909 


Name 


OJ990721 06. 


9B05. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2169 








End 


2487 


GI 


none 








Score 


330 


Exons 


2169. .2486, 


2171. 


.2485, 


2179. 


.2487 




Seq. No. 


7945 








Seq. ID 


OJ990721_06. 9B05.C6 


Gene No. 


16741 








Strand 




Start 


11398 








End 


16909 


Name 


OJ990721 06. 


9B05. 


C6.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3073 








End 


3575 


GI 


none 








Score 


84 


Exons 


3073. .3126, 


3074 . 


.3127, 


3218. 


.3445, 3231. .3446, 3458. .3481, 




3543. .3575 












Seq. No. 


7945 








Seq. ID 


OJ990721_06. 9B05.C6 


Gene No. 


16741 








Strand 




Start 


11398 








End 


16909 


Name 


OJ990721 06. 


9B05. 


C6.o3. 


gp 


Method 


AAT/GAP 


Start 


10958 








End 


11070 


GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


111 



Exons 10958.. 11070 

GI Descrip. ' 24 98586/sp I Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. No. 7945 Seq. ID OJ990721_06 . 9B05 . C6 



8270 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16741 
11398 

OJ990721_06.9B05.C6.o3.gs 
11398 
none 
11398 
12642 

16409. .16477, 16632.. 16896 



Strand 
End 

Method 

End 

Score 



16909 
GENS CAN 
16896 
.87 



11752, 11858. .12014, 12122 .. 12308 , 12439 .. 12505, 
13229, 13308. .13885, 14854 .. 14909, 16150 .. 16285, 



7945 

16741 

11398 

OJ990721_06.9B05.C6.o4.gp 
15672 

560_1.R1084 

15672. .16042, 16150 16285 , 



OJ990721 06.9B05.C6 



Seq. ID 
Strand 

End 16909 
Method AAT/GAP 
End 16899 
Score 1718 
16409. .16539, 16632. .16899 
'129233/spl P25778|ORYC_ORYSA 0.0e+00 ORYZAIN GAMMA CHAIN 

PRECURSOR >gi_6764 6_pir KHRZOG oryzain (EC 3.4.22.-) gamma 

precursor - rice >gi_218185_dbj_BAA14 4 04_ (D90408) oryzain gamma 
precursor [Oryza sativa] 1 



7945 

16741 

11398 

OJ990721_06.9B05.C6.ol.tm 
15777 



OJ990721 06.9B05.C6 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
15777. .15974, 15792 15968 , 15996 .. 16052, 16003 .. 16056, 
16148. .16285, 16149. . 16286, 1614 9 .. 16286, 16295 16330, 
16407. .16478, 16409 16480 , 16420 .. 16479, 16480 16539, 
16480. .16539, 16482 16541, 16606 .. 168 99, 16631 16807 , 
16632.. 16898 



16909 

TBLASTX: Maize 

16899 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



7945 

16741 

11398 

OJ990721_06. 9B05.C6.o2.ts 

15821 

none 

15821. .15850, 15979 
16149. .16286, 16152 
16477. .16539, 16481 
16632. .16898, 16633 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_06.9B05.C6 
16909 

TBLASTX : Soybean 

16899 

34 



,16044, 16005. .16052, 16148 .. 16285, 

16286, 16408. .16452, 16415 .. 16480, 

16501, 16631. .16774, 16632 .. 16877, 
16899 



7945 Seq. ID 

16741 Strand 
11398 End 
OJ990721_06 . 9B05 . C6 . o2 . tc Method 
16003 End 
none Score 

16003. .16041, 16005. .16052, 16146 

16148. .16285, 16152 1628 6, 16407 

16409. .16483, 16409 16480, 16480 

16612. .16899, 16630 .. 16896, 16632 



OJ990721 06.9B05.C6 



16909 

TBLASTX: Cress 
16909 
214 

16286, 16147. .16287, 
16457, 16408. .16455, 
16539, 16506. .16541, 
16898, 16667.. 16909 



7945 
16741 



Seq. ID 
Strand 



OJ990721 06.9B05.C6 



8271 






Start 


11398 


End 


16909 








Name 


OJ990721 06.9B05.C6.o2.np 


Method 


AAT/NAP 








Start 


16008 


End 


16899 








GI 


129233 


Score - 


848 








Exons 


16008. .16042, 16150. .16285, 


16409. .16539, 16632 


. .16899 






GI Descrip. 


ORYZAIN GAMMA CHAIN PRECURSOR gi | 6764 6 | pir | 1 KHRZOG oryzain 






3.4.22.-) gamma precursor - 


rice gi|218185|dbj | 


BAA14404 


.11 






(D90408) oryzain gamma precursor [Oryza sativa] 








Seq. No. 


7 Qd S 


Seq. ID 


OJ990721 


_06.9B05 


.C6 




Gene No. 


16741' 


Strand 










Start 


11398 


End 


16909 








Name 


D.TQQ0791 nfi QRHR Pfi nl -hw 


Method 


TBLASTX : ' 


Wheat 






Start 


1 fid T 9 _ 


End 


16714 








GI 


none 


Score 


84 








Exons 


1fid19 1 fidfif) 1 fidl "3 1 fid7ft 


16418. .16483, 16480 


. .16536, 








1 fidfiO 1 fiR^fi 1 fifil 9 1 £70.7 


16632. .16712, 16637 


. .16714 






Seq. No. 


7946 


Seq. ID 


OJ990721 


_06.9B05 


.C7 




Crpnp No 


16742 


Strand 


+ 








Start 


d QH^ 


End 


5629 








Name 


nTQQD791 Hfi QRDR CI n<5 


Method 


GENSCAN 








Start 


4 :?UO 


End 


5629 








GI 


none 


Score 


.76 






-i 


Exons 












i'fi 


Seq. No. 


7 Qd ft 


Seq. ID 


OJ990721 


_06. 9B05 


.C7 


\" i j 


\J 1 L Li V • 


16743 


Strand 


+ 








Start 


9144 


End 


11414 








Name 


OTQQ0791 Dfi QROR P7 nd rrQ 


Method 


GENSCAN 








Start 


Q 1 A A ' 


End 


11414 








GI 


none 


Score 


.92 






ni 

i bf 


Exons 


Qldd Q99R 1117Q 1 1 d 1 d 

, . Jf 111 / ^i • 11414 












Seq. No. 


7 Qd fi 


Seq. ID 


OJ990721 


_06.9B05 


.C7 




Gene No. 


16744 


Strand 


+ 








Start 


15810 


End 


18368 






H= 


Name ' 


nTQQ0791 Ofi QRfiR P7 nn 


Method 


AAT/NAP 






. s i 


Start 


ijoui 


End ■ 


18368 






i I8 i 


GI 


dnn^ft9Q 

fl UU DO C. .? 


Score 


1009 






; ecF 

n 


Exons 


lJOUl . . lOill, IDjj J . . 1D400, 


16887. .17023, 17645 


. .18368 




's sr 


GI Descrip. 


\t\\**\jUD¥ f u ) puLative piruuein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


7946 


Seq. ID 


OJ990721 


_06. 9B05 


.C7 




Gene No . 


16744 


Strand 


+ 








Start 


15810 


End 


18368 








Name 


OJ990721 06. 9B05.C7.o6.gs 


Method 


GENSCAN 








Start 


15810 


End 


18346 








GI 


none 


Score 


.89 








Exons 


15810. .16211, 16357. .16468, 


16887. .17023, 17645 


. .18346 






Seq. No. 


794 6 


Seq. ID 


OJ990721 


_06.9B05 


-C7 




Gene No. 


16745 


Strand 


+ 








Start 


21884 


End 


22969 








Name 


OJ990721 06.9B05.C7.o3.np : 


Method 


AAT/NAP 








Start 


21884 


End 


22969 








GI 


5257262 


Score 


853 







8272 



Exons 


21884. .22706, 22872. .22969 








GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 




Seq. No. 


/ _7 1 \J 


Q pri jn 


OJ990721_06. 


9B05.C7 




1 674 6 

J. D / 4 O 


Cf- r^nH 
on ciiiu 






Start 






28943 




Name 






GEN SCAN 




Start 


9R699 _ 


End 


28943 




GI 


none 


Q, r~T\ ~r~ & 


.8 




Exons 


28622. .28765, 28806.. 28943 








Seq. No. 


7 Q4 6 


iJC^ • A. is 


OJ990721_06. 


9B05.C7 




1 6747 


JLI cli lu 






Start 






31452 




Name 


n,TQQH791 D6 QROS P7 oil rr<? 


Mot" hnH 

liC L11UU 


GENSCAN 




Start 


jU 3 c. j 


HiI L\J. 


31452 




GI 


none 




.56 




Exons 


^n^9Q ^D c i7Q ^1077 "314S9 








Seq. No. 


7946 


Seq. ID 


OJ990721_06. 


9B05.C7 


Gene No. 


16748 


Strand 


+ 






32936 


End 


37076 




Name 


OJ990721 06.9B05.C7.o4.np 


Method 


AAT/NAP 




Start 


32888 


End 


37070 




GI 


1171579 


Score 


1608 




Exons 


32888. .33823, 36444.. 37070 








GI Descrip. 


(X95342) cytochrome P450 [Nicotiana tabacum] 




Seq. No. 


7946 


Seq. ID 


OJ990721_06. 


9B05.C7 


UCllC Vi\J • 


16748 


Strand 


+ 




Start 


32936 


End 


37076 




Name 


OJ990721 06.9B05.C7.ol2.gs 


Method 


GENSCAN 




Start 


32936 


End 


33874 




GI 


none 


Score 


.72 




Exons 


32936. .33874 








Seq. No. 


• 7946 


Seq. ID 


OJ990721JD6. 


9B05.C7 . 


OCllC LNtJ • 


16748 


Strand 


+ 




Start 


32936 


End 


37076 




Name 


OJ990721 06.9B05.C7.ol3.gs 


Method 


GENSCAN 




Start 


35471 


End 


37076 




GI 


none 


Score 


. 97 




Exons 


35471. .35524, 36444.. 37076 








Seq. No. 


7946 


Seq. ID 


OJ990721_06. 


9B05.C7 


Gene No. 


16749 


Strand 






Start 


1 


End 


1752 




Name 


OJ990721 06.9B05.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1752 




GI 


560 1.R1084 


Score 


1051 




Exons 


1..26, 261. .334, 1033. .1151, 


1227. .1346 


, 1477.. 1752 




GI Descrip. 


, 129233/sp|P25778|.ORYC ORYSA 0.0e+00 ORYZAIN GAMMA 


CHAIN 




PRECURSOR >gi 67646 pir KHRZOG oryzain (EC 3.4.22. 


- ) gamma 




precursor - rice >gi_218185_ 


dbj_BAA14404_ (D90408) 


oryzain gamma 




precursor [Oryza sativa] 1 








Seq. No. 


7946 


Seq. ID 


OJ990721_06. 


9B05.C7 



8273 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16749 Strand 
1 End 1752 

OJ990721_06 . 9B05 . C7 . ol . gs Method GEN SCAN 

261 End 1679 

none Score . 7 9 

261. .343, 991. .1151, 1227. .1348, 1477. .1679 



7946 
16749 

- 1 

: OJ990721_06.9B05.C7.ol.np 
261 

129233 
261. .334, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1033. .1151, 1227. .1348, 1477 



OJ990721_06.9B05.C7 

1752 
AAT/NAP 
1679 
734 

. .1679 



ORYZAIN GAMMA CHAIN PRECURSOR gi I 67 64 6 | pir | | KHRZOG oryzain 
3.4.22.-) gamma precursor - rice gi | 218185 | dbj | BAA14404 . 1 1 
(D90408) oryzain gamma precursor [Oryza sativa] 



(EC 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 06.9B05.C7 



7946 
16750 
2063 

OJ990721_06 . 9B05 .C7 . o2 . gp 
2063 

LIB3477-003-P1-K1-E9 
2063. .2158 

, 2498586/sp|Q40638 j MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



2158 
AAT/GAP 
2158 
131 



Seq. No. 7946 Seq. ID 

Gene No. 16751 Strand 

Start 3220 End 

Name OJ990721_06 . 9B05 . C7 . o2 . gs Method 

Start 3220 End 

GI none Score 

Exons 3220.. 3585 



OJ990721_06.9B05.C7 

3585 
GENSCAN 
3585 
.72 



Seq. No." 7946 Seq. ID 

Gene No. 16752 Strand 

Start 25512 End 

Name OJ990721JD6 . 9B05 . C7 . o3 . gp Method 

Start 25512 End 

GI 2442576 Score 

Exons 25512.. 25878 



OJ990721_06.9B05.C7 

25878 
AAT/GAP 
25878 
682 



Seq. No. 7946 

Gene No. 16753 

Start 29090 

Name OJ99072 1_06 . 9B05 . C7 . o3 . tc 

Start 261 

GI none 

Exons 261.. 341, 263.. 334, 1048.. 
1228.. 1335 



Seq. ID OJ990721_06. 9B05.C7 



Strand 
End 

Method 
End 
Score 
1149, 1049. 



29329 

TBLASTX: Cress 

1347 

96 

1147, 1225. .1347, 



Seq. No. 
Gene No. 
Start 



7946 

16753 

29090 



Seq. ID 

Strand 

End 



OJ990721 06.9B05.C7 



29329 



8274 



Name 


OJ990721 06.9B05.C7. 


o3. ts 


Method 


TBLASTX: Soybean 


Start 


261 




End 


1556 


GI 


none 




Score 


82 


Exons 


261. .341, 263. .337, 


1001. .1150, 1051.. 


1149, 1228.. 1305, 




1228. .1347, 1476. .1556 






Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


Gene No. 


16753 




Strand 




Start 


29090 




End 


29329 


Name 


OJ990721 06.9B05.C7. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


261 




End 


1605 


GI 


none 




Score 


111 


Exons 


261. .341, 262. .366, 


263..334, 1048. .1149, 1049. .1150, 




1125.. 1151, 1225.. 1347, 1228 


I..1350, 1265. .1363, 1277. .1! 




1476. .1601, 1534. .1605 






Seq. No. 


"J A A C 

7946 




Seq. ID 


OJ990721__06.9B05 


Gene No. 


1 C 1 c o 




Strand 




Start 


o a a a a 

29090 




End 


29329 


Name 


OJ990721 06.9B05.C7. 


o2 . ts 


Method 


TBLASTX: Soybean 


Start 


15981 




End 


18121 


GI 


none 




Score 


220 


Exons 


15981. .16181, 16031. 


.16180, 


16184. .16210, 16185. . 16211, 




16335 .. 16454 , 16336. 


. 16482 , 


16897. .17025, 16898 .. 17020, 




17624 18079, 17644. 


. 18078, 


18077. .18121 


Seq. No. 


794 6 




Seq. ID 


OJ990721_06.9B05 


Gene No. 


16753 




Strand 




Start 


A A A A A 

29090 




End 


29329 


Name 


OJ990721_06. 9B05 . C7 . 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


15981 




End 


16184 


GI 


none 




Score 


227 


Exons 


15981. .16181, 16013. 


.16180, 


16107. .16184 


Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


Gene No. 


16753 




Strand 




Start . 


29090 




End 


29329 


Name 


OJ990721 06.9B05.C7. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


15999 




End 


18063 


GI 


none 




Score 


89 


Exons 


15999. .16124, 16013. 


.16132, 


16185. .16211, 16333. .16467, 




16901. .17020, 16906. 


.17019, 


17624. .18058, 17645 .. 17824 , 




17647. .17832, 17866. 


.18063 






Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


Gene No. 


16753 




Strand 




Start 


29090 




End 


29329 


Name 


OJ990721 06.9B05.C7. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


16058 




End 


17025 


GI 


none 




Score 


107 


Exons 


16058. .16258, 16059. 


.16142, 


16149. .16181, 16185. .16211, 




16193. .16213, 16332. 


.16469, 


16332. .16460, 16333 .. 16482, 




16336. .16467, 16892. 


.17020, 


16897. .17025 


Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


Gene No. 


■ 16753 




Strand 




Start 


29090 




End 


29329 



1351, 



X7 



8275 




Name 


OJ990721 06.9B05.C7 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17639 




End 


18037 




GI 


none 




Score 


605 




Exons 


17639. .18037, 17640 


.17951, 


17641. .18033 




Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


.C7 


HpriP No 


16753 




Strand 






Start 


29090 




End 


29329 




Name 


OJ990721 06.9B05.C7 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17653 




End 


18082 




GI 


none 




Score 


662 




Exons 


17653. .18078, 17654 


.18082, 


17654. .18079, 18003.. 18080 




Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


.C7 


Gene No. 


16753 




Strand 






Start 


29090 




End 


29329 




Name 


OJ990721 06.9B05.C7 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22346 




End 


22714 




GI 


none 




Score 


84 




Exons 


22346. .22426, 22379. 


.22423, 


22450. .22698, 22451. .22714 





Seq. No. 7946 

Gene No. 16753 

Start 29090 

Name OJ990721_06 . 9B05 . C7 . o7 . tm 

Start 25238 

GI none 

Exons 25238. .25318, 25239 .. 25319, 

Seq. No. 7946 

Gene No. 16753 

Start 29090 

Name OJ990721_06 . 9B05 . C7 . olO . gs 

Start 29090 

GI none 

Exons 29090. .29158, 29201.. 29329 



Seq. ID OJ990721_06.9B05.C7 
■ Strand 

End 29329 

Method TBLASTX : Mai ze 

End 25445 

Score 88 
25338. .25445, 25338. .25442 

Seq. ID OJ990721_06. 9B05.C7 
Strand 

End 29329 

Method GENSCAN 

End 29329 

Score .91 



Seq. No. 7946 

Gene No. 16754 

Start ' 32897 

Name OJ990721_06 . 9B05 . C7 . ol . tc 

Start 32897 

GI none 

Exons 32897. .33250, 32989 .. 33171, 
36458. .36955 



Seq. ID OJ990721_06. 9B05.C7 
Strand 

End 37082 

Method TBLASTX: Cress 

End 36971 

Score 177 
33257. .33361, 36444 .. 36971, 



OJ990721 06.9B05.C7 



Seq. No. 7946 Seq. ID 

Gene No. 16754 Strand 

Start 328 97 End 

Name OJ990721_06 . 9B05 . C7 . o3 . tm Method 

Start 32947 ^ End 

GI none Score 

Exons 32947. .33192, 32948 .. 33349, 33145 .. 33354 , 33229 .. 33324 , 
33269.. 33349 



37082 

TBLASTX: Maize 

33354 

500 



Seq. No. 
Gene No. 



7946 
16754 



Seq. ID 
Strand 



OJ990721 06.9B05.C7 



8276 



Start 


32897 




End 


37082 




Name 


OJ990721 06.9B05.C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


32968 




End 


37064 




GI 


none 




Score 


444 




Exons 


32968 .. 33192, 32969 


. . 33370, 


33232.-33324, 33359 33481, 






33466.-33663, 33566 


. . 33709, 


33704. .33823, 33728.-33823, 






36443 37048, 36444 


. . 37064 








Seq. No. 


7946 




Seq. ID 


OJ990721 06.9B05 


. C7 


Gene No. 


16754 




Strand 






Start 


32897 




End 


37082 




Name 


OJ990721_06 . 9B05 . C7 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


32968 




End 


33304 




GI 


none 




Score 


182 




Exons 


32968 .. 33192, 32969 


. . 33304 








Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


-C7 


Gene No. 


16754 




Strand 






Start 


32897 




End 


37082 




Name 


OJ990721_06.9B05.C7 


.06. tm 


Method 


TBLASTX: Maize 




Start 


33356 




End 


33664 




GI 


none 




Score 


43 




Exons 


33356. .33391, 33380 


. . 33487, 


33404. .33448, 334 12 .. 33474 , 






33496 . . 33663, 33566 


. . 33664 








Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


. C7 


Gene No. 


16754 




Strand 






Start 


32897 




End 


37082 




Name 


OJ990721_06.9B05.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


33665 




End 


37082 




GI 


none 




Score 


181 




Exons 


33665. .33823, 33675 


. . 33824, 


33676. .33825, 36443 .. 37081 , 






36444 . . 37082 










Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


. C7 


Gene No. 


16754 




Strand 






Start 


32897 




End 


37082 




Name 


OJ990721 06.9B05.C7 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


33737 




End 


36749 




GI 


none 




Score 


59 




Exons 


33737. .33820, 36443 


. . 36748, 


36444. .36749 




Seq. No. 


7946 




Seq. ID 


OJ990721_06.9B05 


. C7 


Gene No. 


16754 




Strand 






Start 


32897 




End 


37082 




Name 


OJ990721_06. 9B05.C7 


.05- tw 


Method 


TBLASTX: Wheat 




Start 


36779 




End 


37016 




GI 


none 




Score 


215 




Exons 


36779. .36997, 36780, 


. . 37016 








Seq. No. 


7947 




Seq. ID 


OJ990721JD6.9B05 


. C8 


Gene No. 


16755 " 




Strand 


+ 




Start 


420 




End 


761 




Name 


OJ990721 06.9B05.C8, 


.ol.gs 


Method 


GENSCAN 




Start 


420 




End 


761 




GI 


none 




Score 


.95 





Exons 420.. 517, 566.. 761 



8277 





Can Mri 


7Q47 








Seq. ID 


OJ990721_06.9B05.C8 




Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06 


.9B05. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1385 








End 


2083 




GI 


none 








Score 


38 




Exons 


1385. .1450, 


1410. 


.1436, 


1436. 


.2083, 1488. .1895, 1932. .2081 




O C . LN w . 


7Q47 








Seq. ID 


OJ990721_06.9B05.C8 




Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06 


.9B05. 


C8.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1424 








End 


1909 




GI 


none 








Score 


41 




Exons 


1424. .1654, 


1590. 


.1655, 


1692. 


.1781, 1694. .1810, 1820. .1909 




Seq. No. 


7947 








Seq. ID 


OJ990721_06.9B05.C8 




Cc±r\e* Mo 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06 


.9B05. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


1436 








End 


5303 




GI 


2586082 








Score 


4032 




Exons 


1436. .5303 












*\ 


GI Descrip. 


(U72725). retrofit 


: [Oryza longistaminata] 


f\ 


Qorr M/^ 
D C q • LN U . 


7947 








Seq. ID 


OJ990721_06.9B05.C8 


y 


Gene No. 


16756 








Strand 




:i 


Start 


1436 








End 


5303 


at 

t t 


Name 


OJ990721 06 


.9B05. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1445 . 








End 


2092 


5? 


GI 


none 








Score 


45 


t i 

! £ 
Z' 


Exons 


1445. .1657, 


1566. 


.1664, 


1673. 


.2092, 1746.. 2000 




Qon Mo 


7947 








Seq. ID 


OJ990721_06.9B05.C8 


J 


Gene No. 


16756 








Strand 




™: 


Start 


1436 








End 


5303 


= t 


Name 


OJ990721 06 


.9B05. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


:i 


Start 


1847 








End 


2285 


£L 
S f 


GI 


none 








Score 


55 


Si. 

-i 


Exons 


1847. .2242, 


1848. 


.1934, 


1962. 


.2222, 2256.. 2285 




Cpm Mn 


7947 








Seq. ID 


OJ990721_06.9B05.C8 




Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06 


.9B05. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2253 








End 


2657 




GI 


none 








Score 


145 




Exons 


2253. .2657, 


2347. 


.2646 










Seq. No. 


7947 








Seq. ID 


OJ990721_06.9B05.C8 




Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06, 


.9B05. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2286 








End 


2799- 




. GI 


none 








Score 


74 




Exons 


2286. .2468, 


2454. 


.2798, 


2455. 


.2649, 2701. .2799 



8278 




Seq. No. 


7947 








Seq. ID 


OJ990721_06.9B05. 


C8 


OC11C Vi\J ■ 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2463 








End 


2981 




GI 


5509260 








Score 


109 




Exons 


2463. .2981, 


2476 


. .2640, 


2710. 


.2829 






GI Descrip. 


- 














o e q . in o . 


7 7 








oeq • iu 


n,TQQ07?1 06 QROS 


PR 


Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.o2. 


tc 


Method 


TBLASTX: Cress' 




Start 


2580 








' End 


2853 




GI 


none 








Score 


136 




Exons 


2580. .2840, 


2581 


. .2853 












7 Q47 








oeq ■ iu 




V-/ o 


Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2703 








End 


2936 




GI 


none 








Score 


75 




Exons * 


2703. .2936, 


2710 


. .2841 










o e q • ln o • 


7 CM 7 








oeq • xu 


OTQQ0791 06 QROS 


PP 


Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3507 








End 


3971 




GI 


none 








Score 


38 




Exons 


3507. .3971, 


3508 


. .3627, 


3682. 


.3945 






oeq . 1NO . 


7 QA 7 








oeq • xu 


f\7QQ0791 06 QROR 


PP 


Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.o4. 


; tw 


Method 


TBLASTX: Wheat 




Start 


3507 








End 


3854 




GI 


none 








Score 


277 




Exons 


3507. .3854 














oeq . lno . 


7 QA 1 








oeq . x u 


O.TQQ0791 06 QROS 


pp 


Gene No. 


16756 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3525 








End 


3959 




GI 


none 








Score 


248 




Exons 


3525. .3959 














Seq. No. 


7947 








Seq. ID 


OJ990721_06.9B05. 


C8 


Gene No. 


16756 ' 








Strand 






Start 


1436 








End 


5303 




Name 


OJ990721 06. 


9B05 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3528 








End 


3858 




GI 


none 








Score 


116 




Exons 


3528. .3851, 


3532 


. .3858 











8279 




o e q . lm o . 


7Q47 








Can Tn 
DeCJ • ±U 




UD . 3DUJ 


PR 


Gene No. 


16756 








Strand 








Start 


1436 








. End 


5303 






Name 


OJ990721 06 


.9B05. 


C8.o4. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3966 








End 


4379 






GI 


none 








Score 


78 






Exons 


3966. .4136, 


4155. 


.4268, 


4275. 


.4379 








Con Moi 
OC4 • IN (J . 


7 QA1 
















Gene No. 


16756 








Strand 








Start 


1436 








End 


5303 






Name 


OJ990721 06, 


.9B05. 


,C8.o4. 


tm 


Method 


TBLASTX : 


Maize 




Start 


4447 








End 


4748 






GI 


, none 








Score 


138 






Exons 


4447.*. 4743, 


4455. 


.4748, 


4473. 


.4748 








O tr CJ . IN U . 


7 Q47 








D?5q ■ ±U 






> WO 


Gene No. 


16756 








Strand 








Start 


1436 








End 


5303 






Name 


OJ990721 06, 


.9B05. 


C8.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4455 








End 


4823 






GI 


none 








Score 


203 






.Exons 


4455. .4823, 


4456. 


.4782, 


4476. 


.4802 








0 e cj . in 0 ■ 


7948 








Seq. ID 


OJ990601 






Gene No. 


16757 








Strand 


+ 






Start 


184 








End 


1262 






Name 


OJ990601 05. 


.9B09. 


Cl.ol. 


gs 


Method 


GENSCAN 






Start 


184 








End 


1262 






GI 


none 








Score 


.47 






Exons 


184. .242, 529. .842, 863 


1. .937, 


1156. .1262 






D G CJ . LN O • 


7949 








Seq. ID 


OJ990601 




P9 

• C^4l 


Gene No. 


16758 








Strand 


+ 






Start 


864 








End 


914 






Name 


OJ9-90601 05, 


, 9B09. 


C2.ol. 


gs 


Method 


GENSCAN 






Start 


864 








End 


914 






GI 


none 








Score 


.76 






Exons 


864. .914 
















Seq. No. 


7950 








Seq. ID 


OJ990601 


_05.9B09 


-C3 




16759 








Strand 


+ 






Start 


1 








End 


3677 






Name 


OJ990601 05. 


,9B09. 


C3.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


3677 






GI 


5042463 








Score 


106 






Exons 


1..27, 875.. 


,1238, 


1962. 


.2037, 


2510.. 2609, 3646. 


.3677 




GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


7951 








Seq. ID 


OJ990601 


_05.9B09 


-C4 


Gene No. 


16760 








Strand 


+ 






Start 


82 








End 


345 






Name 


OJ990601 05. 


9B09. 


C4.ol. 


gs 


Method 


GENSCAN 






Start 


82 








End 


345 






GI 


none 








Score 


.84 







Exons 82.. 345 



8280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



7952 

16761 

1 

OJ990 601JD5 . 9B0 9 . C5 . ol . np 
1 

6714447 



Seq. ID OJ990601_05.9B09.C5 

Strand + 

End 2594 

Method AAT/NAP 

End 2594 

Score 520 



1. .23/ 372. .482, 973. .1091, 1258. .1399, 1549. .1716, 1810. .2010, 
2566.. 2594 

(AC011620) putative phospholipase D [Arabidopsis thaliana] 



7952 

16761 

1 

OJ990601_05. 9B09.C5.ol.gs 

386 

none 



Seq. ID OJ990601_05.9B09.C5 

Strand + 

End 2594 

Method GENSCAN . 

End 1983 

Score .82 



386. .482, 973. .1091, 1273. .1399, 1810. .1983 



Seq. ID OJ990601_05.9B09.C5 

Strand + 

End 2594 ■ 

Method AAT/GAP 

End 1993 

Score 99 



7952 
16761 
1 

OJ990601_05. 9B09.C5.ol.gp 
1921 

uC-osflM202097d01bl 
1921. .1993 

'2773042 5.0e-26 (AF038440) phospholipase D2 [Homo sapiens] 1 



7953 
16762 
1 

OJ990601_05. 9B09.C6.ol.np 
1 

6714447 

1..33, 930. .1175, 1263. .1424 

(AC011620) putative phospholipase D [Arabidopsis thaliana] 



Seq. ID OJ990601_05.9B09.C6 

Strand + 

End 1424 

Method AAT/NAP 

End 1424 

Score 337 



Seq. ID OJ990601_05. 9B09.C6 

Strand + 

End 1424 

Method AAT/GAP 

End 1424 

Score 667 



7953 
16762 
1 

OJ990601_05.9B09.C6.ol.gp 

928 

uC-osflM202097d01bl 
^928.. 1175, 1263.. 1424 

^'2773042 5.0e-26 (AF038440) phospholipase D2 [Homo sapiens] 1 



7953 

16762 

1 

OJ990601JD5. 9B09.C6.ol.ts 

969 

none 



Seq. ID OJ990601_05. 9B09.C6 

Strand + 

End 1424 

Method TBLASTX : Soybean 

End 1307 

Score 63 

969. .1031, 1019. .1156, 1019. .1156, 1023. .1178, 1032. .1160, 
1260.. 1307, 1262.. 1303 



7954 
16763 



Seq. ID OJ990601_05.9B09.C7 
Strand + 



8281 






Start 


159 


End 


2395 




Name 


OJ990601 05.9B09.C7.ol.gs 


Method 


GENSCAN 




Start 


159 


End 


2395 




GI 


none 


Score 


.88 




Exons 


159. .262, 433. .505, 520. .659, 


737. .886, 


1031. .1187, 1254. .1 






2273. .2395 








Seq. No. 


7954 


Seq. ID 


OJ990601_05.9B09.C7 




Gene No. 


16763 


Strand 


+ 




Start 


159 . 


End 


2395 




Name 


OJ990601 05.9B09.C7.ol.np 


Method 


AAT/NAP 




Start 


538 


End 


1500 




GI 


6714447 


Score 


694 




Exons 


538. .659, 737. .886, 1031. .1187, 1254. .1500 




GI Descrip. 


(AC011620) .'putative phospholipase D [Arabidopsis thaliana] 




Seq. No. 


7954 


Seq. ID 


OJ990601_05.9B09.C7 




Gene No. 


16764 


Strand 


+ 




Start 


2928 


End 


2978 




Name 


OJ990601 05.9B09.C7.o2.gp 


Method 


AAT/GAP 




Start 


2928 


End 


2978 




GI 


5056147 


Score 


85 




Exons 


2928. .2978 






o 


GI Descrip. 


5231209/gb | AF159061 . 1 1 AF159061 2 . Oe-68 


Oryza sativa subsp.- 






indica serine/threonine protein phosphatase PP2A-3 catalyti 


hJ 

i'fi 




subunit (PP2A) gene, complete 


cds 




ry 


Seq. No. 


7954 


Seq. ID 


OJ990601_05.9B09.C7 


.:sl 
: l 


Gene No. 


16765 


Strand 




•ssr 


Start 


513 


End 


587 


U! 


Name 


OJ990601 05.9B09.C7.ol.gp 


Method 


AAT/GAP 




Start 


513 


End 


587 


n 1 

: sr 


GI 


uOosflM202097d01bl 


Score 


121 


I: 


Exons 


513. .587 






□ 


GI Descrip. 


•2773042 5.0e-26 (AF038440) phospholipase D2 [Homo sapiens] 


V { 


Seq. No. 


7954 


Seq. ID 


OJ990601_05.9B09.C7 




C^pne No 


16766 


Strand 






Start 


74 9 


End 


1166 


*asF 


Name 


OJ990601 05.9B09.C7.ol.tc 


Method 


TBLASTX: Cress 


r 5 3 


Start 


749 


End 


1166 




GI 


none 


Score 


209 




Exons 


749. .889, 750. .896, 754. .906, 


992. .116= 


, 1029.. 1166 




Seq. No. 


7954 


Seq. ID 


OJ990601_05.9B09.C7 




Gene No. 


16767 


Strand 






Start 


1251 


End 


1630 




Name 


OJ990601 05.9B09.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1251 


End 


1630 




GI 


none 


Score 


135 




Exons 


1251. .1355, 1252. .1356, 1252.. 


1350, 1253.. 1354, 1405. .1509, 






1407. .1457, 1414. .1461, 1521.. 


1625, 1523.. 1630 




Seq. No. 


7955 


Seq. ID 


OJ.990601_05.9B09.C8 




Gene No. 


16768 


Strand 


+ 




Start 


1 


End 


3120 




Name 


OJ990601 05.9B09.C8.ol.np 


Method 


AAT/NAP 



8282 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



1 End 3120 

6714447 Score 796 

1..27, 504. .651, 811. .957, 1032. .1229, 1364. .1465, 2100. .2231, 
2755.. 2820, 3032.. 3120 

(AC011620) putative phospholipase D [Arabidopsis thaliana] 



7955 Seq. ID 

16768 ' Strand 

1 End 

OJ990601_05. 9B09.C8.ol.gp Method 

537 End 

1631485 Score 



OJ990601_05. 9B09.C8 
+ 

3120 
AAT/GAP 
1203 
769 



537. .651, 811. .957, 1032. .1203 

2077943/dbj IBAA19882) 7.0e-29 (D88672) phospholipase D [Rattus 
norvegicus] 



Seq. No. 7955 Seq. ID 

Gene No. 16768 Strand 

Start 1 End 

Name OJ990601_05 . 9B09 . C8 . ol . gs Method 

Start 541 End 

GI none Score 
Exons 



OJ990601_05. 9B09.C8 
+ 

3120 
GEN SCAN 
2820 
~.97 



-541. .651, 811. .957, 1032. .1229, 1364. .1465, 2100. .2231, 
2755.. 2820 



Seq. No. 7955 Seq. ID 

Gene No. 167 68 Strand 

Start 1 End 

Name OJ990601_05 . 9B09 . C8 . ol . ts Method 

Start 816 End 

GI none Score 
Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



OJ990601_05.9B09.C8 
+ 

3120 

TBLASTX : Soybean 

3094 

178 



816. .950, 817. .957, 1029. .1232, 1040. .1171, 1159. .1239, 
1361. .1468, 1365. .1463, 1366. .1464, 2100. .2234, 2162. .2242, 
2752.. 2820, 3031.. 3093, 3035.. 3094 



7955 Seq. ID 

16768 Strand 
1 End 

OJ990601_05.9B09.C8.ol.tc . Method 
916 End 
none Score 



OJ990601_05.9B09.C8 
+ 

3120 

TBLASTX: Cress 

1468 

68 



916. .957, 916. .963, 1029. .1232, 1029. .1235, 1349. .1465, 
1361. .1468 



Seq. No. 7955 

Gene No. 16768 

Start 1 

Name OJ990 601_05 . 9B0 9 . C8 . ol . tm 

Start 1191 

GI none 
Exons 



Seq. ID OJ990601_05.9B09.C8 

Strand + 

End 3120 

Method TBLASTX : Mai ze 

End 3118 

Score 60 



1191. .1232, 1195. .1239, 1361. .1468, 1363. .1464, 2042. .2065, 
2064.. 2252, 2099.. 2233, 2100.. 2234, 2116.. 2238, 2745.. 2825, 
2746. .2832, 2752. .2820, 3031. .3096, 3031. .3096, 3035. .3118 



Seq. No. 
Gene No. 
Start 



7956 

16769 

113 



Seq. ID OJ990601_05.9B09.C9 
Strand + 
End 513 



8283 



Name OJ990601_05 . 9B09 .C9 . ol . np Method AAT/NAP 

Start 113 End 513 

GI 6714447 Score 207 

Exons 113.. 174, 267.. 513 

GI Descrip. (AC011620) putative phospholipase D [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7956 

16770 

1537 

0 J990601_05 . 9B0 9 . C9 . o2 . gs 

1537 

none 



Seq. ID OJ990601_05.9B09.C9 



Strand 
End 

Method 

End 

Score 



+ 

2464 
GENSCAN 
2464 
.67 



1537. .1698, 1908. .2004, 2012. .2323, 2400. .2464 



7956 Seq. ID 

16771 Strand 
3645 End 
OJ990601_05 .9B09.C9.ol. gp Method 
3645 End 
LIB3431-062-P1-N1-D12 Score 
3645. .4091 

, 5231209/gb|AF159061.1|AF159061 2.0e-68 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A) gene, complete cds 1 



OJ990601_05.9B09.C9 
+ 

4091 
AAT/GAP 
4091 
874 



OJ990.601 05.9B09.C9 



Seq. No. 7956 * ■ Seq. ID 

Gene No. 16772 Strand 

Start 3870 End 

Name OJ990601_05 . 9B09 . C9. o2 . tm Method 

Start 112 End 

GI none Score 

Exons 112. .177, 112. .177, 116. .199, 260. .514, 265. .555, 265. .522, 
288. .542 



6253 

TBLASTX: Maize 

555 

75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7956 

16772 

3870 

OJ990601_05. 9B09.C9.o2.ts 

112 

none 



Seq. ID OJ990601_05.9B09.C9 
Strand 

End 6253 

Method TBLASTX : Soybean 

End 519 

Score 82 



112. .174, 116. .175, 265. .519, 279. .506 



Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09. 


C9 


Gene No. 


16772 








Strand 






Start 


3870 








End 


6253 




Name 


OJ990601 05 


.9B09. 


X9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3861 








End 


4280 




GI 


none 








Score 


423 




Exons 


3861. .4277, 


3864, 


. .4280, 


3865. 


.4278 






Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09. 


C9 


Gene No. 


16772 








Strand 






Start 


3870 








End 


6253 




Name 


OJ990601 05 


.9B09. 


.C9.o3. 


gs 


Method 


GENSCAN 




Start 


3870 








End 


5568 




GI 


none 








Score 


.91 




Exons 


3870. .4619, 


4848. 


. .5024, 


5467. 


.5568 







8284 




Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09.C9 


Gene No. 


16772 








Strand 




Start 


3870 








End 


6253 


Name 


OJ990601 05. 


.9B09. 


C9.o2. 


np 


Method 


AAT/NAP 


Start 


3894 








End 


6252 


GI 


2244965 








Score 


999 


Exons 


3894. .4724, 


4848. 


.5024, 


5278. 


.5376, 5446. .5568, 5980. .6252 


GI Descrip. 


(Z97340) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09.C9 


Gene No. 


16772 








Strand 




Start 


3870 








End 


6253 


Name 


OJ990601_05 . 


. 9B09. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3924 








End 


4151 


GI 


none 








Score 


96 


Exons 


3924 . . 4034, 


3925 . 


. 4035, 


4042 . 


.4125, 4071. .4151 


Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09.C9 


Gene No. 


16772 








Strand 




Start 


3870 








End 


• 6253 


Name 


OJ990601_05 . 


. 9B09. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start- 


4332 








End 


4994 


GI 


none 








Score 


44 


Exons 


4332 . . 4364, 


4337 . 


.4375, 


4355. 


.4498, 4358. .4453, 4359. .4610, 




4392 . . 4622, 


4529. 


.4621, 


4845. 


.4994, 4847. .4984 


Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09.C9 


Gene No. 


16772 








Strand 




Start 


3870 








End 


6253 


Name 


OJ990601JJ5, 


. 9B09. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4845 








End 


5548 


GI 


none 








Score 


111 


Exons 


4845. . 5024, 


4846. 


. 5025, 


4922. 


.5029, 5275. .5406, 5276. .5407, 




5471. . 5548, 


5482 . 


. 5547 








Seq. No. 


7956 








-Seq. ID 


OJ990601_05.9B09.C9 


Gene No. 


16772 








Strand 




Start 


3870 








End 


6253 


Name 


OJ990601_05. 


.9B09. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5274 








End 


6231 


GI 


none 








Score 


65 


Exons 


5274. .5330, 


5274. 


.5330, 


5275. 


.5343, 5275. .5346, 5276. .5350, 




5297. .5398, 


5301. 


.5396, 


5320. 


.5406, 5471. .5566, 5477. .5566, 




5478. .5570, 


5479. 


.5571, 


5977. 


.6231, 5982. .6215, 5983. .6216 


Seq. No. 


7956 








Seq. ID 


OJ990601_05.9B09.C9 


Gene No. 


16772 








Strand 




Start 


3870 








End 


6253 


Name 


OJ990601 05. 


.9B09. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5307 








End 


6253 


GI 


none 








Score 


90 


Exons 


5307. .5399, 


5308. 


.5406, 


5309. 


.5398, 5471. .5566, 5479. .5568, 




5977. .6252, 


5981. 


.6253 








Seq. No. 


7957 








Seq. ID 


OJ990601_05. 9B09.C10 


Gene No. 


16773 








Strand 


+ 



8285 




Start 


645 


End 


743 






Name 


OJ990601 05.9B09.C10.ol.gs 


Method 


GEN SCAN 






Start 


645 


End 


743 






GI 


none 


Score 


.75 






Exons 


645. .743 










Seq. No. 


7958 


Seq. ID 


OJ990601_05. 


9B09. 


C12 


Gene No. 


16774 


Strand 


+ 






Start 


1767 


End 


2032 






Name 


OJ990601 05.9B09.C12.ol.gp 


Method 


AAT/GAP 






Start 


1767 


End 


2032 






GI 


none 


Score 


520 






Exons 


1767. .2032 










Seq. No. 


7958 


Seq. ID 


OJ990601_05. 


9B09. 


C12 


Gene No. 


16775 


Strand 








Start 


1121 


End 


2211 






Name 


OJ990601 05.9B09.C12.ol.gs 


. Method 


GEN SCAN 






Start 


1121 


End 


2211 






GI 


none 


Score 


.65 






Exons 


1121. .1249, 2116. .2211 










Seq. No. 


7959 


Seq. ID 


OJ990601_05. 


9B09. 


C13 


Gene No. 


' 16776 


Strand 


+ 






Start 


256 


End 


848 






Name 


OJ990601 05.9B09.C13.ol.gs 


Method 


GEN SCAN 






Start 


256 


End 


848 






GI 


none 


Score 


.59 






Exons 


256. .330, 741. .848 










Seq. No. 


7959 


Seq. ID 


OJ990601_05. 


9B09. 


C13 


Gene No. 


16777 


Strand 








Start 


240 


End 


573 






Name 


OJ990601 05.9B09.C13.ol.gp 


Method 


AAT/GAP 






Start 


240 


End 


573 






GI 


none 


Score 


398 






Exons 


240V. 324, 44.7.. 573 










Seq. No. 


7960 


Seq. ID 


OJ990601_05. 


9B09. 


C15 


Gene No. 


16778 


Strand 


+ 






Start 


32 


End 


1031 






Name 


OJ990601 05.9B09.C15.ol.np 


Method 


AAT/NAP 






Start 


32 


End 


1031 






GI 


6714447 


Score 


93 






Exons 


32. .311, 940. .1031 










GI Descrip. 


(AC011620) putative phospholipase D [Arabidopsis thaliana] 


Seq. No. 


7960 


Seq. ID 


OJ990601_05. 


9B09. 


C15 


Gene No. 


16778 


Strand 


+ 






Start 


32 


End 


1031 






Name 


OJ990601 05.9B09.C15.ol.gs 


Method 


GENSCAN 






Start 


80 


End 


262 






GI 


none 


Score 


.93 






Exons 


80. .262 










Seq. No. 


7961 


Seq. ID 


OJ990601_05. 


9B09. 


C19 


Gene No. 


16779 


Strand 


+ 







8286 




Start 


30 


End 


159 


Name 


OJ990601 05.9B09.C19.ol.gs 


Method 


GENSCAN 


Start 


30 


End 


159 


GI 


none 


Score 


.55 


Exons 


30. .159 






Seq. No. 


7962 


Seq. ID 


OJ990601_05.9B09.C20 


Gene No. 


16780 


Strand 


+ 


Start 


1 


End 


464 


Name 


OJ990601 05.9B09.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


464 


GI 


6714447 


Score 


129 


Exons 


1..230, 438. .464 






GI Descrip. 


(AC011620) putative phospholipase D [Arabidopsis thaliana] 


Seq. No. 


7963 


Seq. ID 


OJ990601_05. 9B09.C23 


Gene No. 


16781 


Strand 




Start 


150 


End 


520 


Name 


OJ990601 05.9B09.C23.ol.gs 


Method 


GENSCAN 


Start 


150 


End 


520 


GI 


none 


Score 


.43 


Exons 


150. .520 






Seq. No. 


7964 


Seq. ID 


OJ990601_05.9B09.C25 


Gene No. 


16782 


Strand 




Start 


114 


End 


751 


Name 


OJ990601 05.9B09.C25.ol.gs 


Method 


GENSCAN 


Start 


114 


End 


751 


GI 


none 


Score 


.86 


Exons 


114. .304, 516. .558, 713. .751 






Seq. No. 


7965 


Seq. ID 


OJ990601_05.9B09.C26 


Gene No. 


16783 


Strand 




Start 


1 


End 


102 


Name 


OJ990601 05. 9B09.C26.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


102 


GI 


LIB3431-062-P1-N1-D12 


Score 


196 


Exons 


1..102 






GI Descrip. 


! 5231209/gb|AF159061.1|AF159061 2 . Oe- 


68 Oryza sativa subsp. 




indica serine/threonine protein phosphatase PP2A-3 catalyti 




subunit (PP2A) gene, complete 


cds 1 




Seq. No. 


7966 


Seq. ID 


OJ990601_05.9B09.C28 


Gene No. 


16784 


Strand 


+ 


Start 


152 


End 


726 


Name 


OJ990601 05. 9B09.C28.ol.gs 


Method 


GENSCAN 


Start 


152 


End 


726 


GI 


none 


Score 


.57 


Exons 


152. .726 






Seq. No. 


7967 


Seq. ID 


OJ990601_05.9B09.C29 


Gene No. 


16785 


Strand- 


+ 


Start 


820 


End 


910 


Name 


OJ990601 05.9B09.C29.ol.gs 


Method 


GENSCAN 


Start ■ 


820 


End 


910 


GI 


none 


Score 


.91 


Exons 


820. . 910 







8287 




Seq. No. 


i y d / 


beq. iu 


uo y yuou i u j . 




CO Q 

. y 


Gene No. 


16786 


Strand 


+ 






Start 


1421 


End 


2002 






Name 


OJ990601 05.9B09.C29.o2.gs 


Method 


GEN SCAN 






Start 


1421 


End 


2002 






GI 


none 


Score 


.55 






Exons 


1421. .2002 










Seq. No. 


7967 


Seq. ID 


OJ990601_05. 


9B09 


.C29 


Gene No. 


lb to I 


Strand 








Start 


5035 


End 


5309 






Name 


OJ990601 05.9B09.C29.ol.np 


Method 


AAT/NAP 






Start 


3801 


End 


5309 






GI 


6522915 


Score 


62 






Exons 


3801. .3961, 5222. .5309 










GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


"7 Ci C~l 


Seq. ID 


OJ990601_05. 


QDAQ 

ybuy 


f on 


Gene No. 


16787 


Strand 








Start 


5035 


End 


5309 






Name 


OJ990601 05. 9B09.C29.o3.gs 


Method 


GENSCAN 






Start 


5035 


End 


5286 






GI 


none 


Score 


.82 






Exons 


5035.. 5286 










Seq. No. 


7968 


Seq. ID 


OJ990601_05. 


nnn Q 

ytiuy 


ar\ 
. LjU 


Gene No. 


16788 


Strand 


+ 






Start 


. 146 


End 


1387 






Name 


OJ990601 05.9B09.C30.ol.gs 


Method 


GENSCAN 






Start 


146 


End 


1387 






GI 


none 


Score 


.97 






Exons 


146.. 237, 1312.. 1387 










Seq. No. 


7968 


Seq. ID 


OJ990601 05. 


9B09 


.C30 


Gene No. 


16789 


Strand 


+ 






btart 




End 


2717 






Name 


OJ990601 05.9B09.C30.ol.gp 


Method 


AAT/GAP 






Start 


2603 


End 


2717 






GI 


38012 1.R1084 


Score 


110 






Exons 


2603. .2717 










GI Descrip. 


M097 947/gb|U72255 IOSU72255 


2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds r 




Seq. No. 


H Cl C Cl 

i y by 


Seq. ID 


OJ990601_05. 


you y 




Gene No. 


16790 


Strand 


+ 






Start 


571 


End 


655 






Name 


OJ990601 05.9B09.C34.ol.gs 


Method 


GENSCAN 






Start 


571 


End 


655 






GI 


none 


Score 


.66 






Exons 


571. .655 










Seq. No. 


7969 


Seq.' ID 


OJ990601_05. 


9B09 


.C34 


Gene No. 


16791 


Strand 


+ 






Start 


1025 


End 


1090 






Name 


OJ990601 05.9B09.C34.ol.gp 


Method 


AAT/GAP 






Start 


1025 


End 


1090 







8288 



GI 

Exons 



5004627 
1025. .1090 



Score 



124 



Seq. No. 7970 
Gene No. 167 92 

Start 1 

Name OJ990601_05 . 9B09 . C37 . ol . np 

Start 1 
GI 5441880 
Exons 1..1089 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



Seq. ID OJ990601_05.9B09.C37 
Strand 

End 1089 

Method AAT/NAP 

End 1089 

Score 1755 



Seq. No. 


i m a 

7970 




Seq. ID 


/ft T A A. A £T A 1 

ojyyobui 


Gene No. 


1 {* -7 ft ft 

16793 




Strand 




Start 


1102 




End 


ft 1 C ft 

2ioy 


Name 


r\ t ft ft a (i a i ac no/"\n /"OT ~ i 

ojyytjoui Uo . yBuy . Co / . oi 


. tw 


•Method 


mnT 7\ orpv . 

TBLASTX : 


Start 


28 




End 


234 


GI 


none 




Score 


96 


Exons 


Zo . . Z2b, / b* . . zo4 








Seq. No. 


7970 




Seq. ID 


s~\ T A A A /" A 1 


Gene No. 


1 /~ 1 ft o 

16793 




Strand 




Start 


1 1 A ft 

1102 




End 


ft 1 C ft 

2159 


Name rW 


^"\TftftA/~A1 AC ftoAft pn _ i 

OJ990601 05 . 9B09 . C37 . ol 


. tm 


Method 


TBLASTX : 


Start 


67 




End 


528 


GI 


none 




Score 


151 


Exons 


b / . .Job/ lzo..o4y, 4UU. 


.528, 


422. .520 




Seq. No. 


TATA 

7970 




Seq. ID 


/"\ T A A A /" A *1 

OJ990601 


Gene No. 


1 12 1 ft ft 

16793 




Strand 




Start 


1 1 A ft 

1102 




End 


ft 1 C ft 

2159 


Name 


/*\TftftA/~A1 AC ftoAft ft —7 „ ft 

OJ990601 05 . 9B09.C37 . o2 


. np 


Method 


AAT/NAP 


Start 


1102 




End 


2159 


GI 


6721543 




Score 


155 


Exons 


1102.. 1218, 2031.. 2159 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


7971 




Seq. ID 


OJ990601 


Gene No. 


16794 




Strand 


+ 


Start 


92 




End 


1473 


Name 


OJ990601 05.9B09.C38.ol 


. gs 


Method 


GENSCAN 


Start 


92 




End 


1473 


GI 


none 




Score 


.47 


Exons 


92. .227, 1340. .1473 








Seq. No. 


7971 




Seq. ID 


OJ990601 


Gene No. 


16795 




Strand 




Start 


2584 




End 


3006 


Name 


OJ990601 05.9B09.C38.o2 


.gs 


Method 


GENSCAN 


Start 


2584 




End 


3006 


GI 


none 




Score 


.59 


Exons 


2584. .3006 








Seq. . No. 


7972 




Seq. ID 


OJ990601_ 


Gene No. 


16796 




Strand 





8289 



LI 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



71 



End 

Method 
End 
Score 



956 

AAT/NAP 
956 
690 



OJ990601_05.9B09.C39.ol.np 
71 

5441880 
71. .305, 421. .552, 799. .956 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


7972 




Seq. ID 


OJ990601_05 . 9B09 


.C39 


Gene No. 


16796 




Strand 






Start 


71 




End 


956 




Name 


OJ990601 05. 9B09.C39.ol 


,gs 


Method 


GENSCAN 




Start 


188 




End 


896 




GI 


none 




Score 


. 66 




Exons 


188. .305, 310. .357, 421 


. .552, 


799. .896 






Seq. No. 


7973 - 




Seq. ID 


OJ990601_05 . 9B09 


.C40 


Gene No . 


16797 




Strand 






Start 


217 




End 


741 




Name 


OJ990601 05.9B09.C40.ol 


,tm 


Method 


TBLASTX: Maize 




Start 


217 




End 


741 




GI 


none 




Score 


186 




Exons ■ 


217. .537, 220. .543, 290 


. .544, 


540. . 653 


, 541. .591, 612. . 


740, 




642. .740, 694. .741 










Seq. No. 


7974 




Seq. ID 


OJ990601_05. 9B09 


.C41 


Gene No. 


16798 




Strand 


+ 




Start 


739 




End 


1569 




Name 


OJ990601 05.9B09.C41.ol, 


.gs 


Method 


GENSCAN 




Start 


739 




End 


1569 




GI 


none 




Score 


. 91 




Exons 


739. . 805, 1436. . 1569 










Seq. No. 


7974 




Seq. ID 


OJ990601_05.9B09 


.C41 


Gene No. 


16799 




Strand 


+ 




Start 


3670 




End 


3906 




Name 


OJ990601 05.9B09.C41.o2, 


.gs 


Method 


GENSCAN 




Start 


3670 




End 


3906 




GI 


none 




Score 


. 56 




Exons 


3670.. 3906 










Seq. No. 


7975 




Seq. ID 


OJ990601_05 . 9B09 


. C42 


Gene No. 


16800 




Strand 


+ 




Start 


1382 




End 


2290 




Name 


OJ990601 05. 9B09.C42.ol, 


.gs 


Method 


GENSCAN 




Start 


1382 




End 


2290 




GI 


none 




Score 


.83 




Exons 


1382. .1497, 1881. .2044, 


2141. 


.2290 






Seq. No. 


7975 




Seq. ID 


OJ990601_05.9B09 


.C42 


Gene No. 


16801 




Strand 


+ 




Start 


5397 




End 


11639 




Name 


OJ990601 05. 9B09.C42.ol. 


.np 


Method 


AAT/NAP 




Start 


5397 




End 


8573 




GI 


3549626 




Score 


397 




Exons 


5397. .5461, 7487. .8573 











8290 




GI Descrip'. (AJ009696) wall-associated kinase 1 [Arabidopsis thaliana] 



UC^i LNVJ . 


7975 


Seq. ID 


OJ990601_05.9B09.C42 


Gene No. 


16801 


Strand 


+ 


Start 


5397 


End 


11639 


Name 


OJ990601 05.9B09.C42.o2.gs 


Method 


GENSCAN 


Start 


6355 


End 


11453 


GI 


. none 


Score 


.82 


Exons 


6355.. 6506, 6898.. 6973, 7533 


..9357, 10533. .10774, 10876 .. 11006, 




11276.. 11453 






Seer No 


7975 


Seq. ID 


OJ990601_05.9B09.C42 


Gene No. 


16801 


Strand 


+ 


Start 


5397 


End 


11639 


Name 


OJ990601 05.9B09.C42.o2.np 


Method 


AAT/NAP 


Start 


10578 


End 


11639 


GI 


3522961 


Score 


436 


Exons 


10578. .10774, 10867 .. 11014 , 


11145. .11434, 11547. .11639 


GI Descrip. 


(AC004411) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


7975 


Seq. ID 


OJ990601_05.9B09.C42 


Cone NIci 


' i fiflni 

X \J O \J X 


Strand 


+ 


Start 


5397 


End 


11639 


Name 


OJ990601 05.9B09.C42.o2.gp 


Method 


AAT/GAP 


Start 


11338 


End 


11639 


GI 


13679 1.R1084 


Score 


360 


Exons 


11338. .11425, 11538.. 11639 






GI Descrip. 


'3763932 6.0e-23 (AC004450) 


putative protein kinase [Arabidopsis 




thaliana] 1 






Seq. No. 


7975 


Seq. ID 


OJ990601_05 . 9B09. C42 




16802 


Strand 




Start 


887 


End 


967 


Name 


OJ990601 05.9B09.C42.ol.gp 


Method 


AAT/GAP 


Start 


887 


End 


967 


GI 


38012 1.R1084 


Score 


113 


Exons 


887.. 967 






GI Descrip. 


M097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


7975 


Seq. ID 


OJ990601_05.9B09.C42 


Gene No. 


16803 


Strand 






7566 


End 


11639 


Name 


OJ990601 05.9B09.C42.ol.tc 


Method 


TBLASTX: Cress 


Start 


7566 


End 


11339 


GI 


none 


Score 


45 


Exons 


7566. .7628, 7625.. 7702, 7626 


..7706, 7727. .7861, 7728. .7877, 




7914. .7964, 7961. .8062, 7974 


..8219, 8090. .8194, 8616. .8798, 




9144. .9233, 10610 .. 10744 , 10843 .. 1098 9, 


11148. .11339, 




11180. .11335 






Seq. No. 


7975 


Seq. ID 


OJ990601_05.9B09.C42 


Gene No. 


16803 


Strand 




Start 


7566 


End 


11639 


Name 


OJ990601 05.9B09.C42.ol.tm 


Method 


TBLASTX: Maize 


Start 


7583. 


End 


8064 


GI 


none 


Score 


141 



8291 



Exons 


7583. .7717, 




7720. .8064 


Seq. No. 


7975 


Gene No. 


16803 


Start 


7566 


Name 


OJ990601_05. 


Start 


7632 


GI 


none 


Exons 


7632 . . 7880, 




7988 . . 8209, 


Seq. No. 


7975 


Gene No. 


16803 


Start 


7566 


Name 


OJ990601_05 . 


Start 


7977 


GI 


none 


Exons 


7977 . . 8096, 


Seq. No. 


7975 


Gene No. 


16803 


Start 


7566 


Name 


OJ990601 05. 


Start 


8085 


GI 


none 


Exons 


8085. .8246, 




10893 . . 10982 




11136. . 11252 




11378 . . 11437 




11583. . 11639 


Seq. No. 


7975 


Gene No. 


16803 


Start 


7566 


Name 


OJ990601 05. 


Start 


8882 


GI 


none 


Exons 


8882.. 9100, i 



Seq. ID OJ990601_05.9B09.C42 
Strand 

End 11639 

Method TBLASTX : Soybean 

End 11357 

Score 206 



Seq. ID OJ990601_05.9B09.C42 
Strand 
End 

Method 
End 
Score 



11639 

TBLASTX: Wheat 

11339 

101 



7977. .8096, 8082. .8213, 9174. .9233, 11217. .11339 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990601 05.9B09.C42 



11639 

TBLASTX: Maize 
11639 
144 

10550. .10762, 10600, 
11014, 11122. .11193, 
11310, 11144. .11335, 
11592, 11582. .11629, 



,10755, 



. tm 



8986. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9123 



OJ990601_05.9B09.C42 
11639 

TBLASTX: Maize 

9123 

264 



Seq. No. 7976 

Gene No. 16804 

Start 105 

Name OJ990 601_05 . 9B09 . C4 3 . ol , 

Start 105 

GI none 

Exons 105.. 192, 250.. 491 



gs 



Seq. ID OJ990601_05.9B09.C43 

Strand + 

End 4 91 

Method GENS CAN 

End 491 

Score .67 



Seq. No. 7977 

Gene No. 16805 

Start 154 

Name OJ990601_05 . 9B09 . C4 4 . ol . 

Start 154 

GI none 

Exons 154.. 242, 334.. 389, 771. 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_05.9B09.C44 

1472 
GENSCAN 
1472 
.6 



.865, 1155. .1472 



Seq. No. 



7978 



Seq. ID OJ990601_05.9B09.C45 



8292 



Gene No. 


16806 


Strand 


+ 


Start 


2190 


End 


2910 


Name 


OJ990601 05.9B09.C45.ol.gs 


Method 


GENSCAN 


Start 


2190 


End 


2910 


GI 


none 


Score 


.52 


Exons 


2190.. 2289, 2456.. 2910 






Seq. No. 


7979 


Seq. ID 


OJ990601 


Gene No. 


16807 


Strand 


+ 


Start 


793 


End 


2254 


Name 


OJ990601 05.9B09.C46.ol.np 


Method 


AAT/NAP 


Start 


793 


End 


2254 


GI 


4539658 


Score 


67 


Exons 


793.-843, 2168. .2254 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 




bicolor] 






Seq. No. 


7979 


Seq. ID 


OJ990601 


Gene No. 


16808 


Strand 


+ 


Start 


5913 


End 


6005 


Name 


OJ990601 05.9B09.C46.o2.gp 


Method 


AAT/GAP 


Start 


5913 


End 


6005 


GI 


LIB3477-003-P1-K1-E9 


Score 


113 


Exons 


5913. .6005 







GI Descrip. 



il 
bf 

:\ Seq. No. 
J Gene No. 
a"! Start 
f. Name 

Start 

GI 

j Exons 

J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



7980 Seq. ID 

16809 Strand 

565 End 
OJ990601_05 . 9B09 . C47 . ol . gp Method 

565 End 

7406JL.R1084 Score 
565. .965 

1 1122 315 /emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ990601_05.9B09.C47 
+ 

965 

AAT/GAP 

965 

637 



7980 Seq. ID 

16810 Strand 
908 End 
OJ990601_05 . 9B09 . C47 . o2 . gp Method 
908 End 
LIB3431-04 5-P1-N1-A10 Score 
908. .1024 

1 5441876/dbj IAP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990601_05.9B09.C47 
+ 

1024 
AAT/GAP 
1024 
197 



7980 Seq. ID 

16811 Strand 

574 End 
OJ990601_05 . 9B09 . C47 . ol . gs Method 

574 End 

none Score 

574.-696, 2025. .2142, 2147. .2194 



OJ990601_05.9B09.C47 

2393 
GENSCAN 
2194 
.91 



Seq. No. 



7980 



Seq. ID OJ990601_05.9B09.C47 



8293 



Gene No. 16811 Strand 

Start 574 End 2393 

Name OJ990601_05 . 9B09 . C47 . ol .np Method AAT/NAP 

Start 1908 End 2393 

GI 5441880 Score 561 

Exons 1908.. 2142, 2258.-2393 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7981 
16812 
1 

OJ990601_05 . 9B09 . C48 . ol .np 
1 

5441880 

1. .167, 412. .670, 747. 
2991.. 3169, 3428.. 3471 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_05. 9B09.C4 8 

3589 
AAT/NAP 
3471 
2242 



1045, 1632. .1969, 2075. .2225, 2784. .2920, 



Seq. No. 7981 Seq. ID 

Gene No. 16812 " Strand 

Start 1 End 

Name OJ990601_05 . 9B09 . C48 . ol .gs Method 

Start 137 End 

GI none Score 
Exons 



OJ990601_05.9B09.C48 

3589 
GENSCAN 
3589 
.65 



137. .319, 412. .670, 747. .1045, 1137. .1547, 1632. .1666, 
1722. .1889, 1928. .2002, 2148. .2225, 2664. .2861, 3148. .3589 



Seq. No. 7981 Seq. ID OJ990601_05 . 9B09 . C4 8 

Gene No. 1,6812 Strand 

Start 1 End 3589 

Name OJ990601_05 . 9B09 . C48 . ol . gp Method AAT/GAP 

Start 420 End 919 

GI LIB3475-007-P1-K1-G8 Score 793 

Exons 420. .670, .747. .919 

GI Descrip. ' 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene. 



Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 7982 Seq. ID 

Gene No. 16813 Strand 

Start 125 End 

Name OJ990601_05 . 9B09 . C4 9 . ol . gs Method 

Start 125 End 

GI none Score 

Exons 125.. 209 



OJ990601_05. 9B09.C4 9 
209 

GENSCAN 

209 

.55 



Seq. No. 7983 Seq. ID 

Gene No. 16814 Strand 

Start 362 End 

Name OJ990601_05 . 9B09 . C50 . ol . gs Method 

Start * 362 End 

GI none Score 

Exons 362. .583 



OJ990601_05.9B09.C50 
583 

GENSCAN 

583 

.68 



8294 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. ID OJ990601_05.9B09.C51 
Strand 

378 

AAT/GAP 
378 
109 



7984 
16815 
286 

OJ990601_05.9B09.C51.ol.gp 
286 

LIB3477-003-P1-K1-E9 
286. .378 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



End 

Method 

End 

Score 



7985 

16816 

334 

OJ990601_05.9B09.C52.ol.gs 

334 

none 

334. .414, 524. .526 

7986 

16817 

78 

OJ990901_04 .9B08.Cl.ol.gs 
78 

none 
78. .313 



Seq. ID OJ990601_05.9B09.C52 

Strand 

End 526 

Method GENSCAN 

End 526 

Score .59 



Seq. ID" OJ990901J34.9B08.C1 

Strand . 

End 313 

Method GENSCAN 

End 313 

Score . 67 



Seq. No. 7987 

Gene No. 16818 

Start , 1 

Name OJ990901_04 . 9B08 . C2 . ol . np 

Start 1 

GI 6691191 

Exons 1..76, 3036.. 3086, 3122. .5965 
GI Descrip. (AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ990901_04 . 9B08 .C2 
Strand + 

5965 
AAT/NAP 
5965 
2567 



End 

Method 

End 

Score 



Seq. No. 7987 

Gene No. 16818 

Start 1 

Name OJ990901_04 . 9B08 . C2 . ol . gs 

Start 135 

GI none 
Exons 



Seq. ID OJ990901_04/9B08.C2 

Strand + 

End 5965 

Method GENSCAN 

End 4245 

Score .88 



135. .297, 1718. .1809, 2016. .2174, 2544. .2886, 2888. .3152, 
3173. .3774, 3956. .4245 



Seq. No. . 7987 

Gene No. 16818 

Start 1 

Name OJ990 901_04 . 9B08 . C2 . o2 . gs 

Start 4959 

GI none 

Exons 4959.. 5158, 5252.. 5444 



Seq. ID OJ990901_04.9B08.C2 

Strand + 

End 5965 

Method GENSCAN 

End 5444 

Score .86 



Seq. No. 
Gene No. 
Start 



7987 

16819 

12813 



Seq. ID OJ990901_04 . 9B08 .C2 
Strand + 
End 14171 



8295 



Name 


OJ990901 04. 9B08 .C2.o3.np 


Method 


AAT/NAP 




Start 


12813 


End 


14171 




GI 


6815052 


Score 


124 




Exons 


12813. .12833, 14049.. 14171 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7987 


Seq. ID 


OJ990901_04. 


9B08.C2 


Gene No. 


1 ooZu 


Strand 


+ 




Start 


15022 


End 


15776 




Name 


OJ990901 04.9B08.C2.o5.gs 


Method 


GENSCAN 




Start 


15022 


End 


15776 




GI 


none 


Score 


.76 




Exons 


15022 .. 15132, 15360.. 15776 








Seq. No. 


7987 


Seq. ID 


OJ99'0901_04. 


9B08 -C2 


Gene No. 


16821 


Strand 


+ 




Start 


19728 


End 


20335 




Name 


OJ990901 04 . 9B08 . C2 . 06 . gs 


Method 


gens San 




Start 


19728 


End 


20335 




GI 


none 


Score 


.7 




Exons 


19728. .19867, 19969 .. 20019, 


20194. .20335 




Seq. No. 


7987 


Seq. ID 


OJ990901_04 . 


9B08.C2 


Gene No. 


16822 


Strand 


+ 




Start 


20782 


End 


22580 




Name 


OJ990901 04.9B08.C2.o2.gp 


Method 


AAT/GAP 




Start 


20782 


End 


22580 




GI 


LIB3432-013-P1-K1-F10 


Score 


774 




Exons 


20782. .20881, 21 94 9 .. 22043, 


22235. .22392, 22487. .22580 


GI Descrip. 


' 4544372/gb | AAD22283 . 1 1 AC006920_7 6 . Oe- 


-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 1 




Seq. No. 


7987 


Seq. ID 


OJ990901_04. 


9B08.C2 


Gene No. 


16823 


Strand 






Start 


6370 


End 


6672 




Name 


OJ990901 04.9B08.C2.ol.gp 


Method 


AAT/GAP 




Start 


6370 


End 


6672 




GI 


61605 3.R1084 


Score 


453 




Exons 


6370. .6672 








GI Descrip. 


'1402920/emb|CAA66965 | 2.0e- 


20 (X98321) 


peroxidase 


[Arabidops. 




thaliana] 1 








Seq. No. 


7987 


Seq. ID 


OJ990901_04. 


9B08.C2 


Gene No. 


16824 


Strand 






Start 


7461 


End 


11493 




Name 


OJ990901 04. 9B08.C2.o3.gs 


Method 


GENSCAN 




Start 


7461 


End 


11493 




GI 


none 


Score 


.58 




Exons 


7461. .7648, 7750. .7783, 7961 


..8042, 8360. .8545, 8690. .8710, 




8855. .8994, 9498. .9607, 10862 .. 11108, 11269. .11493 




Seq. No. 


7987 


Seq. ID 


OJ990901_04. 


9B08.C2 


Gene No. 


16825 


Strand 






Start 


13929 


End 


14317 




Name 


OJ990901 04.9B08.C2.o4.gs 


Method 


GENSCAN 




Start 


13929 


End 1 


14317 




GI 


none 


Score 


.87 





8296 






Exons 


13929. .14106 


i, 14298.. 14317 








Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 






Strand 






Start 


23378 






End 


23463 




Name 


OJ990901 04. 


9B0o . C2 . oJ . 


ts 


Method 


TBLASTX: Soybean 




Start 


3237 






End 


3656 




GI 


none 






Score 


225 




Exons 


3237. .3569, 






.3565, 3563.. 3610, 3567.. 3635, 






3630. .3656 












Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 






Strand 






Start 


23378 






End 


23463 




Name 


OJ990901 04. 


9BUo . Cz . OZ . 


tw 


Method 


TBLASTX : Wheat 




Start 


3237 






End 


3626 




GI 


none 






Score 


288 




Exons 


3237. .3569, 


3z4U . . 3ool, 


J33o . 


.3565, 3567.. 3626 




Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 






Strand 






Start 


23378 






End 


234 63 




Name 


OJ990901 04. 


9B08 . C2 . oo . 


tw 


Method 


TBLASTX : Wheat 




Start 


3734 






End . 


A A /" O 


: : sf 


GI 


none 






Score 


4 U 


U 


Exons 


3734. .3763, 


3744 . . 37o4, 


3 / O / . 


.3967, 371 


o7..3931, 39JU..4UD/, 


en 

: ; : i 




3931. .4068 










! if 
Up! 


Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 


Ul 


Gene No. 


16826 






Strand 






Start 


23378 






End 


23463 




Name 


OJ990901 04. 


9B08 .C2 . o4 . 


ts 


Method 


TBLASTX : Soybean 


n! 


Start 


3884 






End 


4137 




GI 


none 






Score 


55 


's sf 


Exons 


3884. .3931, 




o no n 

jyou . 


.4040 




''•I 
U 


Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 






Strand 






Start 


23378 






End 


23463 


'( s? 


Name 


OJ990901 04. 


9B0o . Cz . ol . 


tm 


Method 


TBLASTX: Maize 


; : s i 
i : 
•f at 


Start 


3925 






End 


4308 




GI 


none 






Score 


262 . 




Exons 


3925. .4308 












Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 






Strand 






Start 


23378 






End 


23463 




Name 


OJ990901 04. 


9B08 .C2 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4069 






End 


4463 




GI 


none 






Score 


303 




Exons 


4069. .4344, 


4084. .4287, 


4095. 


.4319, 4310. .4453, 4311. .4463 




Seq. No. 


7987 






Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 






Strand 






Start 


23378 






End 


23463 




Name 


OJ990901 04. 


9B08.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4476 






End 


4946 



8297 





GI 


none 








Score 


186 




Exons 


4476. .4676, 


4478, 


. .4660, 


4674. 


.4763, 4743. .4946 




Seq. No. 


7987 








Seq. ID 


OJ990901_04.9B08.C2 




bene no . 


± OOZ 0 








Strand 






Start 


23378 








End 


23463 




Name 


OJ990901 04 


.9B08, 


,C2.o5. 


■ts 


Method 


TBLASTX: Soybean 




Start 


4482 








End 


4688 




GI 


none 








Score 


184 




Exons 


4482. .4616, 


4482, 


. .4598, 


4484 . 


.4603, 4635. .4688 




Seq. No. 


7987 










n.TQQDQm 04 QRDR P? 




bene lno . 










ourana 






Start 


23378 










& jfl Oj 




Name 


OJ990901 04 


. 9B08, 


.C2.ol. 


tc 


fuf ^-s 4" 1^ f4 

iyie i_noa 


TUT DQTY • frooe 
1 JDJj.no 1 A . uress 




Start 


4659 








JjiiQ 
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Score 
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Score 
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Exons 
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5063, 


. .5197, 


5240. 
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Seq. No. 


7987 








Seq. ID 


OJ990901_04.9B08.C2 


! I 


bene no . 


1DOZD 








Strand 




i ;! 


Start 


23378 








End 


23463 


'>**} 


Name 


OJ990901 04 


.9B08, 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5064 








End 


5396 


I s LI 


GI 


none 








Score 


261 




Exons 


5064. .5396, 


5069, 


. .5281 








CI! 


Seq. No. 


7987 








Seq. ID 


OJ990901_04.9B08.C2 


*j 


bene no . 










Strand 




M« 


Start 


23378 








End 


23463 


: 3 5 

s sf 


Name 


OJ990901 04 


.9B08, 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5397 








End 


5811 


□ 


GI 


none 








Score 


302 




Exons 


5397. .5531, 


5398, 


. .5775, 


5398. 


.5751, 5568.. 5774, 5785.. 5811 




Seq. No. 


7987 








Seq. ID 


OJ990901JD4. 9B08.C2 




bene no . 










Strand 






Start 


23378 








End 


23463 




Name 


OJ990901 04 


.9B08, 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5398 








End 


5778 




GI 


none 








Score 


299 




Exons 


5398. .5778, 


5454, 


. .5531 










Seq. No. 


7987 








Seq. ID 


OJ990901_04.9B08.C2 




Gene No. 


16826 








Strand 






Start 


23378 








End 


23463 




Name 


OJ990901 04 


. 9B08, 


■C2.o7. 


gs 


Method 


GENSCAN 




Start 


23378 








End 


23463 




GI 


none 








Score 


.62 



8298 




Exons 23378. .23463 



Seq. No. 


7988 






Seq. ID 


OJ990901_04.9B08 


.C3 


Gene No. 


16827 






Strand 


_ 




Start 


1420 






End 


4957 




Name 


OJ990901 04 


.9B08 


.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


1409 






End 


1707 




GI 


none 






Score 


114 




Exons 


1409. .1567, 


1415 


..1639, 1420 


. .1707 






Seq. No. 


7988 






Seq. ID 


OJ990901_04.9B08 


.C3 


Gene No. 


16827 






Strand 


- 




Start 


1420 






End 


4957 




Name 


OJ990901 04 


.9B08 


.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1417 






End 


1641 




GI 


none 






Score 


60 




Exons 


1417. .1467, 


1417 


..1641, 1421 


. .1630 






Seq. No. 


7988 






Seq. ID 


OJ990901_04.9B08 


.C3 


Gene No. 


16827 






Strand 






Start 


1420 






End 


4957 




Name 


OJ990901 04 


.9B08 


.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


1418 






End 


1951 




GI 


none 






Score 


61 




Exons 


1418. .1621, 


1420 


..1575, 1420 


..1935, 1421. .1951 




Seq. No. 


7988 






Seq. ID 


OJ990901_04 . 9B08 


.C3 


Gene No. 


16827 






Strand 






Start 


1420 






End 


4957 




Name 


OJ990901 04 


.9B08 


.C3.ol.gs 


Method 


GENSCAN 




Start 


1420 






End 


4957 




GI 


none 






Score 


.62 




Exons 


1420. .2463, 


3639 


..4754, 4817 


. .4957 






Seq. No. 








Seq. ID 


OJ990901_04.9B08 




Gene No. 


16827 






Strand 






Start 


1420 






End 


4957 




Name 


OJ990901 04 


.9B08 


.C3.ol.np 


Method 


AAT/NAP 




Start 


1423 






End 


4567 




GI 


5541680 






Score 


1033 




Exons 


1423. .2463, 


3639 


. .4567 








GI Descrip. 


(AL096859) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


7988 






Seq. ID 


OJ990901_04.9B08 


.C3 


Gene No. 


16827 






Strand 






Start 


1420 






End 


4957 




Name 


OJ990901 04 


.9B08 


-C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1644 






End 


2169 




GI 


none 






Score 


67 




Exons 


1644. .1805, 


1645 


..2169, 1648 


..1785, 1673.. 1921, 1965.. 2036 


Seq. No. 


7988 






Seq. ID 


OJ990901JD4.9B08 


.C3 


Gene No. 


16827 






Strand 






Start 


1420 






End 


4957 




Name 


OJ990901 04 


. 9B08 


.C3.o2.np 


Method 


AAT/NAP 




Start 


1654. 






End 


4438 




GI 


5923669 






Score 


634 





8299 




Exons 


1654. .2463, 


3639 


. . 4438 








GI Descrip. 


(AC009326) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


7988 








Seq. ID 


OJ990901_04.9B08.C3 


Gene No. 


16827 








Strand 




Start 


1420 








End 


4957 


Name 




. 3DUD 


. Ul . 


LIU 


Method 


TBLASTX: Maize 


Start 


1711 








End 


4220 


GI 


none 








Score 


166 


Exons 


1711. .2463, 


1 QOT 

X 0 z o 


OA 61 


9 1 7 


.2250,. 2218. .2466, 2263.. 2460 




3747. .3833, 


5 / y 0 






.3947, 3996.. 4028, 4056.. 4220 




4169. .-4183 












Seq. No. 


7988 








Seq. ID 


OJ990901_04.9B08.C3 


Gene No. 


X DoZ / 








Strand 




Start 


1420 








End 


4957 


Name 


OJ990901 04 




r\ 9 
l/J .OZ . 


+■ 

tC 


Method 


TBLASTX: Cress 


Start 


2002 








End 


4175 


GI 


none 








Score 


124 


Exons 


2002. .2385, 
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.2386, 


3735. 


.3836, 4059.. 4175 


Seq. No. 


7988 
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Gene No . 
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Start 


1420 
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Start 
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End 


' 2457 
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none 
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Exons 
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Start 
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End 
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Method 
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Start 


2197 








End 


4235 


GI 


none 








Score 


65 


Exons 


2197. .2448, 


3732 


.3836, 


4059. 


.4235 




Seq. No. 


7988 








Seq. ID 


OJ990901_04.9B08.C3 


Gene No . 
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Strand 




Start 


1420 








End 


4957 


Name 


OJ990901 04 
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Start 
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End 
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GI 


none 








Score 
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Exons 


2851. .3270, 
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7988 








Seq. ID 


OJ990901_04.9B08.C3 


Gene No . 
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Strand 




Start 


1420 








End 


4957 


Name 


OJ990901 04 






L. W 


Method 
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Start 
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End 


3270 


GI 


none 
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Exons 
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GI 
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Exons 
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'6016845/dbj | AP000570. 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 
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27855 
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GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


7989 


Seq. ID 


OJ990901_04.9B08.C4 


Gene No. 


16830 


Strand 
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End 


10493 
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Method 


GENSCAN 


Start 
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End 
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.42 


Exons 
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2143, 2201 


..2223, 2339. .2440, 
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(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza -sativa] 
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10493 
AAT/GAP 
4258 
758 



7989 
16830 
834 
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f 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
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Seq. ID 
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End 


27700 


Name 


OJ990901 04.9B08.C4 
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Method 


TBLASTX: Maize 


Start 
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End 


6619 


GI 


none 




Score 


228 


Exons 


6023.. 6094, 6141.. 6614, 6152 
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Seq. No. 


7989 




Seq. ID 


OJ990901_04 . 9B08 . C4 


Gene No. 


16832 




Strand 




Start 


14646 




End 


27700 


Name 


OJ990901 04.9B08.C4 


. o2 . np 


Method 


AAT/NAP 


Start 


14646 




End 


27686 


GI 


4544372 




Score 


636 


Exons 


14646. .15464, 16867 


. .17819, 


27567. .27686 


GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidop: 




thaliana] 








Seq. No. 


7989 




Seq. ID 


OJ990901_04 .9B08.C4 


Gene No. 


16832 




Strand 




Start 


14646 




End 


27700 


Name 


OJ990901 04.9B08.C4 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 
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End 


14885 


GI 


none 




Score 


43 


Exons 


14652. .14885, 14653 


. .14685, 


14755. .14841 
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OJ990901_04.9B08.C4 
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none 






Score 
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Exons 
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none 






Score 
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Exons 
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Exons 
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7989 
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OJ990901_04.9B08 
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16832 






Strand 






Start 
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End 


27700 




Name 


OJ990901 04.9B08.C4. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


17697 






End 


18041 




GI 


none 






Score 


68 




Exons 


17697. 


.17939, 17707. 


.17814, 


17970. . 18041 




Seq. No, 


7989 






Seq. ID 


OJ990901_04.9B08 


.C4 


Gene No. 


16832 






Strand 






Of 3 r-H 


14646 






End 


27700 




Name 


OJ990901 04.9B08.C4. 


o3 . np 


Method 


AAT/NAP 




Start 


18772 






End 


19343 




GI 


585218 


0 




Score 


361 




Exons 


18772. 


.19170, 19222. 


.19343 








GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


. sativa] 






Seq. No. 


7989 






Seq. ID 


OJ990901_04.9B08 


.C4 


Gene No. 


16832 






Strand 






Of a y+- 


14646 






End 


27700 




Name 


OJ990901 04.9B08.C4. 


o4 . np 


Method 


AAT/NAP 




Start 


19797 






End 


25362 




GI 


4680179 




Score 


856 




Exons 


19797. 


.20443, 25287. 


.25362 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


7989 






Seq. ID 


OJ990901_04.9B08 


.C4 


Gene No . 


16832 






Strand 






Start 


14646 






End 


27700 




Name 


OJ990901 04.9B08.C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


19842 






End 


23828 




GI 


none 






Score 


177 




Exons 


19842. 


.20264, 19906. 


.20220, 


23469. .23828, 23521. .23814 




Seq. No. 


7989 






Seq. ID 


OJ990901_04.9B08 


,C4 


Gene No. 


16832 






Strand 






Start 


14646 






End 


27700 




Name 


OJ990901_04.9B08.C4. 


oS.gs 


Method 


GENSCAN 





8303 




Start 




End* 


26252 ' * "' * 




GI 


none 


Score 


.5 




Exons 


ZUUI J . . *:U4 ol , ^oUo. .Zz4U// 


22430. .22642, 22663.-22873, 






TJ/no oqcta 0/1"5AO O 1 m 


26208.. 26252 




Seq. No. 




Seq. ID 


OJ990901_04.9B08 




Gene No. 




Strand 






Start 


14646 


End 


27700 




Name 


OJ990901_04 . 9B08 . C4 . ol . tm 


Method 


TBLASTX: Maize 




btart 




End 


23846 




GI 


none 


Score 


93 




Exons 


^UUzz . . ZU4 4 4 , ^UU Jo . . ZvZ 1 / , 


20046. .20300, 20272 .. 204 51 , 






OAOQ1 OA/I/IQ OTCC/I O "3 Q Vl CL 

ZUZol . . zU4 4 o , ^ Joo4 . . z Jo4 o, 


23665. .23811 




Seq. No. 


noon 


Seq. ID 


OJ990901_04.9B08 




Gene No. 




Strand 






Start 


14646 


End 


27700 




Name 


OJ990901 04.9B08.C4.o5.np 


Method 


AAT/NAP 




Start 


23424 


End 


23830 




GI 


4680179 


Score 


542 




Exons 


23424. .23830 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




beq. no. 


7989 


Seq. ID 


OJ990901_04.9B08 




Gene No. 


16832 


Strand 






btart 


14646 


End 


27700 




Name 


OJ990901 04.9B08.C4.o4.gp 


Method 


AAT/GAP 




Start 


25995 


End 


26376 




GI 


uC-osflcyp033a04bl 


Score 


647 




Exons 


25995. .26376 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


7989 


Seq. ID 


OJ990901__04.9B08 


.C4 


Gene No. 


16832 


Strand 






Start 


14646 


End 


27700 




Name 


OJ990901 04.9B08.C4.o6.gs 


Method 


GENSCAN 




Start 


26805 


End 


27700 




GI 


none 


Score 


.71 




Exons 


26805. .26980, 27186 .. 27357 , 


27450. .27700 




Seq. No. 


7990 


Seq. ID 


OJ990901_04.9B08 


.C5 


Gene No. 


16833 


Strand 






Start 


1 


End 


2491 




Name 


OJ990901 04.9B08.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2383 




GI 


4206306 


Score 


678 




Exons 


1..36, 955. .2383 








GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


7990 


Seq. ID 


OJ990901J)4.9B08 


• C5 


Gene No . 


16833 


Strand 






Start 


1 


End 


2491 




Name 


OJ990901 04.9B08.C5.ol.gs 


Method 


GENSCAN 




Start 


376 


End 


2491 




GI 


none 


Score 


.54 




Exons 


376. .509, 1396. .1557, 1567., 


.1704, 1753 


. .2491 





8304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990901_04.9B08.C5 
Strand 

End 2491 

Method AAT/GAP 

End 1604 

Score 1082 



7990 
16833 
1 

OJ990901_04 .9B08.C5.ol.gp 

845 

5455576 
845. .875, 946. .1604 

4544372/gb|AAD22283.1|AC006920_7 6.0e-26 (AC006920) putative 
reverse transcriptase [Arabidopsis thaliana] 



7990 

16833 

1 

OJ990901_04 . 9B08 . C5 . ol . ts 

1184 

none 



Seq. ID OJ990901_04.9B08.C5 
Strand 

End 2491 

Method TBLASTX : Soybean 

End ' 1645 

Score 55 



1184. .1363, 1224. .1322, 1367. .1645, 1407. .1610 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



7990 

1683*3 

1 

OJ990901_04 . 9B08 . C5 . o2 . tw 

1262 

none 



Seq. ID OJ990901_04.9B08.C5 
Strand 

End 2491 

Method TBLASTX : Wheat 

End 1642 

Score 50 



1262. .1363, 1266. .1361, 1340. .1642, 1499. .1588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7990 

16833 

1 

OJ990 901_04 . 9B08 .C5.ol.tm 

1331 

none 



Seq. ID OJ990901_04.9B08.C5 
Strand 

End 2491 

Method TBLASTX : Mai ze 

End 17 92 

Score 308 



1331.. 1792, 1332. .1643, 1703.. 1792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7990 
16833 
1 ' 

OJ990901_04 . 9B08 .C5.'oi .'tw 

1661 

none 



Seq. ID OJ990901_04.9B08.C5 
Strand 

End 24 91 

Method TBLASTX : Wheat 

End 2068 

Score 68 



1661. .2068, 1663. .1746, 1712. .1942, 1728. .2048 



Seq. No. 7990 

Gene No. 16833 

Start 1 

Name OJ990901_04 . 9B08 . C5 . o2 . tm 

Start 1793 

GI none 

Exons 1793.. 2008, 1794.. 2006 



Seq. ID OJ990901_04.9B08.C5 
Strand 

End 2491 

Method TBLASTX : Mai ze 

End 2008 

Score 209 



Seq. No. 7990 

Gene No. 16833 

Start 1 

Name OJ990 901_04 . 9B08 . C5 . o2 . ts 

Start 1862 

GI none 



Seq. ID OJ990901_04 .9B08.C5 
Strand 

End 2491 

Method TBLASTX : Soybean 

End 2230 

Score 133 



8305 






Exons 


1862. .1996, 2012. .2230 








Seq. No. 


7991 


Seq. ID 


OJ990901_04.9B08.C7 




uene lno . 


L DO O H 


C +- y zir\ 
■jLldllU 


4. 




Start 


146 


End 


286 




Name 


OJ990901 04.9B08.C7.ol.gs 


Method 


GENSCAN 




Start 


146 


End 


286 




GI 


none 


Score 


.83 




Exons 


146. .286 








Seq. No. 


7991 


Seq. ID 


OJ990901_04.9B08.C7 




Gene No. 


16835 


Strand 


+ 




Of a r f 
OLal L 


472 


End 


3677 




Name 


OJ990901 04.9B08.C7.ol.np 


Method 


AAT/NAP 




Start 


472 


End 


3677 




GI 


5852180 


Score 


528 




Exons 


472. .589, 641. .1058, 3584. .3677 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


7991 


Seq. ID 


OJ990901_04.9B08.C7 




Gene No. 


16836 


Strand 


+ 




Otui L 


4685 


End 


5727 




Name 


OJ990901 04.9B08.C7.o4.np 


Method 


AAT/NAP 




Start 


4685 


End 


5727 




GI 


6815053 


Score 


334 




Exons 


4685. .4857, 5257. .5403, 5468. 


.5727 




m 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


fii 


Seq. No. 


7991 


Seq. ID 


OJ990901_04.9B08.C7 




Gene No. 


16837 


Strand 






Start 


559 


End 


7336 


; "£ 
'ist 


Name 


OJ990901 04.9B08.C7.o2.np 


Method 


AAT/NAP 


t of 


Start 


472 


End 


1037 




GI 


1076205 


Score 


166 






472. .1037 






\ I 


GI Descrip. 


hypothetical protein WP6 - Chlamydomonas eugametos gi 1530878 


* us 




(L29028) amino acid feature: 


N-glycosylation sites, aa 41 


U: 




46' . . 48, 51 . . 53, 72 . . 74, 


107 .. 109, 128 .'. 130, 132 .. 


e : 




134, 158 .. 160, 163 .. 165; 


amino acid feature: Rod protein 


□ 




domain, aa 169 . . 340; amino 


acid feature: globular pro... 




Seq. No.' 


7991 


Seq. ID 


OJ990901_04.9B08.C7 




Gene No. 


16837 


Strand 






Start 


559 


End 


7336 




Name 


OJ990901 04 .9B08.C7.o2.gs 


Method 


GENSCAN 




Start 


559 


End 


7336 




GI 


none 


Score 


.71 




Exons 


559. .1035, 1854. .1946, 2116.. 


2303, 2321 


..2542, 2744. .3074, 






3896. .3930, 4319. .4492, 5368. 


.5458, 6571. .6604, 7164. .7197, 






7288. .7336 








Seq. No. 


7991 


Seq. ID 


OJ990901_04.9B08.C7 




Gene No. 


16837 


Strand 






Start 


559 


-End 


7336 




Name 


OJ990901 04.9B08.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


2901 


End 


3176 




GI 


none 


Score 


55 



8306 



Exons 


2901. .3026, 


2905. .3021, 


3042. 


.3176, 3052.. 3159 




Seq. No. 


7992 






Seq. ID 


OJ990901_04.9B08 


.C8 




1DOJO 






Strand 


+ 




Start 


86 






End 


425 




Name 


OJ990901 04 


.9B08.C8.ol. 


gs 


Me*t hod 


GEN SCAN 




Start 


86 






End 


425 




GI . 


none 






Score 


. 43 




Exons 


86. .425 












Seq. No. 


7992 






Seq. ID 


OJ990901__04.9B08 


.C8 


Gene No. 


16839 






Strand 






O Lai L. 


983 






End 


3954 




Name 


OJ990901 04 


.9B08.C8.ol. 


np 


Method 


AAT /NAP . 




Start 


983 






End 


3954 




GI 


4680179 






Score 


4388 




Exons 


983. .3954 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


<5Pi t 1 Va 1 


5iih<?n indical 




Seq. No. 


7992 






Seq. ID 


OJ990901_04.9B08 


.C8 




lOOJl? 






Strand 






Start 


983 






End 


3954 




Name 


OJ990901 04 


.9B08.C8.o6. 


tw 




TBLASTX * Wheat 




Start 


1028 






End 


1361 




GI 


none 






Score 


122 




Exons 


1028. .1360, 


1080. .1361 










Seq. No. 


7992 






Seq. ID 


OJ990901_04.9B08 


.C8 


Gene No. 


16839 






Strand 






C +- a y~+- 

OLqiL 








End 


3954 




Name 


OJ990901 04 


.9B08.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1223 






End 


1808 




GI 


none 






Score 


99 




Exons 


1223. .1648, 


1224. .1421, 


1253. 


.1489, 1476. .1649, 1644. .1793 




1646. .1807, 


1653. .1808 










Seq, No. 


7992 






Seq. ID 


OJ990901_04.9B08 


.C8 


uene wo . 








Strand' 






Start 


983 






End 


3954 




Name 


OJ990901 04 


.9B08.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1361 






End 


1987 




GI 


none 






Score 


44 




Exons 


1361. .1987, 


1362. .1421, 


1479. 


.1928, 1640. .1984 




Seq. No. 


7992 






Seq. ID 


OJ990901_04.9B08 


.C8 




10007 






Strand 






Start 


983 






End 


3954 




Name 


OJ990901 04 


.9B08.C8.o3. 


tm 


Method 


TBLASTX:Maize 




Start 


1856 






End 


2148 




GI 


none 






Score 


296 




Exons 


1856. .2146, 


1860. .2147, 


1861. 


.2148 






Seq. No. 


7992 






Seq. ID 


OJ990901_04.9B08 


.C8 


Gene No. 


16839 






Strand 






Start 


983 






End 


3954 




Name 


OJ990901 04 


.9B08.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1946 






End 


2206 





8307 




GI 


none 








Score 


185 




Exons 


1946. .2206, 


1947, 


. .2195 










Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08 


.C8 


IjCilG INVJ ■ 


.L U O J -7 








Qf rand 






Start 


983 








End 


3954 




Name 


OJ990901 04 


.9B08, 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1970 








End 


2296 




GI 


none 








Score 


87 




Exons 


1970. .2113, 


1971, 


. .2111, 


2114. 


.2296 






Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08 


.C8 


VJCllC INU • 










*^+* rand 

■JL1C11 L\jL 






Start 


983 . 








End 


3954 




Name 


OJ990901 04 


.9B08., 


■C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1994 








End 


2533 




GI 


none 








Score 


258 




Exons 


1994. .2533, 


1998, 


. .2249, 


2301. 


.2351 






Seq. No. 


7992 








Seq. ID 


OJ99.09-01_04.9B08 


.C8 


belle LNU . 


1DO J J 








9r rand 






Start 


983 








End 


3954 




Name 


OJ990901 04 


.9B08, 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2561 








End 


2914 




GI 


none 








Score 


212 




Exons 


2561. .2914, 


2568, 


. .2909 










Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08 


,C8 


oGXlC LNU . 


1 fifi^Q 

lOO J7 








q+- rand 

OLi CI 1 IKJi 






Start 


983 








End 


3954 




Name 


OJ990901 04 


. 9B08, 


■C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2561 








End 


2986 




GI 


none 








Score 


317 




Exons 


2561. .2986, 


2568, 


. .2984 










Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08 


.C8 


VJCIIC INVJ • 










Qf rand 






Start 


983 








End 


3954 




Name 


OJ990901 04 


.9B08, 


,C8 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2732 








End 


2980 




GI 


none 








Score 


206 




Exons 


2732. .2980 














Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08 


.C8 












cjf rand 






Start 


983 








End 


3954 




Name 


OJ990901 04 


.9B08. 


,C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2921 








End 


3253 




GI 


none 








Score 


137 




Exons - 


2921. .3253, 


2922. 


. .3200 










Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08 


• C8 


Gene No. 


16839 








Strand 






Start 


983 








End 


3954 




Name 


OJ990901 04 


.9B08, 


,C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2987 








.End 


3250 




GI 


none 








Score 


236 





8308 






Exons 


2987. .3250, 


2988 


. .3245 










Seq. No. 


7992 








Seq. ID 


OJ990901_04.9B08.C8 




Gene No. 


16839 








Strand 








JO J 








End 


3954 




Name 


OJ990901 04 


.9B08 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3002 








End 


3397 




GI 


none 








Score 


191 




Exons 


3002. .3253, 


3012 


. .3245, 


3308. 


.3361, 3318.. 3359, 3365.-3397 






3365. .3397 














Seq. No. 


7992 














L»ene wo . 










Strand 






Start 


983 








End 


3954 




Name 


OJ990901 04 


.9B08 


.C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3308 








End 


3752 




GI 


none 








Score 


110 




Exons 


3308. .3751, 


3318 


. .3752 










Seq. No. 


7992 








oeq ■ j. u 


OTQQOQni OA QRflfi Pfi 




(aene ino . 


lOO j" 








Strand 






Start 


983 








End 


3954 




Name 


'OJ990901 04 


.9B08 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3338 








End 


3821 




GI 


none 








-Score 


237 


I'i 

t ST 


Exons 


3338. .3820, 


3341 


. .3817, 


3381. 


.3821 




w 
ry 


Seq. No. 


7992 














taene wo . 










Strand 




i . : 


Start 


983 








End 


3954 


i,u 


Name 


OJ990901 04 


.9B08 


.C8.o4 . 


ts 


Method 


TBLASTX : Soybean 


cf 


Start 


3470 








End 


3784 


r li 


GI 


none 








Score 


198 




Exons 


3470. .3784 












! !S S 

■; er 
:. t 


Seq. No. 


7992 








Seq. ID 


OJ990901_04. 9B08.C8 




bene ino . 










Strand 




I J. 


Start 


983 








End 


3954 


i = ^ 


Name 


OJ990901 04 


.9B08 


.C8.06. 


tm 


Method 


TBLASTX: Maize 


rj 


Start 


3755 








End 


3949 




GI 


none 








Score 


115 




Exons 


3755. .3949, 


3756 


. .3869 










Seq. No. 


7993 








Seq. ID 


OJ990901_04.9B08.C9 




Gene No. 


16840 








Strand 






Cf a r f 
O L ai L 


1 








End 


814 




Name 


OJ990901 04 


.9B08 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


814 




GI 


4680179 








Score 


719 




Exons 


1. .814 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


7993 








Seq. ID 


OJ990901_04.9B08.C9 




Gene No. 


16840 








Strand 






Start 


1 








End 


814 




Name 


OJ990901 04 


.9B08 


.C9.61. 


gs 


Method 


GENSCAN 




Start 


74 








End 


750 



8309 



GI 

Exons 



none 
74 . .750 



Score 



68 



Seq. No. 7993 

Gene No. 16841 

Start 1015 

Name OJ990901_04 . 9B08 . C9 . ol . tw 

Start 1 

GI none 

Exons 1..342, 126.. 194, 170.. 343 

Seq. No. 7993 

Gene No. 16841 

Start 1015 

Name 0 J990901_04 . 9B08 . C9 . ol . tm 

Start 37 

GI none 

Exons 37 . . 342 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_04 .9B08.C9 
1802 

TBLASTX: Wheat 

343 

49 



OJ990901_04 .9B08.C9 
1802 

TBLASTX: Maize 

342 

240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7993 

16841 

1015 

OJ990 901_04 . 9B08 . C9 . o2 . tw 

394 

none 

394. .588, 395. .574 

7993 

16841 

1015 

OJ990901_04 . 9B08 . C9 . o2 . gs 

1015 

none 

1015. .1448, 1466. .1802 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7993 Seq. ID 

16841 Strand 

1015 End 

OJ990901_04.9B08.C9.o2.np Method 

1018 End 

4512231 Score 
1018. .1802 

(AB014741) ORF0 protein [Oryza sativa] 



OJ990901JD4 .9B08.C9 
1802 . 

TBLASTX: Wheat 

588 

130 



OJ990901_04 . 9B08.C9 

1802 
GENSCAN 
1802 
. 9 



OJ990901 04.9B08.C9 



1802 
AAT/NAP 
1802 
1243 



7994 

16842 

4219 

OJ990901_05.9B10.Cl.o2.gs 

4219 

none 



Seq. ID OJ990901_05. 9B10.C1 

Strand + 

End 5766 

Method GENSCAN 

End 5766 

Score .83 



4219. .4369, 4429. .4562, 5102. .5210, 5429.. 5766 



7994 Seq. ID 

16843 Strand 

6481 : End 

OJ990901_05 . 9B10 . CI . o3 . gs Method 

6481 End 



OJ990901_05.9B10.C1 
+ 

8890 

GENSCAN 

8890 



8310 




GI 


none 


Score 


.46 




Exons 


6481.. 6579, 8406.. 8532, 8754. 


.8890 






Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10 


.CI 


Gene No. 


16844 


Strand 






Start 


43 


End 


5053 




Name 


OJ990901 05.9B10.Cl.ol.np 


Method 


AAT/NAP 




Start 


43 


End 


5053 




GI 


6623973 


Score 


2581 




Exons 


43.. 3230, 3261.. 3762, 5017.. .5053 






GI Descrip. 


(AC007505) Highly similar to 


Tal-3 polyprotein [Arabidopsi: 




thaliana] 








Seq. No. 


7994 


Seq. ID 


OJ990901_05. 9B10 


.CI 


Gene No. - 


16844 


Strand 


- 




Start 


43 


End 


5053 




Name 


OJ990901 05.9B10.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


74 


End 


477 




GI 


none 


Score 


321 




Exons 


74. .154, 76. .477, 77. .475 








Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10 


.CI 


Gene No. 


16844 


Strand 


— 




Start 


43 


End 


5053 




Name 


OJ990901 05.9B10.Cl.o3.ts- 


Method 


TBLASTX: Soybean 




Start 


79 


End 


453 




GI 


none 


Score 


164 




Exons 


79. .168, 170. .451, 178. .453 








Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10 


.CI 


Gene No. 


16844 


Strand 






Start 


43 


End 


5053 




Name 


OJ990901 05.9B10.Cl.o5.tw 


Method 


TBLASTX: Wheat 




Start 


79 


End 


514 




GI 


none 


Score 


59 




Exons 


79. .279, 139. .270, 298. .501, 


323. .514 






Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10 


.CI 


Gene No. 


16844 


Strand 


_ 




Start 


43 


End 


5053 




Name 


OJ990901 05.9B10.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


103 


End 


654 




GI 


none 


Score 


63 




Exons 


103. .264, 280. .426, 427. .531, 


526. .654 






Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10 


.CI 


Gene No. 


16844 


Strand 






Start 


43 


End 


5053 




Name 


OJ990901 05.9B10.Cl.ol.gs 


Method 


GENSCAN 




Start 


151 


End 


3910 




GI 


none 


Score 


.85 




Exons 


151.. 528, 789. .1325, 1433.. 2907, 3023. 


.3455, 3643. .3754 


r 




3756. .3910 








Seq. No. 


7994 


Seq. ID 


OJ99090.1_05.9B10 


.CI 


Gene No. 


16844 


Strand 






Start 


43 


End 


5053 





8311 




Name 


OJ990901 05.9B10.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


533 


End 


978 


GI 


none 


Score 


97 


Exons 


533. .679, 538. .678, 544. .690, 


675. .842, 


682. .843, 816. .977, 




886. .978 






Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10.C1 


ftlono KT/-\ 


16844 


Strand 




Start 


43 


End 


5053 


Name 


OJ990901 05.9B10.Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


628 


End 


1247 


GI 


none 


Score 


41 


Exons 


628. .678, 675. .1061, 679. .810, 777. .932, 871. .1062, 1098. .12 


Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10.C1 


Gene No. 


16844 


Strand 




O Lai L 


43 


End 


5053 


Name 


OJ990901 05.9B10.Cl.o2.np 


Method 


AAT/NAP 


Start 


870 


End 


4333 


GI 


4982475 


Score 


1335 


Exons 


870. .1332, 1617. .1717, 1934.. 


3204, 3474 


I. .3758, 4090. .4333 


GI Descrip. 


(AF069441) putative polyprotein [Arabidopsis thaliana] 


Seq. No. 


/ y y4 


oeq. iu 


riTQQfiQni n R qdi n PI 


bene no . 


1 C O A A 

1 Oo44 


btrana 




Start 


A "5 

4 o 






Name 


ujyyuyui uo.yDiu.L,i.o4. tm 


Method 


i dJjAo i a . Mai ze 


Start 






1 A 1 Q 

J. *i J» J 


GI 


none 


Score 


140 


Exons 


981. .1409, 1114. .1419 






Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10.C1 


belle LNO . 


16844 


Strand 




Start 


43 


End 


5053 


Name 


OJ990901 05.9B10.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


996 


End 


.1385 


GI 


none 


Score 


97 


Exons 


996.. 1385, 1041.. 1250, 1042.. 


1374 




Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10.C1 


Gene No. 


16844 


Strand 




Start 


43 


End 


5053 


Name 


OJ990901 05.9B10.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1008 


End 


1250 


GI 


1621494 


Score 


438 


Exons 


1008. .1250 






GI Descrip. 


1621495/dbj |BAA12903| 4.0e-35 


(D8.5877) 


reverse transcriptase 




[Oryza sativa] 






Seq. No. 


7994 


Seq. ID 


OJ990901_05.9B10.C1 


Gene No. 


16844 


Strand 




Start 


43 


End 


5053 


Name 


OJ990901 05.9B10.Cl.o3.tc 


Method 


TBLASTX: Cress 


Start 


1203 


End 


1409 


GI 


none 


Score 


71 


Exons 


1203. .1409, 1285. -.1404, 1338. 


.1409 





•8312 



Seq. No. 


7994 








Seq. ID 


OJ990901_05.9B10.C1 


Gene No. 


16844 








Strand 




O Lai. L 


4 ^ 








End 


5053 


Name 


OJ990901 05 


.9B10. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1249 








End 


1686 


GI 


none 








Score 


306 


Exons 


1249. .1488, 


1250. 


.1477, 


1251. 


.1487, 1470. .1685, 1472. .1684, 




1498. .1686 












Seq. No. 


7994 . 








Seq. ID 


OJ990901_05.9B10.C1 




1 6R44 








Strand 




Start 


43 








End 


5053 


Name 


OJ990901 05 


.9B10. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1758 








End 


2332 


GI 


none 








Score 


74 


Exons 


1758. .2024, 


1856. 


.2032, 


1865. 


.2032, 2039.. 2332 


Seq. No. 


7994 








Seq. ID 


OJ990901_05.9B10.C1 




1 fiR4 4 








Strand 




.Start 


43 








End 


5053 


Name 


OJ990901 05 


.9B10. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1898 








End 


2350 


GI 


none 








Score 


119 


Exons 


1898. .2035, 


2021. 


.2350, 


2091. 


.2321, 2096. .2341 ' 


Seq. No. 


7994 








Seq. ID 


OJ990901_05.9B10.C1 




1 6844 

X O O *i *s 








Strand 




Start 


43 








End 


5053 


Name 


OJ990901 05 


.9B10. 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1961 








End 


2570 


GI 


none 








Score 


143 


Exons 


1961. .2023, 


2040. 


.2120, 


2120. 


.2569, 2160.. 2570 


Seq. No. 


7994 








Seq. ID 


OJ990901_05.9B10.C1 


C2c*r~\ & Wo 

>JCI1C 1N(J . 


1 fifi 4 4 








Strand 




Start 


43 








End 


5053 


Name 


OJ990901 05 


.9B10. 


Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2111 








End 


2584 


GI 


none 








Score 


106 


Exons 


2111. .2584, 


2112. 


.2390, 


2231. 


.2395 




Seq. No. 


7994 








Seq. ID 


OJ990901_05.9B10.C1 


Gene No. 


16844 








Strand 




Start 


43 








End 


5053 


Name 


OJ990901 05 


.9B10. 


Cl.o2. 


gp 


Method 


AAT/GAP 


Start 


2297 








End 


2733 


GI 


2428449 








Score 


822 


Exons 


2297. .2733 












GI Descrip. 


4388818/gb|AAD19773| 3. 


Oe-40 


(AC00652S 


!) putative pol polyprotein 



with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



OJ990901_05.9B10.C1 
5053 

TBLASTX: Wheat 
3706 



Seq. No. 7994 Seq. ID 

Gene No. 16844 Strand 

Start 43 End 

Name OJ990901_05 . 9B10 . CI . o4 . tw Method 

Start 3273 End 



8313 




GI- 


none 




Score 


35 


Exons 


3273. .3341, 3433. .3471, 


3434. 


.3460, 3463.. 3573, 3464.. 3556, 




3469.. 3570, 3553.. 3705, 


3563. 


.3706 




Seq. No. 


7995 




Seq. ID 


OJ990901_05.9B10.C3 


Gene No. 


16845 




Strand 




Start 


20 




End 


1083 


Name 


OJ99Q9Q1 05 . 9B1Q . C3 . Ol . 


gp 


Method 


AAT/GAP 


Start 


20 




End 


450 


GI. 


33357 1.R1084 




Score 


818 


Exons 


20. .450 








GI Descrip. 


'4262154/gb|AAD14454 | 5 


..Oe-42 


(AC005275) putative protein 




phosphatase regulatory 


subunit [Arabidopsis thaliana] 1 


Seq. No. 


7995 




Seq. ID 


OJ990901_05.9B10-C3 


Gene No. 


16845 




Strand 




Start 


20 




End 


1083 


Name 


OJ990901 05.9B10.C3.ol. 


gs 


Method 


GENSCAN 


Start 


63 




End 


853 


GI 


none 




Score 


.42 


Exons 


63. .853 








Seq. No. 


7995 




Seq. ID 


OJ990901_05. 9B10.C3 


Gene No. • 


16845 




Strand 




Start 


20 




End 


1083 


Name 


OJ990901 05 . 9B10 .C3 . ol . 


np 


Method 


AAT/NAP 


Start 


170 




End 


1083 


GI 


4263655 




Score 


69 


Exons 


170. .580, 1059. .1083 








GI Descrip. 


(AC006136) putative non 


l-LTR retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


7996 




Seq. ID 


OJ990901_05.9B10-C5 


Gene No. 


16846 




Strand 


+ 


Start 


122 




End . 


136 


Name 


OJ990901 05.9B10.C5.ol. 


gs 


Method 


GENSCAN 


Start 


122 




End 


136 


GI ' 


none 




Score~ 


.6 - 


Exons 


122. .136 








Seq. No. 


7997 




Seq. ID 


OJ990901_05.9B10.C6 


Gene No. 


16847 




Strand 


+ 


Start 


585 




End 


669 


Name 


OJ990901 05.9B10.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


585 




End 


669 


GI 


15870 2.R1084 




Score 


136 


Exons 


585. .669 








GI Descrip. 


f 287403/dbj ID10838 IRICSBE1 8. 


Oe-69 Rice gene for starch 




branching enzyme 1 








Seq. No. 


7997 




Seq. ID 


OJ990901_05.9BlO.C6 


Gene No. 


16848 




Strand 




Start 


1 




End 


508 


Name 


OJ990901 05.9B10.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


508 


GI 


5001454 




Score 


152 


Exons 


1. .508 









8314 




GI Descrip. (AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


7998 


Seq. ID 


OJ990901_05. 


9B10 


.C9 




16849 


Strand 


-i- 






Start 


1 


End 


726 






Name 


OJ990901 05. 9B10.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


726 






GI 


6691716 


Score 


421 






Exons 


1..29, 102. .203, 354. .468, 


540. .726 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gil 6691717 | dbj |BAA89397.1| 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


7998 


Seq. ID 


OJ990901_05. 


9B10 


.C9 


Gene No. 


16849 


Strand 


+ 






Start 


1 


End 


726 






Name 


OJ990901 05.9B10.C9.ol.gs 


Method 


GENS CAN 






Start 


49 


End 


468 






GI 


none 


Score 


.87 






Exons 


49. .291, 364. .468 










Seq.. No. 


7999 


Seq. ID 


OJ990901_05. 


9B10 


.C10 


Gene No. 


16850 


- Strand 








Start 


1 


End 


386 






Name 


OJ990901 05.9B10.C10.ol.np' 


Method 


AAT/NAP 






Start 


1 


End 


386 






GI 


5902445 


Score 


639 






Exons 


1. .386 










GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


7999 


Seq. ID 


OJ990901_05. 


9B10 


.C10 


Gene No. 


16850 


Strand 








Start 


1 


End 


386 






Name 


OJ990901 05.9B10.C10.ol.gs 


Method 


GEN SCAN 






Start 


96 


End 


386 






GI 


none 


Score 


-.76 ■ 






Exons 


96. .386 










Seq. No. 


7999 


Seq. ID 


OJ990901_05. 


9B10 


.C10 


Gene No. 


16851 


Strand 








Start 


453 


End 


553 






Name 


OJ990901 05.9B10.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


441 






GI 


none 


Score 


255 






Exons 


1..441, 9. .440 










Seq. No. 


7999 


Seq. ID 


OJ990901_05. 


9B10 


.C10 


Gene No. 


16851 


Strand 








Start 


453 


End 


553 






Name 


OJ990901 05.9B10.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


9 


End 


311 






GI 


none 


Score 


167 






Exons 


9. .311, 10. .270 










Seq. No. 


7999 


Seq. ID 


OJ990901_05. 


9B10 


.C10 


Gene No. 


16851 


Strand 









8315 





Start 


453 


End 


553 






Name 


OJ990901 05.9B10.C10.ol.ts 


Method 


TBLASTX: 


Soybean 




Start' 


36 


End 


401 






GI 


none 


- Score 


121 






Exons 


36. .170, 180. .401 










Seq. No. 


7999 


Seq. ID 


OJ990901 


_05.9B10 




Gene No. 


16851 


Strand 








O Lai L. 


453 


End 


553 . 






Name 


OJ990901 05.9B10.C10.o2.np 


Method 


AAT/NAP 






Start 


453 


End 


553 






GI 


5902444 


Score 


116 






Exons 


453. .553 










GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


8000 


Seq. ID 


OJ990901 


_05.9B10 




Gene No. 


16852 


Strand 


+ 






O LclX. L. 


2820 


End 


5161 






Name 


OJ990901 05.9B10.Cll.o2.np 


Method 


AAT/NAP 






Start 


2820 


End 


5161 






GI 


2244874 


Score 


85 






Exons 


2820. .3076, 3137. .3274, 4063. .4220, 5143. .5161 






GI Descrip. 


(Z97338) cell wall protein 


like [Arabidopsis thaliana] 


. A 

H 


Seq. No. 


8000 


Seq. ID 


OJ990901 


_05.9B10 




Gene No. 


16853 


Strand 


+ 




. 1 J 


Start 


8773 


End 


22648 




si 


Name 


OJ990901 05.9B10.Cll.o4.gs 


Method 


GENSCAN 




■;| 


Start 


8773 


End 


22147 




: ! 


GI 


none 


Score 


.54 




*3 


Exons 


8773. .8877, 10038 .. 10082, 11072. .11275 


, 11451.. 


11521, 






12782. .12834, 13341 .. 13403, 


15022. .15357, 15923 


. .16127, 


L! 




17774. .17861, 20442. .21410, 


21555. .21784, 21976 


. .22147 


f 


Seq. No. 


8000 


Seq. ID 


OJ990901 


_05.9B10 




Gene No. 


16853 


Strand 


+ 






Start 


8773 


End 


22648 






Name 


OJ990901 05.9B10.Cll.o8.np 


Method 


AAT/NAP 




,1 


Start 


20523 


End 


22648 






GI 


6691716 


Score 


1982 




: SI 


Exons 


20523. .21404, 21600 .. 21784 , 


21867. .21977, 22054 


. .22229, 






22311. .22495, 22568.-22648 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 





gil 6691717 | db j 
[Oryza sativa] 



BAA89397.il (AP000570) hypothetical protein 



Seq. No. 8000 

Gene No. 16854 

Start 132 

Name OJ990901_05 . 9B10.Cll.ol .np 

Start 132 

GI 1084460 

Exons 132.. 280, 1165.. 1428 

GI Descrip. RCc2 protein - rice 

Seq. No. 8000 

Gene No. 16854 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990901_05.9B10.C11 

1428 
AAT/NAP 
1428 
155 



OJ990901 05.9B10.C11 



8316 



1428 
GENSCAN 
1428 
.82 



OJ990901_05.9B10.C11 

3242 
GENSCAN 
3242 
.91 



OJ990901_05.9B10.C11 
8957 

AAT/NAP . 

7420 

66 



OJ990901_05.9B10.C11 

8957 
AAT./NAP 
6454 
441 



gi | 786134 (L27210) root-specific protein [Oryza sativa] 



Start 


132 




End 


Name 


OJ990901 05.9B10 


.Cll.ol.gs 


Method 


Start 


1174 




End 


GI 


none 




Score 


Exons 


1174. .1428 






Seq. No. 


8000 




Seq. ID 


Gene No. 


lbooo 




otrana 


Start 


2498 




End 


Name 


OJ990901 05.9B10 


.Cll.o2.gs 


Method 


Start 


2498 




End 


GI 


' none 




Score 


Exons 


2498..2648, 3097 


. .3242 




Seq. No. 


8000 




Seq. ID 


Gene No. 


16856 




Strand 


Start 


0 Dob 




End 


Name 


OJ990901 05.9B10 


.Cll .o4 .np 


Method 


Start 


5566 




End 


GI 


5852093 




Score 


Exons 


. 5566. .5667, 7314 


. .7420 




GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza sativa] 


Seq. No. 


8000 




Seq. ID 


Gene No. 


16856 




Strand 


Start 


5566 




End 


Name 


OJ990901 05.9B10 


.Cll.o3.np 


Method 


Start 


6065 




End 


GI 


1084462 




Score 


Exons 


6065. .6454 






GI Descrip. 


RCg2 protein - rice gi 1786130 


(L27209) 



Seq. No. 


8000 


Seq. ID 


OJ990901 


Gene No. 


16856 


Strand 




Start 


5566 


End 


8957 


Name 


OJ990901 05.9B10.Cll.o5, 


. np Method 


AAT/NAP 


Start 


6609 


End 


8957 


GI 


6539588 


Score 


137 


Exons 


6609. .6697, 7956. .8243, 


8931. .8957 




GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8000 


Seq. ID 


OJ990901 


Gene No. 


16857 


Strand 




Start 


15018 


End 


17979 


Name 


OJ990901 05. 9B10.Cll.o6. 


. np Method 


AAT/NAP 


Start 


15018 


End 


17979 


GI 


1084462 


Score 


350 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15018. .15280, 15954. .15989, 17844. .17979 

RCg2 protein - rice gi 1786130 (L27209) RCc2 [Oryza sativa] 
gi 1 786134 (L27210) root-specific protein [Oryza sativa] 



8000 . Seq. ID 

16858 Strand 

18644 End 

OJ990901_05. 9B10.Cll.ol.tc Method 

1195 End 



OJ990901_05.9B10.C11 
18778 

TBLASTX: Cress 
18136 



8317 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 107 

1195.. 1266, 6062.. 6229, 6072.. 6206, 6209.. 6328, 6344.. 6385, 
. 15015. .15095, 15096. .15185, 15100 .. 151 62, 15174 .. 15299, 
17999. .18061, 18050. .18136 



8000 

16858 

18644 

OJ990901_05.9B10.Cll.ol.ts 

1213 

none 



Seq. ID OJ990901_05.9B10.C11 
Strand 

End 18778 

Method TBLASTX : Soybean 

End 15267 

Score 99 



1213. .1263, 6065. .6223, 6072. .6221, 6218. .6310, 6263. .6301, 
15018. .15095, 15094. .15177, 15096 .. 1517 9, 15174 .. 152 66, 
15184. .15267 



OJ990901 05.9B10.C11 



Seq. No. 8000 Seq. ID 

Gene No. 16858 Strand 

Start 18644 - End 

Name OJ990901_05 . 9B10 . Cll . ol . tw Method 

Start 1216 End 

GI none Score 

Exons 1216.. 1269, 6057.. 6140, 6059. 

6266.. 6457, 15015 .. 15179, 15015 .. 1517 9, 15022 15273, 

15164. .15196, 15219. .15290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18778 

TBLASTX : Wheat 
15290 
56 

,6142, 6140. .6223, 6150. .6230', 



8000 

16858 

18644 

OJ990901_05.9B10.Cll.ol.tm 

1219 

none 



Seq. ID OJ990901_05. 9B10.C11 
Strand 

End 18778 

Method TBLASTX : Mai ze. 

End 15332 

Score 117 



1219.. 1287, 6061.. 6222, 6065. .6223, 6065.. 6229, 6066.. 6230, 
6266. .6343, 6266. .6352, 6298. .6366, 6314. .6457, 15018 .. 15095, 
15018. .15095, 15094. .15186, 15096 .. 15185, 15222 .. 15308 , 
15223. .15309, 15291.. 15332 



Seq. No. 


8000 


Seq. ID 


OJ990901_05.9B10 


Gene No. 


16858 


Strand 




Start 


18644 


End 


18778 


Name 


OJ990901 05.9B10.Cll.o7.np 


Method 


AAT/NAP 


Start 


18644 


End 


18778 


GI 


6716785 


Score 


140 


Exons 


18644. .18778 






GI Descrip. 


(AF220539). 40s ribosomal protein S23 


[Euphorbia esula] 


Seq. No. 


8000 


Seq.. ID 


OJ990901_05. 9B10 


Gene No. 


16859 


Strand 




Start 


20651 


End 


20897 


Name 


OJ990901 05. 9B10.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


20651 


End 


20897 


GI 


none 


Score 


192 


Exons 


20651. .20896, 20652.. 20897 






Seq. No. 


8001 


Seq. ID 


OJ990901_05. 9B10 


Gene No. 


16860 


Strand 


+ 


Start 


398 


End 


706 


Name 


OJ990901 05.9B10.C12.ol.gs 


Method 


GEN SCAN 



8318 



i 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



398 
none 

398. .706. 

8001 

16861 

10188 

OJ990901_05.9B10.C12.o4 , 
10188 
none 
10188. 
13131, 
16827. 



gs 



,10247, 10834. .10855, 
,13406, 13619. .13803, 
,17007, 17591. .17818 



End 
Score 



706 
.78 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10861. .11034, 
14295. .14478, 



OJ990901 
+ 

17818 
GENSCAN 
17818 
.4 

12142 
14518 



05.9B10.C12 



.12975, 
,15934, 



W 



! if 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8001 Seq. ID OJ990901_05.9B10.C12 

16861 Strand + 

10188 End 17818 

OJ990901_05 . 9B10 . C12 . ol . gp Method AAT/GAP 

10667 End 11121 

25792_1.R1084 Score 811 

10667. .11121 

f 4512233/dbj | AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence' 



Seq. ID OJ990901_05.9B10.C12 

Strand + 

End 17818 

Method AAT/NAP 

End 16914 

Score 7809 



8001 
16861 
10188 

OJ990901_05 . 9B10 . C12 . o2 . np 
12135 
6705984 
12135. .16914 

(AB033235) gag-pol polyprotein [Oryza sativa] 

8001 Seq. ID OJ990901_05.9B10.C12 

16861 Strand + 

10188 , End 17818 

OJ990901_05 . 9B10 . C12 . o2 . gp Method AAT/GAP 

16873 End 17252 

2312718 Score 684 

16873.. 17252 

4512233/dbj IAB014743. 1 IAB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 

OJ990901 05.9B10.C12 



9375 
AAT/NAP 
8023 
5890 
.7059, 7186. 



8001 Seq. ID 

16862 . * Strand 

1 End 
OJ990901_05 . 9B10 . C12 . ol . np Method 
1 End 
5922631 Score 

1.-2517, 3124. .3224, 6207. .6736, 6764. .7059, 7186. .7336, 
7376. .8023 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar' to prpol; Zea mays retrotransposon 



8319 




Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


8001 


Seq. ID 


OJ990901J35.9B10 


.C12 


Gene No. 


16862 


Strand 






Start 


1 


End 


9375 




Name 


OJ990901 05.9B10.C12.o3.gs 


Method 


GENSCAN 




Start 


6122 


End 


9375 




GI 


none 


Score 


.76 




Exons 


6122.. 7045, 7130.. 7836, 8665. 


.8870, 9332.. 9375 




Seq. No. 


8001 


Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 


Strand 






Start 


17424 


End 


17767 




Name 


OJ990901 05.9B10.C12.o9.tm 


Method 


TBLASTX * Mai ze 




Start 


11 


End 


265 




GI 


none 


Score 


100 




Exons 


11. .112, 12. .113, 92. .265, 93 


. .152 






Seq. No. 


8001 


Seq. ID 


OJ990901JJ5. 9B10 


.C12 


Gene No. 


16863 


Strand 






Start 


17424 


End 


177 67 

X f f \J 1 




Name 


OJ990901 05.9B10.C12.ol0.tw 


Method 


TRT.A9TX • Whpat 




Start 


17 


End 


571 




GI 


none 


Score 


82 




Exons 


17. .109, 95. .571, 294. .425, 477. .566 






Seq. No. 


8001 


Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 ' 


Strand 






Start 


17424 


End 


1 7767 

X I f vj / 




Name 


OJ990901 05.9B10.C12.oll.tm 


Method 






Start 


356 


End 


629 




GI 


none 


Score 


45 




Exons 


356. .442, 455.-535, 465. .539, 


530. .628 


531 629 




Seq. No. 


8001 


Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 


Strand 






Start 


17424 


End 


177 67 

X f 1 \J I 




Name 


OJ990901 05.9B10.C12.o8.tw 


Method 


TRT.A9TY • Whfast- 




Start 


573 


End 


Q55 




GI 


none 


Score 


1 96 

X ZJ \J 




Exons 


573. .950, 575. .955 








Seq. No. 


8001 


Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 


Strand 






Start 


17424 


End 


17767 




Name 


OJ990901 05.9B10.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


767 


End 


1115 




GI 


none 


Score 


221 




Exons 


767. .1045, 768. .1046, 1050. .1115 






Seq. No. 


8001 


Seq. ID 


V OJ990901_05.9B10 


.C12 


Gene No. 


16863 


Strand 






Start 


17424 


End 


17767 




Name 


OJ990901 05. 9B10.C12.o9.tw ■ 


Method 


TBLASTX: Wheat 




Start 


1400 


End 


1822 




GI 


none 


Score 


212 




Exons 


1400. .1822, 1476. .1817 









8320 




cpn Mo 


8001 

Q \J \J J. 






Seq. ID 


OJ990901 05.9B10 


. C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05 


.9B10. 


C12.o5.ts 


Method 


TBLASTX : Soybean 




Start 


1443 






End 


1831 




GI 


none 






Score 


146 




Exons 


1443. .1823, 


1445. 


.1831 








Qe*n No 


8001 






Sea. ID 


OJ990901 05.9B10 


. C12 


Gene No. 


16863 






Strand 






Start^ 


17424 






End 


17767 




Name 


OJ990901 05 


.9B10. 


C12.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


1823 






End 


2107 




GI 


none 






Score 


48 




Exons 


1823. .1918, 


1826. 


.2107, 2000. 


.2104 






OctJ* IN u • 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05 


.9B10. 


C12.o7.tw 


Method 


TBLASTX: Wheat 




Start 


2112 






End 


15260 




GI 


none 






. Score 


279 




Exons 


2112. .2492, 


2129. 


.2536, 2130. 


.2417, 2150. .2536, 14844.. 


15261 


Oct^i IN V • 


8001 






Seq. ID 


OJ990901 05 9B10 


. C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05 


. 9B10. 


C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


2153 






End 


15446 




GI 


none 






Score 


387 




Exons 


2153. .2458, 


14943 


..15446, 14984. .15364 






JC^i IN \J • 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05 


.9B10. 


C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2195 






End 


15182 




GI 


none 






Score 


338 




Exons 


2195. .2479, 


14810 


..14863, 14823. .15182, 


14942. .15181 




OC^. IN \J • 


8001 






Seq. ID 


OJ990901_05.9B10 


. C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05 


.9B10. 


C12.o4.tm 


Method 


TBLASTX: Maize 




Start 


2588 






End 


14900 




GI 


none 






Score 


384 




Exons 


2588. .2866, 


14433 


..14900, 14645. .14863 






Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05 


.9B10. 


C12.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2651 






End 


14711 




GI 


none 






Score 


260 




Exons 


2651. .3106, 


2652. 


.3107, 14511, 


. .14711 







8321 




Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 




16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


.o7. ts 


Method 


TBLASTX : Soybean 




Start 


2702 






End 


14675 




GI 


none 






Score 


76 




Exons 


2702. .2836, 


2846. .3067, 14541. .14675 






Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 




16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


.oll.tw 


Method 


TBLASTX : Wheat 




Start 


6332 






End 


6715 




GI 


none 






Score 


151 




Exons 


6332. .6715, 


6348. .6590 








Seq. No. 


8001 






Spa TD 


OJ990901_05. 9B10 


.C12 




16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


.013. tw 


• Method 


TBLASTX: Wheat 




Start 


7370 






* End 


7765 




GI 


none 






Score 


254 




Exons 


7370. .7765 












Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 






Strand 






Cfarf 
o i_ ax. u 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


12576 






End 


13150 




GI 


none 






Score 


192 




Exons 


12576. .12782 


1 9 609 




12618. .12764, 127 91 .. 13075, 






12795. .13124 




• X J -L UJ , 


13076. .13150 




Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 


fjpnp Mo 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


,o8.tm 


Method 


TBLASTX: Maize 




Start 


12579 






End 


12791 




GI 


none 






Score 


246 , 




Exons 


12579. .12791 


, 12581. 


.12790 








Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 




16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


.o4.ts 


Method 


TBLASTX : Soybean 




Start 


12623 






End 


13022 




GI 


none 






Score 


135 




Exons 


12623. .12757 


, 12624. 


.12764, 


12800. .13009, 12801.. 13022 




Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


-C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05. 


9B10.C12 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


13532 






End 


14043 




GI. 


none 






Score 


147 




Exons 


13532. .13660 


, 13534. 


.13659, 


13660. -.13830, 13662 .. 138 17 , 






13823. .14008 


, 13837. 


.14043, 


13847. .13993, 13851. .14003 





8322 



C 1 KT /-i 

beq. CMO. 


8001 






Seq. ID 


OJ990901_05.9B10 




Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


13786 






End 


14028 




GI 


none 






Score 


271 




Exons 


13786. 


.14019, 13791. 


.13967, 


13795. .14028 




beq. no. 


8001 






Seq. ID 


OJ990901_05. 9B10 




Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


13786 






End 


14041 




GI 


none 






Score 


278 




Exons 


13786. 


.14019, 13791. 


.14000, 


13795. .14028, 13820.. 14041 




beq. INO. 


8001 






Seq. ID 


OJ990901_05.9B10 




Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


.o!4 . tw 


Method 


TBLASTX: Wheat 




Start 


14081 






End 


14318 




GI 


none 






Score 


216 




Exons 


14081. 


.14314, 14088. 


.14318, 


14136.. 14318 




beq. JNo. 


8001 






Seq. ID 


OJ990901_05.9B10 


. Clz 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14160 






End 


14408 




GI 


none 






Score 


86 




Exons 


14160. 


.14276, 14259. 


.14408, 


14267. .14407 




beq. JNO. 


8001 






Seq. ID 


OJ990901_05.9B10 




Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


-o2.ts 


Method 


TBLASTX: Soybean 




Start 


15210 






End 


15463 




GI 


none 






Score 


331 




Exons 


15210. 


.15461, 15210. 


.15446, 


15233. .15463, 15263. .15463 




beq. JNO. 


8001 






Seq. ID 


OJ990901_05. 9B10 




Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15383 






End 


15809 




GI 


none 






Score 


692 




Exons 


15383. 


15808, 15384. 


.15809 








Seq. No. 


8001 






Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 






Strand 






Start 


17424 






End 


17767 




Name 


OJ990901 05.9B10.C12 


. 06 .ts 


Method 


TBLASTX : Soybean 




Start 


15558 






End 


15800 




GI 


none 






Score 


180 




Exons 


15558. 


15731, 15560. 


.15724, 


15744. .15800 





8323 




Seq. No. 


8001 




Seq. ID 


OJ990901_05.9B10 


.C12 


(Zpnp No 


16863 




Strand 






Start 


17424 




End 


17767 




Name 


OJ990901 05.9B10.C12 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


15588 




End 


15752 




GI 


none 




Score 


206 . 




Exons 


15588. .15752, 15590. 


.15751, 


15594. .15752 




Seq. No. 


8001 




Seq. ID 


OJ990901 05.9B10 


.C12 




16863 




Strand 






Start 


17424 




End 


17767 ' 




Name 


OJ990901 05.9B10.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


15755 




End 


16124 




GI 


none 




Score 


447 




Exons 


15755. .16123, 15762. 


.16124 








Seq. No. 


8001 




Seq. ID 


OJ990901 05.9B10 


.C12 


Cpnp Wo 


16863 




Strand 






Start 


17424 




End 


17767 




Name 


OJ990901 05.9B10.C12 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


15842 




End 


16191 




GI 


none 




Score 


511 




Exons 


15842. .16186, 15843. 


.16187, 


15853. .1611 


38, 16027. .16191 




Seq. No. 


8001 




Seq. ID 


OJ990901_05.9B10 


.C12 


dpnp No 


16863 




Strand 






Start 


17424 




End 


17767 




Name 


OJ990901 05.9B10.C12 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


15936 




End 


16295 




GI 


none 




Score 


418 




Exons 


15936. .16295, 15941. 


.16285, 


15978. .16289 




Seq. No. 


8001 




Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 




Strand 






Start 


17424 




End 


177 67 




Name 


OJ990901 05 9B10 C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


16326 . 




End 


16725 




GI 


none 




Score 


82 " 




Exons 


16326.. 16394, 16327. 


.16395, 


16328. .16390, 16350 .. 16394 , 






16371. .16718, 16392. 


.16697, 


16393. .16725, 16393 .. 167 19, 






16394. .16606, 16508. 


.16717 








Seq. No. 


8001 




Seq. ID 


OJ990901_05. 9B10 


.C12 




16863 




Strand 






Start - 


17424 




End 


17767 




Name 


OJ990901 05.9B10.C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


16644 




End 


16890 




GI 


none 




Score 


345 




Exons 


16644. .16859, 16645. 


.16890, 


16645. .16890 




Seq. No. 


8001 




Seq. ID 


OJ990901_05.9B10 


.C12 


Gene No. 


16863 




Strand 






Start 


17424 




End 


17767 




Name 


OJ990901 05.9B10.C12 


. o3 . gp 


Method 


AAT/GAP 




Start 


17424 




End 


17767 




GI 


25792 1.R1084 




Score 


628 




Exons 


17424. .17767 











8324 




GI Descrip. ' 4512233/dbj | AB014743 . 1 | AB014743 O.Oe+OO Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 


8002 




Seq. ID 


OJ990901_05.9B10. 


C13 


Gene No. 


16864 




Strand 


+ 




Start 


379 




End " 


3718 




Name 


OJ990901_05.9B10 


.C13.ol.np 


Method 


AAT/NAP 




Start 


379 




End 


3718 




GI 


4680203 




Score 


1419 




Exons 


379. .1922, 1987. 


.2112, 2269. 


.2475, 2752.. 3718 




GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


8002 




Seq. ID 


OJ990901JD5.9B10. 


C13 


Gene No. 


16864 




Strand 


+ 




Start 


379 




End 


3718 




Name 


OJ990901 05.9B10 


.C13.ol.gs 


Method 


GENSCAN 




Start 


489 




End 


3579 




GI 


none 




Score 


.46 




Exons 


489. .859, 977. .1539, 1702. .1 


898, 1915. 


.3161, 3195. .3305, 






3420. .3579 










Seq. No. 


8002 




Seq. ID 


OJ990901_05.9B10. 


C13 


Gene No. 


16865 




Strand 






Start 


4317 




End 


4674 




Name 


OJ990901 05.9B10 


.C13.o2.tw 


Method 


TBLASTX :'Wheat 




Start 


828 




End 


1412 




GI 


none 




Score 


221 




Exons 


828. .1118, 950.. 


1138, 1167.. 


1286, 1169 


..1273, 1173. .1292, 




1192. .1293, 1284 


. .1412 








Seq. No. 


8002 




Seq. ID 


OJ990901_05.9B10. 


C13 


Gene No. 


16865 




Strand 






Start 


4317 




End 


4674 




Name 


OJ990901 05.9B10 


■C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


996 




End 


1427 




GI 


none 




Score 


102 




Exons 


996.. 1160, 1001. 


.1123, 1187. 


.1426, 1188.. 1427 




Seq. No. 


8002 




Seq. ID 


OJ990901_05. 9B10. 


C13 


Gene No. 


16865 




Strand 






Start 


4317 




End 


4674 




Name 


OJ990901 05.9B10 


.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


1155 




End 


1508 




GI 


none 




Score'" 


287 




Exons 


1155.. 1508, 1242 


. .1412 








Seq. No. 


8002 




Seq. ID 


OJ990901_05.?B10. 


C13 


Gene No. 


16865 




Strand 






Start 


4317 




End 


4674 




Name 


OJ990901 05.9B10 


.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


1250 




End 


1487 




GI 


none 




Score 


71 




Exons 


1250. .1471, 1277 


..1462, 1281 


..1487, 1284. .1487 




Seq. No. 


8002 




Seq. ID 


OJ990901J35.9B10. 


C13 


Gene No. 


16865 




Strand 






Start 


4317 




End 


4674 





8325 




Name 


OJ990901 05. 


9B10 


,C13.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1412 








End 


1595 


GI 


none 








Score 


204 


Exons 


1412. .1594, 


1413 


. .1595 








Seq. No. 


8002 








Seq. ID 


OJ990901_05 . 9B10 . CI 3 


Gene No. 


16865 








Strand 




Start 


4317 








End 


4674 


Name 


OJ990901 05. 


9B10 


,C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2359 








End 


3561 


GI 


none 








Score 


556 


Exons 


2359. .3114, 


2604 


. .2888, 


3093. 


.3266, 3127.. 3282, 3270.. 3374, 




3271. .3375, 


3388 


. .3492, 


3393. 


.3491, 3499. .3561 


Seq. No. 


8002 








Seq. ID 


OJ990901 05.9B10.C13 


Gene No . 


16865 








Strand 




Start 


4317 








End 


4674 


Name 


OJ990901 05. 


9B10 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2403 








End 


2718 


GI 


none 








Score 


398 


Exons 


2403. .2714, 


2404 


. .2718 








Seq. No. 


8002 








Seq. ID 


OJ990901_05. 9B10,.C13 


Gene No. 


16865 








.Strand 




Start 


4317 • 








End 


4674 


Name 


OJ990901 05. 


9B10 


.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2649 








End 


3072 


GI 


none 








Score 


325 


Exons 


2649. .2888, 


2650 


. .3072 








Seq. No. 


8002 








Seq. ID 


OJ990901JD5 . 9B10 .C13 


Gene No. 


16865 








Strand 




Start 


4317 








End 


4674 


Name 


OJ990901 05. 


9B10 


.C13.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2968 








End 


3263 


GI 


none 








Score 


159 


Exons 


2968. .3138, 


3142 


. .3261, 


3160." 


.3249, 3170.. 3259, 3171.. 3263 


Seq. No. 


8002 








Seq. ID 


OJ990901_05.9B10.C13 


Gene No. 


16865 








Strand 




Start 


4317 








End 


4674 


Name 


OJ990901 05. 


9B10 


.C13.o2 


.gs 


Method 


GENSCAN 


Start 


4317 








End 


4674 


GI 


none 








Score 


.69 


Exons 


4317. .4493, 


4570 


. .4674 








Seq. No. 


8003 








Seq. ID 


OJ990901_05.9B10.C14 


Gene No. 


16866 








Strand 


+ 


Start 


108 








End 


4575 


Name 


OJ990901 05. 


9B10 


.C14.ol 


.gs 


Method 


GENSCAN 


Start 


108 








End 


4575 


GI 


none 








Score 


. 62 


Exons 


108. .271, 1077.. 


1328, 1387. .1512, 1905 


. .2280, 2445. .2669, 




2863. .3176, 


3191 


. .3525, 


3609. 


.3860, 3941. .4051, 4139. .4199, 




4349. .4441, 


4519 


. .4575 








Seq. No. 


8003 








Seq. ID 


OJ990901__05.9B10.C14 



8326 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16867 Strand + 

7424 End 14178 

OJ990901_05 . 9B10 . C14 . o2 . np Method AAT/NAP 
7424 ■•■ End 12699 

2129709 Score 710 

7424. .7493, 10059. . 10787, 11125. .12699 

reverse transcriptase - Arabidopsis thaliana retrotransposon 
Tall-1 gi 1 976278 (L47193) reverse transcriptase [Arabidopsis 
thaliana] 



Seq. No. 8003 ' Seq. ID 

Gene No. 16867 Strand 

Start 7424 End 

Name OJ990901_05 . 9B10 . C14 . o3 . np Method 

Start 11758 End 

GI 6682231 Score 

Exons 11758. .12655, 14123.. 14178 

GI Descrip. (AC016661) putative non-LTR reverse transcriptase [Arabidopsis 
thaliana] 



OJ990901_05.9B10.C14 
+ 

14178 
AAT/NAP 
14178 
209 



Seq. No. 


8003 




Seq. ID 


OJ990901_05, 


. 9B10 


.C14 


Gene No. 


16868 




Strand 


+ 






Start 


14948 . 




End 


17752 






Name 


OJ990901 05.9B10.C14 


. o4 . np 


Method 


AAT/NAP 






Start 


14948 




End 


17752 






GI 


6721171 




Score 


106 








14948. .15134, 17712. 


.17752 










GI Descrip. 


(AC016829) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


8003 




Seq. ID 


OJ990901_05. 


. 9B10 


.C14 


Gene No . 


16869 




Strand 


+ 






Start 


34608 




End 


35256 






Name 


OJ990901 05.9B10.C14 


. 08 . gs 


Method 


GENSCAN 






Start 


34608 




End 


35256 






GI 


none 




Score 


.68 






Exons 


34608. .34825, 35109. 


.35256 










Seq. No. 


8003 




Seq. ID 


OJ990901_05, 


. 9B10 


-C14 


Gene No. 


16870 




Strand 


+ 






Start 


37919 




End 


39264 






Name 


OJ990901 05.9B10.C14 


,o9.gs 


Method 


GENSCAN 






Start 


37919 




End 


39264 






GI 


none 




Score 


.78 






Exons 


37919. .38169, 38371. 


.38381, 


38693. .39264 






Seq. No. 


8003 




Seq. ID 


OJ990901_05. 


. 9B10 


-C14 


Gene No. 


16871 




Strand 


+ 






Start 


45990 




End 


49004 






Name 


OJ990901 05.9B10.C14 


.oil .gs 


Method 


GENSCAN 






Start 


45990 




End 


49004 






GI 


none 




Score 


.63 






Exons 


45990. .46147, 47165. 


.47294, 


47480. .49004 






Seq. No. 


8003 




Seq. ID 


OJ990901_05. 


, 9B10 


.C14 


Gene No. 


16872 




' Strand 








Start 


7496 




End 


9259 






Name 


OJ990901 05.9B10.C14 


. ol.np 


Method 


AAT/NAP 







8327 



! s at 

'3 



□■ 

i . ! 



Start 


7298 


End 


8843 






GI 


6716785 


Score 


388 






Exons 


7298.-7328, 8475.. 8601, 8683 


. .8843 








GI Descrip. 


(AF220539) 40s ribosomal protein S23 


[Euphorbia 


esula] 




Seq. No. 


oono 
oUUO 


Seq. ID 


OJ990901_ 


_05.9B10. 


C14 


Gene No . 


1 DO / Z 


Strand 








Start 


/ 4 y D 


End 


9259 






Name 


ujyyuyui uo. y.biu.Li4 .oo.gs 


Method 


GENSCAN 






Start 


7496 


End 


9259 






GI 


none 


Score 


.68 






Exons 


74Q£ 7onn qai^ fi^ni P.£ft*^ 
/4yo../yuu, ofi/o..oouj., oooo 


. .8837, 9041. .9259 






Seq. No. 


oUUj 


Seq. ID 


OJ990901_ 


_05. 9B10. 


C14 


Gene No . 


X Do / O 


Strand 








Start 


1 A Qt; Q 

14 yo y 


End 


15524 






Name 


ujyyuyui uo.yDiu.Li4.o4.gs 


Method 


GENSCAN 






Start 


14 yo y 


End 


15524 






GI 


none 


Score 


.68 






Exons 


14959. .15027, 15155 . .15292 , 


15474. .15524 






Seq. No. 


oUUo 


Seq. ID 


OJ990901_ 


_05.9B10. 


C14 


Gene No. 


1 COT / 

1 DO / 4 


Strand 








btart 


1 DOOU 


End 


22441 






Name 


ujyyuyui uo.ybiu.ci4.oo.gs 


Method 


GENSCAN 






Start 


loooU 


End 


22441 






GI 


none 


Score 


.51 






Exons 


16580. .16602, 17 135 .. 17329, 


18192. .19766, 20581. 


. .20768, 






21645. .21783, 22408.. 22441 










Seq. No. 


8003 


Seq. ID 


OJ990901_ 


_05. 9B10. 


C14 


Gene No. 


16874 


Strand 








Start 


16580 


End 


22441 






Name 


OJ990901 05.9B10.C14.ol.gp 


Method 


AAT/GAP 






Start 


16718 


End 


17186 






GI 


LIB3434-015-P1-K1-E7' 


Score 


902 






Exons 


16718. .17186 










GI Descrip. 


, 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryz, 




sativa] 1 










Seq. No. 


8003 


Seq. ID 


OJ990901_ 


_05.9B10. 


C14 


Gene No. 


16874 


Strand 








Start 


16580 


End 


22441 






Ms mo 


OJ990901 05.9B10.C14.o5.np 


Method 


AAT/NAP 






Start 


17491 


End 


22216 






GI 


2828293 


Score 


1363 






Exons 


17491. .17616, 17891. .18471, 


18523. .18" 


602, 18630. 


. .19399, 






19463. .19553, 22178.. 22216 










GI Descrip. 


(AL021687) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8003 


Seq. ID 


OJ990901_ 


_05.9B10. 


C14 


Gene No. 


16874 


Strand 








Start 


16580 


End 


22441 






Name 


OJ990901 05.9B10.C14.o2.gp 


Method 


AAT/GAP 






Start 


18567 


End 


19075 






GI - 


uC-osflcypl09e06bl 


Score 


897 






Exons 


18567. .19075 











8328 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 2828293/emb|CAA16707.1| 3.0e-32 (AL021687) putative protein 
[Arabidopsis thaliana] 1 



8003 

16874 

16580 

OJ990901_05 . 9B10 . C14 . o3 . gp 

19072 

none 

19072. .19174 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 22441 

Method AAT/GAP 

End 19174 

Score 202 



r\ 

cr 

w 

PI I 

: bf 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8003 

16874 

16580 

OJ990901_05 . 9B10 . C14 . o4 . gp 

19502 

2428420 

19502. .19874, 20498.. 20591 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 22441 

Method AAT/GAP 

End 20591 

Score 822 



Seq. ID OJ990901_05.9B10.C14 
Strand 

23760 
AAT/GAP 
23760 
127 



8003 
16875 
23676 

OJ990901_05 . 9B10 . C14 . o5 . gp 
23676 

LIB3477-003-P1-K1-E9 
23676. .23760 

'24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



Seq. No. 8003 

Gene No. 16876 

Start 28023 

Name OJ990901_05 . 9B10 . C14 . o7 . gs 

Start 28023 

GI none 
Exons 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 34085 

Method GENSCAN 

End 34085 

Score .73 



28023. .28064, 28140 .. 28213, 28925 .. 28960, 29114 .. 29297 , 
29395. .29659, 30051 .. 30108 , 32134 .. 32265, 33158 .. 33251 , 
33663.. 34085 



Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 . C14 . o7 . tm 

Start 5225 

GI none 
Exons 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Mai ze 

End 6844 

Score 90 

5225. .5512, 5373. .5507, 6570. .6695, 6713. .6844, 6715. .6741, 
6758. .6844 



Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 . C14 . o3 . tc 

Start 5264 

GI none 
Exons 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX: Cress 

End 6844 

Score 90 



5264. .5512, 6570. .6695, 6758. .6844 



8329 



Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 . CI 4 . o5 . ts 

Start 5264 

GI none 

Exons 5264.. 5512, 6570.. 6695, 6713. 

Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 .C14 . ol . tc 

Start 8464 

GI none 

Exons 8464.. 8604, 8475.. 8600, 8477. 

8682. -8837, 8683. .8835 

Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10..C14 . ol . ts 

Start 8464 

GI none 

Exons 8464.. 8604, 8474 . . 8599, 8475 . 

8683. -8838, 8683. .8838 

Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 . C14 . o3 . tm 

Start 8467 

GI none 

Exons 8467.. 8604, 8475.. 8600, 8533. 
8683.-8838, 8683.. 8838 

Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 . C14 . ol . tw 

Start 8473 

GI none 

Exons 8473.. 8604, 8475.. 8612, 8475. 

13880. .13918, 13940. .13984 

Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901_05 . 9B10 . C14 . o2 . tw 

Start 10150 

GI none 

Exons 10150. .10428, 10194.. 10412 

Seq. No. 8003 

Gene No. 16877 

Start 41499 

Name OJ990901JD5 . 9B10 . C14 . o4 . tw 

Start 10498 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Soybean 

End 6844 

Score 67 
.6844, 6758. .6844 

Seq. ID OJ990901_05.9B10.C14 
Strand 

End 452 92 

Method TBLASTX : Cress 

End 8837 

Score 169 

.8602, 8546. .8611, 8682. .8834, 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Soybean 

End 8838 

Score 166 

.8612, 8475. .8600, 8682. .8837, 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Mai ze 

End 8838 

Score 200 

.8601, 8682. .8834, 8682. .8837, 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Wheat 

End 13984 

Score 188 

.8600, 8682..8837, 8683. .8835, 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 4 5292 

Method TBLASTX : Wheat 

End 10428 

Score 220 



Seq, ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Wheat 

End 10758 



8330 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none ' Score 187 
10498.. 10758 

8003 

16877 Strand 

41499 End 
OJ990901_05 . 9B10 . C14 . 08 . tm Method 

11416 End 

none Score 

11416. .11622, 11433. .11576, 11605.. 11790 



Seq. ID OJ990901_05.9B10.C14 



45292 

TBLASTX : Maize 
11790 
92 



8003 

16877 

41499 

OJ990901_05.9B10.C14.o9.tm 

14947 

none 

14947. .15036, 14960 .. 15037 , 
15074. .15160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_05.9B10.C14 
45292 

TBLASTX: Maize 

15160 

89 



15027. .15077, 15037 .. 15159, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8003 
16877 
41499 

OJ990901_05.9B10.C14.o5.tm 
16758 



none 
16758. 
16880. 
17026. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16793, 16760. .16792, 16831 
16942, 16938. .16973, 16943 
17136, 17031. .17135, 17130 



OJ990901 05.9B10.C14 



45292 

TBLASTX: Maize 
17294 
49 

16863, 16880. .16942, 
16972, 16987. .17010, 
17255, 17137. .17256, 



17268. .17294 

8003 

16877 

41499 

OJ990901_05 . 9B10 . C14 . o2 . tm 

18032 

none 

18032. .18433, 18082. .18432 

8003 

16877 

41499 

OJ990901_05.9B10.C14.o3.ts 

18364 

none 

18364. .18489, 18368 .. 18487 , 

8003 

16877 

41499 

OJ990901_05. 9B10.C14.o4 .ts 

18754 

none 

18754. .18996, 18761 .. 18931 , 

8003 
16877 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Mai ze 

End 18433 

Score 453 



Seq. ID OJ990901_05.9B10.C14 
Strand 

End 45292 

Method TBLASTX : Soybean 

End 18586 

Score 94 
18499. .18579, 18506. .18586 

Seq. ID OJ990901_05.9B10.C14 
Strand 

End 4 5292 

Method TBLASTX : Soybean 

End - 18996 

Score 89 
18952. . 18996 

Seq. ID OJ990901_05.9B10.C14 
Strand 



8331 





41499 






End 


45292 




Name 


OJ990901 05.9B10.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19298 






End 


19831 




GI 


none 






Score 


495 




Exons 


19298. . 


19732, 19300. 


.19734, 


19303. .19734, 19727 .. 19831, 






19728. . 


19826 










Seq. No. 


8003 






Seq. ID 


OJ990901_05.9B10 


.C14 


Gene No. 


16877 






Strand 






Start 


41499 






End 


45292 




Name 


OJ990901 05.9B10.C14 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


33031 






End 


33807 




GI 


none 






Score 


36 




Exons 


33031. . 


33060, 33078. 


.33-257, 


33081. .33257, 33648 .. 33806, 






33661. . 


33807 










Seq. No. 


8003 






Seq. ID 


OJ990901_05. 9B10 


.C14 


Gene No. 


16877 






Strand 






Start 


41499 






End 


45292 




Name 


OJ990901 05.9B10.C14 


. o4 . tm 


Method 


TBLASTX: Maize ■ 




Start 


41453 






End 


42128 




GI 


none 






Score 


102 




Exons 


41453. . 


41500, 41508. 


.41717, 


41509. .41700, 41767. .41928, 






41769. . 


41927, 41910. 


.42128, 


41917. .42042 




Seq. No. 


8003 






Seq. ID 


OJ990901_05.9B10 


.C14 


Gene No. 


16877 






Strand 






Start 


41499 






End 


45292 




Name 


OJ990901 05.9B10.C14 


.06. np 


Method 


AAT/NAP 




Start 


41481 






End 


45289 




GI 


5915833 




Score 


693 




Exons 


41481. . 


41711, 41739. 


.42162, 


44410. .45289 




GI Descrip. 


CYTOCHROME P450 76C3 


gi I 2979550 | gb|AAC06159. 1 1 (AC003680) 




putative cytochrome 


P450 [Arabidopsis 


thaliana] 




Seq. No. 


8003 






Seq. ID 


OJ990901_05.9B10 


.C14 




16877 






Strand 






Start 


. 41499 






End- 


4 5292 




Name 


OJ990901 05.9B10.C14 


. olO . gs 


Method 


GENSCAN 




Start 


41499 






End 


45292 




GI 


none 






Score 


.95 




Exons 


41499. . 


42128, 42404. 


.42434, 


42607. .42638, 44366. .45292 




Seq. No. 


8003 






Seq. ID 


OJ990901J35.9B10 


.C14 


Gene No. 


16877 






Strand. 






Start 


41499 






End 


45292 




Name 


OJ990901 05.9B10.C14 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


41514 






End 


42128 




GI 


none 






Score 


111 




Exons 


41514. . 


41714, 41767. 


.41928, 


41769. .41927, 41910.-42128, 






41917. . 


42042 










Seq. No. 


8003 






Seq. ID 


OJ990901_05.9B10 


.C14 


Gene No . 


16877 






Strand 






Start 


41499 






End 


45292 




Name 


OJ990901 05.9B10.C14 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


41553 






End 


45139 





8332 



GI 


none 


Score 


79 




Exons 


41553. .41741, 41769. . 41927, 


41773. .41928, 4 1910 42140 , 






41934. .42098, 44882 44 959, 


44936. .45139 




Seq. No. 


8003 


Seq. ID 


OJ990901_05.9B10 


.C14 


bene lno . 




Strand 






Start 


41499 


End 


45292 




Name 


OJ990901 05.9B10.C14.o3.tw 


Method 


TBLASTX: Wheat 




Start 


41826 


End 


42128 




GI 


none 


Score 


69 




Exons 


41826. .41915, 4 1830 .. 41913, 


41910. .42128, 41931. .42092 




Seq. No. 


8004 


dorr T PI 




.C15 


uene lno . 


X DO / O 


jLI call (J. 






Start 


189 


n»rici 


7 d n 




Name 


OJ990901 05.9B10.C15.ol.tm 


Mot - h piH 
Lit; L i 


TRT.A^TX • Ms i 

X O JjMO i. /\ • L Jul c 




Start 


189 


£jll\J. 


74 n 




GI 


none 


Score 


70 




Exons 


189. .344, 351. .740 








Seq. No. 


8004 


c prf t n 
oeq . ± u 




.C15 


bene jno . 


100 / o 


Of- ranr l 






Start 


189 


EjIIQ 


7 4 0 




Name 


OJ990901 05.9B10.C15.ol.tw 




TRT.A^TY • Whoa f 




Start 


294 








GI 


none 


Score 


189 




Exons 


294. .575, 350. .586, 615. .692 








Seq. No. 


' 8004 


q prr t n 


O.TQQDQm OR 9R1 0 


.C15 


bene no • 


± 0 O / y 


Of- r anH 






Start 


1221 


JMIU 






Name 


OJ990901 05.9B10.C15.o2.tm 




TRT.A^TY • Ms H 70 




Start 


1221 




1 RQR 




GI 


none 


Score 


97 




Exons 


1221. .1382, 1253. .1381, 1392 


. .1595 






Seq. No. 


8004 


Corr T Pi 

oeq . j. u 


riTQQfiQni rm qrio 

UJ3"U"U1 UJ • I7DJLU 


.C15 


bene ino . 


1 fiP7Q 
1DO / 5 


Q y 3 rt H 






Start 


1221 


LilQ 


1 667 
1DD / 




Name 


OJ990901 05.9B10.C15.o2.tw 


Method 


i dLiAo ia: wneat 




Start 


1251 


End 


1667 




GI 


none 


Score 


82 




Exons 


1251. .1361, 1406. .1633, 1407 


. .1667 






Seq. No. 


8005 


Seq. ID 


OJ990901_05.9B10 


.C16 


bene ino . 


J. DO 0 U 


Strand 






Start 


210 


End 


816 




Name 


OJ990901 05. 9B10.C16.ol.gs 


Method 


GENS CAN 




Start 


210 


End 


816 




GI 


none 


Score 


.83 




Exons 


210. .418, 687. .816 








Seq. No. 


8006 


Seq. ID 


OJ990901_05.9B10 


.C17 


Gene No. 


16881 


Strand 






Start 


1 


End 


565 




Name 


OJ990901 05.9B10.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


565 





8333 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6705984 Score 742 

1. .403, 451. .565 

(AB033235) gag-pol polyprotein [Oryza sativa] 



8006 

16881 

1 

OJ990901_05 . 9B10 . C17 . ol . tm 
85 

none 

.85.. 393, 122. .340, 471. .563 

8006 

16881 

1 

OJ990901_05 . 9B10 . C17 . ol . tw 

139 

none 

139. .393, 143. .391, 471. .563 



Seq. ID OJ990901_05.9B10.C17 

Strand 

End 565 

Method TBLASTX : Mai ze 

End 563 

Score 121 



Seq. ID OJ990901_05.9B10.C17 
Strand 

End 5 65 

Method TBLASTX : Wheat 

End 563 

Score ■ 140 



Seq. ID OJ990901_05.9B10.C18 
Strand + 

352 

AAT/GAP 
352 
120 



8007 
16882 
268 

OJ990901_05.9B10.C18.ol.gp 
268 

LIB3477-003-P1-K1-E9 
268. .352 

' 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



End 

Method 

End 

Score 



Seq. No. 8008 

Gene No. 16883 

Start 985 

Name OJ991121_4 6 . 9C13 . CI . ol . gs 

Start 985 

GI none 

Exons 985.. 1035 



Seq. ID OJ991121_46. 9C13.C1 

Strand + 

End 1035 

Method GENSCAN 

End 1035 

Score .48 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991121_46.9C13.Cl 
Strand 

567 

AAT/GAP 
567 
221 



8008 
16884 
428 

OJ991121_4 6.9C13.Cl.ol.gp 
428 

LIB3474-009-P1-K1-F11 
428. .567 

, 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



8008 

16885 

1498 

OJ991121_4 6.9C13.Cl.o2.gp 

1498 

4714965 

1498. .1661 



Seq. ID OJ991121_46.9C13.Cl 
Strand 

End 1661 

Method AAT/GAP 

End 1661 

Score 296 



8334 



Seq. No. 


8009 


Seq. ID 


OJ991121_46.9C13.C2 


Gene No. 


16886 


Strand 


+ 


Start 


-3084 


End 


5201 


Name 


OJ991121 46.9C13.C2.o2.np 


Method 


AAT/NAP 


Start 


3084 


End 


5016 


GI 


4406815 


Score 


629 


Exons 


3084. .3246, 3432. .3590, 4089. 


.4202, 4595.-4739, 4822. .5016 


GI Descrip. 


(AC006201) putative peptide methionine 


sulfoxide reductase 




[Arabidopsis thaliana] 






Seq. No. 


8009 


Seq. ID 


OJ991121_46.9C13.C2 


Gene No. 


16886 


Strand 


+ 


Start 


3084 


End 


5201 


Name 


OJ991121 46.9C13.C2.o2.gs 


Method 


GENSCAN 


Start 


3234 


End 


5019 


GI 


none 


Score 


.81 


Exons 


3234.. 3595, 4116.. 4202, 4595. 


.4739, 4954. .5019 


Seq. No. 


8009 


Seq. ID 


OJ991121_46.9C13.C2 


Gene No. 


16886 


Strand 


+ 


Start 


3084 


End 


5201 


Name 


OJ991121 46.9C13.C2.o2.gp 


Method 


AAT/GAP 


Start 


3492 


End 


5201 


GI 


23159 1.R1084 


Score 


1309 


Exons 


3492.. 3590, 4089.. 4202, 4595. 


.4739, 4822.. 5201 


GI Descrip. 


■4406815/gb|AAD20123| 7.0e-61 


(AC006201) putative peptide 




methionine sulfoxide reductase [Arabidopsis thaliana] 1 


Seq. No. 


8009 


Seq. ID 


OJ991121_46.9C13.C2 


Gene No. 


16887 


Strand 




Cf -i -K- 4- 
btdlt 


1 


End 


2939 


Name 


OJ991121 46.9C13.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2939 


GI 


4406821 


Score 


820 


Exons 


1..53, 431. .757, 862. .947, 2177. .2939 




GI Descrip. 


(AC006201) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8009 


.Seq. ID 


OJ991121_46.9C13.C2- 


Gene No. 


16887 


Strand 




Start 


1 


End 


2939 


Name 


OJ991121 46.9C13.C2.ol.gp 


Method 


AAT/GAP 


Start 


417 


End 


955 


GI 


4714964 


Score 


750 


Exons 


417. .757, 862. .955 






GI Descrip. 


4406821/gb|AAD20129| 3.0e-77 


(AC006201) 


hypothetical protein 




[Arabidopsis thaliana] 






Seq. No. 


8009 


Seq. ID 


OJ991121_46.9C13.C2 


Gene No . 


16888 


Strand 




Start 


5331 


End 


6446 


Name 


OJ991121 46. 9C13.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


707 


End 


2319 


GI 


none 


Score 


103 


Exons 


707. .757, 860. .949, 860. .949, 


865. .954, 


2181. .2318, 2218. .23: 


Seq. No. 


8009 


Seq. ID 


OJ991121_46. 9C13.C2 


Gene No". 


16888 


Strand 





8335 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5331 End 

0 J99112 1_4 6 . 9C13 . C2 . o3 . tm Method 

34 4 9 End 

none Score 



6446 

TBLASTX: Maize 

4677 

221 



3449. .3598, 3459. .3593, 4083. .4193, 4089. .4187, 4590. .4673, 
4592. .4672, 4594. .4677 



8009 

16888 

5331 

OJ991121_4 6. 9C13.C2.ol.tc 

3452 

none 

3452. .3598, 
4806. .5018, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 46.9C13.C2 



3459.. 3593, 4088. 
4819.. 5019, 4820. 



6446 

TBLASTX: Cress 
5019 
203 

4192, 4089. .4199, 4671. .4739, 
5014, 4822. .5019 



8009 

16888 

5331 

OJ991121_4 6 . 9C13 . C2 . ol . ts 

3452 

none 

3452.. 3598, 3459 .. 3593, 4088 . 
4592.. 4735, 4806.. 4898, 4822. 

8009 
16888 
5331 . 

OJ991121_4 6.9C13.C2.ol.tm 

4691 

none 



Seq. ID OJ991121_46.9C13.C2 
Strand 

End 64 4 6 

Method TBLASTX : Soybean 

End 4 932 

Score 212 

.4192, 4089. .4187, 4590. .4739, 
.4932 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_46.9C13.C2 
6446 

TBLASTX: Maize 

5022 

69 



4691. .4738, 4692. .4739, 4785. .5021, 4819. .5022, 4822. .5022 

8009 Seq. ID OJ991121_4 6 . 9C13 . C2 

16888 Strand 

5331 End 6446 

OJ991 121_4 6 . 9C13 . C2 . o3 . gp Method AAT/GAP 

5331 End 6295 

28820_1.R1084 Score 1227 

5331.. 5879, 5969.. 6119, 6235.. 6295 

'5803254/dbj | BAA83564.il 4.0e-69 (AP000399) ESTs 

C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084 ) 

correspond to a region of the predicted gene; hypothetical 

protein [Oryza sativa] 1 



8009 Seq. ID 

16888 Strand 

5331 End 

OJ991121_4 6 . 9C13 . C2 . o4 . gp Method 

5496 End 

28820__1.R1084 Score 

5496. .5879, 5969. .6119, 6235. .6295, 



OJ991121_46. 9C13.C2 

6446 
AAT/GAP 
6446 
972 
6424. .6446 



1 5803254/dbj IBAA83564.il 4.0e-69 (AP000399) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] ' 



8336 






Seq. No. 


8009 Seq. ID 


OJ991121_46. 9C13.C2 




Gene No. 


16888 Strand 






Start 


5331 End 


6446 




Name 


OJ991121 46.9C13.C2.o2.tm Method 


TBLASTX: Maize 




Start 


5817 End 


6296 




GI 


none Score 


88 




Exons 


5817. .5891, 5817. .5891, 5819. .5896, 5819. .5896, 6008. .6124, 






6015.. 6122, 6017.. 6127, 6234.. 6296, 6239.. 6283 




Seq. No. 


8009 Seq. ID 


OJ991121 46.9C13.C2 




Gene No . 


16888 Strand 






Start 


5331 End 


6446 




Name 


OJ991121 46.9C13.C2.o3.gs Method 


GENSCAN 




Start 


6195 End 


6293 




GI 


none Score 


.96 




Exons 


6195. .6293 






Seq. No. 


8010 Seq. ID 


OJ991121__46. 9C13.C3 




Gene No. 


16889 Strand 


+ 




Start 


2982 End 


6364 




Name 


OJ991121 46.9C13.C3.o3.np Method 


AAT/NAP 




Start 


2982 End 


6364 




GI 


4335715 Score 


76 




Exons 


2982. .3047, 4672. .4869, 6316. .6364 




t 

B i 


GI Descrip. 


(AC006248) putative glucosyltransf erase [Arabidopsis thaliana] 


= ? 

Tz 
: t 


Seq. No. ' 


8010 Seq. ID 


OJ991121_46. 9C13.C3 


L! 




16889 Strand 


+ 




Start 


2982 End 


6364 




Name 


OJ991121 46.9C13.C3.o2.gs Method 


GENSCAN 


kt 


Start 


3340 End 


4684 


~i 
sf 


GI 


none Score 


.87 


! I 

i : 
sf 


Exons 


3340. .3391, 4081. .4260, 4523. .4593, 4604. .4684 


= ! 


Seq. No. 


8010 Seq. ID 


OJ991121_46. 9C13.C3 




Gene No. 


16890 Strand 




E 


Start 


1 End 


4625 




Name 


OJ991121 46.9C13.C3.ol.gp Method 


AAT/GAP 


s i 


Start 


1 End 


179 




GI 


28820 1.R1084 Score 


288 


= ! 


Exons 


1. .179 






GI Descrip. 


'5803254/dbj | BAA83564.il 4.0e-69 (AP000399) ESTs 






C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084) 






correspond to a region of the predicted gene; hypothetical 






protein [Oryza sativa] 1 






Seq. No. 


8010 Seq. ID 


OJ991121_46. 9C13.C3 




Gene No. 


16890 Strand 






Start 


1 End 


4625 




Name 


OJ991121 46.9C13.C3-ol.np Method 


AAT/NAP 




Start 


1 End 


2730 




GI 


3033386 Score 


308 




Exons 


1..245, 2004. .2081, 2632. .2730 






GI Descrip. 


(AC004238) putative RING3 protein [Arabidopsis thaliana] 




Seq. No. 


8010 Seq. ID 


OJ991121_46. 9C13.C3 




Gene No. 


16890 Strand 





8337 



Start 
Name 
Start 
GI 

Exons 



OJ991121_4 6.9C13.C3.ol.gs 

21 

none 

21. .245, 2004. .2081, 2632. 



End 

Method 

End 

Score 



4625 
GENSCAN 
3126 
.71 



.2775, 3013.. 3126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8010 Seq. ID OJ991121_46.9C13.C3 

16890 Strand 

1 End 4 625 

OJ991121_4 6 . 9C13 . C3 . o3 . gp Method AAT/GAP 

2632 End 2764 

2442805 Score 234 

2632.. 2764 

3033386 6.0e-24 (AC004238) RING3-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8010 Seq. ID 

16890 Strand 
1 End 
OJ991121_46 . 9C13 . C3 . o2 . np Method 

2681 .:. End 
3063449 Score 



OJ991121_46.9C13.C3 

4625 
AAT/NAP 
4625 
117 



2681. .2706, 4214. .4368, 4445. .4625 
(AC003981) F22013.ll [Arabidopsis thaliana] 



8010 Seq. ID 

16891 ~ Strand 

5631 End 

OJ991121_4 6 . 9C13 . C3 . ol . ts Method 

16 End 

none Score 

16. .180, 20. .178, 21. .179 



OJ991121_46. 9C13.C3 
6442 

TBLASTX : Soybean 

180 

96 



OJ991121 46.9C13.C3 



8010 Seq. ID 

16891 Strand 

5631 End 

OJ991121_46. 9C13.C3.ol.tm Method 

57 End 

none Score 

S7..254, 59. .235, 68. .271, 87. .248, 1998. .2093, 2004 
2629. .2703, 2648. .2704, 2701. .2775, 2702. .2818, 3004 
3017. .3061 



64 42 

TBLASTX: Maize 

3061 

143 " 



.2084, 
.3060, 



Seq. No. 


8010 










Seq. ID 


OJ991121_46. 9C13 


.C3 


Gene No. 


16891 










Strand 






Start 


5631 










End 


6442 




Name 


OJ991121 


_46. 


9C13. 


C3.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


60 










End 


2081 




GI 


none 










Score 


85 




Exons 


60. .191, 


79. 


.180, 


175. 


.249, 


189. .248, 


2001. .2081 




Seq. No. 


8010 










Seq. ID 


OJ991121_46. 9C13 


.C3 


Gene No. 


16891 










Strand 






Start 


5631 










End 


6442 




Name 


OJ991121 


_4 6. 


9C13. 


C3.o2 


.tm 


Method 


TBLASTX : ; Mai ze 




Start 


4235 










End 


4525 




GI 


none 










Score 


99 





8338 



# • 



Exons 


4235.. 4369, 4263.. 4370 


, 4273. 


.4371, 4445. .4525, 4449. .4517 


Seq. No. 


8010 






Seq. ID 


OJ991121_46.9C13.C3 


uene wo . 


1 £fiQ1 
1D0?1 






Strand 




Start 


5631 






End 


6442 


Name 


OJ991121 46.9C13.C3.ol 


.tw 




Method 


TBLASTX: Wheat 


Start 


4255 






End 


4525 


GI 


none 






Score 


134 


Exons 


4255. .4371, 4273. .4374 


, 4443. 


.4517, 4445. .4525, 4452. .4517 


Seq. No. 


8010 






Seq. ID 


OJ991121_46.9C13.C3 


Gene No. 


16891 






Strand 




Start 


5631 






End 


6442 


Name 




.gp 




Method 


AAT/GAP 


Start 


5631 






End 


6442 


GI 


33668 1.R1084 






Score 


1561 


Exons 


5631. .6442 










GI Descrip. 


'4406821/gb|AAD20129| 


3.0e 


-77 


(AC006201) hypothetical protein 




[Arabidopsis thaliana] 


t 








Seq. No. 


8011 






Seq. • ID 




Gene No. 


16892 






Strand 






i 






End 


473 


Name 


OJ991121 46.9C13.C5.ol 


.np 




Method 


AAT/NAP 


Start 


1 






End 


448 


GI 


1764100 






Score 


461 


Exons ■ 


1. .448 










GI Descrip. 


(U81805) GDP-D-mannose 


-4, 6-dehydratase 


[Arabidopsis thaliana] 


Seq. No. 


8011 






Seq. ID 


OJ991121_46.9C13.C5 


(^ene jno . 








Strand 


- 


Start 


1 






End 


473 


Name 


OJ991121 46.9C13.C5.ol 


.tc 




Method 


TBLASTX: Cress 


Start 


7 






End 


367 


GI 


none 






Score 


59 


Exons 


.7. .138, 74. .124, 212.. 


367, 


215. .367 




Seq. No. 


8011 






Seq. ID 


OJ991121_4 6;9C13.C5 


Liene ino . 


1 CQQO 
1DO Z7Z 






Strand 




Start 


1 






End 


473 


Name 


OJ991121 46. 9C13.C5.ol 


.ts 




Method 


TBLASTX: Soybean 


Start 


7 






End 


367 


GI 


none 






Score 


69 


Exons 


7. .138, 74. .130, 212.. 


367, 


215. .364 




Seq. No. 


8011 






Seq. ID 


OJ991121_46.9C13.C5 


Gene No . 


1 DO 






Strand 




Start 


1 






End 


473 


Name 


OJ991121 46.9C13.C5.ol 


.gs 




Method 


GENSCAN 


Start 


13 






End 


473 


GI 


none 






Score 


.68 


Exons 


13. .114, 173. .473 










Seq. No. 


8011 






Seq. ID 


OJ991121_46.9C13.C5 


Gene No. 


16892 






Strand 




Start 


1 






End 


473 


Name 


OJ991121 46.9C13.C5.ol 


. tm 




Method 


TBLASTX: Maize 



8339 



Start 


40 








End 


337 


GI 


none 








Score 


68 


Exons 


40. .141; 74. 


.130, 


173. . 


337, 


173. .337 




Seq. No. 


8012 








Seq. ID 


OJ991121 


Gene No. 


16893 








Strand 


+ 


Start 


4313 








End 


8726 


Name 


. OJ991121 46. 


9C13. 


C6.o2. 


gs 


Method 


GEN SCAN 


Start 


4313 








End 


7515 


GI 


none 








Score 


.71 


Exons 


4313. .4421, 


4650. 


.4829, 


5003 


..5118, 6106. .6228, 




7442. .7515 












Seq. No. 


8012 








Seq. ID 


OJ991121 


Gene No> 


16893 








Strand 


+ 


Start 


4313 








End 


8726 


Name 


OJ991121 46. 


9C13. 


C6.o2. 


np 


Method 


AAT/NAP 


Start 


4642 








End 


8726 


GI 


3695379 








Score 


645 


Exons 


4642. .4726, 


4773. 


.4932, 


5003 


..5118, 6133. .6228, 




6547. . 6616, 


6674. 


.6776, 


8607 


. .8726 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6547. .6616, 



46.9C13.C6 



6382. .6465, 



(AF096370) contains similarity to a C. elegans hypothetical 
protein F44G4.1 (GB:Z49910) and several yeast hypothetical 
proteins such as 35.1 KD protein in NAM8-GAR1 intergenic region 
(SP:P38805) [Arabidopsis thaliana] 



8012 Seq. ID 

16894 Strand 

372 End 

OJ991121_4 6 . 9C13 . C6 . ol . gs Method 

372 End 

none Score 



OJ991121_46.9C13.C6 

3548 
GENSCAN 
3548 
.68 



372. .511, 2305. .2380, 2966. .3139, 3249. .3548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



8012 

16894 

372 

OJ991 121_4 6 . 9C13 . C6 . ol . gp 
2200 

70544_1.R1084 

2200. .2406, 2966. .3139, 3249. 



OJ991121 46.9C13.C6 



Seq. ID _ 
Strand 

End 3548 
Method AAT/GAP 
End 3487 
Score 1085 
3487 

, 3914555/sp|065693|RBFA_ARATH 6.0e-48 PUTATIVE RIBOSOME-BINDING 
FACTOR A, CHLOROPLAST PRECURSOR >gi_3096942_emb_CAA18852 . 1_ 
(AL023094) putative protein [Arabidopsis thaliana] 1 



8012 Seq. ID 

16894 Strand 
372 End 
OJ991121_46. 9C13.C6.ol.np Method 
2255 End 
3914555 Score 
2255. .2431, 2966. .3160, 3234. .3485 

PUTATIVE RIBOSOME-BINDING FACTOR A, CHLOROPLAST PRECURSOR 
gi I. 3096942 | emb | CAA18852.il (AL023094) putative protein 
[Arabidopsis thaliana] 



OJ991121_46.9C13.C6 

3548 
AAT/NAP 
3485 
511 



Seq. No. 



8012 



Seq. ID OJ991121_46. 9C13.C6 



8340 



OC11C ViKJ ■ 


16895 








Strand 




Start 


8195 








End 


8665 


Name 


OJ991121 46, 


.9C13- 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2963 








End 


3109 


GI 


none 








Score 


204 


Exons 


2963. .3109, 


2966. 


.3109 








Seq. No. 


8012 








Seq. ID 


OJ991121_46. 9C13.C6 




16895 








Strand 




Start 


8195 








End 


8665 


Name 


OJ991121 46, 


. 9C13. 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3077 








End 


3432 


GI 


none 








Score 


83 


Exons 


3077. .3115, 


3078. 


.3140, 


3232. 


.3432, 3246. .3431 


Seq. No. 


8012 








Seq. ID 


OJ991121_46.9C13.C6 


VJCllC LW * 


16895 








Strand 




Start 


8195 








End 


8665 


Name 


OJ991121 46, 


. 9C13. 


C6.o3. 


tm 


Method 


' TBLASTX: Maize 


Start 


4788 








End 


5063 


GI 


none 








Score 


114 


Exons 


4788. .4940, 


4790. 


.4927, 


5034. 


.5063, 5035.. 5061 


Seq. No. 


8012 








Seq. ID 


OJ991121_46.9C13.C6 


Gene No. 


16895 








Strand 




Start 


8195 








End 


8665 


r* dine 




9C13 


C6 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


4793 








End 


8665 


GI 


none 








Score 


132 


Exons 


4793. .4924, 


5035. 


.5127, 


5037. 


.5126, 6130.. 6225, 6132.. 6224, 




6381. .6464, 


6382. 


.6468, 


6546. 


.6614, 6547. .6615, 6714. .6776, 




6716. .6772, 


8576. 


.8665, 


8601. 


.8663 




Seq. No. 


8012 








Seq. ID 


OJ991121_46. 9C13.C6 


Gene No. 


16895 








Strand 




Start 


8195 








End 


8665 


Name ' 


OJQQ1121 46 


, 9C13 . 


C6 ol 




Method . 


TBLASTX': Maize 


Start 


6177 








End 


6754 


GI 


none 








Score 


72 


Exons 


6177. .6224, 


6178. 


.6225, 


6374. 


.6466, 6379. .6468, 6381. .6464, 




6382. .6465, 


6546. 


.6614, 


6546. 


.6614, 6547. .6615, 6547. .6615, 




6713. .6754, 


6714. 


.6752 








Seq. No. 


8012 








Seq. ID 


OJ991121_46. 9C13vC6 




168 95 








Strand 




Start 


8195 








End 


8665 


Name 


OJ991121 46. 


9C13. 


C6.o3. 


gs 


Method 


GENSCAN 


Start 


8195 








End 


8367 


GI 


none 








Score 


.93 


Exons 


8195. .8367 












Seq. No. 


8013 








. Seq. ID 


OJ991121_46.9C13.C7 


Gene No. 


16896 








Strand 


+ 


Start 


1 








End 


1729 


Name 


OJ991121 46. 


9C13. 


C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1729 


GI 


3695379 








Score 


105 



8341 



Exons "1. .42, 391.. 480, 1706.. 1729 

GI Descrip. (AF096370) contains similarity to a C. elegans hypothetical 
protein F44G4.1 (GB:Z49910) and several yeast hypothetical 
proteins such as 35.1 KD protein in NAM8-GAR1 intergenic region 
(SP:P38805) [Arabidopsis thaliana] 



Seq. No. 8013 

Gene No. 16896 

Start 1 

Name OJ991121_4 6. 9C13.C7 .ol. ts 

Start 376 

GI none 
Exons 



Seq. ID OJ991121__46.9C13.C7 

Strand + 

End 1729 

Method TBLASTX : Soybean 

End 616 

Score 160 



376. .480, 387. .485, 391. .480, 573. .614, 575. .616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8013 

16896 

1 

OJ991121_4 6.9C13.C7.ol.tc 

387 
none 



Seq. ID OJ991121_46.9C13.C7 



Strand 
End 

Method 

End 

Score 



+ 

1729 

TBLASTX: Cress 

638 

83 



387. .485, 390. .476, 391. .480, 573. .638, 575. .613 



Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13.C8 


Gene No. 


16897 


Strand 


+ 


Start 


. 11711 


End 


16008 


Name 


OJ991121 46.9C13.C8.o3.np 


Method 


AAT/NAP 


Start 


11711 


End 


16008 


GI 


1171577 


Score 


254 


Exons 


11711. .11769, 13224. .13370, 


13539. .13950, 15845.. 16008 


GI Descrip. 


(X95343) hypersensitivity-related gene 


[Nicotiana tabacum] 


Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13.C8 


Gene No. 


16897 


Strand 


+ 


Start 


11711 


End 


16008 


Name 


OJ991121 46.9C13.C8.o3.gs 


Method 


GENSCAN 


Start 


12819 


End 


14256 


GI 


none- 


Score 


.79 


Exons 


12819. .12939, 12963 12999, 


13060. .13219, 13239. .13370, 



13539. .13668, 13676.. 14256 



Seq. No. 8014 Seq. ID 

Gene No. 16897 Strand 

Start 11711 End 

Name OJ991121_4 6 . 9C13 . C8 . o4 . gs Method 

Start 15341 End 

GI none Score 

Exons 15341. .15428, 15845.. 15972 

Seq. No. 8014 Seq. ID 

Gene No. 16898 Strand 

Start 1295 End 

Name OJ991121_4 6 . 9C13 . C8 . ol . gp Method 

Start 1295 End 

GI 4714278 Score 

Exons 1295.. 1670 



OJ991121_46. 9C13.C8 

+ 

16008 
GENSCAN 
15972 
.65 



OJ991121_46.9C13.C8 

1670 
AAT/GAP 
1670 
704 



Seq. No. 



8014 



Seq. ID OJ991121_46.9C13.C8 



8342 




Gene No. 


16899 


Strand 






Start 


1728 


End 


2082 




Name 


OJ991121 46. 


9C13 . C8 . ol . np Method 


AAT/NAP 




Start 


1728 


End 


2082 




GI 


4582443 


Score 


225 




Exons 


1728. .1946, 


1981. .2082 






GI Descrip. 


(AC007142) putative auxin-regulated protein [Arabidopsis 




thaliana] 








Seq. No. 


8014 


Seq. ID 


OJ991121_46. 9C13. 


C8 


bene no . 


16900 


Strand 






Start 


yuuj 


* End 


12169 




Name 


OJ991121 46. 


9C13.C8.o2.tc Method 


TBLASTX: Cress 




Start 


1728 


End 


2037 




GI 


none 


Score 


55 




Exons 


1728. .1781, 


1827. .1943, 1999. .2037 






Seq. No. 


8014 


Seq. ID 


OJ991121_46. 9C13. 


C8 


Gene No . 


16900 


Strand 






Start 


yuu j 


End 


12169 




Name 


OJ991121 46. 


9C13 . C8 . o2 . tm Method 


TBLASTX: Maize 




Start 


1731 


End 


1943 




GI 


none 


Score 


62 




Exons 


1731. .1784, 


1741. .1779, 1827. .1943, 1857. .1943 




Seq. No. 


8014 


Seq. ID 


OJ991121_46. 9C13. 


C8 


Gene No . 


16900 


Strand 






Start 


9003 


End 


12169 




Name 




9C13.C8.o2.gp Method 


AAT/GAP 




Start 


8513 


End 


10769 




GI 


5002768 


Score 


1239 




Exons 


8513. .8843, 


8940. .9018, 10408. .10532, 


10622. .10769 




Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13. 


C8 


Gene No. 


16900 


Strand 






Q4- n v+- 


9003 


End 


12169 




Name 


OJ991121 46. 


9C13.C8.o2.gs Method 


GENSCAN 




Start 


9003 


End 


12169 




GI 


none 


Score 


.57 




Exons 


9003. .9018, 


9373.. 9710, 10408. .10532, 


10622. .10809, 






10886. .11107 


, 11221. .11303, 11948. .12169 




Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13. 


C8 


Gene No. 


16900 


Strand 






O Lai. L. 


9003 


End 


12169 




Name 


OJ991121 46. 


9C13.C8.o2.np Method 


AAT/NAP 




Start 


10608 


End 


11738 




GI 


4406818 


Score 


494 




Exons 


10608. .10809 


, 10886. .11107, 11221. .11303, 11646. .11738 




GI Descrip. 


(AC006201) unknown protein [Arabidopsis thaliana] 




Seq. No. 


8014 


Seq. ID 


OJ991121_46. 9C13. 


C8 


Gene No. 


16900 


Strand 






Start 


9003 


End 


12169 




Name 


OJ991121 46. 


9C13.C8.ol.tc Method 


TBLASTX: Cress 




Start 


10624 


End 


11040 




GI 


none 


Score 


110 





8343 




Exons 10624. .10761, 10651 10773, 10662 .. 10808 , 10880 .. 11029, 

10883. .11035, 10885. .11040, 10891. .11040 



Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13 


.C8 


Gene No. 


16900 


Strand 






Start 


9003 


End 


12169 




Name 


OJ991121 46.9C13.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10654 


End 


10948 




GI 


none 


Score 


41 




Exons 


10654. .10683, 10683. .10808, 


10684. .10773, 10695. .10805, 






10883. .10948, 10885. .10947 








Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13 


.C8 


Gene No. 


16900 


Strand 






Start 


9003 


End 


12169 




Name 


OJ991121 46.9C13.C8.ol.tm 


Method 


" TBLASTX: Maize 




Start 


11018 


End 


11306 




GI 


none 


Score 


107 




Exons 


11018. .11104, 11018. .11101, 


11020. .11103, 11218. .11304, 






11219. .11305, 11222. .11305, 


11223. .11306 




Seq. No. 


8014 


Seq. ID 


OJ991121_46.9C13 


.C8 


Gene No. 


16901 


Strand 






Start 


13224 


End 


13857 




Name 


• OJ991121 46.9C13.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13224 


End 


13857 




GI 


none 


Score 


62 




Exons 


13224. .13277, 13496 .. 13564, 


13539. .13655, 13665 .. 13856, 






13666. .13857 








Seq. No. 


8015 


Seq. ID 


OJ991121_46.9C13 


.Cll 


Gene No. 


16902 


Strand 


+ 




Start 


1 


End 


5132 




Name 


OJ991121 46.9C13.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5132 




GI 


5541717 


Score 


620 




Exons 


1..98, 198. .347, 530. .618, 797. .989, 1421. .1848, 2112... 


2453, 




3010. .3118, 3934. .4034, 4463 


..4588, 4690. .4815, 5073. .5132 


GI Descrip. 


(AL049655) kinesin-like protein [Arabidopsis thaliana] 




Seq. No. 


8015 


Seq. ID 


OJ991121 46.9C13 


.Cll 


Gene No. 


16902 


Strand 


+ 




Start 


1 


End 


5132 




Name 


OJ991121 46.9C13.Cll.b3.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


291 




GI 


none 


Score 


128 




Exons 


2. .100, 15. .98, 16. .99, 158. 


.283, 184. 


.291, 184. .282 




Seq. No. 


8015 


Seq. ID 


OJ991121_46.9C13 


.Cll 


Gene No. 


16902 


Strand 


+ 




Start 


1 


End 


5132 




Name 


OJ991121 46.9C13.Cll.ol.gs 


Method 


GEN SCAN 




Start 


35 


End 


4815 




GI 


none 


Score 


.88 




Exons 


35. .98, 198. .347, 530. .618, 


797. .1000, 


1662.. 1754, 2306 


. .2437, 




2845. .2967, 3577. .3718, 3942 


..4034, 4463. .4588, 4690. .4! 


815 



8344 



Seq. No. 8015 Seq. ID 

Gene No. 16902 Strand 

Start 1 End 

Name OJ991121_46 . 9C13 . Cll . o2 . ts Method 

Start 257 End 

GI none Score 

Exons 257. .349, 259.. 351, 291.. 353, 501.. 623, 522 

775. .993, 780. .911, 797. .997, 800. .988 



OJ991121_46.9C13.Cll 
+ 

5132 

TBLASTX : Soybean 
997 
146 

617, 529. .618, 



Seq. No. 8015 

Gene No. 16902 

Start 1 

Name OJ991121__4 6 . 9C13 . Cll . o2 . tm 

Start 305 

GI none 

Exons 305.. 349, 305.. 349, 307 
780. .989, 796. .999, 797 



Seq. ID OJ991121_46. 9C13.C11 
Strand + 
End 5132 
Method TBLASTX : Maize 
End 2242 
Score 75 
351, 522. .617, 522.-623, 529. .618, 
1000, 797. .1000, 1644. .1751, 



1659. .1751, 1660. .1752, 2103. .2156, 2110. .2169, 2152. .2241, 
2159. .2242 



Seq. No.. 8015 

Gene No. 16902 

Start 1 

Name OJ991121_4 6 . 9C13 . Cll . ol . ts 

Start 3607 

GI none 

Exons 3607.. 3717, 3941.. 4039, 4447, 
4462. .4587, 4665. .4814, 4668, 



Seq. ID OJ991121_46. 9C13.C11 

Strand + 

End 5132 

Method TBLASTX: Soybean 

End 4814. 

Score 71 

.4587, 4447. .4536, 4449. .4586, 
.4772, 4688. .4774, 4690. .4773 



Seq. No. 8015 

Gene No. 16902 

Start 1 

Name OJ991121_4 6 . 9C13 . Cll . ol . tc 

Start 3953 

GI none 

Exons 3953.. 4039, 3953.. 4033, 4447. 

4665. .4814, 4668.. 4805, 4688, 



Seq. ID OJ991121_46.9C13.Cll 

Strand + 

End 5132 

Method TBLASTX: Cress 

End 4814 

Score 113 

.4587, 4447. .4587, -4447. .4578, 
.4804 



Seq. No. 8015 
Gene No. 16902 
Start 1 

Name OJ991121_4 6 . 9C13 . Cll . ol . tm 

Start 3995 
GI none 
Exons 3995.. 4033, 

4668. .4829, 

4732. .4827 



4447. .4587, 4447, 
4685.. 4804, 4688. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4587, 444-7 
.4822, 4689 



OJ991121_46.9C13.Cll 
+ 

5132 

TBLASTX: Maize 
4829 
199 

4587, 4449. .4577, 
4814, 4689.. 4826, 



Seq. No. 8016 Seq. ID 

Gene No. 16903 Strand 

Start 1 End 

Name OJ991 121_4 6 . 9C13 . C12 . ol . np Method 

Start 1 End 

GI 5541717 Score 

Exons 1..87, 439.. 572, 699.. 829 

GI Descrip. (AL049655) kinesin-like protein [Arabidopsis thaliana] 



OJ991121_46.9C13.C12 
+ 

1247 
AAT/NAP 
829 
14 8 



8345 




Seq. No. 


8016 




Seq. ID 


OJ991121_46. 


9C13.C12 


Gene No . 


16903 




Strand 


+ 




Start 


1 




End 


1247 




Name 


OJ991121 46.9C13.C12.ol.gs 




Method 


GENSCAN 




Start 


444 




End 


859 




GI 


none 




Score 


.75 




Exons 


444. .572, 699. .859 










Seq. No. 


8016 




Seq. ID 


OJ991121_46. 


9C13.C12 


Gene No . 


16903 




Strand 


+ 




Start 


1 




End 


1247 




Name 


OJ991121 46.9C13.C12.ol.gp 




Method 


AAT/GAP 




Start 


691 




End 


1247 




GI 


none 




Score 


1002 




Exons 


691. . 1247 










Seq. No. 


- 

8016 




Seq. ID 


OJ991121_46. 


9C13.C12 


Gene No. 


16904 




Strand 


+ 




Start 


3205 




End 


4710 




Name 


OJ991121 46.9C13.C12.o3.gs 




Method 


GENSCAN 




Start 


3205 




End 


4710 




GI 


none 




Score 


.78 




Exons 


3205. .3395, 4279. .4364, 4697 


- 


.4710 






Seq. No. 


8016 . 




Seq. ID 


OJ991121_46. 


9C13.C12 


Gene No. 


16905 




Strand 


+ 




Start 


6641 




End 


9830 




Name 


OJ991121 46.9C13.C12.o2.gp 




Method 


AAT/GAP 




Start 


6641 




End 


9830 




GI 


LIB3477-003-P1-K1-E9 




Score 


95 




Exons 


6641.. 6670, 9765.. 9830 










GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


8016 




Seq. ID 


OJ991121_46. 


9C13.C12 


Gene No. 


16906 




Strand 


+ 




Start 


11259 




End 


11817 




Name 


OJ991121 46.9C13.C12.o3.np 




Method 


AAT/NAP 




Start 


11259 




End 


11817 




GI 


3668079 




Score 


189 




Exons 


11259. .11409, 11465. .11520, 


11644. . 11817 




GI Descrip. 


(AC004667) putative AT-hook 


DNA-binding protein [Arabidopsi 




thaliana] 










Seq. No. 


8016 




Seq. ID 


OJ991121_46. 


9C13.C12 


Gene No. 


16907 




Strand 






Start 


1 




End 


4371 




Name 


OJ991121 46.9C13.C12.o2.np 




Method 


AAT/NAP 




Start 


1 




End 


4371 




GI 


2759989 




Score 


53 




Exons 


1..41, 1994. .2177, 4303. .4371 








GI Descrip. 


(AJ001159) hypothetical protein [Ralstonia eutropha] 


Seq. No. 


8016 




Seq. . ID 


OJ991121_46. 


9C13.C12 


Gene No. 


16907 




Strand 






Start 


1 




End 


4371 





8346 



Name 

Start 

GI 

Exons 



OJ991121_4 6 . 9C13 . C12 . ol . tm Method T BLAST X : Maize 

437 End 867 

none Score 230 

437. .577, 442. .570, 443. .571, 697. .861, 698. .862, 698.-862, 
699. .866, 700. .867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8016 

16907 

1 

OJ991121_46.9C13.C12.ol.ts 

437 

none 



Seq. ID OJ991121_46.9C13.C12 
Strand 

End 4371 

Method TBLASTX : Soybean 

End 853 

Score 200 



437. .577, 442. .570, 477. .593, 697. .852, 698.-853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8016 

16907 

1 

OJ991121_4 6. 9C13.C12.o2.gs 

1982 

none 



Seq. ID OJ991121_46.9C13.C12 
Strand 

End 4 371 

Method GEN SCAN 

End 28 60 

Score .73 



1982. .2298, 2396.-2556, 2829. .2860 



Seq. No. . 8016 

Gene No. 16908 

Start 11657 

Name OJ991121_4 6 . 9C13 . C12 . ol . tc 

Start 11657 

GI none 

Exons 11657. .11806, 11658.. 11807 



Seq. ID OJ991121_46.9C13.C12 
Strand 

End ' 11807 

Method TBLASTX : Cress 

End 11807 

Score 196 



Seq. No. 8016 

Gene No. 16908 

Start 11657 

Name OJ991121_46 . 9C13 . C12 . o2 . ts 

Start 11657 

GI none 

Exons 11657. .11806, 11658 .. 11807 ' 



Seq. ID OJ991121_46.9C13.C12 
Strand 

End 11807 

Method TBLASTX : Soybean 

End 11807 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8016 

16908 

11657 

OJ991121_4 6 . 9C13 . C12 . ol . tw 

11666 

none 



Seq. ID OJ991121_46.9C13.C12 
Strand 

End 11807 

Method TBLASTX : Wheat 

End 11807 

Score 189 



11666. .11797, 11667. .11801, 11748. .11807 



Seq. No. 8016 

Gene No. 16908 

Start 11657 

Name 0 J 9 9 1 1 2 1_4 6.9C13.C12.o2.tm 

Start 11666 

GI none 

Exons 11666. .11803, 11667.. 11804 



Seq. ID OJ991121_46.9C13.C12 
Strand 

End 11807 

Method TBLASTX : Mai ze 

End 11804 

Score 184 



Seq. No. 
Gene No. 
Start 



8017 

16909 

1 



Seq. ID OJ991121_46.9C13.C13 
Strand + 
End 348 



8347 



Name 


OJ991121_46.9C13.C13 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


345 




GI 


4586110 




Score 


206 




Exons 


1 . . 345 










GI Descrip. 


(AL04 9638) putative 


DNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


8017 




Seq. ID 


OJ991121_46. 


9C13.C13 


Gene No. 


16909 




Strand 


+ 




Start 


1 




End 


348 




Name 


OJ991121__4 6. 9C13.C13 


.ol.gs 


Method 


GENS CAN 




Start 


100 




End 


348 




GI 


none 




Score 


. 96 




Exons 


100. .348 










Seq. No. 


8017 




Seq. ID 


OJ991121_46. 


9C13.C13 


Gene No. 


16910 




Strand 


+ 




Start 


282 




End 


598 




Name 


OJ991121_4 6. 9C13.C13 


.ol. gp 


Method 


AAT/GAP 




Start 


282 




End 


598 




GI 


none 




Score 


610 




Exons 


282 . .598 










Seq. No. ■ 


8017 




Seq. ID 


OJ991121 46. 


9C13.C13 


Gene No. 


16911 




Strand 






Start 


825 




End 


3481 




Name 


OJ991121 46.9C13.C13 


.o2 .gs 


Method 


GEN SCAN 




Start 


825 




End 


3481 




GI 


none 




Score 


. 64 




Exons 


825. .859, 3020. .3126 


, 3393. 


.3481 






Seq. No. 


8018 




Seq. ID 


OJ991121_46. 


9C13.C14 


Gene No. 


16912 




Strand 


+ 




Start 


55 




End 


147 




Name 


OJ991121_4 6. 9C13.C14 


.ol .gs 


Method 


GENSCAN 




Start 


55 




End 


147 




GI 


none 




Score 


.72 




Exons 


55 . .147 










Seq. No. 


8018 




Seq. ID 


OJ991121 46. 


9C13.C14 


Gene No. 


16913 




Strand 






Start 


1607 




End 


1768 




Name 


OJ991121_4 6. 9C13.C14 


.o2 .gs 


Method 


GENSCAN 




.Start 


1607 




End 


1768 




GI 


none 




Score 


.53 




Exons 


1607 . . 1768 










Seq. No. 


8019 




Seq. ID 


OJ991121_46. 


9C13.C15 


Gene No . 


16914 




Strand 






Start 


186 




End 


1313 




Name 


OJ991121_4 6. 9C13.C15 


. ol .gs 


Method 


GENSCAN 




Start 


186 




End 


1313 




GI 


none 




Score 


.54 




Exons 


186. .280, 1217. .1313 










Seq. No. 


8019 




Seq. ID 


OJ991121_46. 


9C13.C15 


Gene No. - 


16915 




Strand 






Start 


2216 




End 


2420 





8348 



Name 


OJ991121 4 6. 9C13.C15 ,o2 .gp 


Method 


AAT/GAP 


Start 


2216 


End 


2420 


GI 


none 


Score 


399 


Exons 


2216. .2420 






Seq. No. 


8020 


Seq. ID 


OJ991121 


Gene No. 


16916 


Strand 


+ 


Start 


128 


End 


289 


Name 


OJ991121 46. 9C13.C16.ol .gs 


Method 


GENSCAN 


Start 


128 


End 


289 


GI 


none 


Score 


.89 


Exons 


128. .289 






Seq. No. 


8020 


Seq. ID 


OJ991121 


Gene No. 


16917 


Strand 


+ 


otart. 


ion / 


End 


17491 


Name 


OJ991121 46.9C13.C16.o4 .gp 


Method 


AAT/GAP 


Start 


16117 


End 


17491 


GI 


12339 1.R1084 


Score 


449 


Exons 


16117. .16283, 16438. .16501, 


17082. .17146, 17465 


GI Descrip. 


, 119355/sp|P26301|ENOl MAIZE 


1.0e-123 


ENOLASE 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46.9C13.C16 



.17491 

( 2-PHOS PHOGLYCERATE DEHYDRATASE 1) { 2-PHOSPHO-D-GLYCERATE 

HYDRO-LYASE 1) >gi_1008 69_pir S16257 phosphopyruvate hydratase 

(EC 4.2.1.11) - maize >gi_22273_emb_CAA39454_ (X55981) enolase 
[Zea mays] 1 



8020 Seq. ID 

16917 Strand 

16117 End 

OJ99112 1_4 6 . 9C13 . C16 . o2 . np Method 

16215 End 

119355 Score 



OJ991121_46.9C13.C16 

+ 

17491 
AAT/NAP 
17146 
223 



16215. .16283, 16438 .. 16501, 17082. .17146 
ENOLASE 1 - ( 2-PHOSPHOGLYCERATE DEHYDRATASE 1) 

(2-PHOSPHO-D-GLYCERATE HYDRO-LYASE 1) gi | 100869 | pir | | S16257 
phosphopyruvate hydratase (EC 4.2.1.11) - maize 
gi 1 22273 | emb KCAA394 54 | (X55981) enolase [Zea mays] 



8020 

16918 

1 

OJ991121_4 6.9C13.C16.ol.np 
1 

5360589 



OJ991121 46.9C13.C16 



Seq. ID _ 
Strand 

End 16664 

Method AAT/NAP 

End 2858 

Score 511 

1..49, 153. .221, 313. .429, 1736. .1873, 1984. .2118, 2709. .2858 
(AB022327) nClpP2 [Arabidopsis thaliana] 



Seq. No. 8020 

Gene No. 16918 

Start 1 

Name OJ991 12 1_4 6 . 9C13 . CI 6 . ol . tm 
Start . 1 

GI none 
Exons 



OJ991121 46.9C13.C16 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..51, 2. .52, 2. .52, 151. .222, 153. .224, 153. .245, 154 . .228, 
306. .416, 307. .429, 308..427, 313. .432, 1733. .1894, 1737. .1874, 
1738. .1875, 1978. .2106, 1985. .2077, 1987. .2085, 2573.-2647, 
2577. .2648, 2578. .2652, 2754. .2804, 2755. .2811, 2755. .2805, 



16664 

TBLASTX: Maize 

3018 

36 



8349 



2775.. 2813, 2926.. 3018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8020 

16918 

1 

OJ991121_4 6.9C13.C16.ol.gp 
151 

2801128 



Seq. ID OJ991121_46.9C13.C16 
Strand 

End 16664 

Method AAT/GAP 

End 1873 

Score 551 



151. .221, 313. .429, 1736. .1873 

5360589/dbj IBAA82066.il 3.0e-40 (AB022327) nClpP2 [Arabidopsis 
thaliana] 



8020 

16918 

1 

OJ991121_46. 9C13.C16.ol.tc 

343 

none 



Seq. ID OJ991121_46.9C13.C16 
Strand 

End 16664 

Method TBLASTX: Cress 

End 2091 

Score 146 



343.-387, 379. .429, 1733. .1894, 1737. .1871, 1978. .2091, 
1985. .2077 



Seq. No. 8020 Seq. ID 

Gene No. 16918 Strand 

Start 1 End 

Name OJ991121_4 6 . 9C13 . CI 6 . o2 . gs Method 

Start 1724 End 

GI none Score 
Exons 



OJ991121_46.9C13.C16 

16664 
GENS CAN 
16664 
.73 



1724. .1873, 1984. .2104, 2575. .2802, 2925. .3045, 3051. .3171, 
4137. .4316, 4532. .4714, 5721. .5892, 5973. .6177, 6306. .6582, 
6899. .7060, 7164. .7307, 7406. .7504, 7843. .7951, 8182. .8374, 
9341. .9466, 9928. .10037, 11895 .. 12114 , 12557 .. 12 680, 
12788. .12905, 13424 .. 13776, 14 198 .. 14472 , 14567 .. 14 687 , 
14726. .14939, 15009 .. 15070, 15925 .. 16037 , 16092 .. 1 6362 , 
16590. .16664 



Seq. No. 8020 

Gene No. 16918 

Start 1 

Name OJ991121_4 6. 9C13 .C16.ol . ts 

Start 1770 

GI none 

Exons 1770.. 1871, 1772.. 1894, 1778. 

Seq. No. 8020 

Gene No. 16918 

Start 1 

Name OJ991121_4 6. 9C13.C16.o2 .gp 

Start 4159 

GI 286565 

Exons 4159.. 4316, 4532.. 4714, 5721. 

Seq. No. 8020 

Gene No. 16918 

Start 1 

Name OJ991121_4 6 . 9C13 . C16 . o3 . gp 

Start 6019 

GI none 



OJ991121_46.9C13.C16 
16664 

TBLASTX : Soybean 
2106 
119 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1873, 1978. .2106, 1985. .2077 



Seq.- ID 

Strand 

End 

Method 
End 
Score 
.5809 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_46.9C13.C16 

16664 
AAT/GAP 
5809 
802 



OJ991121_46.9C13.C16 

16664 
AAT/GAP 
7057 
972 



8350 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6019.. 6166, 6364.. 6582, 6899.. 7057 



8021 
16919 
1 

OJ991121 
1 

119355 
1..57, 136. 
1809. .1859, 



46.9C13.C17.ol.np 



Seq. ID OJ991121_46.9C13.C17 
Strand + 
End 3776 
Method AAT/NAP 
End 2855 
Score 1144 
216, 291. .365, 1143. .1205, 1315. .1395, 1520. .1714, 
1949. .2037, 2123. .2174, 2258. .2314, 2778. .2855 
ENOLASE 1 (2-PH0SPH0GLYCERATE DEHYDRATASE 1) 
(2-PHOSPHO-D-GLYCERATE HYDRO-LYASE 1) gi | 100869 | pir | | S16257 
phosphopyruvate hydratase (EC 4.2.1.11) - maize 
gi | 22273 | emb I CAA39454 | (X55981) enolase [Zea mays] 



OJ991121_4 6. 9C13.C17 
+ 

3776 
AAT/GAP 
371 
390 



8021 Seq. ID 

16919 Strand 
1 End 
OJ991121_4 6 . 9C13 . C17 . ol . gp Method 
1 End 
12339_1.R1084 Score 
1..57, 136. .216, 291. .371 

? 119355/sp|P26301|ENOl_MAIZE 1.0e-123 ENOLASE 1 
(2-PHOSPHOGLYCERATE DEHYDRATASE 1) (2-PHOSPHO-D-GLYCERATE 

HYDRO-LYASE 1) >gi_1008 69_pir S16257 phosphopyruvate hydratase 

(EC 4.2.1.11) - maize >gi_22273_emb_CAA39454_ (X55981) enolase 
[Zea mays] ' 



8021 

16919 

1 

OJ991121_4 6.9C13.C17.ol.gs 
52 

none 



Seq. ID OJ991121_46.9C13.C17 

Strand + 

End 3776 

Method GEN SCAN 

End 3776 

Score .69 



52. .57, 291. .365, 1315. .1395, 1520. .1714, 1949. .2037, 
2123. .2174, 2258. .2314, 3519. .3776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8021 
16920 
2870 

OJ991121_4 6. 9C13.C17.ol.tm 
1 

none 

1..57, 3. .59, 98. .214, 115 
290. .367, 1134. .1211, 1142 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 46.9C13.C17 



3121 

TBLASTX: Maize 
2893 
100 

234, 127. .216, 285.-365, 290.. 367, 
1207, 1299.. 1394, 1312.. 1422, 
1314. .1409, 1502. .1714, 1518. .1712, 1519. .1725, 1808. .1861, 
1808. .1861, 1809. .1862, 1937. .2050, 1948. .2043, 2120. .2176, 
2120. .2173, 2121. .2174, 2122. .2175, 2249. .2317, 2250. .2312, 
2257. .2316, 2775. .2858, 2843. .2893 



8021 

16920 

2870 

OJ991121_4 6. 9C13.C17 .o2.tw 
1 

none 



Seq. ID OJ991121_46.9C13.C17 



Strand 
End 

Method 

End 

Score 



3121 

TBLASTX: Wheat 

216 

100 



1..57, 3. .59, 9. .59, 123. .215, 123. .206, 125. .214, 127. .216 



8351 



Seq. No. 


8021 








Seq. ID 


OJ991121_46.9C13.C17 


Gene No. 


16920 








Strand 




Start 


2870 








End 


3121 


Name 


OJ991121 46. 


9C13 


.C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


27 








End 


2861 


GI 


none 








Score ■ 


51 


Exons 

JJAUll C> 


27. .59, 27.. 


59, 


115. .171 


, 127 


..177, 156. .203, 175. .216, 




178. .216, 285. .356, 296. 


.334, 


299. .361 


, 341. .367, 1134. .1211, 




1140. .1205, 


1142 


. .1207, 


1312. 


.1359, 1314. .1358, 1315. .1362, 




1339. .1395, 


1362 


. .1409, 


1502. 


.1711, 1513. .1713, 1557. .1715, 




1806. .1862, 


1806 


. .1859, 


1807. 


.1860, 1937. .2050, 1947. .2015, 




1948. .2043, 


2120 


. .2173, 


2121. 


.2174, 2122. .2175, 2249. .2317, 




2249. .2314, 


2257 


. .2316, 


2775. 


.2861 




Seq. No. 


8021 








Seq. ID 


OJ991121_46.9C13.C17 


Gene No. 


16920 








Strand 




Start 


2870 








End 


3121 


Name 


OJ991121 46. 


9C13 


.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


159 








End 


2859 


GI 


none 








Score 


95 


Exons 


159. .209, 160. .216, 285. 


.365, 


288. .365 


, 296. .367, 302. .367, 




1134. .1211, 


1142 


. .1207, 


1299. 


.1352, 1312. .1359, 1314. .1358, 




1339. .1395, 


1362 


. .1400, 


1502. 


.1711, 1513. .1605, 1518. .1715, 




1562. .1711, 


1663 


. .1713, 


1806. 


.1862, 1806. .1859, 1808. .1861, 




1937. .2050, 


1948 


. .2043, 


2120. 


.2173, 2121. .2174, 2248.-2322, 




99 A Q 9^1 7 


2775 


. .2858, 


2791. 


.2859 




Seq. No. 


8021 








Seq. ID 


OJ991121_46.9C13.C17 


fipnp Mo 


16920 








Strand 




Start 


2870 








End 


3121 


Name 


OJ991121 46. 


9C13 


.C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1538 








End 


2023 


GI 


none 








Score 


266 


Exons 


1538. .1714, 


1540 


. .1605, 


1553. 


.1696, 1663. .1713, 1808. .1861, 




1809. .1862, 


1937 


. .2023, 


1948. 


.2022 




Seq. No. . 


8021 








Seq. ID 


OJ991121_46.9C13.C17 


Gene No. 


16920 








Strand 




Start 


2870 








End 


3121 


Name 


OJ991121 46. 


9C13 


.C17.o2. 


gp 


Method 


AAT/GAP 


Start 


2870 








End 


3121 


GI 


LIB3431-008- 


P1-N1-B10 




Score 


493 


Exons 


2870. .3121 












GI Descrip. 


'5360589/dbj 


IBAA82066.il 


3.0e 


-40 (AB022327) nClpP2 [Arabidopsis 




thalianaj ' 












UCU • Vi <J . 


8022 








Seq. ID 


OJ991121_46.9C13.C18 


Gene No. 


16921 








Strand 


+ 


Start 


2490 








End 


2970 


Name 


OJ991121 46. 


9C13 


.C18.ol. 


gs 


Method 


GENSCAN 


Start 


2490 








End 


2970 


GI 


none 








Score 


.85 


Exons 


2490. .2625, 


2662 


. .2700, 


2741. 


.2970 " 




Seq. No. 


8022 








Seq. ID 


OJ991121_46.9C13.C18 


Gene No. 


16922 








Strand 





8352 



btart 


1 
I 






End 


3141 




Name 


OJ991121 46 


.9C13.C18.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3141 




GI 


4586114 






Score 


210 




Exons 


1..77, 2038 


..2224, 3047 


. .3141 








GI Descrip. 


(AL049638) ; 


putative protein [Arabidopsis thaliana] 




Seq. No. 


8022 






beq. ID 


ATQQ1 1 01 AC 1 "5 

ojyyii^i 4b.ycij 


.C18 


Gene No. 


i c n o o 






Strand 






Start 


3804 






End 


5614 




Name 


OJ991121 46 


.9C13.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


o o o r\ 

2289 




GI 


none 






Score 


111 




Exons 


2.. 76, 2035 


. . 2289, 204 6 


. .2264 








Seq. No. 


8022 






Seq. ID 


OJ991121 4o.9C13 


.C18 


Gene No . 


1 C fi O *D 






Strand 






Start 


3804 






End 


5614 




Name 


OJ991121 46 


.9C13.C18.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2029 






End 


2277 




GI 


none 






Score 


81 




Exons 


2029. .2277, 


2046. . 2264 










Seq. No. 


8022 






Seq. ID 


OJ991121 46.9C13 


.C18 


Gene No. 


16923 






Strand 






Start 


3804 






End 


5614 




Name 


OJ991121 46 


.9C13.C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2035 






End 


2264 




GI 


none 






Score 


120 




Exons 


2035. .2220, 


2046. .2264 










Seq. No. ■ 


8022 






Seq. ID 


OJ991121_46.9C13 


.C18 


Gene No . 


lo9z J 






Strand 






Start 


3804 






End 


5614 




Name 


OJ991121 46 


.9C13.C18.o2 


.gs 


Method 


GENSCAN 




Start 


3804 






End 


5614 




GI 


none 






Score - 


.4 




Exons 


3804. .3937, 


4472 . .4652, 


4921. 


.5415, 5506. .5614 




Seq. No. 


8023 






Seq. ID 


OJ991121_46.9C13 


.C1'9 


Gene No. 


16924 






Strand 






otart 


1 






End 


1207 




Name 


OJ991121 46 


.9C13.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1207 




GI 


5541717 






Score 


572 




Exons 


1..225, 336 


..521, 939..: 


1061, 


1160. .1207 




GI Descrip. 


(AL049655) : 


kinesin-like 


protein [Arabidopsis thaliana] 




Seq. No. 


8023 






Seq. ID 


OJ991121_46. 9C13 


.C19 


Gene No . 


16924 






Strand 






Start 


1 






End 


1207 




Name 


' OJ991121 46 


.9C13.C19.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


231 




GI 


none 






Score 


182 




Exons 


1..231, 2..; 


229 










Seq. No. 


8023 






Seq. ID 


OJ991121_46.9C13 


.C19 



8353 







1 £Q94 

± D3i ft 




Start 


1 




Name 


OJ991121 46.9C13.C19.ol.gs 




Start 


115 




GI 


none 




Exons 


115. .225, 336. .521, 939. .1 




Seq. No. 


8024 




Gene No. 


16925 




Start 


1 




Name 


ujy jiiti *t o • "Li j .^-.^x .ox • np 




Start 


1 




GI 


2498930 




Exons 


1..403, 449. .484 




GI Descrip. 


DORSAL-VENTRAL PATTERNING 






PROTEIN) gi 11203794 (U1877 




Seq. No. 


8024 




bene wo . 






Start 


1 




Name 


OJ991121 46.9C13.C21.ol.gs 




Start 


102 




GI 


none 




Exons 


102. .403 




Seq. No. 


8025 


r?i 


bene wo. 




ry 


Start 


1 




Name 


OJ991121 47.9C30.Cl.ol.tm 




Start 


1 


i t I 


GI 


none 


'"jo! 


Exons 


1..141, 2. .142, 6. .143 


ru 


Seq. No. 


8026 


-SBj 


Gene No. 


16927 




Start 


1 


: *. 1 
"e 


Name 


OJ991121 47.9C30.C2.ol.np 




Start 


1 


Si 


GI 


2493494 


□ 


Exons 


1..318, 2080. .2236 




GI Descrip. 


SERINE CARBOXY PEPTIDASE II- 






gi| 619351 |bbs 1153537 CP-Mi: 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1207 
GENSCAN 
1103 
.76 



OJ991121 46.9C13.C21 



484 

AAT/NAP 

484 

643 



OJ991121_46.9C13.C21 
484 

GENSCAN 

403 

.77 



OJ991121_47.9C30.C1 
143 

TBLASTX: Maize 

143 

205 



OJ991121_47.9C30.C2 

2296 
AAT/NAP 
2236 
360 



vulgare=barley, cv. Alexis 
gi | 6102957 | emb | CAB59202 . 1 | 
[Hordeum vulgare] 



aleurone, Peptide, 436 aa] 
(X78878) serine carboxylase II-2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121 47.9C30.C2 



8026 
16927 
1 

OJ991121_47 . 9C30 . C2 . ol . gp 
211 

47093_1.R1084 
211. .318, 2080. .2296 

f 2493494/sp| P55748 |CP22_HORVU 9.0e-72 SERINE CARBOXY PEPTIDASE 
II-2 PRECURSOR (CP-MII.2) >gi_619351_bbs_i'5'3537 CP-MII . 2=serine 
carboxypeptidase [Hordeum vulgare-barley, cv. Alexis, aleurone, 
Peptide, 436 aa] >gi_6102957_emb_CAB59202 . 1_ (X78878) serine 



2296 
AAT/GAP 
2296 
566 



8354 




carboxylase II-2 [Hordeum vulgare] 1 



Seq. No. 


8026 






Seq. ID 


OJ991121 


_47.9C30.C2 


Gene No. 


16928 






Strand 






Start- 


2980 






End 


3347 




Name 


OJ991121 


47 . 9C30.C2 


. ol . tm 


Method 


TBLASTX : 


Maize 


Start 


212 






End 


2263 






none 






Score 


117 




Exons 


212. .319, 


216. .320, 


216. .320, 


2066.. 2212, 2078. 


.2263, 2079. 


Seq. No. 


8026 






Seq. ID 


OJ991121 


_47.9C30.C2 


Gene No. 


16928 






Strand 






Start 


2980 






End 


3347 




Name 


OJ991121 


47.9C30.C2 


.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


212 






End 


22-54 




GI 


none 






Score 


67 




Exons 


212. .319, 


215. .283, 


216. .320, 


2066. .2212, 2078. 


.2254, 2079. 


Seq. No. 


8026 






Seq. ID 


OJ991121 


_47.9C30.C2 


Gene No. 


16928 






Strand 






Start 


2980 






End 


3347 




Name 


OJ991121 


47.9C30.C2 


.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


224 






End 


2269 . 




GI 


none 






Score" 


65 




Exons 


224. .316, 


245. .319, 


249. .320, 


2078. .2269, 2079. 


.2225 


Seq. No. 


8026 






Seq. ID 


OJ991121 


_47.9C30.C2 


Gene No. 


16928 






Strand 






Start 


2980 






End 


3347 




Name ■ 


OJ991121 


47.9C30.C2 


. o2.gs 


Method 


GENSCAN 




Start 


2980 






End 


3347 




GI 


none 






Score 


.84 




Exons 


2980.. 3104, 3182.. 3347 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8027 Seq. ID 

16929 Strand 

4332 End 

OJ991121_47 . 9C30 . C3 . ol . np Method 

4332 End 

5922619 Score 
4332. .4439 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ991121_47.9C30.C3 
+ 

4439 
AAT/NAP 
4439 
102 



8027 

16930 

5306 

OJ99112 1_4 7 . 9C30 . C3 . o2 . gs 

5306 

none 



Seq. ID OJ991121_47.9C30.C3 



Strand 
End 

Method 

End 

Score 



+ 

6759 
GENSCAN 
6759 
.62 



5306.. 5311, 5466.. 5521, 5797. .5944, 6706. .6759 



Seq. No. 8027 Seq. ID 

Gene No. 16931 Strand 

Start 8338 End 

Name OJ991 121_4 7 . 9C30 . C3 . o3 . gs Method 



OJ991121_47.9C30.C3 
+ 

16109 
GENSCAN 



8355 



Start 
GI 

Exons 



8338 End 16109 

none Score .81 

8338. .8513, 9937 . .10040, 10588 .. 10779, 11537 11640, 

11732. .11816, 11951. .12011, 12566 .. 12635, 13186 13243, 

13316. .13386, 13903 14055, 14225 .. 14 336, 14421 .. 14562, 

14665. .14787, 15294 15369, 15504 .. 15599, 15936. .16109 



Seq. No. 8027 

Gene No. 16932 

Start 16456 

Name OJ99112 1_4 7 . 9C30 . C3 . ol . gp 

Start 16456 

GI hone 

Exons 16456.. 16930 



Seq. ID OJ991121_47.9C30.C3 



Strand 
End 

Method 

End 

Score 



+ 

16930 
AAT/GAP 
16930 
884 



Seq. No. 8027 Seq. ID OJ991121_47 . 9C30 . C3 

Gene No. 16933 Strand 

Start 4578 End 5061 

Name OJ991121_4 7 . 9C30 . C3 . o2 . np Method AAT/NAP 

Start 4578 End 5061 

GI 6630699 Score 82 

Exons •. 4578.. 4683, 5010.. 5061 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



rr| Seq. No. 8027 Seq. ID 

ilij Gene No. 16934 Strand 

L=; Start 16775 End 

H Name OJ991121_47 . 9C30 . C3 . o5 . tm Method 

Ul Start 6524 End 

i-3 GI none Score 

m Exons 6524.. 6892 



OJ991121_47.9C30.C3 
17942 

TBLASTX: Maize 

6892 

234 



Seq. No. 8027 Seq. ID 

Gene No. 16934 . Strand 

Start 16775 End 

Name OJ991121_47 ..9C30 . C3 . ol . tc . Method 

Start 8329 End 

GI none Score 

Exons 8329.. 8511, 8442.. 8495 



OJ991121_47.9C30.C3 
17942 

TBLASTX : Cress 

8511 

189 



Seq. No. 8027 

Gene No. 16934 

Start 16775 

Name OJ99112 1_4 7 . 9C30 . C3 . o2 . ts 

Start 8329 

GI none 

Exons 8329.. 8514, 8.442.. 8495, 9936. 



Seq. ID OJ991121_47.9C30.C3 
Strand 

End 17942 

Method TBLASTX : Soybean 

End 10733 

Score 208 

10013, 10580. .10732, 10596.. 10733 



Seq. No. 8027 . ; . Seq. ID 

Gene No. 16934 Strand 

Start . 16775 End 

Name OJ991121_47 . 9C30 . C3 . 06 . tm Method 

Start 8338 End 

GI none Score 

Exons 8338..8463 



OJ991121_47.9C30.C3 
17942 

TBLASTX: Maize 

8463 

226 



8356 



Seq. No. 8027 

Gene No. 16934 

Start 16775 

Name OJ991121_47 . 9C30 .C3 . o3 . ts 

Start 11532 

GI none 

Exons 11532. .11657, 11539. . 11637, 
11734. .11817, 11943. .11975, 



Seq. ID OJ991121_47.9C30.C3 
Strand 

End 17942 

Method TBLASTX : Soybean 

End 11991 

Score 119 
11731. .11796, 11732. .11815, 
11944. .11979, 11971. .11991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8027 

16934 

16775 

OJ991 

11589 

none 

11589 

11729 

11949 

12336 

12562 

13185 

13330 

13903 

14229 



121 47.9C30.C3.o3.tm 



Seq. ID 

Strand 

End 

Method 



OJ991121_47.9C30.C3 
17942 

TBLASTX: Maize 









End 


• ■ 14561 










Score 


i 94 






.11657, 


11590. 


.11640, 


11723. . 


11818, 


11724. 


.11816, 


.11818, 


11932. 


.11991, 


11936. . 


12&04, 


11948. 


.12004, 


.12014, 


11949. 


.12011, 


12314. . 


12436, 


12333. 


.12467, 


.12467, 


12337. 


.12468, 


12550. . 


12597, 


12560. 


.12634, 


.12639, 


12564. 


.12635, 


13153. . 


13242, 


13156. 


.13245, 


.13244, 


13317. 


.13385, 


13328. . 


13384, 


13329. 


.13385, 


.13386, 


13330. 


.13386, 


13902. . 


14054, 


13903. 


.14055, 


.14064, 


14215. 


.14325, 


14223. . 


14348, 


14225. 


.14338, 


.14348, 


14420. 


.14560, 


14421 . . 


14561 







Seq. No. 8027 
Gene No. 16934 
Start 16775 

Name OJ991121_47 . 9C30 . C3 . o4 . tm 

Start 15303 
GI none 
Exons 15303, 

15503. 

15702. 



,15368, 15303. 
,15598, 15504. 
,15827, 15703. 



.15368, 
.15602, 
.15831 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15304 

15507 



OJ991121 47.9C30.C3 



17942 

TBLASTX: Maize 
15831 
86 

15369, 15304. .15372, 
15599, 15702. .15830, 



Seq. No. 8027 
Gene No. 16934 
Start 16775 

Name OJ991121_47 . 9C30 . C3 . ol . tm 

Start 16503 
GI none 

Exons 16503. .16562, 16764 .. 16919, 

16883. .17299, 16980 .. 17294 , 
17297. .17347 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 47.9C30.C3 



17942 

TBLASTX: Maize 
17347 
159 

16764 .. 16907, 167 69 .. 16936, 
16980. . 17339, 16981 .. 17304 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



8027 

16934 

16775 

OJ991121_47.9C30.C3.o4.np 

16766 

5725442 



Seq. ID OJ991121_47.9C30.C3 
Strand 

End 17942 

Method AAT/NAP 

End 17942 

Score 230 



16766. .17157, 17191 .. 17334 , 17490. .17942 
(AL109787) putative protein [Arabidopsis thaliana] 



8027 
16934 



Seq. ID 
Strand 



OJ991121 47.9C30.C3 



8357 




O L a. -L U , 


1 677 5 


End 


17942 




Name 


OJ991121 47.9C30.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16773 


End 


17941 




GI 


none 


Score 


83 




Exons 


16773. .16877, 16778 .. 16876, 


17015. .17083, 17093. .17302, 






17100. .17291, 17708.. 17941 








Seq. No. 


8027 


Seq. ID 


OJ991121_47.9C30 


.C3 




J. U ^ O *i 


Strand 


- 




Start 


16775 


End 


17942 




Name 


OJ991121 47.9C30.C3.o4.gs 


Method 


GENSCAN 




Start 


16775 


End 


17846 




GI 


none 


Score 


.85 




Exons 


16775. .17346, 17659. .17846 








Seq. No. 


8027 


Seq. ID 


OJ991121_47.9C30 


.C3 


Gene No. 


16934 


Strand 






Start 


16775 


End 


17942 




Name 


OJ991121 47.9C30.C3.o3.np 


Method 


AAT/NAP 




Start 


16784 


End 


17942 




GI 


4115371 


Score 


255 




Exons 


16784. .17175, 17220 .. 1734 6, 


17740. .17942 




GI Descrip. 


(AC005967) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8027 


Seq. ID 


OJ991121__47.9C30 


.C3 


Gene No. 


16934 


Strand 






Start 


16775 


End 


17942 




Name 


OJ991121 47 9C30 C3 o2 cm 


Method 


AAT/GAP 




Start 


17206 


End 


17942 




GI 


52996 1.R1084 


Score 


801 




Exons 


17206. .17346, 17659.. 17942 








GI Descrip. 


, 5725442/emb|CAB52451.1| 3. 


0e-65 (AL109787) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


8027 


Seq. ID 


OJ991121_47.9C30 


.C3 


Gene No. 


16934 


Strand 






Of arf 
O Lai L. 


1 677 5 


End 


17942 




Name 


OJ991121 47.9C30.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


17657 


End 


17941 




GI 


none 


Score 


97 




Exons 


17657. .17788, 17668 .. 17772, 


17679. .1776 


J9, 17777. .17941, 






17778. .17897, 17780.. 17938 








Seq. No. 


8028 


Seq. ID 


OJ991121_47.9C30 


.C4 


Gene No. 


16935 


Strand 






Start 


1 


End 


1393 




Name 


OJ991121 47.9C30.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1393 




GI 


5725442 


Score 


413 




Exons 


1..49, 525. .631, 712. .888, 


1331. .1393 






GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8028 


Seq. ID 


OJ991121_47.9C30 


.C4 


Gene No. 


16935 


Strand 






Start 


1 


End 


1393 




Name 


OJ991121 47.9C30.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


523 


End 


1391 





8358 



GI 


none 




Score 


145 




Exons 


523. .630, 524. .631, 525.-632, 


525. .632, 


706. .894, 715. .€ 


J88, 




716. .895, 720. .926, 1313. . 


1390, 1314.. 1391 




Seq. No. 


8028 




Seq. ID 




C4 


Gene No. 


16935 




tD L. JL Cll 1^1 






Cf -a y\- 

OLart 


1 




FnH 

CjLLKJi 


i j j j 




Name 


OJ991121 47.9C30.C4.ol.ts 






i. o Lno j. /\ . juyjjctin 




Start 


524 




End 


X J .7 X 




GI 


none 






X o 




Exons 


524. .631, 525. .620, 706. .888, 


710 8R6 


71 9 ftftfi 1 ^1 ^ 


,1390, 




1314 . .1391 










Seq. No. 


OUZO 




Seq. ID 


OJ991121_47.9C30. 


,C4 


Gene No. 


16935 




Strand 






Start 


1 




End 


1393 




IN CllLIC 


OJ991121 47.9C30.C4.ol.gp 




Method 


AAT/GAP 




Start 


525 




End 


897 




GI 


52996 1.R1084 




Score 


490 




Exons 


525. .631, 712. .897 










GI Descrip. 


, 5725442/emb ICAB52451.il 3 


.-0e- 


-65 (AL109787) putative protein 




Li\rdDiaopsis tnaxianaj 










Seq. No. 


8028 




Seq. ID 


OJ991121_47.9C30. 


■ C4 


tjene no . 


16935 




Strand 


- 




Start 


1 




End 


1393 




Name 


OJ991121 47.9C30.C4.ol.gs 




Method 


GENS CAN 




Start 


. 712 




End 


1334 




GI 


none 




Score 


i 
i 




Exons 


/ . .OOO, IjZj. . X -Jjfi 










Seq. No. 


8029 




Seq. ID 


OJ991121_47.9C30. 


,C5 


uene ino . 


16936 




Strand 






Start 


1 




End 


242 




Name 


OJ991121 47.9C30.C5.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


242 




GI 


none 




Score 


452 




Exons 


1. .242 










Seq. No. 


8029 




Seq. ID 


OJ991121_47.9C30. 


C5 


bene ino . 


16937 




Strand 






Start 


1191 




End 


1518 




Name 


OJ991121 47.9C30.C5.o2.gp 




Method 


AAT/GAP 




Start 


1191 




End 


1518 




GI 


none 




Score 


558 




Exons 


1191. .1518 










Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30. 


C6 


Gene No. 


16938 




Strand 


+ 




O Id! L 


2368 




End 


6480 




Name 


OJ991121 47.9C30.C6.o3.np 




Method 


AAT/NAP 




Start 


2368 




End 


4198 




GI 


6041855 




Score 


50 




Exons 


2368. .2498, 4123. .4198 










GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30. 


C6 



8359 




Gene No. 


16938 




Strand 


+ 


Start 


2368 




End 


6480 


Name 


OJ991121 47.9C30.C6.o2.np 




Method 


AAT/NAP 


Start 


3236 




End 


5597 


GI 


5922634 




Score 


97 


Exons 


3236.. 3364, 5567.. 5597 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016867 | db j | BAA85210.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


8030 




Seq. ID 


OJ991121_47. 9C30.C6 


Gene No . 


16938 




Strand 


+ 


Start 


2368 




End 


6480 


Name 


OJ991121 47.9C30.C6.o3.gs 




Method 


GENSCAN 


Start 


3865 




End 


6480 


GI 


none 




Score 


.44 


Exons 


3865. .4141, 4309. .4410, 4494.. 


.4838, 5377. .5478, 6281. .6480 


Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30.C6 


Gene No. 


16939 




Strand 




Start 


1 




End 


3426 


Name 


OJ991121 47.9C30.C6.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


2262 


GI 


6453870 




Score 


686 


Exons 


1. .52, 253. .413, 501. .605, 


854. .1113, 


1887. .2262 


GI Descrip. 


(AC011717) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30.C6 


No . 


16939 




Strand 




Start 


1 




End 


3426 


Name 


OJ991121 47.9C30.C6.ol.gs 




Method 


GENSCAN 


Start 


510 




End 


1353 


GI 


none 




Score 


. 92 


Exons 


510. .626, 854. .1070, 1268. 


.1353 




Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30.C6 


Gene No. 


16939 




Strand 




Start 


1 




End 


3426 


Name 


OJ991121 47.9C30.C6.ol.gp 




Method 


AAT/GAP ■ 


Start 


512 




End 


2227 


GI 


21247 1.R1084 




Score 


1327 


Exons 


512. .605, 854. .1113, 1887. 


.2227 




GI Descrip. 


, 4263714/gb|AAD15400| 1 . Oe 


-17 


(AC006223) putative integral 




membrane protein [Arabidopsis 


thaliana 


] ' 


Seq. No. 


8030 




Seq. ID 


OJ991121_47. 9C30.C6 


Gene No . 


16939 




Strand 




Start 


1 




End 


3426 


Name 


OJ991121 47.9C30.C6.o2.gs 




Method 


GENSCAN 


Start 


1846 




End 


3426 


GI 


none 




Score 


.93 


Exons 


1846.. 2405, 3330.. 3426 








Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30.C6 


Gene No. 


16940 




Strand 




Start 


4281 




End 


4987 


Name 


OJ991121 47.9C30.C6.ol.tm 




Method 


TBLASTX: Maize 



8360 




Start 


2 




End 


591 


GI 


none 




Score 


69 


Exons 


2. .91, 3. .53, 249. .314, 


253. . 


315, 253. 


.315, 303.. 389, 316.. 




319. .390, 386..424, 390 


i. .428, 


396. .422, 502. .591, 513. .590 


Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30.C6 


Gene No. 


16940 




Strand 




Start 


4281 




End 


4987 


Name 


OJ991121 47.9C30.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1966 




End 


2164 


GI 


none 




Score 


115 


Exons 


1966. . 2163, 1967 . .2164 








Seq. No. 


8030 




Seq. ID 


OJ991121_47.9C30.C6 


Gene No. 


16940 




Strand 




Start 


4281 




End 


4987 


Name 


OJ991121 47.9C30.C6.o4. 


np 


Method 


AAT/NAP 


Start 


4281 




End 


4987 


GI 


4581143 




Score 


131 


Exons 


4281. .4630, 4911. .4987 








GI Descrip. 


(AC006919) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


8031 




Seq. ID 


OJ991121_47.9C30.C7 


Gene No. 


16941 




* Strand 


+ 


Start 


4385 




End 


8304 


Name 


OJ991121_47.9C30.C7.o2. 


gs 


Method 


GEN SCAN 


Start 


4385 




End 


8304 


GI 


none 




Score 


.71 


Exons 


4385. .4704, 5133. .5825, 


6298. 


.6433, 6526. .6678, 6787.. 6930, 




7026. .7167, 7200. .7354, 


7455. 


.7577, 7992. .8049, 8126.. 8304 


Seq. No. 


8031 




Seq. ID 


OJ991121_47.9C30-C7 


Gene No. 


16941 




Strand 


+ 


Start 


4385 




End 


8304 


Name 


OJ991121 47.9C30.C7.o2. 


np 


Method 


AAT/NAP 


Start t 


5089 




End 


8304 


GI 


6729350 




Score 


3063 


Exons 


5089.. 5825, 6298.. 6433, 


6526. 


.6678, 6787. .6930, 7026. .7177, 




7255. .7354, 7455. .7577, 


7678. 


.7839, 7992. .8049, 8126.. 8304 


GI Descrip. 


(AB037135) origin recognition 


complex 


1 [Oryza sativa] 


Seq. No. 


8031 




Seq. ID 


OJ991121_47.9C3Q.C7 


Gene No. 


16942 




Strand 




Start 


1 • 




End 


3646 


Name 


OJ991121 47.9C30.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


249 


GI 


LIB3432-053-P1-K1-B7 




Score 


435 


Exons 


1. .249 








GI Descrip. 


■ 452124 9/dbj | BAA7 6297.1 


I 3.0e 


-11 (AB013912) DNA helicase [Mi 




musculus] 1 








Seq. No. 


8031 




Seq. ID 


OJ991121_47.9C30.C7 


Gene No. 


16942 




Strand 




Start 


1 




End 


3646 


Name 


OJ991121" 47.9C30.C7.ol. 


np 


Method 


AAT/NAP 


Start 


36 




End 


3232 


GI 


6723428 




Score 


1678 



8361 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36.. 699, 2445.. 2731, 2765.. 3232 

(AL132965) RuvB DNA helicase-like protein [Arabidopsis thaliana] 



8031 

16942 

1 

OJ991121_47 . 9C30 . C7 . ol . gs 
57 

none 

57. .699, 2445. .3284, 3420. 



Seq. ID OJ991121_47.9C30.C7 
Strand 

3646 
GENSCAN 
3646 
.9 



End 

Method 
End 
Score 
,3646 



8031 
16942 
1 

OJ991121_47 . 9C30 . C7 . ol . ts 
67 

none 



Seq. ID OJ991121_47.9C30.C7 
Strand 

3646 

TBLASTX: Soybean 
2645 
351 



End 

Method 
End 
Score 

67. .498, 68. .445, 72 . . 485, 429 . . 758 , 465 .. 581,- 4 90 . . 702, 
2431. .2535, 2444. .2548, 2448.-2549, 2454. .2564, 2501. .2644, 
2514. .2645 



End 

Method 

End 

Score 



8031 
16942 
1 

OJ991121_47.9C30.C7.o2.tm 
70 

none 

70. . 687, 72. .692, 635. .691 

8031 
16942 
1 

OJ991121_47. 9C30.C7.o3.tc 
71 

none 

71. .235, 94. .282, 96. .314, 96. .314, 97. .315 



Seq. ID OJ991121_47.9C30.C7 
Strand 

3646 

TBLASTX: Maize 
692 
798 



Seq. ID OJ991121_47.9C30.C7 
Strand 

3646 

TBLASTX: Cress 
315- 
119 



End 

Method 

End 

Score 



8031 

16942 

1 

OJ991121_47.9C30.C7.o4.tc 

-324 
none 

324. .551, 382. .552 

8031 

16942 

1 

OJ991121_47.9C30.C7.o4.tm 

2440 

none 



Seq. ID OJ991121_47.9C30.C7 
Strand 

End 364 6 

Method TBLASTX : Cress 

End 552 

Score 94 



Seq. ID OJ991121_47.9C30.C7 
Strand 

End 364 6 

Method TBLASTX: Maize 

End 2738 

Score 212 



2440. .2616, 2444. .2734, 2447. .2632, 2448.-2729, 2661. .2738, 
2681. .2734 • 



Seq. No. 
Gene No. 
Start 



8031 

16942 

1 



Seq. ID OJ991121_47.9C30.C7 
Strand 

End 364 6 



8362 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991121_47.9C30.C7.o2.tc 
2516 
none 

2516. .2734, 2517. .2729 

8031 
16942 
1 

OJ991121_47.9C30.C7.o2.ts 
2847 
none 

2847. .3212, 2852. .3217, 3059. .3214 



Method TBLASTX : Cress 
End 2734 ' 

Score 201 



Seq. ID OJ991121_47.9C30.C7 
Strand 

End 364 6 

Method TBLASTX : Soybean 

End 3217 

Score 365 



8031 
16942 
1 

OJ991121_47.9C30.C7.o3.tm 
2847 End 
none Score 
2847. .3212, 2852. .3238, " 3047. .3235 



Seq. ID OJ991121_47.9C30.C7 
Strand ' 
End 364 6 

Method TBLASTX : Mai ze 
3238 
4 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8031 

16942 

1 

OJ991121_47.9C30.C7.ol.tc 

2864 

none 

2864. .3217, 2871. .3212 

8031 

16942 

1 

OJ991121_47.9C30.C7.o2.gp 
2992 

uC-osroM202005h07bl 
2992. .3330 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_47.9C30.C7 
3646 

TBLASTX: Cress 

3217 

234 



OJ991121 47.9C30.C7 



3646 
AAT/GAP 
3330 
513 



'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



8031 

16943 

5577 

OJ99112 1_4 7 . 9C30 . C7 . ol . tm 
5577 
none 
5577 
5777 
6523 
7032 
7675 
8124 



.5639, 5578.-5637, 5638. 

.5833, 6292.. 6432, 6295. 

.6687, 6767.. 6937, 6785. 

.7184, 7249.. 7362, 7253. 

.7845, 7677. .7838, 7991. 

.8273, 8124.. 8282, 8125. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5703, 5640 
.6432, 6296 
.6919, 7006 
.7354, 7454 
.8053, 7992 
.8280 



OJ991121 47.9C30.C7 



8282 

TBLASTX: Maize 
8282 
93 

5825, 5680.. 5823, 

6451, 6520.. 6678, 

7194, 7010. .7177, 

7579, 7455.. 7580, 

8051, 8123.. 8272, 



Seq. No. 8032 Seq. ID OJ991121_47 

Gene No. 16944 Strand + 

Start 197 End 1757 

Name OJ991121_47 . 9C30 . C8 . ol . gp Method AAT/GAP 

Start 197 End 1690 



9C30.C8 



8363 



GI 571689 Score 586 

Exons 197.. 317, 482. .552, 806.. 901, 1642.. 1690 

GI Descrip. 2244826/emb | CAB10249 . 1 1 9.0e-31 (Z97336) replication control 
protein 1 like [Arabidopsis thaliana] 



Seq. No. 8032 

Gene No. 16944 

Start 197 

Name OJ991121_47 . 9C30 . C8 . ol . gs 

Start 209 

GI none 
Exons 



Seq. ID OJ991121_47.9C30.C8 



Strand 
End 

Method 

End 

Score 



+ . 

1757 
GENSCAN 
1375 
.82 



209. .317, 482. .552, 806. .901, 1235. .1375 



Seq. No. 


8032 


Seq. ID 


OJ991121 


_47.9C30.C8 


Gene No. 


16944 


Strand 


+ 




Start 


197 


End 


1757 




Name 


OJ991121 47.9C30.C8.ol.np 


Method 


AAT/NAP 




Start 


209 


End 


1757 




GI 


6729350 


Score 


455 




Exons 


209. .317, 482. .552, 806. .901, 


1642. .1757 




GI Descrip. 


(AB037135) origin recognition 


complex 


1 [Oryza 


sativa] 


Seq. No. 


8033 


Seq. ID 


OJ991121 


_47.9C30.C9 


Gene No. 


16945 


Strand 


+ 




Start 


961' 


End 


4009 




Name 


OJ991121 47.9C30.C9.ol.gs 


Method 


GENSCAN 




Start 


961 


End 


3368 




GI 


none 


Score 


.82 




Exons 


961. .1044, 1461. .1585, 2401.. 


2498, 2617.. 2924, 


3010. .3145, 



3345. .3368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8033 Seq. ID OJ991121_4 7 . 9C30 . C9 

16945 Strand + 

961 . End 400.9 

0 J991121_47 . 9C30 . C9 . ol . np Method AAT/NAP 

961 End 1486 

5823573 Score 131 

961. .1044, 1426. .1486 r / 

(AL04 9730) origin recognition complex subunit 1-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9C30.C9.o2.np 



Seq. ID OJ991121_47.9C30.C9 
Strand + 
End- 4009 
Method AAT/NAP 
End 4009 
Score 496 
3020. .3145, 3558. .3649, 3723. .3846, 3944. .4009 
(AC009917) Contains similarity to gi|629253 ImbW protein .from 
Streptomyces lincolnensis . [Arabidopsis thaliana] 



8033 

16945 

961 

OJ991121_47 
2749 
6634778 
2749. .2946, 



Seq. No. 8033 Seq. ID 

Gene No. 16946 Strand 

Start 5059 End 

Name OJ991121_47.. 9C30 . C9 . o2 . gs Method 

Start 5059 End 

GI none Score 



OJ991121_47.9C30.C9 
6419 

GENSCAN ' 

6362 

.84 



8364 



Exons 



5059. .5440, 5851. .6362 



Seq. No. 8033 

Gene No. 16946 

Start 5059 

Name OJ991121_47 . 9C30 . C9 . o3 . np 

Start 5077 

GI 3193316 

Exons 5077.. 5440, 5851.. 6419 

GI Descrip. (AF069299) contains similarity to nucleotide sugar epimerases 
[Arabidopsis thaliana] 



Seq. ID OJ991121__47.9C30.C9 
Strand 

End 6419 

Method AAT/NAP 

End 6419 

Score 1195 



Seq. No. 8033 

Gene No. 16946 

Start 5059 

Name OJ99li21_47.9C30.C9.ol.ts 

Start 5084 

GI none 
Exons 



Seq. ID OJ991121_47. 9C30.C9 
Strand 

End 6419 

Method TBLASTX : Soybean 

End 6419 

Score 257 



5084. .5341, 5086. .5442, 5408. .5443, 5847. .5963, 5850. .6419, 
5851. .6417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8033 
16946 • 
5059 

OJ991121_47 . 9C30 . C9 . ol . tm 

5086 

none 



Seq. ID OJ991121_47. 9C30.C9 
Strand 

End 6419 

Method TBLASTX: Maize 

End 6233 

Score 295 



5086. .5442, 5087. .5341, 5402. .5440, 5847. .5963, 5850. .6233, 
5854. .6228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8033 

16946 

5059 

OJ991121_47. 9C30.C9.ol.tc 

5098 

none 



Seq. ID OJ991121_47. 9C30.C9 
Strand 

End 6419 

Method TBLASTX: Cress 

End 6365 

Score 158 



5098. .5304, 5099. .5305, 5305. . 5442,. 5306. . 5326, 5408. .5440, 
5850.. 6365, 5899.. 6354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8033 

16946 

5059 

OJ991121_47. 9C30.C9.o2.tm 

6234 

none 



Seq. ID OJ991121_47.9C30.C9 
Strand 

End 6419 

Method TBLASTX: Maize 

End 6419 

Score 175 



6234. .6344, 6235. .6342, 6331. .6417, 6342. .6419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8034 

16947 

1968 

OJ991121_47 .9C30.C10.o2.gs 

1968 

none 



Seq. ID OJ991121_47.9C30.C10 

Strand + 

End 4714 

Method GENSCAN 

End 4 690 

Score .71 



1968. .2199, 2366. .2676, 3215. .3388, 3670. .3814, 4177. .4690 



Seq. No. 
Gene No. 



8034 
16947 



Seq. ID OJ991121_47.9C30.C10 
Strand + 



8365 




Start 


1968 








End 


4714 




Name 


OJ991121 47 


.9C30 


.ClO.ol. 


np 


Method 


AAT/NAP 




Start 


4182 








End 


4714 




GI 


4185131 








Score 


396 




Exons 


4182 . . 4400, 


4431 


. .4714 










GI Descrip. 


(AC005724 ) 


putative RING zinc 


finger protein [Arabidopsis 




thaliana] 














Seq. No. 


8034 








Seq. ID 


OJ991121_47 . 9C30 


. C10 


Gene No. 


16948 








Strand 






Start 


18 








End 


190 * 




Name 


OJ991121_47 


. 9C30 


.C10.O2. 


tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


154 




GI 


none 








Score 


109 




Exons 


2. .127, 6. . 


104, 


116. .154 








Seq. No. 


8034 








Seq. ID 


OJ991121_47 . 9C30 


.C10 


Gene No. 


16948 








Strand 


** 




Start 


18 








End 


190 




Name 


OJ991121_47 


. 9C30 


.C10,ol. 


gs 


Method 


GENSCAN 




Start 


18 








End 


190 




GI 


none 








Score 


.97 




Exons 


18 . . 190 














Seq. No. 


8034 








Seq. ID 


OJ991121_47.9C30 


.C10 


Gene No. 


16949 ' 








Strand 






Start 


4442 








End 


4714 




Name 


OJ991121 47 


. 9C30 


.ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4442 








End 


4709 




GI 


none 








Score 


86 




Exons 


4442 . . 4627, 


4482 


. .4553, 


4538. 


.4708, 4539.. 4709 




Seq. No. 


8034 








Seq. ID 


OJ991121_47. 9C30 


.C10 


Gene No. 


16949 








Strand 






Start 


4442 








End 


4714 




Name 


OJ991121 47 


. 9C30 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4463 








End 


4714 




GI 


none 








Score 


85 




Exons 


4463 . .4546, 


4482 


. .4547, 


4565. 


.4714, 4566. .4712 




Seq. No. 


8034 








Seq. ID 


OJ991121_47.9C30 


.C10 


Gene No. 


16949 








Strand 






Start 


4442 








End 


4714 




Name 


OJ991121_47 


. 9C30 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4545 








End 


4706 




GI 


none 








Score 


185 




Exons 


4545 . . 4706 














Seq. No. 


8035 








Seq. ID 


OJ991121_47,9C30 


.Cll 


Gene No. 


16950 








Strand 


+ 




Start 


54 








End 


630 




Name 


Pi TQQ1 191 Al 


.9C30 


.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


54 








End 


630 




GI 


none 








Score 


.71 




Exons 


54.. 630 














Seq. No. 


8035 








Seq. ID 


OJ991121_47.9C30 


.Cll 



8366 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16951 Strand + 

11583 End 15247 

OJ991121_47. 9C30.Cll.o4 .np Method AAT/NAP 
11583 End 15247 

6016874 Score 96 

11583. .11618, 13695. .13885, 15195. .15247 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



8035 Seq. ID 

16952 Strand 

18250 End 

OJ991121_47. 9C30.Cll.o6.np Method 

18250 End 

4572679 Score 



OJ991121_47.9C30.C11 
+ 

20464 
AAT/NAP 
20464 
444 



18250. .18338, 1907 1 .. 19159, 19640 .. 19874 , 20310. .20464 
(AC006954) putative RS2p22 splicing factor [Arabidopsis 
thaliana] 



Seq. No. 8035 

Gene No. 16952 

Start 18250 

Name OJ991121_47 . 9C30 .Cll . o2 .gp 

Start 18255 

GI LIB3433-037-P1-K1-F2 

Exons 18255. .18338, 19071. 

GI Descrip. ' 3435096/gb | AAD12770 
thaliana] ' 



Seq. ID OJ991121_ 
Strand + 
End 204 64 

Method AAT/GAP 
End 20373 
Score 835 
19159, 19640. .19874, 20313. 
1| 1.0e-20 (AF033587) SRZ21 



47.9C30.C11 



,20373 
[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8035 
16953 
20972 

OJ991121_47.9C30.Cll.o3.gp 
20972 

uC-osroM202020e06al 
20972. .21184, 21284.. 21559 
•4521193/dbj | AB013450 . 1 1 AB013450 
similar sequence to Pib gene 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121_ 
+ 

21559 
AAT/GAP 
21559 
919 



47.9C30.C11 



1.0e-99 Oryza sativa DNA, 



8035 Seq. ID 

16954 ' Strand 

22419 End 

OJ991121_47 . 9C30 . Cll . o4 . gp Method 

22419 End 

3761181 Score 
22419. .22666 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ991121_47.9C30.C11 
+ 

22666 
AAT/GAP 
22666 
439 



8035 

16955 

24388 

OJ991121_47 . 9C30.C11 .o4 .gs 

24388 

none 



Seq. ID OJ991121_47.-9C30.C11 



Strand 
End 

Method 

End 

Score 



+ 

32349 
GENSCAN 
31561 
.72 



24388. .24517, 2 6380 .. 2647 9, 27154 .. 27 652 , 28011 28223, 



8367 



28362. .28627, 28877 .. 28988 , 29935 .. 30171, 30929.. 31561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



8035 

16955 

24388 

OJ991121_47.9C30.Cll.o7.np 

27185 

4572671 

27185. .27652, 28011 
29935. .30171, 30911 



OJ991121_47.9C30.C11 
+ 



Seq. ID 
Strand 

End 32349 
Method AAT/NAP 
End 32349 
Score 1767 
28223, 28362. .2864 8," 28877. .28988, 
31420, 32180.. 32349 
(AC006954) putative cyclic nucleotide-regulated ion channel 
protein [Arabidopsis thaliana] 



OJ991121_47.9C30.C11 
+ 

32349 
AAT/GAP 
31203 
722 



8035 Seq. ID 

16955 Strand 
24388 End 
OJ991 121_47 . 9C30 . Cll.o5.gp Method 
30074 End 
LIB3433-057-P1-K1-F8 Score 
30074. .30171, 30911.. 31203 

'4572671/gb|AAD23886.1|AC006954_7 2.0e-56 (AC006954) putative 
cyclic nucleotide regulated ion channel [Arabidopsis thaliana] 1 

8035 Seq. ID OJ991121_47.9C30.C11 

16956 Strand 

8082 End 8686 

OJ991121_47.9C30.Cll.o2.np Method AAT/NAP 
8082 End 8686 

2501499 Score 310 

8082. .8686 

INDOLE-3-ACETATE BE TA-GLUCOSYL TRANSFERASE { IAA-GLU SYNTHETASE) 
( (URIDINE 

5 , -DIPHOSPHATE-GLUCOSE:INDOL-3-YLACETYL) -BETA-D-GLUCOSYL 
TRANSFERASE) gi | 626043 | pir | | A54739 indole-3-acetate 
beta-glucosyltransferase (EC 2.4.1.121) - maize gi|548195 
(L34847) IAA-glu synthetase [Zea mays] 



8035 

16957 

15466 

OJ991121_47.9C30.Cll.o2.ts 

6701 

none 

6701.. 6841, 8307... 8522, 8356. 
8817. .8900, 8943. .8999 

8035 

16957 

15466 

OJ991121_47.9C30.Cll.o4 .tm 

6701 

none 



OJ991121_47.9C30.C11 
15542 

TBLASTX : Soybean 

8999 

98 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8490, 8526. .8645, 8670. .8786, 



Seq. ID OJ991121_47.9C30.C11 
Strand 
End 

Method 
End 
Score 



15542 

TBLASTX: Maize 

8645 

105 



6701. .6838, 8313. .8489, 8356. .8493, 8538. .8645 



8035 

16957 

15466 



Seq. ID 

Strand 

End 



OJ991121 47.9C30.C11 



15542 



8368 



Name 


OJ991121 47. 


9C30.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6701 






End 


8594 




GI 


none 






Score 


74 




Exons 


6701. . 


6841, 


6768.-6863, 6827 


..6883, 8307. .8498, 8356.-8499, 




8538. . 


8594 










Seq. No. 


8035 






Seq. ID 


OJ991121_47.9C30 


. Cll 


Gene No. 


16957 






Strand 






Start 


15466 






End 


15542 




Name 


OJ991121 47. 


9C30.Cll.o2. tc 


Method 


TBLASTX : Cress 




Start 


6740 






End 


8648 




GI > 


none 






Score 


78 




Exons 


6740. . 


6838, 


8307.. 8489, 8356 


I..8472, 8523. .8648 




Seq. No. 


8035 






Seq. ID 


OJ991121_47.9C30 


.Cll 


Gene No. 


16957 






Strand 






Start 


15466 






End 


15542 




Name 


OJ991121 47. 


9C30.Cll.ol. tw 


Method 


TBLASTX: Wheat 




Start 


8595 






End 


8874 




GI 


none 






Score 


63 




Exons 


8595. . 


8693, 


8715. .8873, 8742 


..8846, 8743. .8874 




Seq. No. 


8035 ~ 






Seq. ID 


OJ991121_47.9C30 


.Cll 


Gene No. 


16957 






Strand 






Start 


15466 






End 


15542 




Name 


OJ991121 47. 


9C30.Cll.ol.gp 


Method 


AAT/GAP 




Start 


15466 






End 


15542 




GI 


2312838 ■ 




Score 


70 




Exons 


15466. 


.15542 










GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






4-coumarate- 


CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


8035 






Seq. ID 


OJ991121_47.9C30 


.Cll 


Gene No. 


16958 






Strand 






Start 


18244 






End 


20825 




Name 


OJ991121 47. 


9C30.Cll.o6.tm 


Method 


TBLASTX: Maize 




Start 


18244 






End 


20825 




GI 


none 






Score 


142 




Exons 


18244. 


.18336 


, 18244. .18333, 


18245. .18334, 1824 6 .. 18338 , 






19066. 


.19152 


, 19067. .19159, 


19068. .19160, 19636. .19767, 






19640. 


.19876 


, 19641. .19808, 


20250. .20351, 20315 .. 20350, 






20349. 


.20420 


, 20357. .20419, 


20357. .20431, 20362 .. 204 66, 






20665. 


.20754 


, 20665. .20688, 


20774. .20821, 20778.. 20825 




Seq. No. 


8035 






Seq. ID 


OJ991121_47.9C30 


.Cll 


Gene No. 


16959 






Strand 






Start 


27176 






End 


31558 




Name 


OJ991121 47. 


9C30.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


27176 






End 


28061 




GI 


none 






Score 


44 




Exons 


27176. 


.27235 


, 27205. .27252, 


27230. .27307, 27232 .. 27309, 






27348. 


.27563 


, 27350. .27655, 


27350. .27652, 27 938 .. 28054 , 






27993. 


.28061 


, 27996.. 28061 








Seq. No. 


8035 






Seq. ID 


OJ991121_47.9C30 


.Cll 


Gene No. 


16959 






Strand 






Start 


27176 






End 


31558 





8369 



Name 

Start 

GI 

Exons 



OJ991121_47.9C30.Cll.o3.ts 

27271 

none 

27271. .27522, 27272.. 27520 



Method TBLASTX : Soybean 
End 27522 
Score 254 



Seq. No. 8035 
Gene No. 16959 
Start 27176 

Name OJ991121_47 . 9C30 . Cll .ol . tc 

Start 27284 
GI none 

Exons 27284. .27406, 27287 .. 27397 , 

27547. .27651, 27548 .. 27655, 

28168. .28242, 28358 .. 28432, 

28535. .28561, 28569 .. 2864 6, 

28875.-28988, 29933 .. 30145, 

30883. .31380, 30910 .. 31347, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27418 

27996 



OJ991121 47.9C30.C11 



31558 

TBLASTX: Cress 
31396 
111 

27531, 27419 
28226, 28065 



28362.-28433, 28527. 

28607. .28654, 28874, 

29935. .30180, 29940. 
30911. .31396 



27538, 
28226, 
28631, 
28987, 
30116, 



Seq. No. 8035 Seq. ID 

Gene No. 16959 Strand 

Start 27176 End 

Name OJ991121_47 . 9C30 . Cll . o4 . ts Method 

Start 27996 End 

GI none Score 

Exons 27996. .28223, 28365.-28436 



OJ991121_47.9C30.C11 
31558 

TBLASTX: Soybean 

28436 

205 



rfj Seq. No. 
M[ Gene No. 

Start 

Name 

Start 

GI 

= !f Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8035 
16959 
27176 
OJ991121 
28361 
none 
28361. 
28545. 
28875. 



47.9C30.Cll.o5.tm 



28426, 
28646, 
28955 



28362. 
28546. 



.28433, 
,28647, 



8035 

16959 

27176 

OJ991121_47.9C30.Cll.o3.tm 

28955 

none 

28955.-28987, 29932 .. 30171, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28434 

28862 



OJ991121 47.9C30.C11 



31558 

TBLASTX: Maize 
28955 
102 

28490, 28527. .28655, 
28951, 28874. .28954, 



Seq. ID OJ991121_47.9C30.C11 
Strand 

End 31558 

Method TBLASTX: Maize 

End 30174 

Score 212 
29933. .30172, 29935.. 30174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



8035 

16959 

27176 

OJ991121_47.9C30.Cll.ol.ts 

29931 

none 

29931. .30074, 29932 .. 30174 , 
30911. .31402, 30917. .31405, 

8035 

16959 

27176 

OJ991121 47.9C30.Cll.o3.tw 



.Seq. ID OJ991121_47. 9C30.C11 
Strand 

End 31558 

Method TBLASTX : Soybean 

End 31558 

Score 84 
29932. .30168, 30910 .. 31347 , 
30922. .31407, 31469.. 31558 

Seq. ID OJ991121_47.9C30.C11 
Strand 

End 31558 

Method TBLASTX: Wheat 



8370 




Start 


30022 




End 


31108 




GI 


none 




Score 


160 




Exons 


30022. .30180, 30910. 


.31095, 


30911. .31096, 30914. .31108 




Seq. No. 


8035 




Seq. ID 


OJ991121_47.9C30 


.CI 


Gene No. 


16959 




Strand 






oLdi L 






End 


31558 




Name 


OJ991121 47.9C30.C11 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


30939 




End 


31549 




GI 


none 




Score 


124 




Exons 


30939. .31094, 30940. 


.31350, 


30941. .31459, 3094 1 . . 314 4 1, 






31478. .31549, 31492. 


.31521 








Seq. No. 


8036 




Seq. ID 


OJ991201 08.9C23 


.C2 


Gene No. 


16960 




Strand 


+ 




OLdl l 


1 




End 


2830 




Name 


OJ991201 08.9C23.C2. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2495 




GI 


6358765 




Score 


1317 




Exons 


1..52, 192. .512, 850 


. .1976, 


2010. .2495 






GI Descrip. 


(AC011665) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


oUjo 




oeq. id 




-C2 


belle LNU • 


1 by bU 




o urana 


+ 




£3 Start 


1 










Q Name 


OJ991201 08.9C23.C2. 


ol .gs 


Method 


GENSCAN 




rfi Start 


300 




End 


2507 




»jj GI 


none 




Score 


.93 




J 5 s| Exons 












Ui Seq. No. 


8036 




Seq. ID 


OJ991201_08. 9C23 


.C2 


: " - r an a VI /-\ 


16960 




Strand 


+ 




Start 


1 




End 


2830 




* ( * Name 


OJ991201 08.9C23.C2. 


ol . gp 


Method 


AAT/GAP 




L. Start 


1528 




End 


2138 




U GI 


none 




Score 


1098 




*M Exons 

!. J. 


1528.. 2138 










Seq. No. 


8036 




Seq. ID 


OJ991201_08. 9C23 


.C2 




16960 




Strand 


+ 




!"! Start 


1 




End 


2830 




;:3 < Name 


OJ991201 08.9C23.C2. 


o2.gp 


Method 


AAT/GAP 




Start 


2208 




End 


2830 




GI 


none 




Score . 


1027 




Exons 


2208. .2830 










Seq. No. 


8036 




Seq. ID 


OJ991201_08.9C23 


.C2 


bene jno . 


16961 




Strand 


+ 




Start 


-17147 




End 


18384 




Name 


OJ991201 08.9C23.C2. 


o4 .gs 


Method 


GENSCAN 




Start 


17147 


End 


18384 




GI 


none 




Score 


.44 




Exons 


17147. .17317, 17860. 


.18051, 


18148. .18384 




Seq. No. 


8036 




Seq. ID 


OJ991201_08.9C23 


.C2 


Gene No. 


16962 




Strand 


+ 




Start 


18748 




End 


18887 





8371 



■"i f 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201_08 . 9C23 . C2 . o5 . gp Method AAT/GAP 

18748 End 18887 

5455469 Score 242 

18748.. 18887 

131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf_15 



OJ991201_08.9C23.C2 
+ 

20270 -v 
AAT/GAP 
20270 
143 



8036 Seq. ID 

16963 Strand 
20163 End 
OJ991201_08.9C23.C2.o6.gp Method 
20163 End 
LIB3432-04 3-P1-K1-H9 Score 
20163. .20270 

, 131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf_15 ! 



8036 Seq. ID 

16964 - ' Strand 

2208 End 

OJ991201_08 . 9C23 . C2 . o3 . gp Method 

2208 End 

none Score 
2208.. 2830 



OJ991201_08.9C23.C2 

2830 
AAT/GAP 
2830 
1026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8036 Seq. ID OJ991201_08 . 9C23 . C2 

16965 Strand 

3054 - - End 8179 

OJ991201_08.9C23.C2.o4.gp Method AAT/GAP 

3054 End 4655 

42705_1.R1084 Score 1665 

3054.. 3754, 4470. .4655 

, 131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf_15' 



8036 ■ Seq. ID 
16965 Strand 
3054 End 
OJ991201_08 . 9C23 . C2 . o2 . gs, Method 
3668 End 
none Score 



OJ991201_08.9C23.C2 

8179 
GENS CAN 
8179 
.72 



3668. .3754, 4470. .4661, 5064. .5129, 5269.-5442, 5532. .6148, 



8372 



6466. .6493, 6604. .6642, 7346. .7504, 7840. .7938, 8123. .8179 



Seq. No. 


8036 


Seq. ID 


OJ991201_08.9C23.C2 


Gene No. 


16965 


Strand 




Start 


3054 


End 


8179 


Name 


OJ991201_08 . 9C23 . C2 . o2 . np 


Method 


AAT/NAP 


Start 


4035 


End 


7262 


GI 


3096922 


Score 


257 


Exons 


4035. .4147, 4653. .4814, 4913 


..4981, 5064. .5129, 5218. .5351 




7234 . .7262 






GI Descrip. 


(AL023094) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8036 


Seq. ID 


OJ991201_08.9C23.C2 


Gene No. 


16966 


Strand 




Start 


9242 


End 


17304 


Name 


OJ991201_08 . 9C23 . C2 . o3 . gs 


Method 


GENSCAN 


Start 


9242 


End 


15694 


GI 


none 


Score 


.62 


Exons 


9242.. 9511, 9736.. 9864, 9943 


..9990, 10462. .10552, 11382.. 1 




12012. . 12232, 12307. .124 42, 


13267. .13523, 13776. . 13970, 




14366. .14515, 14 632. .14716, 


15439. .15600, 15654.. 15694 


Seq. No. 


8036 


Seq. ID 


OJ991201J38. 9C23.C2 


Gene No. 


16966 


Strand 




Start 


9242 


End 


17304 


Name 


OJ991201 08.9C23.C2.o3.np 


Method 


AAT/NAP 


Start 


9248 


End 


17304 


GI 


3242729 


Score 


1880 


Exons 


9248.. 9511, 9736.. 9864, 9943 


..9990, 10462. .10552, 11382. .1 




12012. .12270, 12331. .12442, 


13267. .13913, 14054 .. 14 162, 




14232. .14279, 14366. . 14515, 


14632. .14716, 15439 .. 15600, 




16391. .16710, 16819. .16920, 


17251. .17304 


GI Descrip. 


(AC003040) curly leaf protein (polycomb-group) [Arabiciopsi; 




thaliana] 






Seq. No. 


8036 


Seq. ID 


OJ991201_08.9C23.C2 


Gene No. 


16967 


Strand 




Start 


21236 


End 


21367 


Name 


OJ991201 08.9C23.C2.o7.tm 


Method 


TBLASTX: Maize 


Start 


1197 


End 


1343 


GI 


none 


Score 


214 


Exons 


1197. .1343, 1197. .1322 






Seq. No. 


8036 


Seq. ID 


OJ991201_08.9C23.C2 


Gene No. 


16967 


Strand 




Start 


21236 


End 


21367 


Name 


OJ991201 08.9C23.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1344 


End 


2000 


GI 


none 


Score 


628 


Exons 


1344. .1814, 1344. .1811, 1346 


..1879, 17! 


32. .1895, 1786. .1845 




1812. .1949, 1814.. 1915, 1905 


..2000, 1938. .1958, 1958. .1987 


Seq. No. 


8036 


Seq. ID 


OJ991201_08. 9C23.C2 


Gene No. 


16967 


Strand 




Start 


21236 - 


End 


21367 


Name 


OJ991201 08.9C23.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4548 


End 


5316 



11513, 



11513, 



8373- 



GI 

Exons 



none Score 89 

4548. .4643, 4548. .4640, 4740. .4817, 4744. .4815, 4909. .4977, 

4913.. 4981, 4915.. 4977, 5025.. 5132, 5064.. 5129, 5215.. 5316, 

5216. .5314, 5218. .5316 



Seq. No. 8036 

Gene No. 16967 

Start 21236 

Name OJ991201_08 . 9C23 . C2 . o3 . tc 

Start 4723 

GI none 

Exons 4723. .4815, 4743 
5059.. 5130, 5215 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_08.9C23.C2 
21367 

TBLASTX: Cress 

5325 

63 



4817, 4913. .4981, 4914. .4982, 5025. .5132, 
5325, 5216.. 5314 



Seq. No. 8036 

Gene No. 16967 

Start 21236 

Name OJ991201_08 . 9C23.C2.o6. tm 

Start 4743 

GI none 

Exons 4743.. 4817, 4899.. 4982, 4913. 
5218.. 5298, 5219.. 5299 



,OJ991201_08.9C23.C2 
21367 

TBLASTX: Maize 

5299 

44 



Seq. ID. 
Strand 
End 

Method 
End 
Score 

4981, 5059.. 5121, 5061.. 5132, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8036 

16967 

21236 

OJ991201 

4776 

none 



08.9C23.C2.o3.ts 



Seq. ID OJ991201_08.9C23.C2 
Strand 
End 

Method 
End 
Score 



21367 

TBLASTX: Soybean 

5290 

59 



4776. .4817, 4913. .4981, 4915. .4983, 4915. .4986, 5059. .5127, 
5061.. 5132, 5218.. 5289, 5219.. 5290 



Seq. No. 8036 
Gene No. 16967 
Start 21236 

Name O J9 9 1 2 0 1_0 8 . 9C2 3 . C2 . o2 . tm 

Start 9246 
GI none 
Exons 924 6.. 

9736. , 

10460. 

11379. 

12011. 

12163. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_08.9C23.C2 
21367 

TBLASTX: Maize 

12231 

324 



9524, 9246. .9512, 9248.. 9514, 9388.. 9543, 9721.. 9870, 
9870, 9737.. 9871, 9938.. 9991, 9943.. 9993, 10459 10551, 
.10552, 10461. .10553, 104 62 10554 , 11377 .. 11514 , 
.11519, 11381. .11518, 12006. .12134, 12009 .. 12131, 
.12142, 12129. .12230, 12132 .. 12227, 12145 .. 12231, 
.12231 



Seq. No. 8036 

Gene No. 16967 

Start 21236 

Name OJ991201_08 . 9C23 . C2 . ol . ts 

Start 9248 

GI none 

Exons 9248.-9292, 9249.. 9290, 9282. 
9317.. 9514 



OJ991201_08.9C23.C2 
21367 

TBLASTX : Soybean 

9515 

45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9509, 9284.. 9514,- 9303.. 9515, 



Seq. No. 
Gene No. 
Start 



8036 

16967 

21236 



Seq. ID 

Strand 

End 



OJ991201 08.9C23.C2 



21367 



8374 



Name 

Start 

GI 

Exons 



OJ991201_08 . 9C23 . C2 . ol . tc Method TBLASTX : Cress 

9279 End 16728 

none Score 2 67 

9279. .9509, 9284. .9514, 9312. .9524, 9388. .9513, 9712. .9870, 
9743. .9865, 9938. .9991, 9943. .9993, 10441 .. 10545, 10459 .. 10548 , 
10460. .10549, 11384. .11518, 11385 .. 11519, 11385 11552 , 
12011. .12175, 12012. .12218, 12015 12218 , 12328 .. 124 35, 
12355. .12444, 14097 14 132, 14232 .. 14279, 14 355 14423, 
14387. .14425, 15449 .. 15604, 15507 15611, 1551 6 15602 , 
15517. .15612, 16357. .16503, 16606.. 16728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8036 Seq. ID 

16967 Strand 

21236 End 

OJ991201_08 .9C23.C2.o2. ts Method 

9733 End 

none Score 



OJ991201__08.9C23.C2 
21367 

TBLASTX: Soybean 

12113 

187 



9733. .9870, 9734. .9865, 9739. .9867, 9938. .9991, 9943. .9993, 
10436. .10543, 10437. .10544, 10442 10555, 10459 .. 10551 , 
11359. .11511, 11384. .11518, 11385 .. 11519, 12003 .. 121 13, 
12011.. 12112 



Seq. No. 8036 

Gene No. 16967 

Start 21236 

Name OJ991201_08 . 9C23 . C2 . o3 . tm 

Start 13267 

GI none 

Exons 13267. .13545, 13268. .13381, 13269. .13538 



Seq. ID OJ991201_08.9C23.C2 



Strand 
End 

Method 

End 

Score 



21367 

TBLASTX: Maize 
13545 
308 



OJ991201 08.9C23.C2 



Seq. No. 8036 Seq. ID 

Gene No. 16967 Strand 

Start 21236 End 

Name OJ991201_08 . 9C23 . C2 . o5 . tm Method 

Start 13546 End 

GI none Score 

Exons 13546. .13845, 1354 6 .. 13611, 13551 .. 137 60, 13598 13837 , 
13630. .13845 



21367 

TBLASTX: Maize 

13845 

262 



Seq. No. 8036 Seq. ID 

Gene No. 16967 Strand 

Start 21236 End 

Name OJ991201_08 . 9C23 . C2 . o4 . tm Method 

Start 14635 End 

GI none Score 

Exons 14635. .14724, 14635 .. 14724 , 15437 

16357. .16458, 16358. .16453,' 16389 



OJ991201 08.9C23.C2 



21367 

TBLASTX: Maize 
16906 
89 

15610, 15439 
16478, 16463 



16488. .16712, 16507 .. 16719, 16508 .. 16615, 16554, 
16576. .16713, 16819 .. 16905, 16823.. 16906 



15609, 
16507, 
16712, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8036 

16967 

21236 

OJ991201_08 . 9C23 . C2 . o2 . tc 

1.8.750 ■'■ 
none 



Seq. ID OJ991201JD8. 9C23.C2 
Strand 
End 

Method 
End 
Score 



21367 

TBLASTX: Cress 

18886 

215 



18750. .18878, 18751 .. 18885, 18752. .18886 



8375 




UU^. Li \J • 


OUJD 


Seq. ID 


OJ991201__08. 


9C23.C2 


Gene No. 


16967 


Strand 






Start 


21236 


End 


21367 




Name 


OJ991201 08.9C23.C2.o4.tc 


Method 


TBLASTX: Cress 


Start 


20563 


End 


20681 




GI 


none 


Score 


173 




Exons 


20563. .20679, 20569 .. 20679, 


20571. .20681 








Seq. ID 


OJ991201JD8. 


9C23.C2 


Gene No. 


16967 


Strand 






Start 


21236 


End 


21367 




Name 


OJ991201 08.9C23.C2.o7.gp 




A AT /(^AP 




Start 


21236 


End 


21367 




GI 


3767421 


Score 


233 




Exons 


21236. .21367 










o \j j / 


Seq. ID 


OJ991201_08. 


9C23.C3 


Gene No. 


16968 


Strand 


+ 




Start 


6420 


End 


7748 




Name 


OJ991201 08.9C23.C3.o2.gs 


Method 


GEN SCAN 




Start 


6420 


End 


7748 




GI 


none 


Score 


.89 




Exons 


6420.. 6478, 6607.. 6681, 6722 


..6872, 70£ 


6. .7748 




Seq. No. 


8037 


Seq. ID 


OJ991201_08. 


9C23.C3 


Gene No. 


16969 


Strand 


+ 




Start 


12807 


End 


16618 




Name 


OJ991201 08.9C23.C3.ol.gp 


Method 


AAT/GAP 




Start 


12751 


End 


13889 




GI 


17186 1.R1084 


Score 


1209 




Exons 


12751. .13040, 13167. .13358, 


13717. .13889 




GI Descrip. 


'1620371/emb|CAA70035| 3.0e- 


65 (Y08782) 


peroxidase ATP23a 




[Arabidopsis thaliana] 1 








Seq. No. 


8037 


Seq. ID 


OJ991201_08. 


9C23.C3 




J. D _7 u y 


Strand 


+ 




Start 


12807 


End 


16618 




Name 


OJ991201 08.9C23.C3.o3.gs 


Method 


GEN SCAN 




Start 


12807 


End 


16618 




GI 


none 


Score 


.72 




Exons 


12807. .13040, 13167. .13358, 


13717. .13882, T42 95 . . 14 669, 




14776. .14860, 15884 .. 16055, 


16331. .16618 




Seq. No. 


8037 


Seq. ID 


OJ991201_08. 


9C23.C3 


Gene No. 


16969 


Strand 


+ 




Start 


12807 


End 


16618 




Name 


OJ991201 08.9C23.C3.o2.np 


Method 


AAT/NAP 




O UCII L. 


12825 


End 


14704 




GI 


1620371 


Score 


879 




Exons 


12825. .13040, 13167 13358 , 


13717. .13882, 14295. .14704 


GI Descrip. 


(Y08782) peroxidase ATP23a [Arabidopsis 


thaliana] 






gi|6358761|gb|AAF07343.1|AC011665 2 (AC011665) peroxidase I 




[Arabidopsis thaliana] gi | 6524176 I gb I AAF15061 . 1 1 AC011914 3 




(AC011914) peroxidase ATP23a 


[Arabidopsis thaliana] 




Seq. No. 


8037 


Seq. ID 


OJ991201_08. 


9C23.C3 



8376 



Gene No. 


16969 




Strand 


+ 






Start 


12807 




End 


16618 






Name 


OJ991201 08 


.9C23.C3.o2.gp 


Method 


AAT/GAP 






Start 


14469 




End 


' 14906 






GI 


93859 1.R1084 


Score 


842 






Exons 


14469. .14906 










GI Descrip. 


•2462749 5. 


Oe-43 (AC002292) Putative 


Serine/Threonine protein 




kinase [Arabidopsis thaliana] 










Seq. No. 


a nil 




Seq. ID 


OJ991201_ 


_08.9C23. 


C3 


Cjene no . 


16970 




Strand 








Start 


1525 




End 


4377 






Name 


OJ991201 08 


.9C23.C3.ol.gs 


Method 


GENSCAN 






Start 


1525 




End 


4337 






GI 


none 




Score 


.81 






Exons 


1525. .1586, 


2623.. 2962, 3600. 


.4337 








Seq. No. 


8037 




Seq. ID 


OJ991201_ 


_08.9C23. 


C3 


Gene No. 


16970 




Strand 








Start 


1525 




End 


4377 






Name 


OJ991201 08 


. 9C23.C3.ol.np 


Method 


AAT/NAP 






Start 


2606 




End 


4377 






GI 


1507699 




Score 


638 






Exons 


2606. .2962, 


3591.. 3745, 3803. 


.3938, 3993. .4377 






GI Descrip. 


(L81119) COL2 [Arabidopsis thaliana] 


gil 1507701 


(L81120) 


COL2 



[Arabidopsis thaliana] gi | 6957702 | gb | AAF32446 . 1 | 
[Arabidopsis thaliana] 



(AC021640) COL2 



Seq. -No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 08.9C23.C3 



8037 
16971 
17115 

OJ991201_08. 9C23.C3.o3.gp 
17115 
4715219 
17115. ,.17443 

5441872/dbj | AP000366. 1 | AP000366 2.0e-24 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



17443 
AAT/GAP 
17443 
594 



Seq. ID OJ991201_08.9C23.C3 
Strand 

End 19051 

Method TBLASTX : Mai ze 

End 2954 

Score 34 

.2638, 2603.. 2653, 2604.. 2648, 



8037 
16972 
17541 

OJ991201_08 .9C23.C3.o2. tm 
2456 
none 

2456. .2503, 2596. .2637, 2597, 
2636.-2683, 2636. .2692, 2679. .2864, 2680. .2754, 2684. .2860, 
2818. .2865, 2858. .2893, 2876. .2911, 2911. .2946, 2913. .2954 



8037 

16972 

17541 

OJ991201_08. 9C23.C3.o2.tc 

2603 

none 

2603. .2959, 
4197. .4289, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2613. .2861, 2907. .2960, 3807. .3878, 
4198. .4290 



OJ991201_08.9C23.C3 
19051 

TBLASTX: Cress 

4292 

178 

4197. .4292, 



8377 



Seq. No. 


8037 




Seq. ID 


OJ991201 08.9C23 


. C3 


Gene No. 


16972 




Strand 






Start 


17541 




End 


19051 




Name 


OJ991201 08.9C23.C3. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


2642 




End 


2974 




GI 


none 




Score 


122 




Exons 


2642..2845, 2664. .2822, 2912 


! . .2974 






Seq. No. 


8037 




Seq. ID 


OJ991201 08.9C23 


. C3 


Gene No. 


16972 




Strand 






Start 


17541 




End 


19051 




Name 


OJ991201 08.9C23.C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


7749 




End 


11082 




GI 


none 




Score 


113 




Exons 


7749.-7859, 8200. .8277, 8350 


I..8535, 10537. .10764, 10765 


. . 10962 , 




10972. .11082 










Seq. No. 


8037 




Seq. ID 


OJ991201_08.9C23 


. C3 


Gene No. 


16972 




Strand 






Start 


17541 




End 


19051 




Name 


OJ991201_08 . 9C23.C3 . 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


12804 




End 


147.01 




GI 


none 




Score 


121 




Exons 


12804 . . 13040, 12917 . 


. 13039,' 


13161. .13361, 13166. .13312, 






13708 . . 13797, 14288 . 


.14347, 


14432. .14548, 14669. .14701 




Seq. No. 


8037 




Seq. ID 


OJ991201_08.9C23 


.C3 


Gene No. 


16972 




Strand 






Start 


17541 




End 


19051 




Name 


OJ991201_08 . 9C23.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12878 




End 


14515 




GI 


none 




Score 


252 




Exons 


12878 . . 13036, 12888 . 


. 13040, 


12888. .13046, 12889 13047, 






13157. . 13315, 13161. 


. 13361, 


13162. .13359, 13679 .. 13882, 






13707. .13883, 13708. 


. 13884, 


1427 9. .14 410, 14290. .14514, 






14294 . . 14515 










Seq. No. 


8037 




Seq. ID 


OJ991201J38.9C23 


. C3 


Gene No. 


16972 




Strand 






Start 


17541 




End 


19051 




Name 


OJ991201 08.9C23.C3. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


12903 




End 


14727 




GI 


none 




Score 


162 




Exons 


12903. .13040, 12926. 


.13036, 


12945. .13043, 13161 .. 13361 , 






13166. .13312, 13716. 


.13883, 


13717. .13884, 14269 .. 14421 , 






14270. .14437, 14432. 


.14659, 


14 4 64. .14 652, 14 648. .14707, 






. 14656. .14727 










Seq. No. 


8037 




Seq. ID 


OJ991201_08.9C23 


. C3 


Gene No. 


16972 




Strand 






Start 


17541 




End 


19051 




Name 


OJ991201 08.9C23.C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12903 




End 


13352 




GI 


none 




Score 


105 




Exons 


12903. .13040, 12941. 


.13036, 


13157. .13246, 13161 .. 13238 , 






13242. .13352, 13245. 


.13334 









8378 




Seq. No. 


8037 






Seq. ID 


A TflOl O A 1 n O A/in O /—i -") 

OJ991201_08 . 9C23 . C3 


Gene No. 


16972 






Strand 




Start 


. 17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


o4.tm 


Method 


TBLASTX : Maize 


Start 


14515 






i-i j 

End 


14707 


GI 


none 






Score 


303 


Exons 


14515. . 


14706, 14516. 


i a n a n 
. 14 707 






Seq. No. 


8037 






Seq. ID 


OJ991201 08.9C23.C3 


Gene No. 


16972 






Strand 




Start 


17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


17532 






End 


17891 


GI 


none 






Score 


91 


Exons 


17532. . 


17612, 17539. 


. 17613, 


17718. .17891, 17722. .17844 


Seq. No. 


8037 






Seq. ID 


OJ991201_08. 9C23.C3 


Gene No. 


16972 






Strand 




Start 


17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


17536 






End 


17891 


GI 


none 






Score 


99 


Exons 


17536. . 

- 


17613, 17538. 


. 17612, 


17715. .17891, 17722.. 17865 


Seq. No. 


8037 






Seq. ID 


OJ991201JD8. 9C23.C3 


Gene No. 


16972 






Strand 




Start 


17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


o2 ..ts 


Method 


TBLASTX: Soybean 


Start 


17541 






End 


17891 


GI 


none 






Score 


83 


Exons 


17541. . 


17606, 17542. 


.17604, 


17715. .17891, 17716. .17844 


Seq. No. 


8037 






Seq. ID 


OJ991201_08.9C23.C3 


Gene No. 


16972 






Strand 




Start 


17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


17541' 






End 


17891 


GI 


none 






Score 


92 


Exons 


17541. . 


17612, 17715. 


.17891, 


17716. .17844 


Seq. No. 


8037 






Seq. ID 


OJ991201_08. 9C23.C3 


Gene No. 


16972 






Strand 




Start 


17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


o4 . gs 


"Method 


GENSCAN 


Start 


17541 




End 


17915 


GI 


none 






Score 


.44 


Exons 


17541. . 


17915 








Seq. No. 


8037 " 






Seq. ID 


OJ991201_08. 9C23.C3 


Gene No. 


16972 






Strand 




ouart 


17541 






End 


19051 


Name 


OJ991201 08.9C23.C3. 


o3.np 


Method 


AAT/NAP 


Start 


17544 




End 


19051 


GI 


2462749 






Score 


250 


Exons 


17544. . 


17909, 19029. 


.19051 






GI Descrip. 


(AC002292) Putative 


Serine/Threonine protein kinase [Arabidopsis 



thaliana] 



8379 



O \Z • LN KJ . 


8038 


Seq. ID 


OJ991201 08.9C23.C4 


Gene No. 


16973 


Strand 




Start 


104 


End 


5511 


Name 


OJ991201 08.9C23.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


103 


End 


441 


GI 


none 


Score 


271 


Exons 


103. .441, 105. .440 






Seq. No. 


8038 


Seq. ID 


OJ991201_08.9C23.C4 


Gene No. 


16973 


Strand 




Start 


104 


End 


5511 


Name 


OJ991201 08.9C23.C4.ol.np 


Method 


AAT/NAP 


Start 


104 


End 


5217 


GI 


3738339 


Score 


1190 


Exons 


104. .487, 2207. .2548, 3851.. 


4104, 4210 


..4269, 4467. .4538, 




4751.. 4890, 5003.. 5217 






GI Descrip. 


(AC005170) putative LRR receptor protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


8038 


Seq. ID 


OJ991201_08.9C23.C4 


CZe^D c± Mo 


i con 

i by / o 


o trana 




Start 


104 


End 


5511 


Name 


OJ991201 08.9C23.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


105 


End 


2555 


GI 


none 


Score 


41 


Exons 


105. .134, 105. .137, 135. .485 


, 139. .312 


, 388. .483, 2203. .2430, 




2205.. 2555, 2479.. 2550 






Seq. No. 


Q n "3 Q 


oeq. iJJ 




Cl&nez Mo 


16973 


Strand 




Start 


104 


End 


5511 


Name 


OJ991201 08.9C23.C4.ol.gs 


Method 


GENS CAN 


Start 


108 


End 


5511 


GI 


none 


Score 


.91 


Exons 


108. .487, 2207. .2548, 3495.. 


3632, 3851 


..4104, 4210. .4269, 




4751.. 4894, 5180.. 5312, 5415 


. .5511 






8038 


Seq. ID 


OJ991201_08. 9C23.C4 


Gene No. 


16973 


Strand 




Start 


104 


End 


5511 


Name 


OJ991201 08.9C23.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


114 


End 


489 


GI 


none 


Score 


184 


Exons 


114. .488, 190. .489 






Qpn Mr* 


8038 


Seq. ID 


OJ991201J38. 9C23.C4 


Gene No. 


16973 


Strand 




Start 


104 


End 


5511 


Name 


OJ991201 08.9C23.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


162 


End 


528 


GI 


none 


Score 


49 


Exons 


162. .476, 241. .288, 385. .528 






Seq. No. 


8038 


Seq. ID 


. OJ991201_08.9C23.C4 


Gene- No. 


16973 


Strand 




Start 


104 


End 


5511 



8380 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Start'*"'" 
Name 
Start 
GI 

Exons 



OJ991201_08 . 9C23 . C4 . ol . gp Method AAT/GAP 

363 End 24 65 

4715218 - Score 719 

363. .487, 2207. .2465 

2462749 5.0e-43 (AC002292) Putative Serine/Threonine protein 
kinase [Arabidopsis thaliana] 



8038 

16973 

104 

OJ991201JD8 , 9C23 . C4 . o2-. tc 

441 

none 



Seq. ID OJ991201_08.9C23.C4 



Strand 
End 

Method 

End 

Score 



5511 

TBLASTX: Cress 

2537 

172 



441. .488, 2208. .2537, 2215. .2430, 2322. .2507 



8038 

16973 

104 

OJ991201_08 . 9C23 . C4 . ol . tm 

2223 

none 

2223. .2555, 
3853. .3966 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_08.9C23.C4 
5511 

TBLASTX: Maize 

3968 

194 



2224. .2430, 2322. .2534, 2479. .2553, 3852. .3968, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8038 Seq. ID OJ991201_08 . 9C23 . C4 

16973 Strand 

104 End . 5511 

OJ991201_08 . 9C23 . C4 . o2 . gp Method AAT/GAP 

2745 End 3181 

uC-osflcypl69h02bl Score 761 

2745. .3181 

1 6063530/dbj | AP000615.il AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8038 

16973 

104 

OJ991201_08 . 9C23 . C4 . o3 . tm 

3981 

none 

3981. .4106, 3982. .4110, 4212. 
4467. .4529, 4468. .4530, 4729. 
4751. .4894, 5006.. 5077, 5007. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4274, 
.4893, 
.5078, 



OJ991201_08.9C23.C4 
5511 

TBLASTX: Maize 
5323 
99 

4216. .4275, 4466. .4534, 
4733.-4894, 4747. .4893, 



5167. .5316, 5180. .5323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8038 

16973 

104 

OJ991201_08. 9C23.C4 .o2.ts 

4212 

none 



Seq. ID OJ991201_08.9C23.G4 
Strand 
End 

Method 
End 
Score 



5511 

TBLASTX: Soybean 

5317 

58 



4212. .4274, 4219. .4290, 4469.-4537, 4750. .4893, 4751. .4888, 
4786.. 4890, 5006.. 5071, 5167.. 5313, 5173.. 5313, 5180.. 5317 



Seq. No. 
Gene No. 
Start 
Name 



8038 

16973 

104 

OJ991201 08.9C23.C4.o3.tc 



Seq. ID OJ991201_08. 9C23.C4 
Strand 

End 5511 

Method TBLASTX : Cress 



8381 



Start 
GI 

Exons 



4729 End 5317 

none Score 116 

4729. .4890, 4751. .4888, 5003. .5074, 5004. .5075, 5179. .5313, 
5180. .5317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8039 

16974 

11453 

OJ991201_08.9C23.C5.ol.np 

11453 

6498441 

11453. .12516, 12847. .13310, 
14240. .14561, 14754. .15155, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13374. .13747, 
15327. .16723, 



OJ991201_ 
+ 

17098 
AAT/NAP 
17098 . 
6780 

13931. 
16817. 



08.9C23.C5 



,14065, 
,17098 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



8039 Seq. ID 

16975 Strand 

2965 End 

OJ991201_08 . 9C23 . C5 . o2 . gs Method 

2965 End 

none Score 

2965. .2972, 3342. .3459 



OJ991201_08.9C23.C5 

3459 
GENSCAN 
3459 
.5 



OJ991201 08.9C23.C5 



Seq. No. 8039 Seq. ID 

Gene No. 16976 Strand 

Start 17742 End 

Name OJ991201_08 . 9C23 . C5 . o3 . tw Method 

Start 1264 End 

GI none Score 

Exons 1264.. 1323, 12731 .. 12904 , 12732 .. 13217 , 12732 .. 13160, 
12926. .13186 



20927 

TBLASTX: Wheat 

13217 

54 



Seq. No. 8039 

Gene No. 16976 

Start 17742 

Name OJ991201_08 . 9C23 . C5 . 06 . tw 

Start 11601 

GI none 

Exons 11601. .11648, 11655 .. 11753, 
11736. .11993 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_08.9C23.C5 
20927 

TBLASTX: Wheat 

11993 

58 



11660. .11752, 11720. .11959, 



Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11606 




End 


11891 




GI 


none 




Score 


199 . 




Exons 


11606. .11890, 11643. 


.11891 








Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13382 




End 


13844 ■ 




GI 


none 




Score 


587 





8382 




Exons 


13382. .13837, 13383 


. .13844 




- 




Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No-. 


1 b y / b 




Of vin/J 






Start- 


17742 




End' 


20927 




Name 


OJ991201 08.9C23.C5 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


13422 




End 


13787 




GI 


none 




Score 


117 




Exons 


13422. .13646, 13653 


. .13787 








Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No . 


i d y / o 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13512 




End 


13868 




GI 


none 




Score 


392 




Exons 


13512. .13868, 13547 


. .13858, 


13563. .13868 




Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


bene no . 


ioy / b 




Strand 






Start 


17742 




End 


^uyz / 




Name 


OJ991201 08.9C23.C5 


.o3. tm 


Method 


TBLASTX : Mai ze 




Start 


13895 




End 


14 z / y 




GI 


none 




Score 


tj c: q 

Joy 




Exons. 


13895. .14260, 13896 


. .14279 








Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No . 


1 by / b 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13952 




End 


14377 




GI 


none 




Score 


485 




Exons 


13952. .14377, 13953 


. .14372 








Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No . 


iby / b 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14001 




End 


14402 




GI 


none 




Score 


286 




Exons 


14001. .14402, 14024 


. .14191 








Seq. No. 


8039 . 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No. 


16976 




Strand. 






otart 


1 / / H Z. 




End 


20927 




Name 


OJ991201 08.9C23.C5 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15003 




End 


15461 




GI 


none 




Score 


234 




Exons 


15003. .15251, 15027 


. .15251, 


15092. .15265, 15312. .154 61, 






15323. .15460 










Seq. No. 


8039 




Seq.- ID 


OJ991201_08.9C23 


.C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5 


,o2 .ts 


Method 


TBLASTX: Soybean 




Start 


15150 




End 


15716 




GI 


5666795 




Score 


68 





8383 




Exons 


15150. .15248, 15324. 


.15461, 


15516. .15716 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


8039 




Seq. ID 


OJ991201__08.9C23 


.C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


15464 




End 


15776 




GI 


none 




Score 


193 




Exons 


15464. .15640, 15477. 


.15665, 


15516. .15776 




Seq. No. 


8039 




Seq. ID 


OJ991201 08.9C23 


-C5 


Gene No . 


16976 




Strand 






Start : 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


15969 




End 


16292 




GI 


none 




Score 


367 




Exons 


15969. .16292, 15998. 


.16279 








Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16106 ~ 




End 


16487 




GI 


none 




Score 


377 




Exons 


16106 . . 16162, 16107 . 


. 16487, 


16203. .1644 


8, 16208. .16456 




Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


.C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16489 ~~ 




End 


17089 




GI 


none 




Score 


42 




Exons 


16489. . 16518, 16492. 


.16518, 


16525. .1651 


8, 16525. .16770, 






16526. . 16771, 16535. 


. 16903, 


16627. .16797, 16963 .. 17085, 






16964. .17089 










Seq. No. 


8039 




Seq. ID 


OJ991201_08. 9C23 


• C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


o5 . gs 


Method 


GENSCAN 




Start 


17742 ~ 




End 


20927 




GI 


none 




Score 


.82 - 




Exons 


17742. .19566, 19666. 


.20731, 


20798. .20927 




Seq. No. 


8039 




Seq. ID 


OJ991201_08.9C23 


,C5 


Gene No. 


16976 




Strand 






Start 


17742 




End 


20927 




Name 


OJ991201 08.9C23.C5. 


o2 .np 


Method 


AAT/NAP 




Start 


17745 




End 


20927 




GI 


5803259 




Score 


4320 




Exons 


17745. .19566, 19666. 


.20927 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8040 




Seq. ID 


OJ991201__08.9C23 


-C6 


Gene No. 


16977 




Strand 


+ 




Start 


11 




End 


319 





8384 



Name 

Start 

GI 

Exons 



OJ991201_08 . 9C23 . C6 . ol . gs Method 

11 End 

none Score 
11. .319 



GEN SCAN 

319 

.91 



Seq. No. 


8040 


Seq. ID 


OJ991201 


_08 . 9C23.C6 


Gene No. 


16978 


Strand 


+ 




Start 


295 


End 


643 




Name 


OJ991201 08.9C23.C6.ol.gp 


Method 


AAT/GAP 




Start 


295 


End 


643 




GI 


3551787 


Score 


663 




Exons 


295. . 643 








Seq. No. 


8041 


Seq. ID 


OJ991201 


__08 . 9C23.C8 


Gene No. 


16979 


Strand 


+ 




Start 


7174 


End 


11036 




Name 


OJ991201_08 . 9C23.C8 ,o2.gs 


Method 


GENSCAN 




Start 


7174 


End 


11036 




GI 


none 


Score 


.62 




Exons 


7174. .7255, 7648. .7655, 8167. 


.8276, 8392. .8754, 


10748. .11036 


Seq. No. 


8041 


Seq. ID 


OJ991201 


_08.9C23.C8 


Gene No. 


16979 


Strand 


+ 




Start 


7174 


End 


11036 




Name 


OJ991201 08.9C23.C8.ol.gp 


Method 


AAT/GAP 




Start 


9291 


End 


9371 




GI 


LIB34 34-017-P1-K1-F5 


Score 


88 




Exons 


9291. .9371 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 5.0e- 


20 Oryza 


sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 8041 Seq. ID OJ991201_08 . 9C23 . C8 

Gene No. 16979 Strand + 

Start 7174 - End 11036 

Name OJ991201_08 . 9C23 . C8 . o2 . gp Method AAT/GAP 

Start 10484 End 10576 

GI uC-osflcyp088bl2bl Score 145 

Exons 10484.. 10576 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 1 



Seq. No. 8041 Seq. ID 

Gene No. 16980 Strand 

Start 14535 End 

Name OJ991201_08 . 9C23 . C8 . o4 . gs Method 

Start 14535 End 

GI none Score 

Exons 14535. . 14789 



OJ991201_08.9C23.C8 
+ 

14789 
GENSCAN 
14789 
.92 



Seq. No. 8041 Seq. ID 

Gene No. 16981 Strand 

Start 16334 End 

Name OJ991201_08 . 9C23 . C8 . o2 . np Method 

Start 16334 End 

GI 6730737 Score 

Exons 16334. .16670, 17082 .. 17234 , 17343 .. 17546, 17716 .. 18206, 
18469. . 18564 



OJ991201_08.9C23.C8 
+ 

18564 
AAT/NAP 
18564 
786 



8385 



GI Descrip. (AC018849) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201_08.9C23.C8 
+ 

18564 
AAT/GAP 
17914 
653 



8041 Seq. ID 

16981 Strand 
16334 End 
OJ991201_08 .9C23.C8.o3. gp Method 
17381 End 
LIB3431-061-P1-K1-C10 Score 
17381. .17546, 17716.. 17914 

. 1 466149/sp | P34648 | Y0T2_CAEEL 6.0e-21 HYPOTHETICAL 80.5 KD 

PROTEIN ZK632.2 IN CHROMOSOME III >gi_1078872_pir S40934 

hypothetical protein ZK632.2 - Caenorhabditis elegans 
>gi_3881693_emb_CAA80179. 1_ (Z22181) similar to Coiled coil 
protein; cDNA EST EMBL:D35263 comes from this gene; cDNA EST 
yk231hll.3 comes from this gene; cDNA EST yk231hll.5 comes from 
this gene; cDNA EST yk418cl.3 comes 1 



OJ991201_08.9C23.C8 
+ 



8041 Seq. ID 

16982 Strand 
21238 End 23096 

OJ991201JD8 .9C23.C8.o4. gp Method AAT/GAP 

21238 End 23096 

2427687 Score 722 

21238. .21384, 21555 
23044. .23096 

466149/sp |P3 4 64 8 | Y0T2_CAEEL 
ZK632.2 IN CHROMOSOME III >gi_1078872_pir 
protein ZK632.2 - Caenorhabditis elegans 

>gi_3881693_emb_CAA8017 9.1_ (Z22181) similar to Coiled coil 
protein; cDNA EST EMBL:D35263 comes from this gene; cDNA EST 
yk231hll.3 comes from this gene; cDNA EST yk231hll.5 comes from 
this gene; cDNA EST yk418cl.3 comes 



.21640, 22423. .22502, 22832 .. 22887, 

6.0e-21 HYPOTHETICAL 80.5 KD PROTEIN 
S40934 hypothetical 



8041 
16983 
501 



Seq. ID OJ991201_08.9C23.C8 



Strand 
End 

OJ991201_08 .9C23.C8.ol. gs Method 
501 End 
none Score 
501. .532, 572. .766, 4748. .4881, 5094. 



8041 Seq. ID 

16984 Strand 
6712 End 
OJ991201_08.9C23.C8.ol.np Method 
6712 End 
5852178 Score 
6712. .6806, 7172. .7272, 10799. .11108 

(AL117265) zhb0008.1 [Oryza sativa] 



5816 
GENSCAN 

5816 ' . 

.57 

,5148, 5795. .5816 
OJ991201 08.9C23.C8 



11108 
AAT/NAP 
11108 
502 



8041 

16985 

19828 

OJ991201_08 . 9C23 . C8 . ol . tm 

16378 

none 



Seq. ID OJ991201 08.9C23.C8 



Strand 
End 

Method 

End 

Score 



20371 

TBLASTX: Maize 

18561 

258 



16378. .16611, 16379. .16615, 17074 .. 17229, 17078 .. 17233, 



8386 



17329. .17544, 17342 17545, 17706 .. 18182, 17715 18041, 
17729. .18181, 18099. .18194, 18439 .. 18561, 18453.. 18560 



Seq. ID OJ991201_08.'9C23.C8 
Strand 

End 20371 

Method TBLASTX : Wheat 

End 16567 

Score 209 



Seq. No. 


8041 




Gene No. 


16985 




Start 


19828 




Name 


OJ991201_08.9C23.C8 


.ol. tw 


Start 


16378 




GI 


none 




Exons 


16378. .16566, 16379 


. .16567 


Seq. No. 


8041 




Gene No. 


16985 




Start 


19828 




Name 


OJ991201 08.9C23.C8 


.o2. ts 


Start 


16378 




GI 


none 




Exons 


16378. .16599, 16379 


. .16615, 




18435. .18542, 18439 


. .18567, 


Seq. No. 


8041 , 




Gene No. 


16985 




Start 


19828 




Name 


OJ991201 08.9C23.C8 


.ol.tc 


Start 


16379 




GI 


none 




Exons 


16379. .16615, 16384 


. .16611, 




17073. .17162, 17078 


. .17233, 




17326. . 17544, .17327 


. .17545, 




17706. . 18182, 18086 


. .18187, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17078 

18439 



17149, 
18543 



OJ991201_08.9C23.C8 
20371 

TBLASTX: Soybean 

18567 

262 

17080. . 17148, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 08.9C23.C8 



20371 

TBLASTX: Cress 
18564 
242 

16615, 17070. .17162, 
17229, 17081. .17233, 



Seq. No. 


8041 


Seq. ID 


OJ991201 


Gene No. 


16985 


Strand 




Start 


19828 


End 


20371 


Name 


OJ991201 08.9C23.C8.ol.ts 


Method 


TBLASTX: 


Start 


17341 


End 


18197 


GI 


none 


Score 


172 


Exons 


17341. .17526, 17342 .. 17545, 


17697. .18197, 17708 




18026. .18193 






Seq. No. 


8041 


Seq. ID 


OJ991201 


Gene No. 


16985 


Strand 




Start 


19828 


End 


20371 


Name 


OJ991201 08.9C23.C8.o3.np 


Method 


AAT/NAP 


Start 


19828 


End 


20371 


GI 


6539585 


Score 


219 


Exons 


19828. . 19919, 20216. .20371 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8042 


Seq. ID 


OJ991201 


Gene No. 


16986 


Strand 


+ 


Start 


2636 


End 


3693 


Name 


OJ991201 05.9C23.Cl.ol.gs 


Method 


GEN SCAN 


Start 


2636 


End 


3693 


GI 


none 


Score 


.67 


Exons 


2636.. 3065, 3469.. 3693 







,18001, 



8387 



ru 



Seq. No. 


8042 


Seq. ID 


OJ991201 


_05. 9C23 


'.CI 


Gene No. 


16987 


Strand 


+ 






Start 


6906 


End 


9103 






Name 


OJ991201 05. 9C23.Cl.o3.gs 


Method 


GEN SCAN 






Start 


6906 


End 


9103 






GI 


none 


Score 


.46 






Exons 


6906.. 6962, 7254.. 7392, 7696 


..7792, 9004.. 9103 






Seq. No. 


8042 


Seq. ID 


OJ991201 


_05. 9C23 


.CI 


Gene No. 


16988 


Strand 


+ 






Start 


12978 


End 


15237 






Name 


OJ991201_05.9C23.Cl.o5.gs 


Method 


GENSCAN 






Start 


12978 


End 


15237 






GI 


none 


Score 


.69 






Exons 


12978. .13118, 13504. .13639, 


13803. .13856, 14180 


. . 14409, 






14944 . . 15237 










Seq. No. 


8042 


Seq. ID 


OJ991201_ 


_05 . 9C23 


-CI 


Gene No. 


16989 


Strand 


+ 






Start 


21722 


End 


22203 






Name 


OJ991201 05.9C23.Cl.o3.gp 


Method 


AAT/GAP 






Start 


21722 


End 


22203 






GI 


94945 1.R1084 


Score 


541 






Exons 


21722. .22072, 22166.. 22203 










GI Descrip. 


'4521194/dbj IAB013613.1IAB013613 1 . Oe- 


132 Oryza 


sativa 


DNA, 




centromere sequence RCB11 1 










Seq. No. 


8042 


Seq. ID 


OJ991201_ 


_05. 9C23 


.CI 


Gene No. 


16990 


Strand 








Start 


4875 


End 


6163 






Name 


OJ991201 05.9C23.Cl.o2.gs 


Method 


GENSCAN 






Start 


4875 


End 


6163 






GI 


none 


Score 


.83 






Exons 


4875. .4987, 5368. .5521, 6131 


. .6163 








Seq. No. 


8042 


Seq. ID 


OJ991201_ 


_05. 9C23 


.CI 


Gene No. 


16991 


Strand 








Start 


8376 


End 


8525 






Name 


OJ991201 05.9C23.Cl.ol.gp 


Method 


AAT/GAP 






Start 


8376 


End 


8525 






GI 


LIB3474-009-P1-K1-F11 


Score 


227 






Exons 


8376.-8525 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



, 4455244/emb|CAB36743.1| 6-0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



8042 

16992 

9661 

OJ991201_05.9C23.Cl.o2.gp 

9661 

none 

9661. .10176 
8042 

16993 - 
10636 

OJ991201_05. 9C23.Cl.o4.gs 



Seq. ID OJ991201_05. 9C23.C1 
Strand 

End 10176 

Method AAT/GAP 

End 10176 

Score 995 



Seq. ID OJ991201_05.9C23.C1 
Strand 

End 12725 

Method GENSCAN 



8388 




Start 


10636 




End 


12725 




GI 


none 




Score 


.55 




Exons 


10636. .10710, 11192 


. .11465, 


11880. .11939, 12694.. 12725 




Seq. No. 


8042 




Seq. ID 


OJ991201_05.9C23. 


CI 


Gene No. 


16994 




Strand 






Start 


13445 




End 


22217 




Name 


ATQQ1 om nc; qpoi r*i 


. ol . np 


Method 


AAT/NAP 




Start 


13445 




End 


22217 




GI 


6466937 




Score 


1150 




Exons 


13445. .14138, 15367 


. .16781, 


22173. .22217 




GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


8042 




Seq. ID 


OJ991201_05.9C23. 


CI 


Gene No . 


l oy y h 




Strand 






Start 


13445 




End 


22217 




Name 


OJ991201 05.9C23.C1 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13587 




End 


14105 




GI 


none 




Score 


76 




Exons 


13587. .13772, 13743 


. .14105, 


13810. .13899 




Seq. No. 


8042 




Seq. ID 


OJ991201_05.9C23. 


CI 


Gene No . 


i CQQ/ 

i ©y y h 




Strand 






Start 


13445 




End 


22217 




Name 


OJ991201 05.9C23.C1 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13686 




End 


13904 




GI 


none 




Score 


70 




Exons 


13686. .13904, 13810 


. .13899 








Seq. No. 


8042 




Seq. ID 


OJ991201_05.9C23. 


CI 


Gene No . 


i t>y y 4 




Strand 






Start 


13445 




End 


22217 




Name 


OJ991201 05.9C23.C1 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13956 




End 


15772 




GI 


none 




Score 


254 




Exons 


13956. .14066, 15392 


. .15772 








Seq. No. 


8042 




Seq. ID 


OJ991201_05.9C23. 


CI 


Gene No. 


16994 




Strand 






Start 


13445 




End 


22217 




Name 


ujyyizui uo.yuzo.ci 


. 06 . gs 


Method 


GENSCAN 




Start 


15287 




End 


20713 




GI 


none 




Score 


.63 




Exons 


15287. .16536, 16592 


. .16985, 


17079. .17232, 17310 .. 17347, 






17523. .17657, 17887 


. .17963, 


18129. .18361, 18717. .18744, 






18804. .18970, 20050 


. .20257, 


20511. .20713 




Seq. No. 


8042 




Seq. ID 


OJ991201_05. 9C23. 


CI 


Gene No . 


it>y y4 




Strand 






Start 


13445 




End 


22217 




Name 


OJ991201 05.9C23.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15392 




End 


'16027 




GI 


none 




Score 


215 




Exons 


15392. .16027, 15435 


. .15890 








Seq. No. 


8042 




Seq. ID 


OJ991201_05.9C23. 


CI 



8389 




Gene No. 


16994 


Strand 






Start 


13445 


End 


22217 




Name 


OJ991201 05.9C23.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15620 


End 


16006 




GI 


none 


Score 


161 




Exons 


15620. .16006, 15741. .15992 








Seq. No. 


8042 


Seq. ID 


OJ991201_05. 9C23 


.CI 


Gene No. 


16994 


Strand 






Start 


13445 


End 


22217 




Name 


OJ991201 05. 9C23.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15863 


End 


16294 




GI 


none 


Score 


283 




Exons 


15863. .16294 








Seq. No. 


8042 


Seq. ID 


OJ991201_05 . 9C23 


.CI 


Gene No . 


16994 


Strand 






Start 


13445 


End 


22217 




Name 


OJ991201 05.9C23.Cl.o4. tm 


Method 


TBLASTX: Maize 




Start 


16028 


End 


16450 




GI 


none 


Score 


91 




Exons 


16028. .16237, 16274. .164 50 








Seq. -No. 


8042 


Seq. ID 


OJ991201_05. 9C23 


.CI 


Gene No. 


16994 


Strand 






Start 


13445 


End 


22217 




Name 


OJ991201 05.9C23.Cl.o2.np 


Method 


AAT/NAP 




Start 


16130 


End 


18267 




GI 


5922620 


Score 


314 




Exons 


16130. .16155, 17263. .17347, 


17385. .17696, 18058. .18267 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gil 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetica. 




protein [Oryza sativa] 








Seq. No. 


8042 


Seq. ID 


OJ991201_05.9C23 


.CI 


Gene No . 


16994 


Strand 






Start 


13445 


End 


22217 




Name 


OJ991201 05.9C23.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


16382 


End 


16724 




GI 


none 


Score 


153 




Exons 


16382. .16465, 16443.. 16724 








Seq. No. 


8042 


Seq. ID 


OJ991201_05.9C23 


.CI 


Gene No. 


16994 


Strand 






Start 


13445 


End 


22217 




Name 


OJ991201 05.9C23.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


16497 


End 


16781 




GI 


none 


Score 


107 




Exons 


16497. .16781, 16537.. 16779 








Seq. No. 


8043 


Seq. ID 


OJ991201_05.9C23 


.C2 


Gene No. 


16995 


Strand 


+ 




Start 


258 


End 


1602 




Name 


OJ991201 05.9C23.C2.o2.np 


Method 


AAT/NAP 




Start 


258 


End 


1602 





8390 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6630699 Score 88 

258. .339, 1524. .1602 
(AP000969) hypothetical protein [Oryza sativa] 



gi | 6721536 I dbj | BAA8.9566 . 1 1 
[Oryza sativa] 

8043 

16996 

8355 

OJ991201_05.9C23.C2.o6.np 

8355 

4680207 

8355.. 8688, 9474.. 9855, 10370. 



(AP001073) hypothetical protein 



Seq. ID OJ991201_05.9C23.C2 
Strand 
End 

Method 
End 
Score 
. .10928, 



+ 

11224 
AAT/NAP 
11224 
537 

11164. .11224 



(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8043 

16997 

1 

OJ991201_05.9C23.C2.ol.np 



OJ991201 05.9C23.C2 



Seq. ID _ 
Strand ■ 
End 8282 
Method AAT/NAP 
1 End * 1464 

5922620 Score 142 

1..56, 1113. .1264,... .1421. .1464 

(AP000492) EST Dl'5.357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8043 
16997 



Seq. ID OJ991201_05.9C23.C2 



Strand 
End 

Method 
End 
Score 



8282 
AAT/NAP 
4794 
935 



OJ991201_05.9C23.C2.o4.np 
1 

6466937 

1..56, 2208. .4366, 4667. .4794 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8043 Seq. ID 

16997 Strand 
1 End 
OJ991201_05 . 9C23 .C2 . ol . gs Method 
521 End 
none Score 
521. .567, 1086. .1110, 1156. .1400, 1513 
3530. .4845, 6299. .6493, 8275. .8282 



OJ991201_05.9C23.C2 

8282 
GEN SCAN 
8282 
.45 

..1696, 2817. .3331, 



Seq. No. . 8043 

Gene No. 16997 

Start 1 

Name OJ991201_05 . 9C23 . C2 . o3 . np 

Start 1741 

GI 5922620 

Exons 1741.. 1852, 3460.. 3511 

GI Descrip. (AP000492) EST D15357 (C0514 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201JD5.9C23.C2 

8282 
AAT/NAP 
3511 
71 



corresponds to a region of. the 



predicted gene.; hypothetical protein [Oryza sativa] 



8391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|6016853|dbj|BAA85r96.1| (AP000570) EST D15357 (C0514 ) " 
corresponds to a region of the predicted gene.; hypothetical 
protein ' [Oryza sativa] 



8043 

16997 

1 

OJ991201_05 . 9C23 . C2 . o2 . tm 

2191 

none 



Seq. ID OJ991201_05.9C23.C2 
Strand 

End 8282 

Method TBLASTX : Mai ze 

End 2590 

Score 82 



2191. .2424, 2219. .2425, 2456. .2590 



Seq. No. 8043 

Gene No. 16997 

Start 1 ... 

Name OJ991201_05 . 9C23 . C2 . o2 . ts 

Start 2212 

GI none 
Exons 



Seq. ID OJ991201_05.9C23.C2 
Strand 

End 8282 

Method TBLASTX : Soybean 

End 2509 

Score 78 



2212. .2448, 2219. .2416, 2465. .2509, 2469. .2504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8043 

16997 

1 

OJ991201_05 .9C23.C2.o3. tw 

2233 

none 



Seq. ID OJ991201_05.9C23.C2 
Strand 

End 8282 

Method TBLASTX : Wheat 

End 2482 

Score 113 



2233. .2448, 2234. .2449, 2453.-2482 



i ; 



Seq. No. 8043 

Gene No. 16997 

Start 1 

Name OJ991201_05 . 9C23 . C2 . ol . tw 

Start 2486 

GI none 
Exons 



Seq. ID OJ991201_05.9C23.C2 
Strand 

End 8282 

Method TBLASTX : Wheat 

End 2855 

Score 165 



2486. .2812, 2490. .2813, 2805. .2855 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8043 

16997 

1 

OJ991201_05 .9C23.C2.ol. tm 

2591 

none 



Seq. ID OJ991201_05. 9C23.C2 
Strand 

End 8282 

Method TBLASTX : Mai ze 

End 3089 

Score 98 



2591.. 2812, 2670.. 2810, 2805.. 3089 



Seq. No. 8043 

Gene No. 16998 

Start 8311 

Name OJ991201JD5 . 9C23 . C2 . ol . ts 

Start 8311 

GI none 
Exons 



Seq. ID OJ991201_05. 9C23.C2 
Strand 

End 10758 

Method TBLASTX : Soybean 

End 10701 

Score 120 



8311. .8487, 8500. .8646, 9462. .9602, 9506. .9604, 9620. .9670, 
9621. .9776, 10513. .10701 



Seq. No. 8043 

Gene No. 16998 

Start 8311 

Name OJ991201 05 . 9C23 . C2 . o3 . tm 



Seq. ID OJ991201_05. 9C23.C2 
Strand 

End 10758 

Method TBLASTX : Maize 



8392 



Start 


8518 


End 


9787 


GI 


none 


Score 


82 


Exons 


8518. .8592, 8611. .8643, 9468. 


.9593, 9471. .9602, 9497. .9619, 




9618. .9785, 9632. .9787 






Seq. No. 


8043 


Seq. ID 


OJ991201_05.9C23.C2 


Gene No. 


16998 


Strand 




Start 


8311 


End 


10758 


Name 


OJ991201 05.9C23.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9507 


End 


. 9788 


GI 


none 


Score 


123 


Exons 


9507.. 9602, 9509.. 9601, 9617. 


.9781, 9630.. 9788 


Seq. No. 


8043 


Seq. ID 


OJ991201 05 . 9C23.C2 


Gene No. 


16998 


Strand 




Start 


8311 


End 


10758 


Name 


OJ991201 05. 9C23.C2.o4.tw 


Method 


TBLASTX: Wheat 


Start 


10359 


End 


10758 


GI' 


none 


Score 


196 


Exons 


10359. .10757, 10360. .10758 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No . 


16999 


Strand 


+ 


Start 


192 


End 


1623 


Name 


OJ991201 05. 9C23.C3.ol.gs 


Method 


GEN SCAN 


Start 


192 


End 


1623 


GI 


none 


Score 


.61 


Exons 


192. .412, 1506. .1623 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


17000 


Strand 


+ 


Start 


2243 


End 


10467 


Name 


OJ991201 05. 9C23.C3.ol.np 


Method 


AAT/NAP 


Start 


2243 


End 


10464 


GI 


5734760 


Score 


1150 


Exons 


2243. .2379, 4041. .4149, 5287. 


.5414, 9196.. 9299, 9710.. 9837, 




9919. .10464 






GI Descrip. 


(AC007651) Very similar to prenyl transferase [Arabidopsis 




thaliana] 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


.17000 


Strand 


+ 


Start 


2243 


End 


10467 


Name 


OJ991201 05. 9C23.C3.ol.gp 


Method 


AAT/GAP 


Start 


3086 


End 


3170 


GI 


LIB3477-003-P1-K1-E9 


Score 


138 


Exons 


3086. .3170 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] * 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


17000 


Strand 


+ 


Start 


2243 


End 


10467 


Name 


OJ991201 05. 9C23.C3.o2.gs 


Method 


GENSCAN 


Start 


3718 


End 


10467 


GI 


none 


Score 


.68 



8393 



4! 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3718. .3877, 4007. .4149, 5287. .5414, 7346. .7718, 7881. .8035, 
9196. .9299, 9710. .9837, 9919. .10467 



8044 Seq. ID 

17000 Strand 

2243 End 

OJ991201_05 . 9C23 . C3 . o4 . gp Method 

6728 End 

101153JL.R1084 Score 
6728. .6957, 7434. .7462 

, 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 

indica {GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ991201_05.9C23.C3 
+ 

10467 
AAT/GAP 
7462 
390 



8044 

17001 

18528 

OJ991201_05 . 9C23 . C3 . o4 . gs 
18528 
none 
18528. 
22765, 
24547, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_ 
+ 

25172 
GENSCAN 
25172 
.76 



05.9C23.C3 



.18580, 20163. 
.23099, 23186. 
.24651, 24724. 



.20262, 
.23948, 
.25172 



20370. .20618, 22176. 
24122. .24210, 24286. 



8044 
17001 , 
18528 

OJ991201_05.9C23.C3.o4.np 
22215 
6691716 
22215. ;23103, 
24023. .24210, 



23301. .23475, 
24286. .24397, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23557. .23677, 
24547. .24651, 



OJ991201_ 
+ 

25172 
AAT/NAP 
25169 
2365 

23789 
24724 



.22344, 
,24475, 



05.9C23..C3 



.23948, 
.25169 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



8044 Seq. ID 

17002 Strand 
31063 End 
OJ991201_05 . 9C23 . C3 . o7 . gp Method 
31063 End 
LIB3477-003-P1-K1-E9 Score 
31063. .31110, 31183.. 31252 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991201_05.9C23.C3 
+ 

31252 
AAT/GAP 
31252 
137 



Seq. No. 8044 Seq. ID 

Gene No. 17003 Strand 

Start 39604 • End 

Name OJ991201_05 . 9C23 . C3 . o7 . gs Method 

Start 39604 End 

GI hone Score 

Exons 39604. .39984 



OJ991201_05. 9C23.C3 
+ 

39984 
GENSCAN 
39984 
. 94 



Seq. No. 
Gene No. 
Start 



8044 

17004 

40599 



Seq. ID 
'Strand 
End 



OJ991201_ 
+ 

41043 



05.9C23.C3 



8394 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201JD5 . 9C23 . C3 . 08 . gp Method 
40599 End 
LIB3431-028-P1-N1-A10 Score 
40599. .40664, 40692. .41043 
■4 680203/gb|AAD27566.1|AF114171_7 
protein [Sorghum bicolor] 1 



AAT/GAP 

41043 

750 



3.0e-33 (AF114171) TNP2-like 



OJ991201_05.9C23.C3 
+ 

44259 
AAT/GAP . 
44259 
675 



8044 Seq. ID 

17005 Strand 
43878 End 
OJ991201_05 .9C23.C3.o9. gp Method 
43878 End 
uC-osflcyp033a04bl Score 
43878. .44259 

'6016845/dbj |AP000570.1|AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 

8044 Seq. ID OJ991201_05 . 9C23 . C3 

17006 Strand + 
46629 ' End 48399 
OJ991201_05 . 9C23 . C3 . o9 . np Method AAT/NAP 

46629 End 48399 ' * . 

5922620 Score 109 

46629. .46660, 48265. .48399 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

8044 Seq. ID OJ991201JD5 . 9C23 . C3 

17007 Strand 

5459 End 5733 

OJ991201_05 .9C23.C3.o2. gp Method AAT/GAP 

5459 End 5733 

61605_3.R1084 Score 294 

5459.. 5733 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase 
thaliana] 1 



[Arabidopsis 



80*4 4 Seq. ID 

17008 Strand 

10506 End 

OJ991201_05 . 9C2 3 . C3 . o5 . gp Method 

10506 End 

none Score 
10506.. 10923 



OJ991201_05.9C23.C3 

10923 
AAT/GAP 
10923 
804 



Seq. No. 8044 

Gene No. 17009 

Start 11613 

Name OJ991201_05 . 9C23 . C3 . o5 . ts 

Start 5275 

GI none 

Exons 5275.. 5349, 5279.. 5407, 
9185.. 9328, 9687.. 9857, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5287. .5412, 



OJ991201_05.9C23.C3 
54502 

TBLASTX : Soybean 
9857 
71 

5289.. 5411, 9181.. 9327, 



9708. .9851, 9709.. 9855 



8395 



Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


17009 


Strand 




Start 


11613 


End 


54502 


Name 


OJ991201 05.9C23.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


5312 


End 


10307 


GI 


none 


Score 


143 


Exons 


5312.. 5407, 5313.. 5411, 5314 


..5412, 5314. .5418, 9151. .9300, 




9196.. 9300, 9197.. 9301, 9707 


..9850, 9708.. 9857, 9709.. 9855, 




9907. .10188, 9916. .10185, 9918. .10187, 


10185. .10307, 




10186. .10302 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


17009 


Strand 




Start 


11613 


End 


54502 


Name 


OJ991201 05.9C23.C3.o3.tc 


Method 


TBLASTX: Cress -' 


Start 


5319 


End 


10022 


GI 


none 


Score 


128 


Exons 


5319.. 5411, 5320.. 5412, 9194 


. ,930i;^9196. .9327, 9707.. 9838, 




9708.. 9851, 9708.. 9857, 9709 


..9855, 9907.. 10020, 9916.. 10017, 




9918. .10022 






Seq. No. 


8044 


Seq. ID 


OJ991201_05. 9C23.C3 


Gene No. 


17009 


Strand 




Start 


11613 


End 


54502 


Name 


OJ991201 05.9C23.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9921 


End 


10470 


GI 


none 


Score 


137 


Exons 


9921.. 10166, 9921.. 10169, 9922.. 10170, 


10147. .10470, 




10170. .10319, 10318. .10467 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No . 


17009 


Strand 




Start 


11613 


End 


54502 


Name 


OJ991201 05.9C23.C3.ol0.tm 


Method 


TBLASTX :Maize 


Start 


11454 


End 


11703 


GI 


none 


Score 


95 


Exons 


11454 . .11600, 11455. .11637, 


11465. .11623, 11641.. 11703 


Seq. No. 


8044 


Seq. ID 


OJ991201_05. 9C23.C3 


Gene No . 


17009 


Strand 




Start 


11613 


End 


54502 


Name 


OJ991201 05.9C23.C3.o3.gs 


Method 


GENSCAN 


Start 


11613 


End 


17244 


GI 


none 


Score 


.89 


Exons 


11613. .13280, 17074. .17244 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


17009 


Strand 




Start 


11613 


End 


54502 


Name 


OJ991201 05.9C23.C3.o8.tm 


Method 


TBLASTX: Maize 


Start 


11771 


End 


12150 


GI 


none 


Score 


106 


Exons 


11771. .11851, 11835. .12149, : 


11847. .12092, 11950. .12150, 




11956. .12150 






Seq. No. 


8044 


Seq. ID 


OJ991201_05.9C23.C3 


Gene No. 


17009 


Strand 





8396 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



11613 End 

OJ991201_05 .9C23.C3.o7. np Method 

11931 End 

6958206 Score 



54502 
AAT/NAP 
54502 
208 



11931. .12120, 13558. .13595, 18408 18699, 18737 188 63, 
33142. .33324, 38837 .. 39119, 54473.. 54502 

(AF093132) kexin-like protease KEX1 [Pneumocystis carinii f . 
muris] 



sp. 





Seq. No. 


8044 




Seq. ID 


OJ991201_05.9C23 


. C3 




Gene No . 


17009 




Strand 








Start 


11613 




End 


54502 






Name 


OJ991201_05. 9C23 ,C3 . 


06. tm 


Method 


TBLASTX: Maize 






Start 


12206 




End 


12546 






GI 


none 




Score 


203 






Exons 


12206. .12544, 12207 . 


.12395, 


12207. .12545, 12211.. 12546 






Seq. No. 


8044 




Seq. ID 


OJ991201_05.9C23 


.C3 




Gene No. 


17009 




Strand 








Start 


11613 




End 


54502 






Name 


OJ991201_05.9C23.C3. 


ol.tm 


Method 


TBLASTX: Maize 






Start 


12547 




End 


13215 






GI 


none 




Score 


318 






Exons 


12547. .13053, 12549. 


.13214, 


12550. .13215, 12551. .13060, 




n 

'? 5? 

l hJ 




12714 . . 13133, 13109. 


.13207 








: 3 f: 


Seq. No. 


8044 




Seq. ID 


OJ991201_05. 9C23 


. C3 


ri j 


Gene No. 


17009 




Strand 






\* f \ 


Start 


11613 




End 


54502 






Name 


OJ991201 05.9C23.C3. 


oil . tm 


Method 


TBLASTX: Maize 




-I 


Start 


13216 




End 


17254 






GI 


none 




Score 


103 




r Li 


Exons 


13216. .13281, 13218. 


.13283, 


13219. .13281, 13221. .13283, 








17074 . . 17253, 17075. 


.17254, 


17075.. 17254 




u 

!■ 1 


Seq. No. 


8044 




-Seq. ID 


OJ991201_05. 9C23 


.C3 




Gene No. 


17009 




Strand 






\s at 


Start 


11613 




End 


54502 




Q 


Name 


OJ991201 05.9C23.C3. 


06 . gp 


Method 


AAT/GAP 




u 


Start 


20443 




End 


20904 






GI 


uC-osflcypl77g01al 




Score 


240 






Exons 


20443. .20477, 20742. 


.20904 










GI Descrip. 


M884864/gb|AAD31846 


.1IAF133530 1 4.0e 


-12 (AF133530) water 






channel protein MipH 


[Mesembryanthemum crystallinum] 1 






Seq. No. 


8044 




Seq. ID 


OJ991201_05.9C23 


.C3 




Gene No. 


17009 




Strand 








Start 


11613 




End 


54502 






Name 


OJ991201 05.9C23.C3. 


ol3 . tw 


Method 


TBLASTX: Wheat 






Start 


22335 




End 


22625 






GI 


none 




Score 


215 






Exons 


22335. .22625 











Seq. No. • 8044 Seq. ID 

Gene No. 17009 Strand 

Start 11613 End 

Name OJ991201_05 . 9C23 . C3 . o5 . gs Method 



OJ991201_05. 9C23.C3 

54502 
GEN SCAN 



8397 



u LQI L 


9S4fi 9 




End 


36387 




GI 


none 




Score 


.7 




Exons 


25489. .28570, 28667 


. .29199, 


29201. .29452, 298 97 29987 , 






31433. .31569, 31649 


. .31747, 


31845. .31917, 32206 .. 32379, 






32484. .33039, 33113 


. .33241, 


33415. .33556, 33652 34572 , 






34699. .35073, 35908 


. .35944, 


36266. .36387 




Seq. No. 


8044 




Seq. ID 


OJ991201_05.9C23 


.C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o5.np 


Method 


AAT/NAP 




Start 


25492 




End 


28587 




GI 


5902445 




Score 


5338 




Exons 


25492. .28587 










GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


ft 04 4 

O \J 4 *± 




Seq. ID 


OJ991201_05.9C23 


.C3 


Cpnp Kin 


1 7HHQ 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


9 c iRm 

t JJUl 




End 


26115 




GI 


none 




Score 


80 




Exons 


9R^01 9^6^ft 9R694 


9 61 1 R 

. . Z. U X X >J , 


25853. .25954, 26006.. 26095 




Seq. No. 


ft 04 4 




Seq. ID 


OJ991201_05. 9C23 


.C3 




1 700Q 

1 / UU j 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


9 ^40 




End 


25773 




GI 


none 




Score 


101 




Exons 


9^40 9R641 9RR41 


9R649 


25621. .25773, 25622.. 25681 




Seq. No. 


ft 04 4 




Seq. ID 


OJ991201__05.9C23 


.C3 


Gene No. 


1 700Q 




Strand 






Start 


XiOlJ 




End 


54502 




Name 




.oij. urn 


Method 


TBLASTX: Maize 




Start 


25885 




End 


26158 




GI 


none 




Score 


51 




Exons 


25885. .25971, 25981 


. .26064, 


25994. .26068, 26059 .. 2 6157 , 






26060. .26158 










Seq. No. 


8044 




Seq. ID 


OJ991201_05. 9C23 


.C3 


UCUC LH\J . 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


26230 




End ■ 


26617 




GI 


none 




Score 


102 




Exons 


26230. .26415, 26230 


. .26616, 


26306.. 26617 




Seq. No. 


8044 




Seq. ID 


OJ991201_05. 9C23 


.C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


26260 




End 


26624 




GI 


none 




Score 


293 




Exons 


26260. .26307,. 26279 


. .26602, 


26299.-26622, 2 6312 .. 2 6623, 






26406. .26624 











8398 




Seq. No. 


8044 




Seq. ID 


OJ991201 05.9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


,ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


26620 




End 


26919 




GI 


none 




Score . 


130 




Exons 


26620. .26745, 26785 


. .26919 








Seq. No. 


8044 




Seq. ID 


OJ991201 05.9C23. 


C3 


Gene No. 


' 17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


26851 




End 


27105 




GI 


none 




Score 


193 




Exons 


26851. .27105 










Seq. No. 


8044 




Seq. ID 


OJ991201_05. 9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 - 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


26935 




End 


27357 




GI 


none 




Score 


277 




Exons 


26935. .27357, 26945 


. .27352, 


27256. .27354 




Seq. No. 


8044 




Seq. ID 


OJ991201_05.9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


.11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.o4.ts 


Method 


TBLASTX : Soybean 




Start 


26978 




End 


27366 




GI 


none 




Score 


171 




Exons 


26978. .27358, 26980 


. .27222, 


27262. .27366 




Seq. No. 


8044 




Seq. ID 


OJ991201_05. 9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


27357 




End 


27643 




GI 


none 




Score 


94 




Exons 


27357. .27641, 27358 


. .27633, 


27361. .27642, 27566.-27643 


- 


Seq. No. 


8044 




" Seq. ID 


OJ991201_05. 9C23. 


C3 


Gene No . 


" 17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


27481 




End 


27925 




GI 


none 




Score 


89 




Exons 


27481. .27507, 27505 


. .27648., 


27518 . .276 


i49, 27670. .27924, 






27671. .27925 










Seq. No. 


8044 




Seq. ID 


OJ991201_05. 9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


27592 




End 


27993 




GI 


none 




Score 


46 




Exons 


27592. .27993, 27626 


. .27796, 


27833.. .27976 





8399 






8044 




Seq. ID 


OJ991201 05 9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


27647 




End 


28071 




GI 


none 




Score 


299 




Exons 


27647. .28027, 27652 


. .28071 








Qprr No 


8044 




Seq. ID 


OJ991201_05.9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


28156 




End 


28512 




GI 


none 




Score 


88 




Exons 


28156. .28449, 28156 


. .28512, 


28166. .28471 




Qpn No 


8044 




Seq. ID 


OJ991201_05.9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. o2. tw 




TRLASTX * Whp^t 

j. i—> Linu J. <\ * nil d 




Start 


28186 






9ft 64? 




GI 


none 




Score 


268 




Exons 


28186. .28641, 28187 


. .28642 








Qpn No 


8044 




Seq. ID 


OJ991201_05.9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


28237 




End 


28602 




GI 


none 




Score 


138 




Exons 


28237. .28371, 28378 


. .28602 








Sea No 


8044 




Seq. ID 


OJ991201_05.9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


28885 




End 


29193 




GI 


none 




Score 


171 




Exons 


28885. .29193, 28904 


. .29170 








Seq. No. 


8044 




Seq. ID 


OJ991201_05.9C23. 


C3 


-Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.06. np 


Method 


AAT/NAP 




Start 


31397 




End 


35088 




GI 


4680204 




Score 


926 




Exons 


31397. .31628, 31981 


. .32111, 


32206. .32379, 32484 33556, 






33652. .35088 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


8044 




Seq ? ID 


OJ991201_05. 9C23. 


C3 


Gene No. 


17009 




Strand 






Start 


11613 




End 


54502 




Name 


OJ991201 05.9C23.C3 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start 


34042 




End 


34445 




GI 


none 




Score 


75 





8400 






Exons 


34042. .34212, 34043. 


.34117, 


34202. .34342, 34207 


. .34443, 








34249.-34443, 34305. 


.34445, 


34329. .34445 








Seq. No. 


8044 




Seq. ID 


OJ991201 


_05.9C23 


.C3 ' 










Strand 










Start 


11613 




End 


54502 








Name 


OJ991201 05.9C23.C3. 


06. gs 


Method 


GENSCAN 








Start 


'38063 


End 


38932 








GI 


none 




Score 


.78 








Exons 


38063. .38340, 38400. 


.38484, 


38576. .38932 








Seq. No. 


8044 




Seq. ID 


OJ991201 


_05.9C23 


.C3 




Gene No. 


17009 




Strand 












11613 




End 


54502 








Name 


OJ991201 05.9C23.C3. 


08 .np 


Method 


AAT/NAP 








Start 


40683 




End 


48683 








GI 


4680203 




Score 


3244 








Exons 


40683. .41660, 44983. 


.45212, 


45366. .47038, 48640 


. .48683 






GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 








Seq. No. 


8044 




Seq. ID 


OJ991201 


_05.9C23 


,C3 




Gene No. 


17009 




Strand 










Start 


11613 




End 


54502 








Name 


OJ991201 05.9C23.C3. 


ol . tw 


Method 


TBLASTX: 


Wheat 






C-(- -3 y~4- 


A C\l A ^ 




End 


45100 






ml 


GI 


none 




Score 


130 






\ | ; 


Exons 


40743. .40829, 40818. 


.40898, 


40911. .41051, 40912 


. .41052, 




! t 




40999. .41094, 41031. 


.41090, 


41097. .41138, 41097 


. .41141, 








41102. .41143, 41136. 


.41885, 


41151. .41468, 41152 


. .41886, 




!\1 




41588. .41893, 44887. 


.45096, 


44903. .45100, 44923 


. .45099 






Seq. No. 


8044 




Seq. ID 


OJ991201 


_05. 9C23 


.C3 


I'll 

; Li 


Con d NT /~\ 


1 700Q 




Strand 










Start 


11613 




End 


54502 






.1 c; 

L J 


Name 


OJ991201 05.9C23.C3. 


ol.tc 


Method 


TBLASTX: 


Cress 






Start 


41318 




End 


41766 








GI 


none 




Score 


93 








Exons 


41318. .41569, 41319. 


.41468, 


41319. .41762, 41323 


. .41766 




nj 


Seq. No. 


8044 




Seq. ID 


OJ991201 


_05.9C23 


.C3 




Gene No. 


17009 




Strand 










Start 


11613 




End 


54502 








Name 




olO . gp 


Method 


AAT/GAP 








Start 


44927 




End 


47034 








GI 


342 1.R1084 




Score 


3509 








Exons 


44927. .47034 














GI Descrip. 


f 4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 






sativa] ' 














Seq. No. 


8044 




Seq. ID 


OJ991201_ 


_05.9C23 


.C3 




Gene No. 


17009 




Strand 










Start 


11613 




End 


■54502 








Name 


OJ991201 05.9C23.C3. 


o8.tw 


Method 


TBLASTX: Wheat 






Start 


45103 




End 


45510 








GI 


none 




Score 


51 








Exons 


45103. .45138, 45123. 


.45185, 


45124. .45186, 45219 


. .45461, 








45259. .45441, 45447. 


.45509, 


45460. .45510 







8401 



# 



Seq. .No. 8044 Seq. ID 

Gene No. 17009 Strand 

Start * 11613 End 

Name OJ991201_05 . 9C23 . C3 . 06 . ts Method 

Start 45543 End 

GI none Score 

Exons 45543. .45785 



OJ991201_05.9C23.C3 
54502 

TBLASTX : Soybean 

45785 

209 



Seq. No. 8044 

Gene No. 17009 Strand 

Start 11613 End 

Name OJ991201_05 . 9C23 . C3 . o7 . tm Method 

Start 45615 End 

GI none Score 

Exons 45615. .45809, 45819 .. 45944 , 45938.. 46060 



Seq. ID . OJ991201 05.9C23.C3 



54502 

TBLASTX: Maize 
46060 
101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



8044 
17009 
11613 

OJ991201JD5. 9C23.C3.o3.-tw 
45649 



End 

Method 
End 

none Score 
45649. .45855, 4564 9 .. 45858 , 45654 .. 45878 , 45858 .. 45938 , 
45858. .45944, 45859 .. 45945, 45941 .. 46039, 45959 .. 4 6063, 
45963. .46064, 46061 .. 46117, 46065. .46109 , 



Seq. ID OJ991201_05.9C23.C3 
Strand 

54502 

TBLASTX: Wheat 
46117 
152 



Seq. No. 8044 

Gene No. 17009 

Start 11613 

Name OJ991201_05 . 9C23 . C3 . o2 . tc 

Start 45938 

GI none 

Exons 45938. .46246, 45966. . 46052, 



Seq. ID OJ991201_05.9C23.C3 
Strand 

End 54502 

Method TBLASTX: Cress 

End 4 6268 

Score 64 
46101. .46268 



Seq. No. 8044 

Gene No. 17009 

Start 11613 

Name OJ991201_05 . 9C23 . C3 . o3 . ts 

Start 45986 

GI none 

Exons 45986. .46282, 45999. . 46250, 

Seq. No. 8044 

Gene No. 17009 

Start 11613 

Name OJ991201_05 . 9C23 . C3 . o9 . tw 

Start 46336 

GI none 

Exons 46336. .46578, 46344 .. 46586, 
46580. .46723, 46594. .46713 



Seq. ID OJ991201_05.9C23.C3 
Strand 

End 54502 

Method TBLASTX : Soybean 

End 46415 

Score 100 
46332. .46415, 46340. .46414 

Seq. ID OJ991201_05.9C23.C3 
Strand 

End 54502 

Method TBLASTX : Wheat 

End 4 6723 

Score 198 
46346. .46597, 4 6347 .. 4 6589, 



Seq. No. ,8044 

Gene No. 17009 

Start 11613 

Name OJ991201JD5 . 9C23 . C3 . o9 . gs 

Start 50439 



Seq. ID OJ991201_05.9C23.C3 
Strand 

End 54502 - 

Method GENS CAN 

End 53213 



8402 



GI none Score . 62 

Exons 50439. .50904, 53209.. 53213 



Seq. No. 


8045 




Seq. ID 


OJ991201_05.9C23.C4 


Gene No. 


17010 




Strand 


+ 


Start 


3545 




End 


5268 


Name 


OJ991201 05.9C23.C4.ol.gs 




Method 


GENS CAN 


Start 


3545 




End 


5268 


GI 


none 




Score 


.85 


£j A u n o 


3545.. 3722, 3802. .3997, 4924. 


.5268 




Seq. No. 


8045 




Seq. ID 


OJ991201_05.9C23.C4 


Gene No. 


17011 




Strand 




Start 


6326 




End 


10562 


Name 


OJ991201 05.9C23.C4.o2.gs 




Method 


GENS CAN 


Start 


6326 




End 


10562 


GI 


none 




Score 


.62 


Exons 


6326. .6720, 6996. .7200, 9139. 


.9206, 10496.. 10562 


Cprr No 


8046 




Seq. ID 


OJ991201_05.9C23.C5 


Gene No. 


17012 




Strand 


+ 


Start 


1615 




End 


1763 


Name 


OJ991201 05.9C23.C5.ol.gp 




Method 


AAT/GAP 


Start 


1615 




End 


1763 


GI 


uC-osflcypl77g01al 




Score 


235 


Exons 


1615.. 1763 








GI Descrip. 


' 4884864 /gb|AAD3184 6. 1 |AF133530_1 4 . 0e- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] ' 


Seq. No. 


8046 




Seq. ID 


OJ991201_05.9C23.C5 


Gene No. 


17013 




Strand 


+ 


Start 


2925 




End 


5936 


Name 


OJ991201 05.9C23.C5.ol.gs 




Method 


GENSCAN 


Start 


2925 




End 


5610 


GI 


none 




Score 


.89 


Exons 


2925. .3960, 4047. .4791, 4E 


167. 


.5054, 5130. .5319, ^ 5392. .5496 




5569.. 5610 








Seq. No. 


8046 




Seq. ID 


OJ991201_05.9C23.C5 


Gene No. 


17013 




Strand 


+ 


Start 


2925 




End 


5936 


Name 


OJ991201 05.9C23.C5.ol.np 




Method 


AAT/NAP 


Start 


3076 




End 


5936 


GI 


6691716 




Score 


1909 


Exons 


3076. .3946, 4144. .4336, 4418. 


.4538, 4632. .4791, 4867. .5054, 




5130.. 5229, 5380.. 5496, 5569. 


.5936 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6691717 | dbj I BAA89397.il 


(AP000570) hypothetical protein 




[Oryza sativa] 








Seq. No. 


8046 




Seq. ID 


OJ991201_05. 9C23.C5 


Gene No. 


17013 




Strand 


+ 


Start 


2925 




End 


5936 


Name 


OJ991201 05.9C23.C5.ol.tw 




Method 


TBLASTX: Wheat 


Start 


3196 




End 


3486 


GI 


none 




Score 


219 


Exons 


3196. .3486 









8403 




Sea No 


8047 








Seq. ID 


OJ991011 


02.9C30.C1 


Gene No. 


17014 








Strand 






Start 


2119 








End 


6067 




Name 


OJ991011 02 


.9C30 


.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


2119 








End 


6067 




GI 


none 








Score 


.57 




Exons 


2119. .2559, 


2767 


. .4963, 


5772. 


.6067 






Seq. No. 


8047 








Seq. ID 


OJ991011 


_02.9C30.C1 


fjpnp No 


17015 








Strand 






Start 


6942 








End 


9965 




Name 


OJ991011 02 


.9C30 


.Cl.o2. 


gs 


Method 


GENSCAN 




Start 


6942 








End 


9965 




GI 


none 








Score 


.42 




Exons 


6942. .6956, 


7304 


. .7465, 


7598. 


.7734, 8260.. 8277, 


8401. .8445, 




8707. .8851, 


9500 


. .9577, 


9639. 


.9829, 9852. .9965 




Seq. No. 


8048 








Seq. ID 


OJ991011 


_02.9C30.C2 


Gene No . 


17016 








Strand 


+ 




Start 


2469 








End 


2919 




Name 


OJ991011 02 


.9C30 


.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


2469 








End 


2919 




GI 


uC-osflM202043fl2bl 




Score 


874 




! ^[ Exons 


2469. .2919 














W GI Descrip. 

rn 


•169777 4.0e-33 


(L10345) beta 


-amylase 


[Oryza sativa] ' 


'f * 

Sea No 


8048 








Seq. ID 


OJ991011 


_02.9C30.C2 


j"i Gene No. 


17017 








Strand 






|\" Start 


803 








End 


3993 




4? Name 


OJ991011 02 


.9C30 


.C2.ol. 


gs 


Method 


GENSCAN 




'»! Start 


803 








End 


3178 




rll gi 


none 








Score 


.74 




i3 Exons 

.us; 


803. .973, 1643.. 


1882, 2010.. 2219, 2392 


..2681, 3118. .3178 


? H *\ Seq. No. 


8048 








Seq. ID 


OJ991011 


_02.9C30.C2 


, " Gene No. 


17017 








Strand 






H; Start 


803 








End 


3993 




Name 


OJ991011 02 


.9C30 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


□ Start 


1355 








End 


3993 




GI 


none 








Score 


156 




Exons 


1355. .1543, 


1373 


. .1489, 


1381. 


.1542, 1386.. 1544, 


1641. .1886, 




1641. .1883, 


1643 


. .1885, 


2002. 


.2217, 2007. .2222, 


2009. .2218, 




2386.-2655, 


2390 


• .2656, 


2392. 


.2664, 3043. .3216, 


3050. .3220, 




3050... 3217, 


3338 


. .3379, 


3339. 


.3380, 3366. .3542, 


3373. .3624, 




3378. .3659, 


3612 


. .3749, 


3662. 


.3748, 3663.-3749, 


3682. .3750, 




3891. .3968, 


3895 


. .3993, 


3897. 


.3953 






Seq. No. 


8048 








Seq. ID 


OJ991011 


_02.9C3O.C2 


Gene No. 


17017 








Strand 






Start 


803 








End 


3993 




Name 


OJ991011 02 


.9C30 


.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1408 








End 


3944 




GI 


169777 








Score 


2313 




Exons - 


1408. .1530, 


1631 


. .1882, 


2010. 


.2219, 2392.-2655, 


3050. .3214, 




3350. .3748, 


3894 


. .3944 










GI Descrip. 


(L10345) beta-amylase [Oryza 


sativa] 







8404 






Seq. No. 


8048 








Seq. ID 


OJ991011 


_02.9C30.C2 




Gene' No. 


17017 








Strand 








C4- -a >--{- 


ft o^ 








End 


3993 






Name 


OJ991011 02. 


9C30. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1646 








End 


3659 






GI 


none 








Score 


108 






Exons 


1646. .1885, 


1713. 


.1883, 


2002. 


.2124, 2007. .2222, 


2158. .2217, 






2386.-2658, 


2390. 


.2656, 


2401. 


.2664, 3053. .3217, 


3054. .3212, 






3338. .3379, 


3372. 


.3542, 


3378. 


.3659, 3379. .3621 






Seq. No. 


8048 








Seq. ID 


OJ991011 


_02. 9C30.C2 




Gene No. 


17017 








Strand 








DLdl L 


ft o^ 








End 


3993 






Name 


OJ991011 02. 


9C30. 


C2.ol. 


ts - 


Method 


TBLASTX: 


Soybean 




Start 


1646 








End 


3749 






GI 


none 








Score 


180 






Exons 


1646. .1885, 


1650. 


.1886, 


1998. 


.2213, 1998. .2222, 


1999. .2217, 






2386. .2658, 


2390. 


.2656, 


3053. 


.3217, 3054.. 3215, 


3338. .3379, 






3354. .3380, 


3378. 


.3659, 


3379. 


.3624, 3662. .3748, 


3663. .3749 




Oclj. IN U . 


ft 04 ft 

OU40 








Seq. ID 


OJ991011 


0? QP^O C9 




Gene No. 


17017 








Strand 








Start 


803 








End 


3993 




hz) 
-i 


Name 


OJ991011 02. 


9C30. 


C2.o3. 


tw 


Method 


TBLASTX : 


Wheat 


y 


Start 


2064 








End 


2238 




; s ?i 
!-i ! 


GI 


none 








Score 


76 




IMi 
i =? 


Exons 


2064. .2222, 


2077. 


.2238, 


2161. 


.2217 






rj 

hi 


Seq. No. 


8048 








Seq. ID 


OJ991011 


_02.9C30.C2 






1 701 7 








Strand 






: S i 

'i 3? 


Start 


803 








End 


3993 




• 5? 


Name 


OJ991011 02. 


9C30. 


C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 


IS 


Start 


2467 








End 


3128 




j? 3j 


GI 


none 








Score 


260 




I. t 


Exons 


2467.. 2655, 


2468. 


.2653, 


2.502. 


.2657, 3043. .3123, 


3050. .3127, 


M s 




3051. .3128 














"? 


Seq. No. 


8048 








Seq. ID 


OJ991011 


_02.9C30.C2 


Q 


(Zone* KTo 


1 701 7 








Strand 






i .{ 


Start 


803 








End 


3993 






Name 


OJ991011 02. 


9C30. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3128 








End 


3659 






GI 


none 








Score 


102 






Exons 


3128. .3217, 


3128. 


.3217, 


3329. 


.3379, 3339. .3380, 


3373. .3621, 






3378. .3659 


















ft 04 ft 
O U 4 O 








Seq. ID 


OJ991011 


09 QP^O P9 




Gene No. 


17017 








Strand 








Start 


803 








End 


3993 






Name 


OJ991011 02. 


9C30. 


C2 . o2 . 


gs 


Method 


GEN SCAN 






Start 


3339 








End 


3656 






GI 


none 








Score 


.6 






Exons 


3339. .3656 
















Seq. No. 


8049 








Seq. ID 


OJ991011 


_02.9C30.C3 




Gene No. 


17018 








Strand 







8405 




Start 


853 


End 


2710 


Name 


OJ991011 02.9C30.C3.o2.np 


Method 


AAT/NAP 


otart 


853 


End 


2710 


GI 


6815062 


Score 


1425 


Exons 


853.. 1091, 1460.. 1798, 1876 


..1974, 2057. .2710 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BA< 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


8049 


Seq. ID 


OJ991011_02.9C30.C3 


Gene No. 


17019 


Strand 




Start 


2895 


End 


3167 


Name 


OJ991011 02.9C30.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


2250 


End 


2651 


GI 


none 


Score 


96 


Exons 


2250. .2537, 2250. .2561, 2254. .2559, 2589. .2651 


Seq. No. 


8049 


Seq. ID 




Gene No. 


17019 


Strand 




Start 


2895 


End 


jib/ 


Name 


OJ991011 02.9C30.C3.o3.np 


Method 


AAT/NAP 




2895 


End 


3167 


GI 


5922623 


Score 


95 


Exons 


2895.. 2965, 3133.. 3167 






lj :f GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 


3 sr 


gi| 6016856 |dbj IBAA85199.il 


(AP000570) 


hypothetical protein 


V\\ 
; t- 


[Oryza sativa] 






i y 

Seq. No. 


8050 


Seq. ID 


OJ991011_02.9C30.C4 


Gene No. 


17020 


Strand 


+ 


Start 


373 


End 


6528 


Name 


OJ991011 02.9C30.C4.ol.gs 


Method 


GENSCAN 


I s L) Start 


373 


End 


2799 


» GI 


none 


Score 


.96 


: !5 i Exons 

! 3 5f 


373.. 2799 






Seq. No. 


8050 


Seq. ID 


OJ991011_02. 9C30.C4 


H ; Gene No. 


17020 


Strand 


+ 


Q Start 


373 


End 


6528 


H Name 


OJ991011 02.9C30.C4.ol.np 


Method 


AAT/NAP 


r s | Start 


879 


End 


6525 




6498441 


Score 


6822 


Exons 


879. .1942, 2273.-2736, 2800 


..3173, 3357. .3491, 3666. .3906, 




4099. .4581, 4753. .6150, 6244. .6525 




GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


8050 


Seq. ID 


OJ991011_02.9C30.C4 


Gene No . 


17020 


Strand 


+ 


Start 


373 


End. 


6528 


Name 


OJ991011 02.9C30.C4.o2.gs 


Method 


GENSCAN 


Start 


2863 


End 


6528 


GI 


none 


Score 


1 


Exons 


2863. .6528 






Seq. No. 


8050 


Seq. ID 


OJ991011_02.9C30.C4 



8406 



•Gene No. 17021 Strand + 

Start 12723 End 12801 

Name OJ991011_02. 9C30.C4 .ol.gp Method AAT/GAP 

Start 12723 End 12801 

GI 58045_2.R1084 Score 114 

Exons 12723. .12801 

GI Descrip. '2224899 3.0e-25 (U67133) DNA-binding protein PcMYBl 
[Petroselinum crispum] 1 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02 . 9C30.C4 .o4 .np Method 

917 End 

6815062 - Score 



OJ991011_02.9C30.C4 

17127 
AAT/NAP 
17127 
553 



917. .959, 9238. .9351, 12092 .. 12391, 13554 13632, 17106. .17127 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 





Seq. No. 


8050 










Seq. ID 


OJ991011_02. 9C30.C4 




Gene No. 


17022 










Strand 






Start 


917 










End 


17127' 




Name 


OJ991011 02 


. 9C30. 


C4 .06. 


tw 


Method 


TBLASTX: Wheat 


a: 


Start 


1027 










End 


1419 


d\ 


GI 


none 










Score 


58 


rN 


Exons 


1027. 


1074, 


1081. 


.1179, 


1098. 


.1178, 1146. .1385, 1162. .1419 


Q 


Seq. No. 


8050 










Seq. ID 


OJ991011_02.9C30.C4 


Li 


Gene No. 


17022 










Strand 






Start 


917 










End 


17127 




Name 


OJ991011 02 


. 9C30. 


C4.o5. 


tm 


Method 


TBLASTX: Maize 


m 


Start 


1032 










End . 


1317 




GI 


none 










Score 


194 


•z at 
"- . t 


Exons 


1032. 


1316, 


1069. 


.1317 








-I 


Seq. No. 


8050 










Seq. ID 


OJ991011_02.9C30.C4 


i = * 


Gene No. 


17022 










Strand 






Start 


917 










End 


17127 


'■i at 


Name 


OJ991011 02 


. 9C30. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


! s =? 


Start 


2157 










End 


2643 




GI 


none 










Score 


413 




Exons 


2157. 


2330, 


2158. 


.2643, 


2352. 


.2639 





Seq. No. 


8050 








Seq. ID 


OJ991011_02.9C30 


.C4 


Gene No. 


17022 








Strand 






Start 


917 








End 


17127 




Name 


OJ991011 02 


9C30 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2807 








End 


3270 




GI 


none 








Score 


218 




Exons 


2807. .3250, 


2808 


.3269, 


2809. 


.3270 






Seq. No. 


8050 








Seq. ID 


OJ991011_02.9C30 


.C4 


Gene No. 


17022 








Strand 






Start 


917 








End 


17127 




Name 


OJ991011 02 


9C30 


C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2848 








End 


3213 





8407 



GI 

Exons 

Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 
2848. 



Score 



.3072, 3079.. 3213 



8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02 . 9C30 . C4 . ol . tm Method 

2938 End 

none Score 

2938.-3294, 2973.-3284, 2989.. 3294 



8050 

17022 

917 

OJ99101 1_02 . 9C30 . C4 . o3 . tm 

3321 

none 

3321.. 3686, 3322.. 3705 

8050 

17022 

917 

OJ991011_02 . 9C30 . C4 . o2 . tw 

3378 

none 

3378. .3803, 3379. .3798 

8050 

17022 

917 

OJ991011_02. 9C30.C4.ol.ts 

3457 

none 

3457. .3828, 3474. .3617 

8050 
17022 
,917 

OJ991011_02 . 9C30 . C4 . o5 . tw 

4429 

none 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
' Strand 
End 

Method 

End 

Score 



117 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Maize 

3294 

392 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Maize 

3705 

356 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Wheat 

3803 

488' 



OJ991011JD2. 9C30.C4 
17127 

TBLASTX : Soybean 

3828 

273 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Wheat 

4887 

234 



4429. .4677, 4453. .4677, 4518. .4691, 4738.-4887, 4749. .4886 



8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02 . 9C30 . C4 . o2 . ts Method 

4576 End 

5666795 Score 
4576. .4674, 4750. .4887, 4942. .5142 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



OJ991011_02.9C30.C4 
17127 

TBLASTX : Soybean 
5142 
68 



8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02 . 9C30 . C4 . 08 . tw Method 

4890 End 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Wheat 
5202 



8408 



□ 

"i 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
4890. .5066, 4942. .5202 

8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02 . 9C30 . C4 . o2 . tm Method 

5395 End 

none Score 
5395. .5718, 5412. .5705 

8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02.9C30.C4.o4.tw . . Method 

5532 End 

none Score 

5532.. 5588, 5533.. 5913, 5634.. 5882 

8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02. 9C30.C4.o7.tw Method 

5914 End 

none Score 

5914. .6198, 5919. .6197, 6391. .6516 

8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02 . 9C30 .C4 .o2.np Method 

7124 End 

6907089 Score 
7124. .8991, 9091. .10352 

(AP001129) hypothetical protein [Oryza 

8050 Seq. ID 

17022 Strand 

917 End 

OJ991011_02.9C30.C4.o3.gs ' Method 

7167 End 

none Score 
7167. .10352 



192 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Maize 

5718 

362 



OJ991011_02.9C30.C4 
17127 

TBLASTX: Wheat 

5913 

375 



OJ991011_02. 9C30.C4 
17127 

TBLASTX: Wheat 

6516 

265 



OJ991011_02.9C30.C4. 

17127 
AAT/NAP 
10352 
4092 

sativa] 

OJ991011_02.9C30.C4 

17127 
GENS CAN 
10352 
. 68 



Seq. No. 8050 Seq. ID 

Gene No. 17022 Strand 

Start 917 End 17127 

Name OJ991011_02 . 9C30 .C4 . o4 . gs Method GENSCAN 

Start 10954 End 16672 

GI none . Score .71 

Exons 10954. .11031, 11454 .. 11585, 11953 .. 12026, 12121 

13554. .13626, 13766 14 666, 15201 .. 15311 , 15390 

16619. .16672 



OJ991011 02.9C30.C4 



,12391, 
15558, 



Seq. No. 
Gene No. 
Start 



8050 

17022 

917 



Seq. ID 

Strand 

End 



OJ991011 02.9C30.C4 



17127 



8409 



Name 


OJ991011 02.9C30.C4.o3.np 


Method 


AAT/NAP 


Start 


11195 


End 


12033 


GI 


5922623 


Score 


403 


Exons 


11195. .11270, 11438.. 11585 


, 11953.. 12033 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 jdbj | BAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


8050 


Seq. ID 


OJ991011_02.9C30.C4 


Gene No . 


17022 


Strand 


- 


Start 


917 


End 


17127 


Name 


OJ991011 02.9C30.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


J- VJ J7 Q 


End 


12283 


GI 


none 


Score 


145 


Exons 


12098. .12283, 12105. .12281 






Seq. No. 


8051 


Seq. ID 


OJ991011_02.9C30.C5 




17023 


Strand 


+ 


Start 


243 


End 


616 


Name 


OJ991011 02.9C30.C5.ol.gs 


Method 


GENSCAN 


Start 


243 


End 


616 


GI 


none 


Score 


.67 


Exons 


243. .249, 453. .616 






Seq. No. 


8052 


Seq. ID 


OJ991011 02.9C30..C7 


Gene No. 


17024 


Strand 


+ 


Start 


8174 


End 


10828 


Name 


OJ991011 02.9C30.C7.ol.gp 


Method 


AAT/GAP 


Start 


8089 


End 


10245 


GI 


28858 1.R1084 


Score 


844 


Exons 


8089.. 8367, 9856.. 9915, 9999.. 10076, 10172.. 10245 


GI Descrip. 


'3747044 7-Oe-10 (AF093537 


) blue copper protein [Zea mays] ' 


Seq. No. 


8052 


Seq. ID 


OJ991011_02.9C30.C7 


Gene No . 


17024. 


Strand 


+ 


Start 


■8174 


End 


10828 


Name 


OJ991011 02.9C30.C7.o2.gs 


Method 


GENSCAN 


Start 


8174 


End 


10828 


GI 


none 


Score 


.85 


Exons 


8174. .8367, 10172 10334 , 


10553. .10828 




Seq. No. 


8052 


Seq. ID 


OJ991011_02.9C30.C7 


Gene No. 


17024 


Strand 


+ 


Start 


8174 


End 


10828 


Name 


OJ991011 02. 9C30.C7.o2.np 


Method 


AAT/NAP 


Start 


8254 


End 


10825 


GI 


2244797 


Score 


280 


Exons 


8254. .8332, 10028 .. 10076, 


10172. .10334 


, 10553. .10666, 




10703. .10825 






GI Descrip. 


(Z97336) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8052 


Seq. ID 


OJ991011_02.9C3O.C7 


Gene No. 


17025 


Strand 




Start 


2298 


End 


6967 


Name 


OJ991011 02.9C30.C7.ol.gs 


Method 


GENSCAN 


Start 


2298 


End 


6967 


GI 


none 


Score 


.7 



8410 



Exons 



2298..23S4, 4555. .4808, 4871. .5621, 5729. .5893, 6008. .6409, 
6495.. 6575, 6659.. 6967 



Seq. No. 8052 Seq. ID 

Gene No. 17025 Strand 

Start 2298 End 

Name OJ991011_02 . 9C30 ,C7 .ol .np Method 

Start 4 605 End 

GI 4138596 Score 

Exons 4605.. 4808, 4890.. 5621, 5729.. 5893, 
6659. .6904 - 

GI Descrip.' (Y16242) beta-amylase [Triticum aestivum] 



OJ991011 02.9C30.C7 



6967 
AAT/NAP 
6904 
2135 
6008. .6409, 



6495. .6581, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8052 

1702 6 * . 

11801 

OJ991011_02.9C30.C7.ol.ts 

4641 

none 



• Seq. ID OJ991011 02.9C30.C7 



Strand 
End 

Method 

End 

Score 



16000 

TBLASTX : Soybean 

6533 

62 



4641. .4811, 4888. .4977, 4890. .4976, 5044. .5226, 5046. .5225, 
5232. .5498, 5236. .5484, 5538. .5624, 5584. .5628, 5729. .5893, 
5733. .5891, 6002. .6325, 6012. .6305, 6492. .6533 



P*i Seq. No. 
Gene No. 
Start 
Name 
Start 

a GI 

• . i Exons 

m 



rti 



8052 Seq. ID 

17026. Strand 

11801 End 

OJ991011_02. 9C30.C7.ol.tc Method 

4 659 End 

none Score 

4659. .4811, 4839. .4976, 4840. .4971, 5046. 

5226. .5498, 5227. .5397, 5437. .5484, 5484, 

5550. .5624, 5729. .5893, 5730. .5897, 6002. 

6290.. 6328, 6492.. 6536 



OJ991011_02.9C30.C7 
16000 

TBLASTX : Cress 
6536 
74 



,5222, 5086. 
,5537, 5538. 
,6325, 6015. 



.5217, 
,5624, 
,6305, 



Si 



' s \ Seq. No. 8052 
Gene No. 17026 
Start 11801 ■ 

Name OJ991011_02 . 9C30 . C7 . ol . tm 

Start 4893 
GI none 

Exons 4893.. 4976, 4897.. 4971, 5049. 

5233.. 5493, 5484. .5543, 5485, 
5732.. 5893, 5733. .5897, 6002. 



OJ991011_02.9C30.C7 
16000 

TBLASTX: Maize 
6328 
59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5225, 5083. .5226, 5232, 
.5529, 5538. .5621, 5581, 
.6322, 6012. .6314, 6296, 



.5498, 
.5628, 
.6328 



Seq. No. 8052 

Gene No. 17026 

Start 11801 

Name OJ991011_02 . 9C30 . C7 .o2 . tw 

Start 5134 

GI none 

Exons 5134.. 5178, 
5412. .5471, 



5193.. 5237, 5220. 
5484. .5570 



Seq. ID OJ991011_02.9C30.C7 
Strand 

End 16000 

Method TBLASTX : Wheat 

End 5570 

Score 36 

.5363, 5251. .5361, 5367. .5498, 



Seq. No. 8052 Seq. ID 

Gene No. 1702 6 Strand 

Start 11801 End 

Name OJ991011 02 . 9C30 . C7 . ol . tw Method 



OJ991011_02.9C30.C7 
16000 

TBLASTX: Wheat 



8411 



Start 


5807 


End 


6331 


GI 


none 


Score 


84 


Exons 


5807. .5893, 5811. .5891, 6002. .6325, 6015. .6314, 6293. .6331 


Seq. No. 


8052 


Seq. ID 


OJ991011_02.9C30.C7 


Gene No. 


17026 


Strand 




Start 


11801 


End 


16000 


Name 


OJ991011 02.9C30.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


8088 


End 


10348 


GI 


none 


Score 


38 


Exons 


8088. .8132, 8089. .8133, 8152. .8220, 8153. .8278, 9854. .9913, 




9855. .9941, 9985. .10077, 9985. .10080, 


9998.. 10084, 10110 .. 10337 , 




10160. .10348, 10162. .10335, 


10163. .10336 


Seq. No. 


8052 


• Seq. ID 


OJ991011_02.9C30.C7 


Gene No. 


17026 


Strand 




o Lai L 


11801 


End 


16000 


Name 


OJ991011 02.9C30.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


8171 


End 


10828 


GI 


none 


Score 


63 


Exons 


8171. .8221, 10172. .10333, 10173. .10334 


, 10547. .10681, 




10694 10677 1 070Q 10801 


10724. .10828, 10759. .10824 


Seq. No. 


.8052 


Seq. ID 


OJ991011_02.9C30.C7 


Gene No. 


17026 


Strand 




Of art- 


11801 


End 


16000 


Name 


OJ991011 02.9C30.C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


10003 


End 


10795 


GI 


none 


Score 


83 


Exons 


10003. .10077, 10027. .10074, 


10153. .10329, 10155. .10334, 




10166. .10333, 10547. .10720, 


10724. .10795, 10724 10777 - 


Seq. No. 


8052 ■ 


Seq. ID 


OJ991011_02.9C30.C7 




17026 


Strand 




Start 


11801 


. End 


16000 


Name 


OJ991011 02.9C30.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


10547 


End 


10828 


GI 


none 


Score 


156 


Exons 


10547. .10696, 10642 .. 10827 , 


10697. .10828, 10697 .. 10828' 


Seq. No. 


8052 


Seq. ID 


OJ991011_02.9C30.C7 


Gene No. 


17026 


Strand 




OLai-L 


11801 


End 


16000 


Name 


OJ991011 02.9C30.C7.o3.gs 


Method 


GENSCAN 


Start 


11801 


End 


16000 


GI 


none 


Score 


,.55 


Exons 


11801. .12228, 12592. .12800, 


14216. .14407, 15015. .15055, 




15208. .15391, 15945.. 16000 






Seq. No. 


8052 


Seq. ID 


OJ991011_02.9C30.C7 


Gene No. 


17026 


Strand 




Start 


11801 


End 


16000 


Name 


OJ.991011 02.9C30.C7.o3.np 


Method 


AAT/NAP 


Start 


11819 


End 


. 12679 


GI 


6587840 


Score 


87 


Exons 


11819. .11935, 11964. .12228, 


12538. .12679 


GI Descrip. 


(AC006551) Similar to blue 


copper protein precursor [Arabidopsis 



8412 




thaliana] 



Seq. No. 


8053 


Seq. ID 


OJ991011_02 


.9C30.C8 


Gene No. 


17027 


Strand 


+ 




Start 


435 


End 


692 




Name 


OJ991011 02.9C30.C8.ol.gs 


Method 


GENSCAN 




Start 


435 


End 


569 




GI 


none 


Score 


.64 




Exons 


435. .569 








Seq. No. 


8053 


Seq. ID 


OJ991011_02 


.9C30.C8 


Gene No. 


17027 


Strand 


+ 




b rar u 


435 


End 


D 




Name 


OJ991011 02.9C30.C8.ol.np 


Method 


AAT/NAP 




Start 


436 


End 


692 




GI 


5922634 


Score 


88 




Exons 


436. .586, 615. .692 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi| 6016867 | db j | BAA85210.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


8054 


Seq. ID 


OJ991011_02 


.9C30.C9 


Gene No. 


17028 


Strand 


+ 




Start 


131 


End - 


200 




Name 


OJ991011 02.9C30.C9.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


200 




GI 


none 


Score 


.61 




Exons 


131. .200 








Seq. No. 


8055 


Seq. ID 


OJ991011_02 


.9C30.C10 


Gene No. 


17029 


Strand 


+ 




Start 


13814 


End 


15615 




Name 


OJ991011 02.9C30.C10.o4.gs 


Method 


GENSCAN 




Start 


13814 


End 


15615 




GI 


none 


Score 


.64 




Exons 


13814. .14473, 14873 .. 15125, 


15338. .15615 




Seq. No. 


8055 


Seq. ID 


OJ991011 02 


.9C30.C10 


Gene No. 


17030 


Strand 


+ 




Start 


22909 


End 


23804 




Name 


OJ991011 02.9C30.C10.o6.gs 


Method 


GENSCAN 




Start 


22909 


End 


23804 




GI 


none 


Score 


.4 




Exons 


22909. .22972, 22987.. 23804 








Seq. No. 


8055 


Seq. ID 


OJ991011_02 


.9C30.C10 


Gene No. 


17031 


Strand 






Start 


411 


. End 


4714 




Name 


OJ991011 02.9C30.C10.ol.np 


Method 


AAT/NAP 




Start 


411 


End 


4714 




GI 


3021270 


Score 


978 




Exons 


411. .733, 1055. .1208, 1301. 


.1538, 1620 


..1826, 2109 


. .2285, 




3195. .3940, 4607. .4714 








GI Descrip. 


(AL022347) serine/threonine 


kinase-like protein [Arabidopsis 




thaliana} 








Seq. No. 


8055 


Seq. ID 


OJ991011_02 


. 9C30.C10 



8413 



Gene No. 


17031 


Strand 




Start 


411 


End 


4714 


Name 


OJ991011_02 . 9C30 . CIO . ol . gs 


Method 


GEN SCAN 


Start 


459 


End 


4041 


GI 


none 


Score 


.79 


Exons 


459. .733, 1055. .1208, 1620.. 


1813, 2109 


. .2263, 2345 . .2482, 




3195. .4041 






Seq. No. 


8055 


Seq. ID 


OJ991011_02 . 9C30 . C10 


Gene No. 


17032 


Strand 




Start 


4891 


. .End 


5772 


Name 


OJ991011_02 . 9C30 .C10. o2 .gs 


Method 


GENSCAN 


Start 


4891 


End 


5772 


GI 


none 


Score 


. 6 


Exons 


4891. .5130, 5403.-. 5457, 5717 


. . 5772 




Seq. No. 


8055 


Seq. ID 


OJ991011_02 . 9C30.C10 


Gene No. 


17033 


Strand 




Start 


6960 


End 


11539 


Name 


OJ991011_02 . 9C30 . C10 . o3 . gs 


. Method 


GENSCAN 


Start 


6960 


End 


11539 


GI 


none 


Score 


.89 


Exons 


6960. .7235, 7374.. 7524, 7611 


..7804, 8403. .8423, 9769.-9896, 




9993. .10130, 10705. .11539 






Seq. 'No- 


8055 


Seq. ID 


OJ991011_02.9C30.C10 


Gene No. 


17034 


Strand 




Start 


16661 


End 


22102 


Name 


OJ991011_02.9C30.C10.o5.gs 


Method 


GENSCAN 


Start 


16661 


End 


22102 


GI 


none 


Score 


.6 


Exons 


16661. .17148, 18 670. . 18 916, 


19056. .19212, 19298. .19565, 




19630. .19837, 21206. .21333, 


21426. .21557, 22054.. 22102 


Seq. No. 


8055 


Seq. ID 


OJ991011_02.9C30.C10 


Gene No. 


17034 


Strand 




Start 


16661 


End 


22102 


Name 


OJ991011 02.9C30.ClQ.ol.gp 


Method 


AAT/GAP 


Start 


20949 


End 


21007 


GI 


2312838 


Score 


77 


Exons 


20949. .21007 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


8055 


Seq. ID 


OJ991011_02.9C30.C10 


Gene No. 


17035 


Strand 




Start 


25220 


End 


29900 


Name 


OJ991011 02.9C30.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


536 


End 


28663 


GI 


none 


Score 


78 


Exons 


536. .730, 537. .659, 1106. .1207, 1107.. 


1208, 1303.. 1542, 




1304.. 1519, 1621.. 1803, 1621 


..1809, 1625. .1810, 2109. .2216, 




7044. .7223, 7093.. 7164, 7380 


..7538, 7405. .7545, 7532. .7900, 




7614. .7829, 7946. .8086, 7950 


..8150, 7961. .8140, 9769. .9894, 




18719. .18913, • 18720. . 18851, 


19095. .19124, 19110. .19211, 




19111. .19212, 19300. .19515, 


19301. .19516, 19607. .19810, 




19607. .19825, 19647 19826, 


21206. .21313, 27185. .27346, 



8414 



27207 . .27278, 27438 .. 27620, 27511 .. 27 681, 27713 27928, 
27714. .27929, 28050 .. 28244 , 28062 .. 28232, 28538. .28663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8055 

17035 

25220 

OJ991 

560 

none 

560. . 

1303. 

2110. 

7368. 

7946. 

11252 

19104 

19301 

19632 

27210 

27714 

28050 



Oil 02.9C30.C10.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 02.9C30.C10 



727, 11 
.1539, 
.2172, 
.7520, 
.8131, 
. .11308 
. .19208 
. .19516 
. .19826 
. .27353 
. .27950 
. .28244 



00. .1204, 1113.. 
1304. .1540, 1621 
3397.. 3459, 3697 
7414. .7518, 7414 
7958. .8140, 9769 
, 11327. .11437, 



19117. 
19306. 
21206. 
27441. 
27774. 



.19209, 
.19518, 
.21358, 
.27617, 
.27950, 



29900 

TBLASTX: Cress 
29804 
103 

1202, 1158. .1205, 1301. .1525, 
1809, 1622.. 1810, 2109.. 2252, 
..7203, 7062.. 7229, 
..7849, 7614. .7850, 
..9832, 11168. .11308, 
. 18743. .18910, 
19522, 19300. 
19752, 19631. 
23162, 27185. 
27615, 27713. 
28171, 28050. 



3930, 7054, 
7521, 7613. 
9894, 9770, 
18738. .18884, 
19298 
19630 
23100 
27454 
28049 



28538.. .28687, 29250 29312 , 29553. 



.19536, 
.19828, 
.27343, 
.27949, 
.28244, 
.29804 



Seq. No. 
Gene No. 
Q Start 
i fc )| Name 
• ; fi Start 
GI 

Exons 



"if 



8055 

17035 

25220 

OJ9910 

563 

none 

563. .7 

1301. . 

2109. . 

7614. . 

18746. 

19300. 

19644. 

27474. 

28050. 



11 02.9C30.C10.ol..ts 



30, 1106.. 1207, 1113.. 
1399, 1303.. 1539, 1304 
2225, 7065.. 7229, 7377 
7853, 7948.. 8061, 7950 
.18913, 19110. .19211, 
.19536, 19301. .19516, 
.19826, 21206. .21322, 
.27620, 27514. .27621, 
.28244, 28056. .28244, 



Seq. ID OJ991011 
Strand 

End 29900 
Method TBLASTX: 
End 28654 
Score 119 
1208, 1141.. 1209, 1 
..1543, 1621. .1812, 
..7538, 7417. .7524, 
..8141, 7958. .8140, 
19113. .19211, 19117 
19324. .19518, 19622 
27173. .27346, 27206 
27713. .27949, 27714 
28063. .28245, 28538 



02.9C30.C10 



Soybean 



143. .1208, 
1625. .1813, 
7613. .7849, 
9769. .9885, 

. .19212, 

. .19828, 

. .27355, 

• .27953, 

. .28654 



Seq. No. 8055 

Gene No. 17035 

Start 25220 

Name OJ991011_02 . 9C30 . C10 . ol . tw 

Start 1097 

GI none 

Exons 1097.. 1207, 1098.. 1241, 1300 



Seq. ID OJ991011_02.9C30.C10 
Strand 

29900 

TBLASTX: Wheat 
27887 
99 



End 

Method 
End 
Score 

1476, 1301. .1477, 7380. .7538, 
7399. .7542, 7532. .7786, 7611. .7784, 19101 .. 19211, 19102 .. 19212 , 
19297. .19473, 19298 .. 19474 , 274 77 .. 27620, 27514 .. 27621, 
27710. .27886, 27711. .27887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8055 

17035 

25220 

OJ991011_02 . 9C30 . C10 . o2 . tw 

1477 

none 



Seq. ID OJ991011_02.9C30.C10 
Strand 

End 29900 

Method TBLASTX : Wheat 

End 28244 

Score 116 



1477. .1539, 1604. .1813, 1606. .1812, 7787. .7849, 79.50. 
7958.. 8140, 19474. .19515, 19590 .. 19826, 1 9613 .. 19825, 



8150, 



8415 



27887. .27928, 28036 .. 2814 6, 28050.. 28244 



Seq. No. 8055 

Gene No. 17035 

Start 25220 

Name OJ991011_02 . 9C30 . CIO . o2 . tm 

Start 3745 

GI none 
Exons 



Seq. ID OJ991011_02.9C30.C10 
Strand 

End 29900 

Method TBLASTX: Maize 

End 29819 

Score 55 



3745. .3921, 11246 .. 114 64 , 11247 11294, 11361 .. 11459, 
23457. .23579, 23458.-23559, 23562 .. 23678 , 29601 .. 29819, 
29602.. 29703 



Seq. No. 8055 

Gene No. 17035 

Start 25220 

Name OJ9910 1 1_02 . 9C30 . C10 . o7 . gs 

Start 25220 

GI none 
Exons 



Seq. ID OJ991011_02.9C30.C10 
Strand 

End 29900 

Method GEN SCAN 

End 29900 

Score .74 



25220. .25243, 25374.-25544, 27471 .. 27621 , 27711 .. 27948 , 
28049. .28256, 28538 .. 28 665, 28780 .. 28917 , 29048.. 29900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8055 

17035 

25220 

OJ991011_02.9C30.C10.o2.np 

27173 

3021270 



Seq. ID OJ991011_02.9C30.C10 
Strand 

End 29900 

Method AAT/NAP 

End 29900 

Score 926 



27173. .27349, 27471 27621 , 27711 .. 27 948 , 2804 9 .. 28256, 
28538.-28723, 29067 .. 29900 . 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 8056 

Gene No. 17036 

Start 7 695 ' 

Name OJ991011_02 . 9C30 . Cll . o4 . gs 

Start 7695 

GI none x 

Exons 7695.. 7782, 8129.. 8298 



Seq. ID OJ991011_02. 9C30.C11 

Strand + 

End 8298 

Method GENSCAN 

End 8298 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8056 

17037 

9509 

OJ991011_02.9C30.Cll.o5.gs 

9509 

none 



Seq. ID OJ991011_02. 9C30.C11 

Strand + 

End 13600 

Method GENSCAN 

End 12592 

Score .52 



9509. .9569, 10082 .. 10161, 10715 .. 10798, 11610 .. 11922, 
11967. .12150, 12181.. 12592 



8056 

17037 

9509 

OJ991011_02.9C30.Cll.o2.np 

10778 

5852179. 



Seq. ID OJ991011_02.9C30.C11 

Strand + 

End 13600 

Method AAT/NAP 

End 13600 

Score 256 



10778. .10798, 11626 .. 11840, 11915 .. 12114 , 13502. .13600 
(AL117265) zhb0009.1 [Oryza sativa] 



8416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8056 Seq. ID OJ991011_02.9C30.C11 

17038 Strand 

91 End 3834 

OJ991011_02 . 9C30 . Cll . ol . gp Method AAT/GAP 

91 End 622 

70367_1.R1084 Score 836 

91. .502, 589. .622 

'4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 

8056 Seq. ID OJ991011_02 . 9C30 . Cll 

17038 Strand 

91 End 3834 

OJ991011_02 . 9C30 . Cll . ol . gs Method GENS CAN 

169 End 1317 

none Score .58 

169.. 297, 589.. 745, 1184.. 1317 

8056 Seq. ID OJ991011_02 . 9C30 . Cll 

17038 Strand - . 

91 End 3834 

OJ991011 JD2 . 9C30 . Cll . ol . np Method AAT/NAP 

205 End 3834 

4127461 Score 771 

205.. 502, 586.. 745, 826.. 1063, 1146.. 1356, 2670.. 2791, 

2909.. 3834 

(AJ011674) receptor-like protein kinase, RLK3 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8056 Seq. ID OJ991011_02 . 9C30 . Cll 

17038 Strand 

91 End 3834 

OJ99101 1_02 . 9C30 . Cll . o2 . gp Method AAT/GAP 

1213 End 3079 

60388_1.R1084 Score 630 

1213. .1353, 2670. .2797, 2897. .2930, 3038. .3079 

1 3021270/emb | CAA184 65 . 1 | 1 . Oe-23 (AL022347 ) serine/threonine 

kinase-like protein [Arabidopsis thaliana] 1 

8056 Seq. ID OJ991011JD2 . 9C30 . Cll 

17038 Strand 

91 End 3834 

OJ991011_02.9C30.Cll.o2.gs Method GENSCAN 

2276 End 3834 

none Score . 97 

2276.-2299, 2670. .2825, 3038. .3235, 3280. .3834 



Seq. No. 8056 Seq. ID OJ991011_02 . 9C30 . Cll 

Gene No. 17039 Strand 

Start 10690 End 11123 

Name OJ991011_02 . 9C30 . Cll . o3 ..gp Method AAT/GAP 

Start 10690 End 11123 

GI 2428185 Score 741 

Exons 10690: .11123 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



8417 





Seq. No. 


8056 




Seq. ID 


OJ991011_02.9C30. 


Cll 




Gen© No 


17040 




Strand 








Start 


15625 




End 


15848 






Name 


OJ991011 02.9C30.Cll.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


312 




End 


2777 






GI 


none 




Score 


83 






Exons 


312. .401, 643. .744, 644 


. .745, 


828. .1043, 829. .1044, 1147 


. . 1326, 






1147. .1341, 1151. .1342, 


2670. 


.2777 








Seq. No. 


8056 




Seq. ID 


OJ991011_02.9C30. 


Cll 




Gene No. 


17040 




Strand 








Start 


15625 




End 


15848 






Name 


OJ991011 02.9C30.Cll.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


327 




End 


3747 






GI 


none 




Score 


80 






Exons 


327. .401, 404. .496, 637 


. .741, 


650. .742, 


828. .1064, 829.. 


1092, 






844. .1077, 1147. .1344, 


1148. . 


1342, 2670.. 2795, 2671.. 2733, 






3550. .3747 












Seq. No. 


. 8056 




Seq. ID 


OJ991011_02.9C30. 


Cll 




Gene No . 


17040 




Strand 








Start 


15625 




End 


15848 






Name 


OJ991011 02.9C30.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


333 




End 


2799 




hl\ 


GI 


none 




Score 


120 




.: c; 
i ! i 
*t • * 


Exons 


333. .401, 401. .496, 643 


. .744, 


650. .745, 


828. .1064, 829.. 


1089, 






1138. .1344, 1151.. 1342, 


2670. 


.2786, 2671. .2799 




□ 
i . 1 


Sea No 


8056 




Seq. ID 


OJ991011_02. 9C30. 


Cll 


! s Hi 


Gene No. 


17040 




Strand 






y 


Start 


15625 




End 


15848 




! : l I 


Name 


OJ991011 02.9C30.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


634 




End 


1002 






GI 


none 




Score 


89 






Exons 


634.. 744, 635.. 745, 825 


. .1001 


, 826.. 1002 






Sea. No. 


8056 




Seq. ID 


OJ991011_02. 9C30. 


Cll 




Gene No. 


17040 




Strand 






: : ~: 


Start 


15625 




End 


15848 




ri 


Name 


OJ991011 02.9C30.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


1002 




End 


1344 






GI 


none 




Score 


114 






Exons 


1002. .1076, 1109.. .1342, 


1120. 


.1344, 1120. .1341 






Sea. No 


8056 




Seq. ID 


OJ991011JD2. 9C30. 


Cll 




Gene No. 


17040 




Strand 








Start 


15625 




End 


15848 






Name 


OJ991011 02.9C30.Cll.o7 


.gs 


Method 


GENSCAN 






Start 


15625 




End , 


15848 






GI 


none 




Score 


.55 






Exons 


15625. .15848 












Seq. No. 


8057 




Seq. ID 


OJ991011_02. 9C30. 


C12 




Gene No. 


17041 




Strand 


+ 






Start 


425 




End 


1516 






Name 


OJ991011 02.9C30.C12.ol 


.np 


Method 


AAT/NAP 





8418 




Start 


425 






Enc} 


1516 




GI 


4680203 






Score 


788 




Exons 


425. .1516 












GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


8057 






Seq. ID 


OJ991011_02.9C30 


.C12 


Gene No. 


17041 






Strand 


+ 




Start 


425 






End 


1516 




Name 


OJ991011 02. 


9C30 


.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


779 






End 


1459 




GI 


none 






Score 


219 




Exons 


779. .1180, 1018. 


.1179, 1202. 


.1330, 1225.. 1314, 1334.. 1459 


Seq. No. 


8057 






Seq. ID 


OJ991011_02.9C30 


. C1Z 


Gene No. 


17041 - 






Strand 


+ 




Start 


425 






End 


1516 




Name 


OJ991011 02. 


9C30 


.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1058 






End 


1477 




GI 


none 






Score 


128 




Exons 


i ft c o i 1 on 
lUoo . . 1 lo U , 


1 ft C ft 

1(J oU 


..1179, 1211 


. .1477, 1232. .1465 




Seq. No. 


8057 






Seq. ID 


OJ991011__02.9C30 


. C12 


Gene No. 


17041 






Strand 


+ 




Start 


/IOC 

425 






End 


1516 




Name 


/-\ -toot r\ i i a o 

OJ991011 02. 


9C30 


.012. ol. tc 


Method 


TBLASTX: Cress 




Start 


1208 






End 


1516 




GI 


none 






Score 


290 




Exons 


1 O ft O 1 C "1 /" 

1208 . .1516, 


1225 


..1362, 1399 


..1458, 1409. .1513 




Seq. No. 


8057 






Seq. ID 


OJ991011JD2.9C30 


. Clz 


Gene No. 


17041 






Strand 


+ 




Start 


425 






End 


1516 




Name 


OJ991011 02. 


9C30 


.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1322 






End 


1516 




GI 


none 






Score 


210 




Exons 


1322 . . 1516, 


1333 


. .1515 








Seq. No. 


8058 






Seq. ID 


OJ990821_60.9C16 


. CI 


Gene No. 


1704° 






Strand 


+ 




Start 


12394 






End 


13632 




Name 


OJ990821 60. 


9C16 


.Cl.o3.gs 


Method 


GENSCAN 




Start 


12394 






End 


13632 




GI 


none 






Score 


.76 




Exons 


12394. .12451 


, 13093. .13201, 


13575. .13632 




Seq. No. 


8058 






Seq. ID 


OJ990821_60.9C16 


.CI 


Gene No. 


17043 






Strand 


+ 




Start 


15534 






End 


18294 




Name 


OJ990821 60. 


9C16 


. Cl.o5.gs 


Method 


GENSCAN 




Start 


15534 






End 


18172 




GI 


none 






Score 


.79 




Exons 


15534. .15932 


, 17804.. 18172 








Seq. No. 


8058 






Seq. ID 


OJ990821_60.9C16 


.CI 


Gene No. 


17043 






Strand 


+ 




Start 


15534 






End 


18294 




Name 


OJ990821 60. 


9C16 


. Cl.o3.np 


Method 


AAT/NAP 





8419 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16430 End 18294 

6721516 Score 42 

16430. .16587, 18214. .18294 

(AP001072) hypothetical protein [Oryza sativa] 



8058 

17044 

1 

OJ990821_60 . 9C16 . CI . ol . np 
1 

6498441 



Seq. ID OJ990821_60.9C16.C1 
Strand 

End 9754 

Method AAT/NAP 

End 8196 

Score 1436 



1..191, 375. .512, 702. .1108, 3778. .3882, 4564. .4650, 5931. .5979, 
6257. .6292, 7000. .8196 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



8058 

17044 

1 

OJ990821_60.9C16.Cl.ol.gs 

196 

none 



Seq. ID OJ990821_.6-0.9C16. CI 
Strand 

End 9754 

Method GENSCAN 

End 4 8 61 

Score .51 



196.. 1281, 1397.. 1427, 1560.. 1820, 2361. .3386, 3521.. 3576, 
4113. .4250, 4536. .4861 



8058 

17044 

1 

OJ990821_60 . 9C16 . CI . o2 . gs 

6966 

none 



Seq. ID OJ990821_60. 9C16.C1 
Strand 

End ,. 9754 

Method GENSCAN 

End 9754 

Score .71 



6966. .7645, 7859. .8290, 8327. .8465, 8803. .8927, 9520. .9754 



8058 
17045 
9997 

0 J990821_60 . 9C16 . CI . o2 . np 
9997 
6815097 
9997. .10044, 14136. .14956 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990821_60.9C16.C1 
Strand 

End . 14956 

Method AAT/NAP 

End 14956 

Score 4 81 



Seq. No. 


8058 








Seq. ID 


OJ990821 


Gene No. 


17045 








Strand 




Start 


9997 








End 


14956 


Name 


OJ990821 60.9C16. 


CI 


.o4 


. gs 


Method 


GENSCAN 


Start 


14252 








End 


14920 


GI 


none 








Score 


.81 


Exons 


14252. .14920 












Seq. No. 


8058 








Seq. ID 


OJ990821 


Gene No. 


17046 








Strand 




Start 


19788 








End 


. 19967 


Name 


OJ990821 60.9C16. 


CI 


.ol 


. ts 


Method 


'TBLASTX: 


Start 


6 








End 


449 



8420 




GI 


none 




Score 


88 




Exons 


6. .167, 10. .123, 166 


..449, 343. .411 






Seq. No. 


8058 




Seq. ID 


OJ990821_60.9C16. 


CI 


f^ono Mo 


1 7 04 




Q"t~ ra nH 

OLI Cll 1U 






Start 


19788 




r nr ] 

Hi I iU 


19967 




Name 


OJ990821 60.9C16.C1. 


O t" 1*7 


l IKS I, 1 lk^U 


TBLASTX: Wheat 




Start 


129 




FnH 


464 




GI 


none 




ouu x. c 


196 




Exons 


129. .464 










Seq. No. 


8058 




Cppr TP) 


OJ990821_60.9C16. 


'CI 


C2_r\ a Mo 

bene iNo • 


± 1 V *± 0 




q+- -r^nri 

Oil dllLi 






Start 


19788 




FnH 


19967 




Name 


OJ990821 60.9C16.C1. 


- 

o x . tm 


Mof VioH 


TBLASTX : Maize 




Start 


135 




FnH 


596 




GI 


none 






69 




Exons 


135.. 596, 136.. 255,, 


207. .395, 


343. .447, 


465. .596 




Seq. No. 


8058 






OJ990821_60.9C16. 


CI 


UCllC INL> • 


1 704 6 




Oil dllLl 






Start 


19788 




FnH 


19967 




Name 


OJ990821 60.9C16.C1. 


- 

ox . tw 


Mo *t~ Vi o H 


TBLASTX: Wheat 




Start 


465 




FnH 
Hii IU. 


869 




GI 


none 




Score 


214 




Exons 


465.. 809, 465.. 818, 


514. .810, 


813. .869, 


823. .861 




Seq. No. 


8058 




OfcrLj ■ J. U 


OJ990821_60. 9C16. 


CI 


Mo 


1704 6 




C4- ran H 
OLI all LI 






Start 


19788 




FnH 

Hi I ILi 


19967 




Name 


OJ990821 60.9C16.C1. 


o9 tm 

\JC. • LIU 


I IKS L I1UU 


TBLASTX: Maize 




Start 


597 




FnH 

Hil lvj. 


815 




GI 


none 






202 




Exons 


597. .815, 598. .810 










Seq. No. 


8058 




q^o- Tn 


OJ990821_60.9C16. 


CI 


Cono Mo 


1 704 




q +- r-a n H 
OLI dllLl 






Start 


19788 




FnH 

Hi I Id 


19967 




Name 


OJ990821 60.9C16.C1. 


o9 t c: 


i w lc LIlULl 


TBLASTX: Soybean 




Start 


666 




FnH 

Hii ILI 


1031 




GI 


none 




Score 


126 




Exons 


666. .800, 807.'. 1031 










Seq. No. . 


8058 




OcL]> -L U 


OJ990821_60. 9C16. 


CI 


f!ono Mo 


1 704 6 




Of vanH 






Start 


19788 






19967 




Name 


OJ990821 60.9C16.C1. 


o*3 f c 
OJ . LS 




TBLASTX: Soybean 




Start 


1441 






1779 




GI 


none 




Score 


194 




Exons 


1441. .1779 










Seq. No. 


8058 




Seq. ID 


OJ990821_60. 9C16. 


CI 


Gene No. 


17046 




Strand 






Start 


19788 




End 


19967 ' 




Name 


OJ990821 60.9C16.C1. 


o2.»tw 


Method 


TBLASTX: Wheat 




Start 


3163 




End 


7985 ' 




GI 


none 




Score 


106 





8421 






Exons 


3163. .3297, 7656 .'V7928, 


7690. 


.7929, 7896.. 7985, 7897.. 7977 




Seq. No. 


8058 




Seq. ID 


OJ990821_60. 9C16. 


CI 




Gene No . 


17046 




Strand 








Start 


19788 




End 


19967 






Name 


OJ990821 60. 9C16.C1 .o3. 


tm 


Method 


TBLASTX: Maize 






Start 


3184 




End 


8007 






GI 


none 




Score 


102 






Exons 


3184. .3360, 7758. .8006, 


7759. 


.8007 








Seq. No. 


8058 




Seq. ID 


OJ990821_60.9C16. 


CI 




Gene No . 


17046 




Strand 








Start 


19788 




End 


19967 






Name 


OJ990821 60. 9C16.Cl.o6. 


gs 


Method 


GENSCAN 






Start 


19788 




End 


19967 






GI 


none 




Score 


.8 






Exons 


19788 . .19967 












Seq. No. 


8059 




Seq. ID 


OJ990821_60.9C16. 


C2 




Gene No. 


17047 




Strand 








Start 


84 




End 


4254 






Name 


OJ990821 60.9C16.C2.ol. 


np 


Method 


AAT/NAP 






Start 


84 • 




End 


4254 




i SB i 


GI 


4680204 




Score 


812 




'11 


Exons 


84. .195, 285. .458, 547. 


.1637, 


1731. .2999, 4195. .4254 




w 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




ry 


Seq. No. 


8059 




Seq. ID 


OJ990821_60.9C16. 


C2 


.! s; 
; t 


Gene No. 


17047 




Strand 






: t | 


Start 


84 




End 


4254 






Name 


OJ990821 60.9C16.C2.o2. 


np 


Method 


AAT/NAP 




:, ~\ 


Start 


84 




End 


3184 






GI 


4680204 




Score 


806 






Exons 


84. .195, 285. .458, 547. 


.1637, 


1731. .31 


84 




j* "i 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




H! 


Seq. No. 


8059 




Seq. ID 


OJ990821_60.9C16. 


C2 




Gene No. 


17047 




Strand 






St 

J 


Start 


84 




End 


* 4254 




,S a; 
: i 
\. s t 


Name 


OJ990821 60.9C16.C2.ol. 


gs 


Method 


GENSCAN 






Start 


85 




End 


3138 






GI 


none 




Score 


.52 






Exons 


85. .153, 547. .1105, 1496. .1658, 2118.. 


2495, 2565.. 2759, 








2769. .3138 












Seq. No. 


8059 




Seq. ID 


OJ990821_60.9C16. 


C2 




Gene No . 


17047 




Strand 








Start 


84 




End 


4254 






Name 


OJ990821 60.9C16.C2.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2121 




End 


2522 






GI 


none 




Score 


60 






Exons 


2121. .2291, 2131. .2190, 


2286. 


.2522, 2328.-2522 






Seq. No. 


8060 




Seq. ID 


OJ990821_60.9C16. 


C3 




Gene No. 


17048 




Strand 


+ 






Start 


6075 




End 


8031 






Name 


OJ990821 60.9C16.C3.o2. 


gs 


Method 


GENSCAN 





8422 




Start 


6075 






End 


8031 


GI 


none 






Score 


.77 


Exons 


6075. .6076, 


6329 


..6416, 6549. 


.6608, 6696.. 6851, 6853.. 8031 


Seq. No. 


8060 






Seq. ID 


OJ990821_60.9C16.C3 


Gene No. 


17049 






Strand 






763 






End 


5398 


Name 


OJ990821 60 


.9C16 


.C3 .ol .np 


Method 


AAT/NAP 


Start 


763 






End 


5398 


GI 


4680203 






Score 


3198 


Exons 


763. .1740, 


2017. 


.2247, 2401.. 


4074, 5341.. 5398 


GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 


Seq. No. 


8060 






Seq. ID 


OJ990821_60.9C16.C3 


Gene No. 


17050 






Strand . 




Start 


10048 






End 


11302 


Name 


OJ990821 60 


.9C16 


.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


832 






End 


2148 


GI 


none 






Score 


49 


Exons 


832. .909, 833. .8 


83, 834. .905, 


898. .978, 


926. .979, 983. .1063, 




985. .1101, 


985. . 


1131, 992.. 1132, 1111.. 


1170, 1112. .1174, 




117 7 191 fi 


117 7 
XX// 


..1221, 1216. 


.2133, 1232. .2134, 1954. .2148 


Seq. No. 


8060 






Seq. ID 


OJ990821_60.9C16.C3 


oene ino • 


17050 






Strand 




Start 


10048 






End 


11302 


Name 


OJ990821 60 


.9C16 


.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


1398 






End 


1846 


GI 


none 






Score 


102 


Exons 


1 7QP 1 64 Q 




..1548, 1409. 


.1837, 1420. .1842, 1433. .1846 


Seq. No. 


8060 






Seq. ID 


OJ990821_60.9C16.C3 


bene ino . 


17050 






Strand 




Start 


10048 






End 


11302 


Name 


OJ990821 60 


-9C16 


.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1777 






End 


2091 


GI 


none 






Score 


144 


Exons 


1777. .2091, 


1805 


. .2080 






Seq. No. 


8060 






Seq. ID 


OJ990821_60. 9C16.C3 


Gene No. 


17050 






Strand 






10048 






End 


11302 


Name 


OJ990821 60 


. 9C16 


.C3.o3. tw 


Method 


TBLASTX: Wheat 


Start 


2149 






End 


2545 


GI 


•none 






Score 


62 


Exons 


2149. .2220, 


2150 


..2221, 2253. 


.2438, 2253. .2456, 2254. .2472, 




2294. .2476, 


2482 


..2544, 2495. 


.2545 




Seq. No. 


8060 






Seq. ID 


OJ990821_60.9C16.C3 


uene ino . 


17050 






Strand 




Start 


10048 






End 


11302 


Name 


OJ990821 60 


. 9C16 


■C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2578 






End 


2820 


GI 


none 






Score 


190 


Exons 


2578. .2820' 










Seq. No. 


8060 






Seq. ID 


OJ990821_60. 9C16.C3 



8423 






Gene No . 


17050 








Strand 






Start 


10048 ■ 








End 


11302 




Name 


OJ990821 60. 


9C16. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2650 








End 


3106 




GI 


none 








Score 


81 




Exons 


2650. .2844, 


2854 . 


.3096, 


2855. 


.3106 






Seq. No. 


8060 








Seq. ID 


OJ990821_60. 9C16.C3 




Gene No. 


17050 








Strand 






Start 


10048 








End 


11302 




Name 


OJ990821_60. 


9C16. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2684 








End 


3153 




GI 


none 








Score 


170 




Exons 


2684. .2890, 


2689. 


.2913, 


2885. 


.2986, 2891. .2983, 2893. .2991, 






2977. .3075, 


2995. 


.3099, 


2999. 


.3100, 3097. .3153, 3101. .3145 




Seq. No. 


8060 








Seq. ID 


OJ990821_60.9C16.C3 




Gene No . 


17050 








Strand 






Start 


10048 








End 


11302 




Name . 


OJ990821 60. 


9C16. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2941 








End 


3289 




GI 


none 








Score 


59 




Exons 


2941. .3282, 


2944. 


.3069, 


2960. 


.3088, 3137.. 3289 




Seq. No. 


8060 








Seq. ID 


"OJ99082ll60.9C16.C3 




Gene No . 


17050 








Strand 






Start 


10048 








End 


11302 


n * 


Name 


OJ990821 60. 


9C16. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3022 








End 


3451 




GI 


none 








Score 


86 




Exons 


3022. .3318, 


3035. 


.3286, 


3313. 


.3375, 3368.. 3451, 3376.. 3450 


r li 


Seq. No. 


8060 








Seq. ID 


OJ990821_60.9C16.C3 




Gene No. 


17050 








Strand 






Start 


10048 








End 


11302 




Name 


OJ990821 60. 


9C16. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3367 








End 


3722 


t , 


GI 


"none 








Score 


155 




Exons 


3367. .3621, 


3372. 


.3614, 


3380. 


.3622, 3382.. 3633, 3383.. 3625, 






3616. .3717, 


3630. 


.3722 








"1 


Seq. No. 


8060 








Seq. ID 


OJ990821_60.9C16.C3 




Gene No. 


17050 








Strand 






Start 


10048 








End 


11302 




Name 


OJ990821 60. 


9C16. 


C3.o3. 


gs 


Method 


GENSCAN 




Start 


10048 








End 


11302 




GI 


none 








Score 


.82 




Exons 


10048. .10227 


, 10327. .10425, 10521 10622, 10894 .. 11062, 






11151. . 11302 














Seq. No. 


8061 








Seq. ID 


OJ990821_60.9C16.C4 




Gene No. 


17051 








Strand 






Start 


1 








End 


3211 




Name 


OJ990821 60. 


9C16. 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


-2230 ■ 




GI 


4680204 








Score 


918 




Exons 


1..702, 796. 


.2230 











8424 



GP Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

!; :[ Exons 

TU Seq. No. 
Gene No. 
Start 
!: ^[ Name 
: 'i=? Start 
fjj GI 

Exons 
?*\ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8061 

17051 

1 

OJ990821_60 . 9C16 - C4 . ol . gs 



none 



Seq. ID OJ990821_60.9C16.C4 
Strand 

End 3211 

Method GENSCAN 

End 2215 

Score .58 



I. .275, 561. .723, 796. .1161, 1174. .1556, 1726. .2215 



8061 
17051 
1 

OJ990821_60 . 9C1 6 . C4 . o2 . tw 
490 
none 

490. .708, 793. .864, 3131. .3211 

8061 
17051 
1 

OJ990821_60.9C16.C4.ol.tw 
1186 
none 



Seq. ID OJ990821_60.9C16.C4 
Strand 
End 

Method 
End 
Score 



3211 

TBLASTX: Wheat 

3211 , 

50 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821_60.9C16.C4 
3211 

TBLASTX: Wheat 

1589 

50 



1186. .1296, 1186. .1356, 1226. .1357, 1346. .1486, 1351. .1587, 
1360.. 1587, 1473.. 1589 



8062 Seq. ID 

17052 Strand 

1 End 

OJ990821_60 . 9C16 . C5 . ol . np Method 

1 End 

4680186 Score 
1..39, 1240. .1446 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990821_60.9C16.C5 
+ 

1446 
AAT/NAP 
1446 
133 



8062 

17053 

1842 

OJ990821_60.9C16.C5.o2.np 



OJ990821 60.9C16.C5 



Seq. ID _ 
Strand 

End 3601 
Method AAT/NAP 
End 3601 
Score 907 
3201, 3248.. 3601 
(AP001129) ESTs C7277KE2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



1842 
6907087 

1842.. 1943, 2483. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8062 Seq. ID 

17054 Strand 
5360 End 

OJ990821_60.9C16.C5.ol.tw ' Method 
4 928 End 
none Score 



OJ990821_60. 9C16.C5 
6379 

TBLASTX: Wheat 

5810 

53 



4928. .5020, 4929. .4994, 4930. .5016, 5046. .5087, 5056. .5088, 

5092. .5172, 5094. .5207, 5101. .5214, 5112. .5213, 5188. .5283, 

5220.. 5279, 5249.. 5287, 5285.. 5332, 5286.. 5330, 5325.. 5642, 

5341.. 5637, 5358.. 5639, 5645.. 5809, 5646.. 5810 



8425 




Seq. No. 


8062 


Seq. ID 


OJ990821_60. 9C16 


. C5 


Gene No. 


17054 


Strand 






Start 


5360 


End 


6379 




Name 


OJ990821 60.9C16.C5.o3.np 


Method 


AAT/NAP 




Start 


5360 


End 


6379 




GI 


6742729 


Score 


814 




Exons 


5360. .5410, 5779. .6379 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


8062 


Seq. ID 


OJ990821_60. 9C16 


.C5 


Gene No. 


17054 


Strand 






Start 


5360 


End 


6379 




Name 


OJ990821 60.9C16.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5810 


End 


6061 




GI 


none 


Score 


149 




Exons 


5810. .5941, 5811. .5942, 5916 


..6050, 5939. .6061 




Seq. No. 


8063 


Seq. ID 


OJ990821_60. 9C16 


.C6 


Gene No. 


17055 


Strand 


+ 




Start 


491 


End 


1132 




Name 


OJ990821 60.9C16.C6.ol.gs 


Method 


GENSCAN 




Start 


491 


End 


1111 




GI 


none 


Score 


1 




Exons 


491. ,550, 717. .1111 








Seq. No. 


8063 


Seq. ID 


OJ990821_60.9C16 


. C6 


Gene No. 


17055 


Strand 


+ 




Start 


491 


End 


1132 




Name 


OJ990821 60.9C16.C6.ol.np 


Method 


AAT/NAP 




Start 


491 


End 


1132 




GI 


2498930 


Score 


756 




Exons 


491. .550, 717. .1132 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU L AT ION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8064 


Seq. ID 


OJ990821_60.9C16 


.C7 


Gene No. 


17056 


Strand 






Start 


380 


End 


435 




Name 


OJ990821 60.9C16.C7.ol.gs 


Method 


GENSCAN 




Start 


380 


End 


435 




GI 


none 


Score 


.44 




Exons 


380. .435 








Seq. No. 


8065 


Seq. ID 


OJ990821_60. 9C16 


-C8 


Gene No. 


17057 


Strand 


+ 




Start 


6078 


End 


10636 




Name 


OJ990821 60.9C16.C8.o3.np 


Method 


AAT/NAP 




Start 


6078 


End 


10636 




GI 


5042463 


Score 


185 




Exons 


6078.. 6102, 7686.. 7904, 8569 


..8700, 8752. .8887, 10602.. 


106: 


GI Descrip . 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


8065 


Seq. ID 


OJ990821_60. 9C16 


.C8 


Gene No. 


17058 


Strand 






Start 


1 


End 


4570 




Name 


OJ990821 60.9C16.C8.ol.np 


Method 


AAT/NAP 





8426 




Start ' - 


1 






End 


1390 




GI 


3645899 






Score 


790 




Exons 


1. .1390 












GI Descrip. 


(U68408) 


5 ' end not 


determined experimentally [Zea mays] 




Seq. No. 


8065 






Seq. ID 


OJ990821 60 9C16 


C8 


Gene No. 


17058 






Strand 






Start 


1 






End 


4 570 




Name 


OJ990821 


60.9C16.C8 


. o2 ,np 


Method 


AAT/NAP 




Start 


1 






End 


4266 




GI 


6539588. 






Score 


160 




Exons 


1..26, 3927. .4266 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


O U U O 






Seq. ID 


OJ990821_60.9C16. 


C8 


Con o Mo 


1 70S8 






Strand 






Start 


n 
j. 






End 


4570 




Name 


OJ990821 


60.9C16.C8 


. ol . gs 


Method 


GENSCAN 




Start 


395 






End 


4570 




GI 


none 






Score 


.82 




Exons 


^Q 1 ^ 1 387 
j3j . • loo / 


, 1574.. 1633, 1652.. 


3690, 4018.. 4146, 4477.. 4570 


Seq. No. 


p 06^ 






9^rr TO 


OJ990821_60.9C16. 


C8 


PnriQ Mo 


1 70S9 






O U -L Cll 1U 






Start 


7 34 S 






J— ii 1U 


10833 




Name 


OJ990821 


60.9C16.C8 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


104 






End 


565 




GI 








Score 


146 




Exons 


104 9 39 


9R4 


961 








Seq. No. 


ft OfiR 






Seq. ID 


OJ990821_60.9C16. 


C8 


(^ono Mo 


i 70SQ 






Strand 






Start 


7 34^ 






End 


10833 




Name 


OJ990821 


60.9C16.C8 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


104 






End 


739 




GI 








Score 


278 




Exons 


104 9Rfi 


251. .595, 


252. .611, 


356. .634, 


665.-739, 666. .734 


Seq. No. 


8065 






Seq. ID 


OJ990821_60.9C16. 


C8 


Cpri Mo 


17059 






Strand 






Start 


7345 






End 


10833 




Name 


OJ990821 


60.9C16.C8 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


105 






End 


547 




GI 


none 






Score 


75 




Exons 


105. .242, 


110. .241, 


257. .331, 


353. .547, 


462. .539 




Seq. No. 


8065 






Seq. ID 


OJ990821_60.9C16. 


C8 


ciono Mo 


17059 






Strand 






Start 


7345 






End 


10833 




Name 


OJ990821 


60.9C16.C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


407 






End 


964 




GI 


none 






Score 


144 




Exons 


407. .595, 


408. .581, 


416. . 697, 


653. . 694, 


734 . . 964 




Seq. No. 


8065 






Seq. ID 


OJ990821_60.9C16. 


C8 


Gene No. 


17059 






Strand 






Start 


7345 






End 


10833 





8427 



Name 

Start 

GI 

Exons 



OJ990821_60. 9C16.C8.o2.gs Method GENSCAN 

7345 End 10833 

none Score .55 

7345.-7567, 9632.. 9707, 10764.. 10833 



Seq. No. 


8066 




Seq. ID 


OJ990821 


Gene No. 


17060 




Strand 




Start 


1 




End 


732 


Name 


OJ990821_60. 9C16.C9 


. ol . np 


Method 


AAT/NAP 


Start . 


1 




End 


732 


GI 


5852182 




Score 


178 


Exons 


1..145, 682. .732 








GI Descrip. 


(AL117265) zhb0012. 


1 [Oryza 


sativa] 




Seq. No. 


8066 




Seq. ID 


OJ990821 


Gene No. 


17060 




Strand 




Start 


1 




End 


732 


Name 


OJ990821 60.9C16.C9 


. ol . gs 


Method 


GENSCAN 


Start 


22 




End 


679 


GI 


none 




Score 


.75 


Exons 


22. .145, 488. .679 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8067 . 
17061 " : "' 
118 

OJ990821 

118 

none 

118. .245, 



60.9C16.C10.ol.gs 



4525. .4602 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_ 
+ 

4602 
GENSCAN 
4602 
.63 



60.9C16.C10 



Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 


Gene No. 


17062 


Strand 


+ 


Start 


15713 


End 


17018 


Name 


OJ990821 60. 9C16.C10.o2.np 


Method 


AAT/NAP 


Start 


15713 


Ead 


17018 


GI 


6815099 


Score 


82 


Exons 


15713. .15749, 16888. .17018 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 


Gene No. 


17063 


Strand 




Start 


6655 


End 


9892 


Name 


OJ990821 60. 9C16.C10.ol.gp 


Method 


AAT/GAP 


Start 


6655 


End 


7266 


■GI 


87304 1.R1084 


Score 


1175 


Exons 


6655. .7266 






GI Descrip. 


'167527 2.0e-15 (M91375) This 


sequence 


shows homology with 




Cucumber peroxidase.; peroxidase; putative [Cucumis sativus^ 


Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 


Gene No. 


17063 


Strand 




Start 


6655 


End 


9892 


Name 


OJ990821 60.9C16.C10.ol.np 


Method 


AAT/NAP 


Start 


6969 


End 


9823 


GI 


2117620 


Score 


697 


Exons 


6969. .7486, 7578. .7708, 9416. 


.9823 





GI Descrip. peroxidase (EC 1.11.1.7) 1A - alfalfa gi | 971558 | emb | CAA62225 | 



8428 



(X90692) peroxidaselA [Medicago sativa] 



Seq. No. 8067 

Gene No. 17063 

Start 6655 

Name OJ990821_60 . 9C16.C10 .o2 .gp 

Start 9441 

GI 26353_1.R1084 

Exons 9441.. 9892 

GI Descrip. • 1279654 /emb I CAA660 37 | 5.0e-25 (X97351) peroxidase [Populus 
balsamifera subsp. trichocarpa] 1 



Seq. ID OJ990821_60.9C16.C10 
Strand 

End 9892 

Method AAT/GAP 

End 9892 

Score 832 





Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 




Gene No. 


17064 


Strand 






Start 


12327 


End 


12844 




Name 


OJ990821 60.9C16.C10.o3.gp 


Method 


AAT/GAP 




Start 


12327 


End 


12844 




GI 


LIB3434-038-P1-K1-F1 ' 


" Score 


742 




Exons 


12327. .12844 








GI Descrip. 


•5257255/dbj |AP000364.1| AP000364 0.0e+00 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 




Gene No. 


17065 


Strand 




Uz} 


Start 


16354 


End 


16744 


% c? 


Name 


OJ990821 60.9C16.C10.o4.gs 


Method 


GEN SCAN 


i" ft 
V 1 


Start 


16354 


End 


16744 


m 


GI 


none 


Score 


.82 


i Js i 


Exons 


16354. .16422, 16610. .16744 






: :: 

'•z'tT 


Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 


: ~ 'l 
*i a: 


Gene No. 


17066 


Strand 




: : 

\ U 


Start 


17981 


End 


27578 


n 


Name 


OJ990821 60.9C16.C10.o5.gs 


Method 


GENSCAN 


ri 


Start 


17981 


End 


27578 


■! =: 


GI 


none 


Score 


.5 


\! 


Exons 


17981. .18228, 19260 19310, 


23075. .23211, 23482 23617 , 


(a si 
-i 




27449. .27578 








Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 




Gene No. 


17066 


Strand 




□ 


Start 


17981 


End 


27578 




Name 


OJ990821 60.9C16.C10.o5.gp 


Method 


AAT/GAP 




Start 


24980 


End 


25173 




GI 


LIB3431-027-P1-K1-D5 


Score 


205 




Exons 


24980. .25057, 25128.. 25173 








GI Descrip. 


'2190552 1.0e-21 (AC001229) 


Similar to 


Holcus major pollen 



allergen (gb_Z27084). [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8067 

17067 

28383 

OJ990821_60.9C16.C10.o2.tc 

7037 

none 



Seq. ID OJ990821_60.9C16.C10 
Strand 

End 33906 

Method TBLASTX : Cress 

End 29845 

Score 92 



7037. .7105, 7091. .7486, 7092. .7457, 9416. .9571, 9417. .9593, 
9578. .9658, 9581. .9748, 9582. .9749, 28365 .. 284 15, 28386 .. 28427 , 



8429 



28425. .28583, 28437 28 670, 28716 287 93, 29130 .. 29180, 
29177. .29206, 29178 29285, 29194 29301, 29360 .. 29500, 





29371. .29544, 29377 29553, 


29649. .29807, 29654. .29845 


Seq. No. 


8067 


Seq. ID 




Gene No. 


17067 


Strand 




Start 


28383 


End 




Name 


OJ990821 60.9C16.C10.ol.tw 


Method 


1 DLir\0 1 A . WneciL. 


Start 


7058 


End 


Zo / jj 


GI 


none 


Score 


«j / u 


Exons 


7058.. 7432, 7059.. 7430, 28428. . 28 667 , 


28674. .28733 


beq. No. 


8067 


Seq. ID 




Gene No. 


17067 


Strand 




Start 


28383 


End 




Name 


OJ990821 60.9C16.C10.o3.ts 


Method 


i dJjHo 1a. ooyoean 


Start 


7091 


End 


9070-3 


GI 


none 


Score 


0 / 


Exons 


7091.. 7369, 28368. .28502, 28390.. 28491 


, 28545. .28661, 




28546.-28596, 28674.. 28793 






Seq. No. 


8067 


Seq. ID 


OJ990821_60. 9C16.C10 


bene no. 


17067 


Strand 




Start 


28383 


End 


33906 


Name 


OJ990821 60.9C16.C10.o3.tm 


Method 


TBLASTX: Maize 


Start 


7154 


End 


28758 


GI 


none 


Score 


311 


Exons 


7154. .7486, 7155. .7457, 7544 


..7582, 7550. .7666, 7593. .7691, 




7594. .7692, 7644. .7709, 7661 


..7708, 28500. .28667, 28 674 28721 , 




28702. .28758 






Seq. No. 


8067 


Seq. ID 


OJ990821_60. 9C16.C10 


Gene No. 


1706.7 


Strand 




Start 


28383 


End 


33906 


Name 


OJ990821 6.0.9C16.C10.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7386 


End 


29863 


GI 


none 


Score 


64 


Exons 


7386. .7457, 7388. .7486, 9416 


..9562, 9423. .9560, 9527. .9748, 




9582.. 9722, 29130 .. 29249, 29158 29301, 29365 .. 29502 , 




29378. .29500, 29515 .. 29553, 


29654. .29863 


Seq. No. 


8067 


Seq. ID 


OJ990821_60.9C16.C10 


Gene No. 


17067 


Strand 




btart 


28383 


End 


33906 


Name 


OJ990821 60.9C16.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


9422 


End 


29810 


GI 


none 


Score 


86 


Exons 


9422. .9571, 9435. .9593, 9569 


..9748, 9570. .9722, 29111 29251, 




29112. .29252, 29128 .. 29250, 


29130. .29252, 29131 .. 29253, 




29302. .29544, 29359 .. 29553, 


29649. .29810, 29649 .. 29780, 




29653. .29805, 29654.. 29806 






Seq. No. 


8067 


Seq. ID 


OJ990821_60. 9C16.C10 


Gene No. 


17067 


Strand 




Start 


28383 


End 


33906 


Name 


OJ990821 60.9C16.C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9569 


End 


29879 



8430 






GI 


none 




Score 


105 






Exons 


9S69..9748, 9570. .9731, 29475 29540, 


29475. .29531, 








29476. .29553, 29653. 


.29781, 


29654. .29794, 29655 29780, 








29795. .29878, 29796. 


.29879 










Seq. No. 


8067 




Seq. ID 


OJ990821_60.9C16 


.C10 




Gene No. 


17067 




Strand 








Start 


28383 




End 


33906 






Name 


OJ990821 60.9C16.C10 


. o 6 . gp 


Method 


AAT/GAP 






Start 


28181 




End 


29907 






GI 


576 1.R1084 




Score 


2318 






Exons 


28181. .28792, 29087. 


.29252, 


29359. .29541, 29654.. 29907 






GI Descrip. 


f 1097875/prf M2114377A 0.0e+00 peroxidase : ISOTYPE=RPA [Oryz, 






sativa] ' 












Seq. No. 


8067 




Seq. ID 


OJ990821_60.9C16 


.C10 




Gene No. 


17067 




Strand 








start 


28383 - 




End 


33906 






Name 


OJ990821 60.9C16.C10 


.06. gs 


Method 


GENSCAN 






Start 


28383 




End 


32416 






GI 


none 




Score 


.44 






Exons 


28383. .28792, 29087. 


.29252, 


29359. .29541, 29853 .. 30223, 








30921. .31072, 31155. 


.32416 










Seq. No. 


8067 




Seq. ID 


OJ990821_60. 9C16 


.C10 




Gene No. 


17067 




Strand 










28383 




End 


33906 




m 


Name 


OJ990821 60.9C16.C10 


. o3 . np 


Method 


AAT/NAP 




:* "j 


Start 


28386 




End 


29875 




: , ! 


GI 


1097875 




Score 


1621 






Exons 


28386. .28792, 29087. 


.29252, 


29359. .29541, 29654.. 29875 




'its? 
i 3 : i 


GI Descrip. 


peroxidase: ISOTYPE=RPA [Oryza sativa] 






! =? 

!i 


Seq. No. 


8067 




Seq. ID 


OJ990821_60. 9C16 


.C10 


°! 


Gene No . 


17067 




Strand 






s. 5 I 
I 


Start 


28383 




End 


33906 




"i 


Name 


OJ990821 60.9C16.C10 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


31133 




End 


31471 






GI 


none 




Score 


261 






Exons 


31133. .31471, 31209. 


.31469, 


31373. .31471 






Seq. No. 


8067 




Seq. ID 


OJ990821_60.9C16 


.C10 




Gene No. 


17067 




Strand 








Start 


28383 




End 


33906 






Name 


OJ990821 60.9C16.C10 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


31136 




End 


33888 






GI 


none 




Score 


67 






Exons 


31136., 31483, 31484. 


.31708, 


31760. .31864, 31952 .. 32371, 








32055. .32336, 33700. 


.33888 










Seq. No. 


8067 • 




Seq. ID 


OJ990821_60.9C16 


.C10 




Gene No. 


17067 




Strand 








Start 


28383 




End 


33906 






Name 


OJ990821 60.9C16.C10 


. o4 .np 


Method 


AAT/NAP 






Start 


31139 




End 


33893 






GI 


4102839 




Score 


1193 






Exons 


31139. .32465, 33676. 


.33893 









8431 




GI Descrip. (AF016713) LeOPTl [Lycopersicon esculentum] 





Seq. No. 


8067 




Seq. ID 


OJ990821 


_60. 9C16. 


.C10 




Gene No. 


17067 




Strand 










Start 


28383 




End 


33906 








Name 


OJ990821_60.9C16.C10 


.ol.tc 


Method 


TBLASTX : 1 


Cress 






Start 


31148 




End 


33895 








GI 


none 




Score 


202 








Exons 


31148. .31483, 31155. 


. 31472, 


31376. .31483, 31475 


. . 31708, 








31688 . . 31753, 31689. 


. 31742, 


31739. .31861, 31770 


. . 31862, 








31907. .31948, 31967. 


. 32371, 


32055. .32366, 33671 


. . 33895, 








33703. .33894 














Seq. No. 


8067 




Seq. ID 


OJ990821 


_60.9C16. 


.C10 




Gene No. 


17067 




Strand 










Start 


28383 




End 


33906 








Name 


OJ990821_60.9C16.C10 


. ol . tm 


Method 


TBLASTX : i 


Maize 






Start 


31148 




End 


32363 








GI 


none 




Score 


231 








Exons 


31148 . . 31483, 31149. 


.31484, 


31466. .31708, 31571 


. . 31612, 








31760. . 31864, 31770. 


.31865, 


31907. .31957, 31908 


. . 31949, 








32054 . .32182, 32055. 


.32180, 


32186. .32263, 32193 


. . 32252, 








32219. .32359, 32259. 


.32363 










□ 


Seq. No. 


8067 




Seq. ID 


OJ990821 


_60.9C16. 


.CIO 


. «i 
: === 


Gene No. 


17067 




■ Strand 










Start 


28383 




End 


33906 






"LI 


Name 


OJ990821 60.9C16.C10 


. o7 .gs 


Method 


GENS CAN 






C3 


Start 


33130 




End 


33906 






: . i 


GI 


none 




Score 


.4 






'5 ?F 

y 


Exons 


33130. .33291, 33676. 


.33906 










1 LP 


Seq. No. 


8067 




Seq. ID 


OJ990821 


_60.9C16, 


.C10 




Gene No. 


17067 




Strand 










Start 


28383 




End 


33906 








Name 


OJ990821 60..9C16.C10 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


33671 




End 


33895 






jids 


GI 


none 




Score 


142 








Exons 


33671. .33895, 33703. 


.33894 










□ 

,0 St 


Seq. No. 


8068 




Seq. ID 


OJ990821 


_60.9C16, 


.Cll 


u 


Gene No. • 


17068 




Strand 


+ 








Start 


2364 




End 


3730 








Name 


OJ990821 60.9C16.C11 


. ol . gs 


Method 


GENSCAN 








Start 


2364 




End 


3730 








GI 


none 




Score 


.82 








Exons 


2364.. 2504, 2571.. 2699, 2751 


..2968, 2974. .3139, 


3240. .3362, 






3413. .3730 














Seq. No. 


8068 




Seq. ID 


OJ990821 


_60.9C16. 


,C11 




Gene No. 


17069 




Strand 


+ 








Start 


' 4607 




End 


4786 








Name 


OJ990821 60.9C16.C11 


. o2 . gs 


Method 


GENSCAN 








Start 


4607 




End 


4786 








GI 


none 




Score 


.59 








Exons 


' 4607. .4786 













8432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17070 
2184 

OJ990821_60.9C16.Cll.ol.np 

2184 

6069646 



8068 Seq. ID OJ990821_60.9C16.C11 

Strand 

End 9449 
Method AAT/NAP 
End 7 685 

Score 1568 
2184. .3163, 3446. .3714, 7592. .7685 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



i; I 



I s ! E 

! hi 



Seq. No. 


8068 




Seq. ID 


OJ99082 


Gene No. 


17070 




Strand 




Start 


2184 




End 


9449 


Name 


OJ990821 60.9C16.Cll.o3 


.gs 


Method 


GENSCAN 


Start 


6212 




End 


9449 


GI 


none 




Score 


.54 


Exons 


6212. .7013, 7326. .7861, 


7965 


..8214, 9397. .9449 


Seq. No. 


8068 




Seq. ID 


OJ99082: 


Gene No. 


17070 




Strand 




Start 


2184 




End 


9449 . 


Name 


OJ990821 60.9C16.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


6218 




End 


8428 


GI 


4102839 




Score 


1306 


Exons 


6218. .7013, 7326. .7885, 


7989 


..8182, 8284. .8428 


GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


8068 




Seq. ID 


OJ99082: 


Gene No.. 


17071 




Strand 




Start 


11376 




End 


12481 


Name 


OJ990821 60.9C16.Cll.o4 


.gs 


Method 


GENSCAN 


Start 


11376 




End 


12481 


GI 


none 




Score 


.55 


Exons 


11376. .11403, 11968. .12014, 


12413. .12481 


Seq. No. 


8068 




Seq. ID 


OJ99082: 


Gene No. 


17072 




Strand 




Start 


12471 




End 


14159 


Name 


OJ990821 60.9C16.Cll.o3, 


.np 


Method 


AAT/NAP 


Start 


12471 




End 


14159 


GI 


6539588 




Score 


228 


Exons 


12471. .12616, 13833.. 14159 






GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8068 




Seq. ID 


OJ99082: 


Gene No. 


17073 




Strand 




Start . 


16088 




End 


16849 


Name 


OJ990821 60.9C16.Cll.o4, 


.tm 


Method 


TBLASTX 


Start 


2193 




End 


2795 


GI 


none 




Score 


45 


Exons 


2193. .2408, 2290. .2400, 


2416 


..2538, 2442. .2678, 




2670. .2795 








Seq. No. 


8068 




Seq. ID 


OJ99082: 



2678, 2525.. 2695, 



8433 




Gene No . 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


,Cll.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2310 








End 


2663 


GI 


none 








Score 


203 


Exons 


2310. .2345, 


2466. 


.2663 








Seq. No. 


8068 








Seq. ID 


OJ990821_60. 9C16.C11 


Gene No . 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3146 








End 


3586 


GI 


none 








Score 


159 


Exons 


3146. .3280, 


3284. 


.3586 








Seq. No. 


8068 








Seq. ID 


OJ990821_60. 9C16.C11 


Gene No . 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


Cll.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


3225 








End 


3713 


GI 


none 








Score 


208 


Exons 


3225. .3713, 


3227. 


.3709 








Seq. No. 


8068 








Seq. ID 


OJ990821_60. 9C16.C11 


Gene No . 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


Cll.oS, 


. tw 


Method 


TBLASTX: Wheat 


Start 


6194 








End 


6559 


GI 


none 








Score 


58 


Exons 


6194. .6343, 


6261. 


.6344, 


6368. 


.6559, 6369. .6551, 6446. .6556 


Seq. No. 


8068 








Seq. ID 


OJ990821_60.9C16.C11 


Gene No. 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


Cll.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


6227 








End 


8389 


GI 


none 








Score 


59 


Exons 


6227. .6346, 


6227. 


.6403, 


6368. 


.6565, 6446.-6565, 6593.. 6982, 




6651. .6791, 


6873. 


.6956, 


7323. 


.7805, 7334. .7804, 7975. .8184, 




7992. .8186, 


8282. 


.8389, 


8283. 


.8387 




Seq. No. 


8068 








Seq. ID 


OJ990821_60.9C16.C11 


Gene No. 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


Cll.o3. 


.ts 


Method 


TBLASTX : Soybean 


Start 


6227 








End 


7522 


GI 


none 








Score 


59 


Exons 


6227. .6343, 


6368. 


.6565, 


6411. 


.6563, 6593. .6844, 6651. .6836, 




6822. .6965, 


6824. 


.6958, 


7421. 


.7522, 7431. .7511 


Seq. No. 


8068 








Seq. ID 


OJ990821_60.9C16.C11 


Gene No. 


17073 








Strand 




Start 


16088 








End 


16849 


Name 


OJ990821 60. 


9C16. 


Cll.o2. 


, tm 


Method 


TBLASTX: Maize 


Start 


6227 








End 


7781 


GI 


none 








Score 


70 


Exons 


6227. .6430, 


6228. 


. 6344, 


6368. 


.6565, 6413. .6562, 6593.-6973, 



8434 




6651. .6830, 6885. .6965, 7323. .7601, 7325. .7603, 7565. .7678, 
7658.-7774, 7659. .7778, 7725. .7781 



Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


.Cll 


Gene No. 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7547 


End 


8389 




GI 


none 


Score 


159 




Exons 


7547. .7804, 7548. .7787, 7826 


..7885, 7975. .8184, 7986. .8186, 




8282 8389 8283 8360 








Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


.Cll 


Gene No. 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.o5.tm 


Method 


TBLASTX: Maize 




Start 


7944 


End 


8372 




GI 


none 


Score 


114 






7944 R19S 7960 8184 8282 


..8371, 8283.. 8372 




Seq. No. 


8068 


Seq. ID 


OJ990821_60. 9C16 


.Cll 


Gene No. 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.o4.tw 


Method 


TBLASTX: Wheat 




Start 


8047 


End 


8371 




GI 


none 


Score 


78 






8D4 7 81 R4 804 Q 8186 8982 


. .8371 






Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


. Cll 


Gene No. 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.o2.ts 


Method 


TBLASTX : Soybean 




Start 


16079 


End 


16747 




GI 


none 


Score 


47 




Exons 


16079. .16339, 16155 .. 16325, 


16361. .16747, 16401. .16643 




Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


PI 1 


Gene No. 


17073 


.Strand 






Start 


16088 


End 


16849 




.Name 


OJ990821 60.9C16.Cll.o4.np 


Method 


AAT/NAP 




Start 


16088 


End 


16849 




GI 


4416302 


Score 


792 




Exons 


16088. .16849 










(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


.Cll 


Gene No. 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


16109 


End 


16765 




GI 


none 


Score 


377 




Exons 


16109. .16765, 16119.. 16757 








Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


.Cll 


Gene No. 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.o2.tc 


Method 


TBLASTX: Cress 





8435 




Start 


16109 


End 


16474 




GI 


none 


Score 


70 




Exons 


16109. .16354, 16206. . 16322, 


16343. .16474 




Seq. No. 


8068 


Seq. ID 


OJ990821_60.9C16 


.Cll 


Gene No . 


17073 


Strand 






Start 


16088 


End 


16849 




Name 


OJ990821 60.9C16.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


16154 


End 


16609 




GI 


none 


Score 


76 




Exons 


16154. .16345, 16154. .16330, 


16349. .16609 




Seq. No. 


8069 


Seq. ID 


OJ990821__61.9C20 


.CI 


Gene No. 


17074 


Strand 






Start 


1813. . 


End 


2790 




Name 


OJ990821 61.9C20.Cl.ol.gs 


Method 


GENSCAN 




Start 


1813 


End 


2790 




GI 


none 


Score 


.55 




Exons 


1813.. 1838, 2079.. 2222, 2397 


. .2790 






Seq. No. 


8070 


Seq. ID 


OJ990821 61.9C20 


.C2 


Gene No . 


17075 


Strand 


+ 




Start 


515 


End 


993 




Name 


OJ990821 61.9C20.C2.ol.gs 


Method 


GENSCAN 




Start 


515 


End 


993 




GI 


none 


Score 


.94 




Exons 


515. .566, 794. .993 








Seq. No. 


8071 


Seq. ID 


OJ990821 61.9C20 


.C3 


Gene No . 


17076 


Strand 


+ 




Start 


482 


End 


1989 




Name 


OJ990821 61.9C20.C3.ol.gs 


Method 


GENSCAN 




Start 


482 


End 


1989 




GI 


none 


Score 


.62 




Exons 


482. .768, 1695. .1989 








Seq. No. 


8071 


Seq. ID 


OJ990821_61.9C20 


.C3 


Gene No . 


17077 


Strand 






Start" 


9840 


End 


11243 




Name 


OJ990821 61.9C20.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


8116 


End 


8416 




GI 


none 


Score 


68 




Exons 


8116. .8415, 8119. .8415, 8309 


. .8416 






Seq. No. 


8071 


Seq. ID 


OJ990821_61. 9C20 


.C3 


Gene No. 


17077 


Strand 






Start 


9840 


End 


11243 




Name 


OJ990821 61.9C20.C3.o4.tw 


Method 


TBLASTX: Wheat 




Start 


84 92 


End 


8862 




GI 


none 


Score 


156 




Exons 


8492. .8860, 8494. .8619, 8553 


..8654, 8668.-8862 




Seq. No. 


8071 


Seq. ID 


OJ990821_61.9C20 


.C3 


Gene No. 


17077 


Strand 






Start 


9840 


• End 


11243 




Name 


OJ990821 61. 9C20.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


8587 


End 


9058 





8436 



GI none Score 56 

Exons 8587.. 8619, 8588.. 8668, 8686.. 9057, 8696.. 9058 



Seq. No. 


8071 








Seq. ID 


OJ990821__61.9C20 


.C3 


Gene No. 


17077 








Strand 






Start 


9840 








End 


11243 




Name 


OJ990821 61. 


9C20. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8956 








End 


9506 




GI 


none 








Score 


70 




Exons 


8956. .9054, 


9078. 


.9137, 


9132. 


.9506, 9151.. 9423 




Seq. No. 


8071 








Seq. ID 


OJ990821_61.9C20 


.C3 


Gene No. 


17077 








Strand 






Start 


9840 








End 


11243 




Name 


OJ990821 61. 


9C20. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9129 








End 


9656 




GI 


none 








Score 


228 




Exons 


9129. .9314, 


9303. 


.9656 











Seq. No. 8071 

Gene No. 17077 

Start 9840 

Name OJ990821_61 . 9C20 . C3 . ol . tm 

Start 9261 

GI none 
Exons 



Seq. ID OJ990821_61. 9C20.C3 
Strand 
End 

Method 
End 
Score 



11243 

TBLASTX: Maize 

10223 

67 



9261. .10223, 9468. .9728, 9551. .9730, 9598. .9972, 9807. .10199 



Seq. No. 8071 

Gene No. 17077 
Start ' 9840 

Name OJ990821_61 . 9C20 . C3 . o5 . tw 

Start 9513 

GI none 
Exons 



Seq. ID OJ990821_61.9C20.C3 
Strand 
End 

Method 
End 
Score 



11243 

TBLASTX: Wheat 

9858 

80 



9513. .9593, 9585. .9740, 9742. .9858, 9747. .9857 



Seq. No. ' 8071 Seq. ID 

Gene No. 17077 Strand 

Start ■ 9840 End 

Name OJ990821_61 . 9C20 . C3 . o2 . np Method 

Start 9840 End 

GI 2462134 Score 

Exons 9840.. 11243 

GI Descrip. (Y13368) reverse transcriptase [Beta vulgaris] 



OJ990821_61. 9C20.C3 

11243 
AAT/NAP 
11243 
545 



Seq. No. 8071 Seq. ID 

Gene No. 17077 Strand 

Start 9840 End 

Name OJ990821_61 . 9C20 . C3 . o3 . tw Method 

Start . 9861 End 

GI none Score 

Exons 9861.. 10169, 9895.. 10149 



OJ990821_61.9C20.C3 
11243 

TBLASTX: Wheat 

10169 

139 



Seq. No. 8071 Seq. ID 

Gene No. 17077 Strand 

Start 9840 ' End 

Name - : - OJ990821_61 . 9C20 . C3 . o2 . tm Method- 

Start 10362 End 



OJ990821_61.9C20.C3 
11243 

TBLASTX: Maize 
11129 



8437 



GI 


none 


Score' 


61 


Exons 


10362. .10439, 10363 .. 10422, 


10416. .10637, 10654. .10713, 




. 10713. .11069, 11091. .11129 






Seq. No. 


8071 


Seq. ID 


OJ990821_61.9C20.C3 


Gene No. 


17077 


Strand 


— 


Start 


9840 


End 


11243 


Name 


OJ990821 61.9C20.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10500 


End 


10910 


GI 


none 


Score 


147 


Exons 


10500. . 10718, 10713. .10910 






Seq. No. 


8072 


Seq. ID 


OJ990821_61 . 9C20.C4 


Gene No. 


17078 


Strand 


+ 


Start 


12231 


End 


18842 


Name 


OJ990821 61.9C20.C4.o2.gp 


Method 


AAT/GAP 


Start 


12231 


End 


18842 


GI 


LIB3477-003-P1-K1-E9 


Score 


135 


Exons 


12231. .12284, 18791.. 18842 






GI Descrip. 


*2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


8072 


Seq. ID 


OJ990821_61. 9C20.C4 


Gene No . 


17079 


Strand 




Start 


542 


End 


1012 


Name 


OJ990821 61.9C20.C4.ol.gs 


Method 


GENSCAN 


Start 


542 


End 


1012 


GI 


none 


Score 


.56 


Exons 


542. .1012 






Seq. No. 


8072 


Seq. ID 


OJ990821_61.9C20.C4 


Gene No. 


17080 


Strand 




Start 


2933 


End 


14143 


Name 


OJ990821 61.9C20.C4.o2.gs 


Method 


GENSCAN 


Start 


2933 


End 


14143 


GI 


none 


Score 


.44 


Exons 


2933.. 3301, 3964.. 4120, 4405 


..4540, 4928. .4961, 5654. .6043, 




6878. .6955, 7445.. 7578, 7677 


..7931, 8010. .8348, 8442. .8583, 




11187. .11417, 11609. .11749, 


12840. .12916, 13201. . 13264, 




13379. .13517, 13815 .. 13909, 


13985. .14143 


Seq. No. 


8072 


Seq. ID 


OJ990821_61.9C20.C4 


Gene No. 


17080 


Strand 




Start 


2933 


End 


14143 


Name 


OJ990821 61.9C20.C4.ol.np 


Method 


AAT/NAP 


Start 


6767 


End 


8340 


GI 


5042449 


Score 


1477 


Exons 


6767..695S, 7445.-7578, 7677 


..7931, 8010. .8340 


GI Descrip. 


(AC007789) putative protein 


kinase [Oryza sativa] 


Seq. No. 


8072 


Seq. ID 


OJ990821_61. 9C20.C4 


Gene No. 


17080 


Strand 




Start 


2933 


End 


14143 


Name 


OJ990821 61.9C20.C4.o2.np 


Method 


AAT/NAP 


Start 


11118 


End 


14143 


GI 


5042450 


Score 


1497 



8438 



Exons 


11118. .11417, 11609. .11749, 


12840. .12916, 13201. .13264, 






13379. .13517, 13815 .. 13909, 


13985. .14143 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


8072 


Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No. 


17080 


Strand 






Start 


2933 


End 


14143 




Name 


OJ990821 61.9C20.C4.ol.gp 


Method 


AAT/GAP 




Start 


11132 


End 


11612 




GI 


10414 1.R1084 


Score 


799 




Exons 


11132. .11612 








GI Descrip. 


, 5042450/gb|AAD38287.1|AC007789 13 2.0e-20 (AC007789) unkn< 




protein [Oryza sativa] ■ 








Seq. No. 


8072 


Seq. ID 


OJ990821_61. 9C20 


.C4 


Gene No . 


17081 


Strand 


— 




Start 


. 15207 


End 


16223 




Name 


OJ990821 61.9C20.C4.o3.gs 


Method 


GENSCAN 




Start 


15207 


End 


16223 




GI 


none 


Score 


.99 




Exons 


15207. .16223 








Seq. No. ■ 


8072 . 


Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No. 


17081 


Strand 


- 




Start 


15207 


End 


16223 




Name 


OJ990821 61.9C20.C4.c-3.np 


Method 


AAT/NAP 




Start 


15210 


End 


16223 




GI 


5042451 


Score 


1746 




Exons 


15210. .16223 








GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8072 


Seq. ID 


OJ990821_61. 9C20 


.C4 


Gene No . 


17082 


Strand 






Start 


18111 


End 


19385 




Name 


OJ990821 61.9C20.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


959 


End 


1184 




GI 


none 


Score 


67 




Exons 


959. .1174, 962. .1075, 990.. 


1184 






Seq. No. 


8072 


Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No 


17082 


Strand 






Start 


18111 


End 


19385 




Name 


OJ990821 61.9C20.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


6792 


End 


8268 




GI 


none 


Score 


65 




Exons 


6792. .6890, 7475. .7582, 7678. .7929, 8014. .8268 




Seq. No. 


8072 


Seq. ID 


OJ990821_61.9C20 


• C4 


Genp No 


17082 


Strand 






Start 


18111 


End 


19385 




Name 


OJ990821 61. 9C20.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


7442 


End 


8304 




GI 


none 


Score 


66 




Exons 


7442. .7582, 7452. .7583, 7678. .7923, 7679. .7900, 8011. .8304 


Seq. No. 


8072 


Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No. 


17082 


Strand 







8439 



Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7442 




End 


8304 




GI 


none 




Score 


76 




Exons 


7442. .7582, 


7446.. 7583, 7627 


..7908, 7679. .7717, 7742. .7909 




8011. .8304, 


8024. .8116, 8186 


. .8257 






Seq. No. 


8072 




Seq. ID 


OJ990821_61 . 9C20 


.C4 


Gene No . 


17082 




Strand 


— 




Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


7490 




End 


7908 




GI 


none 




Score 


118 




Exons 


7490. .7582, 


7678.. 7908, 7679 


. .7888 






Seq. No. 


8072 




Seq. ID 


OJ990821_61 . 9C20 


. C4 


Gene No. 


17082 




Strand 


— 




Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4 ,o2. tm 


Method 


TBLASTX: Maize 




Start 


13922 




End 


14161 




GI 


none 




Score 


123 




Exons 


13922. .14161 


, 13926.. 14159 








Seq. No. 


8072 




Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No . 


17082 




Strand 


— 




Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4.o4.ts 


Method 


TBLASTX : Soybean 




Start 


13937 




End 


14188 




GI 


none 




Score 


64 




Exons 


13937. .14188, 14103. .14165 








Seq. No. 


8072 




Seq. ID 


OJ990821_61 . 9C20 


.C4 


Gene No . 


17082 




Strand 


— 




Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4.o3.tc 


Method 


TBLASTX: Cress . 




Start 


13943 




End 


14182 




GI 


none 




Score 


226 




Exons 


13943. .14182 










Seq. No. 


8072 




Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No . 


17082 




Strand 






Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


14033 




End 


15578 




GI 


none 




Score 


92 




Exons 


14033.. 14116 


, 15345. .15578, : 


15442. .15576 




Seq. No. 


8072 




Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No . 


17082 




Strand 






Start 


18111 




End 


19385 




Name 


OJ990821 61. 


9C20.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15397 ■:. 




End 


15641 




GI 


none 




Score 


175 




Exons 


15397. .15639, 15399. .15641 








Seq. No. 


8072 




Seq. ID 


OJ990821_61.9C20 


.C4 


Gene No. 


17082 




Strand 







8440 



Start 


18111 




End 


19385 






Name 


OJ990821 61.9C20.C4 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


15417 




End 


15731 






GI 


none 




Score 


158 






Exons 


15417. .15731, 15418 


. .15729 










Seq. No. 


8072 




Seq. ID 


OJ990821 


_61.9C20. 


C4 




17082 




Strand 








Start 


18111 




End 


19385 






Name 


OJ990821 61.9C20.C4 


. o3.tm 


Method 


TBLASTX: 


Maize 




Start 


15471 




End 


15762 






GI 


none 




Score 


76 






Exons 


15471. .15509, 15522 


. .15596, 


15525. .15761, 15529 


. .15762 




Seq. No. 


8072 




Seq. ID 


OJ990821 


_61.9C20. 


C4 


Gene No. 


17082 




Strand 








Cfarf 
o Lai l 


18111 




End 


19385 






Name 


OJ990821 61.9C20.C4 


,o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


15642 




End 


16118 






GI 


none 




Score 


87 






Exons 


15642. .15755, 15643 


. .15762, 


15828. .15911, 15828 


. .15890, 






15984. .16118 












Seq. No. 


8072 




Seq. ID 


OJ990821 


_61.9C20. 


C4 


uCllC iN W ■ 


17082 




• Strand 








Start 


18111 




End 


19385 






Name 


OJ990821 61.9C20.C4 


. o4 .gs 


Method 


GENSCAN 






Start 


18111 




End 


19385 ■ 






GI 


none 




Score 


.41 






Exons 


18111. .18248, 19362 


. .19385 










Seq. No. 


8073 




Seq. ID 


OJ990821 


_61.9C20. 


C5 




17083 




Strand 


+ 






Start 


2025 




End 


4430 






Name 


OJ990821 61.9C20.C5 


. ol . gs 


Method 


GENSCAN 






Start 


2025 




End 


4430 






GI 


none 




Score 


.77 






Exons 


2025.. 2130, 2888.. 2992, 3042 


..3170, 4357. .4430 






Seq. No. 


8073 




Seq. ID 


OJ990821 


_61.9C20. 


C5 


Gene No. 


17084 




Strand 








Start 


7494 




End 


8730 






Name 


OJ990821 61.9C20.C5 


. ol .np 


Method 


AAT/NAP 






Start 


7494 




End 


8730 






GI 


5042452 




Score 


895 






Exons 


7494. .7670, 7718. .7763, 8104 


..8323, 8607. .8730 






GI Descrip. 


(AC007789) putative 


ABA induced plasma membrane 


protein 


[0: 




sativa] 












Seq. No. 


8073 




Seq. ID 


OJ990821 


_61.9C20. 


C5 


Gene No. 


17085 




Strand 








Start 


8955 




End 


9236 






Name 


OJ990821 61.9C20.C5 


. o3.gs 


Method 


GENSCAN 






Start 


8955 


End 


9236 






GI. 


none 




Score 


.68 






Exons 


8955. .9236 













8441 



Seq. No. 


8073 


Seq. ID 


OJ990821_61. 9C20.C5 


Gene No. 


17086 


Strand 




Start 


13963 


End 


14382 


Name 


OJ990821 61.9C20.C5.o2.np 


Method 


AAT/NAP 


Start 


13963 


End 


14382 


GI 


3157935 


Score 


211 


Exons 


13963. .14382 






GI Descrip. 


(AC002131) Similar to STIG1 


protein gb 1X77823 from Nicotiana 




tabacum. [Arabidopsis thaliana] 




Seq. No. 


8074 


Seq. ID 


OJ990821_61. 9C20.C6 


Gene No. 


17087 


Strand 




Start 


65 


End 


258 


Name 


OJ990821 61.9C20.C6.ol.gs 


Method 


GEN SCAN 


Start 


65 


End 


192 


GI 


none 


Score 


.99 


Exons 


65. .192 






Seq. No. 


8074 


Seq. ID 


OJ990821_61. 9C20.C6 


Gene No. 


17087 


Strand 




Start 


65 


End 


258 


Name 


OJ990821 61.9C20.C6.ol.np 


Method 


AAT/NAP 


Start 


68 


End 


258 


GI 


5042446 


Score 


298 


Exons 


68. .258 






GI Descrip. 


(AC007789) putative WRKY DNA binding protein [Oryza sativa] 


Seq. No. 


8075 


. Seq. ID 


OJ990821_61.9C20.C7 


Gene No. 


17088 


Strand 


+ 


Start 


14583 


End 


21356 


Name 


OJ990821 61.9C20.C7.o2.np 


Method 


AAT/NAP 


Start 


14583 


End 


21356 


GI 


5042445 


Score 


3735 


Exons 


14583. .15226, 15718 .. 15887, 


17175. .17642, 17756 .. 17 906, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18212. .18238, 18702 .. 18785, 19114 19142 , 19344 .. 19465, 
20720. .21356 

(AC007789) hypothetical protein [Oryza sativa] 



8075 Seq. ID 

17088 Strand 

14583 End 

OJ990821_61. 9C20.C7 .o2.gp Method 

17573 End 

99198 1.R1084 Score 



OJ990821_61.9C20.C7 
+ 

21356 
AAT/GAP 
20879 
671 



17573. .17712, 17839 .. 17906, 19344 .. 194 65 , 20813. .20879 
'5042445/gb|AAD38282.1|AC007789_8 5.0e-09 (AC007789) 
hypothetical protein [Oryza sativa] ' 



8075 Seq. ID 

17089 Strand 
23541 End 
OJ990821_61 .9C20.C7.o3. gp Method 
23541 End 
uC-osflcypl76h04bl Score 
23541.. 23986 

<5042444/gb|AAD38281.1|AC007789_7 5.0e-32 (AC007789) putative 
low molecular early light-inducible protein [Oryza sativa] 1 



OJ990821_61. 9C20.C7 
+ 

23986 
AAT/GAP 
23986 
851 



8442 




Seq. No. 


8075 


Seq. ID 


OJ990821_61.9C20. 


C7 


Gene No . 


17090 


Strand 


+ 




Start 


28292 


End 


32186 




Name 


OJ990821 61.9C20.C7.o5.np 


Method 


AAT/NAP 




Start 


28239 


End 


30362 




GI 


6522545 


Score 


221 




Exons 


28239. .28442, 30316. .30362 








GI Descrip. 


(AL132955) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8075 


Seq. ID 


OJ990821_61. 9C20. 


C7 


Gene No. 


17090 


Strand 


+ 




Start 


28292 


End 


32186 




Name 


OJ990821 61.9C20.C7.o4.gs 


Method 


GENSCAN 




Start 


28292 


End 


32186 




GI 


none 


Score 


.57 




Exons 


28292. .28355, 28385 .. 28667 , 


28985. .29106, 29528 29550, 





30205. .30443, 31590 .. 31769, 32078. .32186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8075 Seq. ID 

17091 Strand 

1 End 

OJ990821_61 . 9C20 . C7 . ol . np Method 

1 End 

5042446 Score 



OJ990821_61.9C20.C7 

11608 
AAT/NAP 
1468 
1845 



1..448, 598. .711, 800. .1129, 1241. .1468 

(AC007789) putative WRKY DNA binding protein [Oryza sativa] 



8075 

17091 

1 

OJ990821__61.9C20.C7.ol.gs 
56 

none 



Seq. ID OJ990821_61. 9C20.C7 
Strand 

End 11608 

Method GENSCAN 

End 11608 

Score .52 



56.-448, 598. .711, 800. .1129, 1241. .1420, 1632. .1736, 
1830. .2025, 2641. .2885, 3349. .3460, 4808. .4881, 5431. 
6064. .6495, 8065. .8148, 9607. .9829, 11547. .11608 



5505, 



Seq. No. 8075 

Gene No. 17091 

Start 1 

Name OJ990821_61 . 9C20 . C7 . ol . gp 

Start 1026 

GI 11954_1.R1084 

Exons 1026.. 1129, 1241 

GI Descrip. f 3810592 5.0e-36 
thaliana] 1 



Seq. ID OJ990821_61. 9C20.C7 
Strand 

End 11608 

Method AAT/GAP 

End 1751 

Score 707 • 
.1420, 1632.. 1751 

(AC005398) unknown protein [Arabidopsis 



Seq. No. 8075 Seq. ID OJ990821_61 . 9C20 . C7 

Gene No. 17092 Strand 

Start 23686 End 24409 

Name OJ990821_61 . 9C20 .'C7 . o3 . np Method AAT/NAP 

Start 23686 End 24384 

GI 5042444 Score 966 

Exons 23686. .24147, 24241.. 24384 

GI Descrip. (AC007789) putative low molecular early light-inducible protein 
[Oryza sativa] 



8443 



Seq. No. 


8075 


Seq. ID 


OJ990821_61 


. 9C20 


.C7 


Gene No. 


17092 


Strand 








Start 


23686 


End 


24409 






Name 


OJ990821 61.9C20.C7.o4.gp 


Method 


AAT/GAP 






Start 


23836 


End 


24409 






GI 


2798600 


Score 


586 






Exons 


23836.-23887, 23979. .24147, 24241. .24409 




_ 


GI Descrip. 


2407268/gbi AF017357 IAF017357 


1.0e-142 


Oryza sativa 


low 


molecular 




early light-inducible protein mRNA, complete cds 






Seq. No. 


8075 


Seq. ID 


OJ990821_61 


. 9C20 


. C7 


Gene No. 


17093 


Strand 








Start 


26411 


End 


27685 






Name 


OJ990821 61.9C20.C7.o4.np 


Method 


AAT/NAP 






Start 


26411. 


End 


27685 






GI 


5042443 


Score 


2162 






Exons 


: 26411. .27685 










GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8075 


Seq. ID 


OJ990821_61 


.9C20 


. C7 


Gene No. 


17094 


Strand 








Start 


28638 


End 


28958 . 






Name 


OJ990821 61.9C20.C7.o3.ts 


Method 


TBLASTX: Soybean 




Start 


173 


End 


1423 






GI 


none 


Score 


99 






Exons 


173. .295, 174. .296, 297. .452, 


386. .460, 577. .711, 


596. . 


712, 




795. .842, 797. .871, 1296. .1421, 1304.. 


1423 






Seq. No. 


8075 


Seq. ID 


OJ990821_61 


.9C20 


. C7 


Gene No. 


17094 


Strand 








Start 


28638 


End 


28958 






Name 


OJ990821 61.9C20.C7.o3.tc 


Method 


TBLASTX: Cress 




Start 


291 


End 


865 






GI 


none 


Score 


112 






Exons 


291. .452, 386. .460, 577. .711, 


596. .712 


, 615. .716, 


795. . 


842, 




797. .865 










Seq. No. 


8075" 


Se.q. ID 


. OJ990821_61 


.9C20 


-C7 


Gene No. 


17094 


Strand 








Start 


28638 


End 


28958 






Name 


OJ990821 61.9C20.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


375 


End 


730 






GI 


none 


Score 


104 






Exons 


37S..455, 378. .449, 386. .460, 


577. .729 


, 578. .730 






Seq. No. 


8075 


Seq. ID 


OJ990821_61 


.9C20 


.C7 


Gene No. 


17094 


Strand 








Start 


28638 


End 


28958 






Name 


OJ990821 61.9C20.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


544 


End 


720 






GI 


none 


Score 


72 






Exons 


544. .720, 554. .706 










Seq. No. 


8075 


Seq. ID 


OJ990821_61 


.9C20 


.C7 


Gene No. 


. 17094 


Strand 








Start 


28638 


End 


28958 







8444 






Name 


OJ990821 61.9C20.C7 


.ol. tw 


Method 


TBLASTX -Wheat 






Start 


1638 




End 


2156 






GI 


none 




Score 


54 






Exons 


1638.. 1733, 1690.. 1734, 182^ 


..1856, 1831. .1857, 1908. .1970 






2022.. 2090, 2026.. 2097, 2094 


..2156, 2102. .2155 






Seq. No. 


8075 




Seq. ID 


OJ990821_61.9C20 


. C7 




Gene No. 


17094 




Strand 








Start 


28638 




End 


28958 






Name 


OJ990821 61.9C20.C7 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


17627 




End * 


21322 






GI 


none 




Score 


137 






Exons 


17627. .17713, 17628 


. .17714, 


17815. . 17925, 17837 .. 17968, 








17838. .17909, 19325 


. .19465, 


19333. .19473, 19341. .194 66, 








19343. .19480, 20795 


. .20878, 


20813. .20872, 208 15 .. 20922 , 








20930 . .21082, 20931 


. . 21083, 


20934. .21092, 21111 .. 21170, 








21118. .21186, 21139 


. .21312, 


21144. .21317, 21171. .21320, 








21173. .21322 












Seq. No. 


8075 




Seq. ID 


OJ990821_61.9C20 


.C7 




Gene No. 


17094 




Strand 








Start 


28638 




End 


28958 






Name 


OJ990821_61.9C20.C7 


. o2.tm 


Method 


TBLASTX: Maize 






Start 


23683 




End 


23997 




■■5 5? 


GI 


none 




Score 


305 




y 


Exons 


23683. .23991, 23690 


. .23992, 


23902.. 23997 




en 
rii 


Seq. No. 


8075 




Seq. ID 


OJ990821_61.9C20 


. C7 




Gene No. 


17094 




Strand 






□ 


Start 


28638 




End 


28958 






Name 


OJ990821_61.9C20.C7 


,o2. tc 


Method 


TBLASTX: Cress 




y 


Start 


23692 




End - 


24019 




fi! 


GI 


none 




Score 


122 




•3 


Exons 


23692. .23823, 23693 


. .23836, 


23902. .24018, 23921.. 24019 




r!i 

•i sr 
t 


Seq. No. 


8075 




Seq. ID 


OJ990821_61.9C20 


. C7 


" 


Gene No. 


17094 




. Strand 






: , , 

;:=: 


Start 


28638 




End 


28958 






Name 


OJ990821_61.9C20.C7 


.o2.ts 


Method 


TBLASTX : Soybean 




□ 


Start 


23692 




End 


24019 






GI 


none 




Score 


90 






Exons 


23692. .23823, 23705 


. .23833, 


23902. .2401 


8, 23906.. 24019 






Seq. No. 


8075 




Seq. ID 


OJ990821_61.9C20 


. C7 




Gene No. 


17094 




Strand 








Start 


28638 




End 


28958 






Name 


OJ990821 61.9C20.C7 


. ol . ts 


Method 


TBLASTX: Soybean 






Start 


28207 




End 


28521 






GI 


none 




Score 


57 






Exons 


28207. .28251, 28243 


. .28437, 


28247. .28447, 28456. .28521 






Seq. No. 


8075 




Seq. ID 


OJ990821_61.9C20 


.C7 




Gene No. 


17094 




Strand 








Start 


"28638 




End 


28958 






Name 


OJ990821 61.9C20.C7 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


28241 




End 


28535 






GI 


none 




Score 


80 





8445 - 




Exons 28241. .28297, 28251 28310, 28271 .. 28378 , 28300 284 61 , 

28304. .28444, 28452.. 28535 



Seq. No. 


8075 


Seq. ID 


OJ990821 


_61 . 9C20.C7 


Gene No. 


17094 


Strand 


— 




Start 


28638 


End 


28958 




Name 


OJ990821_61 . 9C20 . C7 . ol . tc 


Method 


TBLASTX : 


Cress 


Start 


28243 


End 


28461 




GI 


none 


Score 


282 




Exons 


2824 3. .28461, 28244. .28444 








Seq. No. 


8075 


Seq. ID 


OJ990821 


_61.9C20.C7 


Gene No. 


17094 


Strand 






Start 


28638 


End 


28958 




Name 


OJ990821 61. 9C20.C7.o5.gp 


Method 


AAT/GAP 




Start 


28638 


End 


28958 




GI 


2569 2.R1084 


Score 


414 




Exons 


28638. .28958 








GI Descrip. 


1 50424 37/gb IAC007789. 1 IAC007789 l.Oe-' 


79 Oryza sativa BAC T4 9B20 




genomic sequence, complete sequence' 






Seq. No. 


8076 


Seq. ID 


OJ990821 


_61.9C20.C8 


Gene No. 


17095 


Strand 


+ 




Start 


1 


End 


1180 




Name 


OJ990821 61. 9C20.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1180 




GI 


5042442 


Score 


1583 




Exons 


1. .801, .1067. .1180 








GI Descrip. 


(AC007789) putative CREB-binding protein [Oryza 


sativa] 


Seq. No. 


8076 


Seq. ID 


OJ990821 


_61.9C20.C8 


Gene No. 


17095 


Strand 


+ 




Start 


1 


End 


1180 




Name 


OJ990821 61.9C20.C8.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


'801 




GI 


none 


Score 


.91 




Exons 


19. .801 








Seq. No. 


8077 


Seq. ID 


OJ990821 


_61.9C20.C9 


Gene No. 


17096 


Strand 


+ 




Start 


1 


End 


4489 




Name 


OJ990821 61.9C20.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End • 


3940 




GI 


5042442 


Score 


2527 




Exons 


1..63, 148. .423, 1132. .1260, 


1378. .1578, 1681.. 


1823, 1903.. 2187 




2291. .2430, 2708. .2786, 2871. 


.2926, 3751.. 3940 




GI Descrip. 


(AC007789) putative CREB-binding protein [Oryza 


sativa] 


Seq. No. 


8077 


Seq. ID 


OJ990821 


_61.9C20.C9 


Gene No. 


17096 


Strand 


+ 




Start 


1 


End 


4489 




Name 


OJ990821 61.9C20.C9.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


136 


End 


1521 




GI 


none 


Score 


112 




Exons 


136. .210, 138. .203, 229. .426, 


1131. .1262, 1131. 


.1265, 




1132. .1266, 1351. .1440, 1352. 


.1519, 1375.. 1521, 


1377. .1520 



8446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



8077 

17096 

1 

OJ990821_61. 9C20.C9.ol.gs 

148 

none 



Seq. ID OJ990821_61.9C20.C9 

Strand + 

End 4489 

Method GENSCAN 

End 4066 

Score .77 

148. .423, 1378. .1578, 1681. .1823, 1903. .2187, 2708. .2786, 
2871. .3215, 3673. .3890, 4009. .4066 



8077 

17096 

1 

OJ990821_61. 9C20.C9.o3.tm 

181 

none 

181. .426, 181. .348, 185. .427 



Seq. ID OJ990821_61.9C20.C9 



Strand 
End 

Method 

End 

Score 



+ 

4489 

TBLASTX: Maize 

427 

286 



8077 

17096 

1 

OJ990821_61.9C20.C9.ol.ts 

286 

none 



Seq. ID QJ990821_61.9C20.C9 
Strand + 
End 4489 
Method TBLASTX : Soybean 
End 1999 
Score 144 

286. .426, 1137. .1262, 1138. .1269, 1375. .1425, 1426. .1473, 
1471. .1581, 1479. .1577, 1680. .1835, 1680. .1817, 1681. .1839, 
1903.. 1998, 1961.. 1999 



8077 

17096 

1 

OJ990821_61 . 9C20 . C9 . ol . tm 

1132 

none 

1132. .1269, 1134.. 1256, 1375. 
1680. .1817, 1681.. 1839, 1723. 

8077 

17096 

1 

OJ990821_61. 9C20.C9.o2.ts 

2006 

none 

2006.. 2119, 2288.. 2431, 2290. 
2965.. 3054, 3042.. 3167, 3048. 

8077 

17096 

1 

OJ990821_61.9C20.C9.o2.tm 

2314 

none 

2314. .2427, 
2709. .2795, 
2895. .3215, 

8077 
17096 



2315.. 2431, 2340. 
2710.. 2808, 2720. 
2951.. 3214, 3057. 



Seq. ID OJ990821_61.9C20.C9 

Strand + 

End 4489 

Method TBLASTX : Mai ze 

End 2035 

Score 158 

.1581, 1375. .1602, 1377. .1622, 
.1824, 1921.. 2034, 1961. .2035 

Seq. ID OJ990821_61.9C20.C9 

Strand + 

End 4489 

Method TBLASTX: Soybean 

End 3167 

Score 84 

.2460, 2709. .2795, 2895. .3047, 
.3143 

Seq. ID OJ990821_61. 9C20.C9 

Strand + 

End 4489 

Method TBLASTX : Mai ze 

End 3714 

Score 134 

.2432, 2705. .2785, 2709. .2795, 
.2806, 2875. .3213, 2875. .3177, 
.3143, 3667. .3714, 3669. .3707 

Seq. ID OJ990821_61. 9C20.C9 
Strand + 



8447 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



4489 
AAT/GAP 
4489 
1011 



OJ990821_61 . 9C20 . C9 . ol . gp 
3839 

21362_1.R1084 
3839. .3890, 4009. .4489 

'5042437/gb|AC007789.1|AC007789 0.0e+00 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 


8078 




Seq. ID 


OJ990821_ 


61. 


9C20 


.CIO 


Gene No. 


17097 




Strand 










Start 


57 




End 


431 








Name 


OJ990821_61 . 9C20 . C10 . ol 


.np 


Method 


AAT/NAP 








Start 


57 




End 


431 








GI 


5042441 




Score 


447 








Exons 


57. .113, 216. .431 














GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


8078 




Seq. ID 


OJ990821_ 


61. 


9C20 


.C10 


Gene No. 


17097 




Strand 










Start 


57 




End 


431 








Name 


OJ990821 61. 9C20.C10.ol 


. gs 


Method 


GENSCAN 








Start 


216 




End . 


431 








GI 


none 




Score 


.76 








Exons 


216. .431 














Seq. No. 


8079 




Seq. ID 


OJ990821_ 


61. 


9C20 


.Cll 


Gene No. 


17098 




Strand 


+ 








Start 


2757 




End 


3617 








Name 


OJ990821 61.9C20.Cll.o2 


. gs 


Method 


GENSCAN 








Start 


2757 




End 


3617 








GI 


none 




Score 


1 








Exons 


2757. .3617 














Seq. No. 


8079 




Seq. ID 


OJ990821 


61. 


9C20 


.Cll 


Gene No. 


17099 




Strand 


+ 








Start 


3869 




End 


7531 








Name 


OJ990821 61.9C20.Cll.ol 


.np 


Method 


AAT/NAP 








Start 


3869 




End 


7528 








GI : 


5042447 




Score 


* 6460 








Exons 


3869. .7528 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


8079 




Seq. ID 


OJ990821_ 


61. 


9C20 


.Cll 


Gene No. 


17099 




Strand 


+ 








Start 


3869 




End 


7531 








Name 


OJ990821 61.9C20.Cll.o3 


.gs 


Method 


GENSCAN 








Start 


3869 




End 


7531 








GI 


none 




Score 


.99 








Exons 


3869. .7531 














Seq. No. 


8079 




Seq. ID 


OJ990821_ 


61. 


9C20 


.Cll 


Gene No. 


17100 • 




Strand 


+ 








Start 


8301 




End 


9782 








Name 


OJ990821 61.9C20.Cll.o4 


.gs 


Method ■ 


GENSCAN 








Start 


8301' 




End 


9782 








GI 


none 




Score 


.91 








Exons 


8301. .8685, 8949. .9125, 


9157. 


.9782 











8448 




. IN U . 


PH7Q 








JCLj • XL* 




CI 1 


Gene No. - 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61 


.9C20. 


Cll.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


4142 








End 


4350 




GI 


none 








Score 


199 




Exons 


4142. .4348, 


4153. 


.4350 




















JC^. X u 


OJ990821 61 9C20 


CI 1 

• \-r X X 


Gene No. 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61 


.9C20. 


Cll.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4373 








End 


4741 




GI 


none 








Score 


254 




Exons 


4373. .4672, 


4378. 


.4584, 


4658. 


.4741 






Oclj. LN w • 












OJ990821 61 9C20 


CI 1 

• \-r X X 


Gene No. 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61 


. 9C20. 


Cll.oS 


.tm 


Method 


TBLASTX: Maize 




Start 


4376 








End 


4672 




GI 


none 








Score 


206 




Exons 


4376. .4672, 


4379. 


.4660, 


4393. 


.4563 






O fci L[ . IN U . 










Seq. ID 


OJ990821_61.9C20 


CI 1 

• X X 


Gene No. 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


. OJ990821 61 


.9C20. 


Cll.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


5015 








End 


5431 




GI 


none 








Score 


140 




Exons 


5015. .5224, 


5032. 


.5163, 


5246. 


.5431, 5275.. 5430 




JCl^t IN {J • 


ftf)7Q 

O \J f _7 








Seq. ID 


OJ990821_61.9C20 


CI 1 

• X X 


Gene No. 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61 


. 9C20. 


Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5594 








End 


6076 




GI 


none 








Score 


551 




Exons 


5594. .6076, 


5698. 


.6033 










Con 

Oc^. 1NU • 










Seq. ID 


OJ990821_61.9C20 


C1 1 


Gene No. 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61 


. 9C20. 


Cll.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


5630 








End 


5944 




GI 


none 








Score 


183 




Exons 


5630. .5944, 


5746. 


.5943 










Seq. No. 


8079 








Seq. ID 


OJ990821_61. 9C20 


.Cll 


Gene No. 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61 


.9C20. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5663 








End 


6130 




GI 


none 








Score 


384 




Exons 


• ■ 5663. .6130, 


5734. 


.6033 











8449 




Seq. No. 


8079 








Seq. ID 


OJ990821_61.9C20 


.Cll 




17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61. 


9C20. 


Cll.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


6017 








End 


6412 




GI 


none 








Score 


57 




Exons 


6017. .6049, 


6053. 


.6412, 


6053. 


.6196, 6169. .6411 




Seq. No. 


8079 








Seq. ID 


OJ990821 61.9C20 


.Cll 




17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61. 


9C20. 


Cll.o4. 


.tw 


Method 


TBLASTX: Wheat 




Start 


6125 








End 


6427 




GI 


none 








Score 


394 




Exons 


6125. .6427, 


6125. 


.6253, 


6163. 


. 6426 






Seq. No. 


8079 








Seq. ID 


OJ990821 61.9C20 


.Cll 




17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61. 


9C20. 


Cll.o4. 


.tm 


Method 


TBLASTX : Maize 




Start 


6146 








End 


6493 




GI 


none 








Score 


325 




Exons 


6146. .6493, 


6214. 


. 6423 










Seq. No. 


8079 








Seq. ID 


OJ990821 61.9C20 


.Cll 


UCIJC • 


17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61. 


9C20. 


Cll.ol. 


.tw 


Mpfhod 


TBLASTX : Wheat 




Start 


6428 








End 


6943 




GI 


none 








Score 


628 




Exons 


6428. .6943, 


6460. 


.6771, 


6506. 


. 6853 






Seq. No. 


8079 








Seq. ID 


OJ990821 61 9C20 


.Cll 




17101 








Strand 






Start 


10557 








End 


10808 




Name 


OJ990821 61. 


9C20. 


Cll.o3. 


.ts 


Method 


TBLASTX : Soybean 




Start 


6434 








End 


6679 




GI 


none 








Score 


198 




Exons 


6434. .6679 














Seq. No. 


8079 








Seq. ID 


OJ990821_61.9C20 


.Cll 


vCllC l\\J ■ 


17101 








Strand 






Start 


.10557 








End 


10808 




Name 


OJ990821 61. 


9C20. 


Cll.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


6500 








End 


6863 




GI 


none 








Score 


484 




Exons 


6500. .6853, 


6502. 


.6768, 


6552. 


.6863, 6554.. 6838, 6555.. 6845 


Seq. No. 


8079 








Seq. ID 


OJ990821_61.9C20 


.Cll 


UC11C L\KJ ■ 


17101 

J. / J. U X 








Strand 






Start 


10557 








End 


10808. 




Name 


OJ990821 61. 


9C20. 


Cll.o2. 


, tw 


Method 


TBLASTX: Wheat 




Start 


6944 








End 


7420 




GI 


none 








Score 


573 




Exons 


6944. .7420, 


6974. 


.7387, 


7164. 


.7388, 7165. .7419 




Seq. No. 


8079 








Seq. ID 


OJ990821_61.9C20 


.Cll 



8450 



Gene No . 


17101 


Strand 




Start 


10557 


End 


10808 


Name 


OJ990821 61. 9C20.Cll.ol. tc 


Method 


TBLASTX: Cress 


Start 


7127 


End 


7444 


GI 


none 


Score 


89 


Exons 


7127.. 7300, 7301.. 7444, 7303 


. .7443 




Seq. No. 


8079 


Seq. ID 


OJ990821_61. 9C20.C11 


Gene No . 


17101 


Strand 




Start 


10557 


End 


10808 


Name 


OJ99082 1_61 . 9C20 . CI 1 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


7208 


End 


7468 


GI 


none 


Score 


300 


Exons 


7208. .7468, 7213. .7467 






Seq. No. 


8079 


Seq. ID 


OJ990821 61 . 9C20 . Cll 


Gene No. 


17101 


Strand 




Start 


10557 


End 


10808 


Name 


OJ990821_61. 9C20.Cll.o3.tm 


Method 


TBLASTX :Maize 


Start 


7232 


End 


7486 


GI 


none 


Score 


348 


Exons 


7232. .7486, 7237. .7476 






Seq. No. 


8079 


Seq. ID 


OJ990821_61 . 9C20 . Cll 


Gene No . 


17101 


Strand 




Start 


10557 


End 


10808 


Name 


OJ990821 61. 9C20.Cll.o5.gs 


Method 


GENSCAN 


Start 


10557 


End 


10808 


GI 


none 


Score 


.8 


Exons 


10557. .10808 






Seq. No. 


8080 


Seq. ID 


OJ990821_61 . 9C20.C13 


Gene No. 


17102 


Strand 


— 


Start 


1 


End 


602 


Name 


OJ990821 61.9C20.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


602 


GI 


2498930 


Score 


674 


Exons 


1..375, 543.. 602, 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


8080 


Seq. ID 


OJ990821_61.9C20.C13 


Gene No . 


17102 


Strand 




Start 


1 


End 


602 


Name 


OJ990821 61.9C20.C13.ol.gs 


Method 


GENSCAN 


Start 


71 


End 


602 


GI 


none 


Score 


. 9 


Exons 


71. .375, 543. .602 






Seq. No. 


8081 


Seq. ID 


OJ990821_62.9C20.C1 


Gene No. 


17103 


Strand 


+ 


Start 


1 


End 


185 


Name 


OJ990821 62.9C20.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


185 


GI 


2498930 


Score 


59 


Exons 


1..24, 111. .185 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 



8451 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


8081 




Gene No. 


17104 




Start 


126 




Name 


OJ990821__ 


62 


Start 


126 




GI 


none 




Exons 


126. . 185 




Seq. No. 


8082 




Gene No. 


17105 




Start 


1 




Name 


OJ990821 


62 


Start 


1 




GI 


4544372 




Exons 


1. .783 




GI Descrip. 


(AC006920) ; 




thaliana] 




Seq. No. 


8082 




Gene No. 


17105 




Start 


1 




Name 


OJ990821 


62 


Start 


138 




GI 


none 




Exons 


138. .683 




Seq. No. 


8082 




Gene No. 


17105 




Start 


1 




Name - 


OJ990821 


62 


Start 


168 




GI 


none 




Exons 


168. .578 




Seq. No. 


8082 




Gene No. 


17105 




Start 


1 




Name 


OJ990821 


62 


Start 


339 




GI 


none 




Exons 


339. .650, 


4: 


Seq. No. 


8083 




Gene No. 


17106 




Start 


180 




Name 


OJ990821 


62 


Start 


180 




GI 


none 




Exons 


180. .267 




Seq. No. 


8084 




Gene No. 


17107 




Start 


645 




Name 


OJ990821 


62 


Start ■ 


645 





.ol.gs 



.ol.np 



Seq. ID OJ990821_62. 9C20.C1 

Strand + 

End 185 

Method GENSCAN 

End 185 

Score .88 



Seq. ID OJ990821_62.9C20.C2 
Strand 

End 783 

Method AAT/NAP 

End 783 

Score 325 



retroelement pol polyprotein [Ar'abidopsis 



. ol . gs 



. ol . tw 



. ol . ts 



516. .659 



.ol.gs 



Seq. ID OJ990821_62.9C20.C2 
Strand 

End 783 

Method GENSCAN 

End 683 

Score .58 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_62.9C20.C2 
783 

TBLASTX: Wheat 

578 

175 



Seq. ID OJ990821_62. 9C20.C2 
Strand 
End 

Method 
End 
Score 



783 

TBLASTX : Soybean 

659 

75 



.ol.gs 



Seq. ID OJ990821_62.9C20.C3 
Strand 

End 267 

Method GENSCAN 

End 2 67 

Score .47 



Seq. ID OJ990821_62.9C20.C4 

Strand + 

End 6739 

Method GENSCAN 

End 6624 



8452 




GI 


none 




Score 


.75 




Exons 


645. .728, 2037. .2108, 2297.. 


2506, 2540 


..2818, 4387. .4714, 




4943. .5271, 5574. .6624 








Seq. No. 


8084 




Seq. ID 


OJ990821_ 


62.9C20.C4 




17107 




rand 


+ 




Start 


645 




End 


6739 




Name 


OJ990821 62 9C20 C4 


o 1 rrn 


Method 


AAT/GAP 




Start 


6229 ~ 




End 


6739 






4715835 




Score 


844 




Exons 


6229. .6739 










Seq. No. 


8084 




Seq. ID 


OJ990821_ 


62.9C20.C4 




17108 




q-h rand 


+ 




Start 


9817 




End 


11100 




Name 






Method 


AAT/GAP 




Start 


9817 _ 




End 


11100 




GI 


471 Sft 




Score 


873 




Exons 


9817 10230. 10993 


11100 








Seq. No. 


8084 




Seq. ID 


OJ990821_ 


62.9C20.C4 


Gene No. 


17109 




Strand 






Start 


11476 




End ' 


18708 




Name 


OJ990821 62.9C20.C4. 


o3 . gp • 


Method 


AAT/GAP 




Start 


11385 




End 


12073 




GI 


6497 1.R1084 




Score 


1155 




Exons 


11385. .11808, 11895. 


.12073 








GI Descrip. 


•4512653/gb|AAD21708 


.11 1.0e-23 (AC007048) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


8084 




Seq. ID 


OJ990821_ 


62. 9C20.C4 


Gene No. 


17109 




Strand 






Start 


11476 




End 


18708 




Name 


OJ990821 62.9C20.C4. 


o3 . gs 


Method 


GEN SCAN 




Start 


11476 




End • 


18708' 




GI 


none 




Score 


.89 




Exons 


11476. .11689, 11740. 


.11808, 


11895. .12073, 12162. 


.12270, 




12349. .12434, 12541. 


.12654, 


12748. .12807, 13303. 


.13488, 




13606. .13719, 14146. 


.14370; 


14457. .14561, 14680. 


.14820, 




14926. .15030, 15109. 


.15213, 


15297. .15455, 15558. 


.15641, 




15716. .15827, 16024. 


.16106, 


16206. .16244, 16390. 


.16455, 




16919. .16961, 17652. 


.17719, 


17830. .178 


89, 17983. 


.18106, 




18350. .18450, 18583. 


.18708 








Seq. No. 


8084 




'■ Seq. ID 


OJ990821_ 


62. 9C20.C4 


Gene No. 


17109 




Strand 






Start 


11476 




End 


18708 




Name 


OJ990821 62.9C20.C4. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


11736 




End 


13509 




GI 


none 




Score 


71 




Exons 


11736. .11810, 11737. 


.11808, 


11892. .12092, 11894. 


.11977, 




12029. .12091, 12156. 


.12263, 


12162. .12266, 12163. 


.12270, 




12349. .12435, 12363. 


.12473, 


12538. .12654, 12539. 


.12655, 




12739. .12810, 13300. 


.13509, 


13301. . 134 


89 





Seq. No. 8084 Seq. ID OJ990821_62 . 9C20 . C4 

Gene No. 17109 Strand 



8453 



Start 


11476 








End 


18708 




Name 


OJ990821 62.9C20.C4. 


ol. tm 


Method TBLASTX : Mai ze 


Start 


117^6 








End 


13664 




GI 


none 








Score 74 






LAUIIO 


11736. 


.11807, 


11736. 


. 11810, 


11737. 


.11808, 


11738. 


.11809, 




11841. 


.12077, 


11894. 


.11977, 


12029. 


.12094, 


12162. 


.12269, 




12163. 


.12270, 


12163. 


.12270, 


12325. 


.12435, 


12349. 


.12429, 




12360. 


.12473, 


12536. 


.12655, 


12539. 


.12655, 


12540. 


.12656, 




12739. 


.12813, 


12739. 


.12810, 


13292. 


.13519, 


13299. 


.13397, 




13300. 


.13533, 


13301. 


.13534, 


13603. 


.13656, 


13605. 


.13664 


Seq. No. 


8084 








Seq. 


ID OJ990821 


62.9C20 


Gene No. 


17109 








Strand 






Start 


11476 








End 


18708 




Name 


OJ990821 62.9C20.C4. 


ol.ts 


Method TBLASTX : Soybean 


Start 


11736 








End 


184 


50 




GI 


none 








Score 74 






Exons 


11736. 


.11810, 


11737. 


.11808, 


11841. 


.12092,^ 


11894. 


.11977, 




11961. 


.12053, 


12029. 


.12091, 


12156. 


.12263, 


12162. 


.12266, 




12163. 


.12288, 


12306. 


.12473, 


12349. 


.12435, 


12538. 


.12654, 




12539. 


.12655, 


12542. 


.12661, 


12565. 


.12687, 


12739. 


.12810, 




12779. 


.12823, 


13300. 


.13533, 


13301. 


.13534, 


13301. 


.13534, 




13602. 


.13721, 


13603. 


.13722, 


13616. 


.13720, 


14127. 


.14294, 




14135. 


.14320, 


14144. 


.14323, 


14146. 


.14340, 


14454. 


.14570, 




14457. 


.14561, 


14461. 


.14571, 


14656. 


.14844, 


14672. 


.14821, 




14745. 


.14825, 


14878. 


.15033, 


14921. 


.15031, 


14924. 


.15034, 




14926. 


.15033, 


15098. 


.15181, 


15109. 


.15198, 


15109. 


.15189, 




15178. 


.15216, 


15296. 


.15367, 


15297. 


.15455, 


15298. 


.15396, 




15558. 


.15638, 


15558. 


.15641, 


15719. 


.15829, 


15719. 


.15829, 




16017. 


.16112, 


16185. 


.16256, 


16201. 


.16245, 


16206. 


.16256, 




16390. 


. 16458, 


16919. 


.16963, 


17651. 


.17722, 


17815. 


.17856, 




17830. 


.17889, 


17834. 


.17917, 


17941. 


.18108, 


17984. 


.18112, 




17996. 


.18109, 


18349. 


.18450 











OJ990821 62.9C20.C4 



Seq. No. 8084 Seq. ID 

Gene No. 17109 Strand 

Start 11476 End 

Name OJ990821_62 . 9C20 . C4 . ol . np Method 

Start 11739 End 

GI 4512653 Score 

Exons 11739. .11808, 11895 .. 12073, 12162 

12541. . 12654, 12748 .. 12807, 13303 

14146. . 14331, 14415. .14561, 14680 

15109. . 15213, 15297. .15455, 15558 

16024. .16106, 16206. .16244, 16390 

17652. .17719, 17830 .. 17889, 17983 

18583. .18708 

GI Descrip. (AC007048) 26S proteasome regulatory subunit S2. [Arabidopsis 
thaliana] 



18708 
AAT/NAP 
18708 
2774 
12270, 12349. 
13518, 13606. 
14820, 14926. 
15635, 15716. 
16455, 16919. .16961, 
18106, 18350. .18450, 



.12434, 
,13719, 
,15030, 
.15827, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8084 

17109 

11476 

OJ990821_62 . 9C20 .C4 . o4 . gp 
12388 

LIB3433-027-P1-K1-E2 



Seq. ID OJ990821_62. 9C20.C4 
Strand 

End 18708 

Method AAT/GAP 

End 13366 

Score 493 



12388. .12434, 12541 .. 12654 , 12748 .. 12807 , 13303. .13366 



8454 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■4512653/gb| AAD21708.il 2.0e-40 (AC007048) unknown protein 
[Arabidopsis thaliana] 1 



8084 Seq. ID 

17109 Strand 
11476 End 
OJ990821_62.9C20.C4.o2.tm Method 
13669 End 
none Score 

13669. .13722, 13670 13720, 14135 

14296. .14331, 14455 .. 14562 , 14461 



OJ990821 62.9C20.C4 



18708 

TBLASTX: Maize 
14562 
75 

1435.6, 14144. .14302, 
14556 . 



Seq. No. 8085 Seq. ID 

Gene No. 17110 Strand 

Start 223. End 

Name OJ990821_62. 9C20 . C5 . ol . gs Method 

Start 223 End 

GI none * Score 

Exons 223.. 421 



OJ990821_62.9C20.C5 
+ 

421 

GENSCAN 

421 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8085 Seq. ID OJ990821_62 . 9C20 . C5 

17111 Strand 

531 End 8830 

OJ990821_62.9C20.C5.ol.gp Method AAT/GAP 

531 End 1185 

472_2.R1084 Score 1266 

531. .1185 

, 547712/sp|P35683|IF4A_ORYSA 6.0e-63 EUKARYOTIC INITIATION 

FACTOR 4A (EIF-4A) >gi_542153_pir S38358 translation initiation 

factor eIF-4A - rice >gi_30384 4_dbj_BAA02152_ (D12627) 
eukaryotic initiation factor 4A [Oryza sativa] 1 



8085 Seq. ID 

17111 Strand 

531 End 

OJ990821_62 . 9C20 . C5 . ol . tm Method 

639 End 

none Score 



OJ990821_62. 9C20.C5 
8830 

TBLASTX: Maize 

2775 

45 



639. .734, 818. .1465, 821. .1456, 822. .1457, 1204. .1458, 
1934. .2041, 1935. .2327, 1935. .2369, 1939. .2370, 2443. .2553, 
2444. .2554, 2690. .2761, 2690. .2767, 2695. .2775 



8085 

17111 

531 

OJ990821_62 . 9C20 . C5 . ol . tw 

798 

none 



Seq. ID OJ990821_62.9C20.C5 



Strand 
End 

Method 

End 

Score 



8830 

TBLASTX: Wheat 

2154 

919 



798. .1457, 803. .1465, 1204. .1458, 1933. .2019, 1935. .2153, 
1935. .2153, 1939. .2154, 2080. .2154 



Seq. No. 8085 Seq. ID 

Gene No. 17111 Strand 

Start 531 End 

Name OJ990821_62 . 9C20 . C5 . o2 . gs Method 

Start 818 End 

GI none Score 



OJ990821_62.9C20.C5 

8830 
GENSCAN 
8830 
.7 



8455 






Exons 


818.. 1453, 1938.. 2368, 2454. 


.2560, 2691. .2763, 3699. .3832, 






3950. .4133, 4705.. 4752, 6310 


..6361, 6447. .6561, 6656.-6744, 






6859. .6924, 7001.. 7190, 7342 


..7568, 7642. .7716, 7814. .7884, 






8381. .8569, 8718. .8830 








Seq. No. 


8085 


Seq. ID 


OJ990821_62.9C20.C5 




Gene No. 


17111 


Strand 






Start 


531 


End 


8830 




Name 


OJ990821 62.9C20.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


818 


End 


2761 




GI 


none 


Score 


728 




Exons 


818. .1465, 822. .1457, 1204.. 


1458, 1470 


..1508, 1933. .2016, 






1935.. 2327, 1935.. 2369, 1939 


..2370, 2427. .2543, 2443. .2550, 






2444. .2542, 2446.. 2550, 2690 


. .2761 






Seq. No. 


8085 


Seq. ID 


OJ990821_62. 9C20.C5 




Gene No. 


17111 


Strand 






Start 


531 


End 


8830 




Name 


OJ990821 62.9C20.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


818 


End 


2785 




GI 


none 


Score 


759 




Exons 


818. .1465, 825. .1454, 1204.. 


1455, 1933 


..2019, 1935.. 2369, 






1935.. 2369, 1942.. 2370, 2427 


..2540, 2443. .2544, 2444. .2545, 


l lCf 




2446. .2547, 2690. .2785 






j. ~! 


Seq. No. 


8085 


Seq. ID 


OJ990821_62.9C20.C5 


ii rl 


Gene No. 


17111 


Strand 




ru 


Start 


531 


End 


8830 


,1 Si 


Name 


OJ990821 62.9C20.C5.ol.np 


Method 


AAT/NAP 


:, -J 

: i 


Start 


821 


End 


2761 


i,U 


GI 


2341061 


Score 


1981 




Exons 


821.. 1453, 1938.. 2368, 2454. 


.2560, 2691. .2761 




GI Descrip. 


(U73459) translational initiation factor eIF-4A [Zea mays] 




Seq. No. 


8085 


Seq. ID 


OJ990821_62.9C20.C5 


u! 


Gene No. 


17111 


Strand 






Start 


531 


End 


8830 


M= 


Name 


OJ990821 62. 9C20 . C5 . o2 . tw 


Method 


TBLASTX: Wheat 


i. J 


' Start 


2154 


End 


2792 




GI 


none 


Score 


309 


.SSL 


Exons 


2154.. 2369, 2155.. 2370, 2443 


..2559, 24 


44. .2557, 2454. .2561, 


: 5 
{ 3 c? 




2687.. 2764, 2689..277S, 2690 


..2791, 2730. .2792 




Seq. No. 


8085 : 


Seq. ID 


OJ990821_62.9C20.C5 




Gene No. 


17111 


Strand 






Start 


531 


End 


8830 




Name 


OJ990821 62.9C20.C5.o2.gp 


Method 


AAT/GAP 




Start 


2219 


End 


3918 




GI 


29552 1.R1084 


Score 


1027 




Exons 


2219.. 2368, 2454.. 2560, 2691 


..2763, 3699. .3918 




GI Descrip. 


'547712/spl P35683I IF4A ORYSA 


4.0e-49 EUKARYOTIC INITIATION 






FACTOR 4A (EIF-4A) >gi 542153 pir S38 


358 translation initi. 






factor eIF-4A - rice >gi 303844 dbj BAA02152 (D12627) 






eukaryotic initiation factor 


4A [Oryza 


sativa] 1 




Seq. No. 


8085 


Seq. ID 


OJ990821_62. 9C20.C5 




Gene No. 


17111 


Strand 





8456 



.Start 


531 






End 


8830 


• N3.me 


OJ990821 62 


. 9C20 . 


PS n? tm 


Method 


TBLASTX: Maize 


Start 


5970 






End 


6757 


GI 


none 






Score 


60 


Exons 


5970. .6038, 


5970. 


.6050, 5971. 


.6039, 6117. .6233, 6117.. 6236 




6140. .6235, 


6305. 


.6367, 6309. 


.6368, 6310.. 6372, 6312.. 6362 




6418. .6567, 


6447. 


.6593, 6447. 


.6593, 6647.. 6757, 6658.. 6750 


Seq. No. 


8085 






Seq. ID 


OJ990821_62.9C20.C5 


Gene No. 


17111 






Strand 




Start 


531 






End 


8830 


Name 


OJ990821 62 


.9C20. 


C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


6538 






End 


7103 


GI 


none 






Score 


43 


Exons 


6538. .6567, 


6647. 


..6730, 6658. 


.6747, 6855.. 6908, 6856.. 6927 




6858. .6926, 


7001'. 


.7102, 7014. 


.7103 




Seq. No. 


8085 






Seq. ID 


OJ990821_62.9C20.C5 


Cpnp Mo 


17111 






Strand 


- 


Start 


531 






End 


8830 


Name 


OJ990821 62 


.9C20. 


C5.o2. ts 


Method 


TBLASTX : Soybean 


Start 


6993 






End 


7159 


GI • 


none 






Score 


127 


Exons 


6993. .7148, 


7001. 


.7159, 7008. 


.7154 




Seq. No. 


8086 






Seq. ID 


"OJ990821_62.9C20.C6 




17112 






Strand 


+ 


Start 


365 






End 


1118 


Name. 


OJ990821 62 


.9C20. 


C6.ol.gs 


Method • 


GEN SCAN 


Start 


365 






End 


1118 


GI 


none 






Score 


.51 


Exons 


365.-456, 670.. 1118 






Seq. No. 


8086 






Seq. ID 


OJ990821_62.9C20.C6 


Gene No. 


17113 






Strand 




Start 


1670 






End 


6566 


Name 


OJ990821 62 


.9C20. 


C6.ol.gp 


Method 


AAT/GAP 


Start 


1670 






End 


3067 


GI 


LIB3433-041 


-Pl-Kl 


-El 


Score 


872 


Exons 


1670. .1748, 


2676. 


.3067 






GI Descrip. 


'3387899 2. 


Oe-48 


(AF070540) putative nuclear protein [Homo 




sapiens] * 










Seq. No. 


.8086 






Seq. ID 


OJ990821_62.9C20.C6 


Gene No. 


17113 






Strand 




Start 


1670 






End 


6566 


Name 


OJ990821 62 


.9C20. 


C6.ol.tm 


Method 


TBLASTX : Maize 


Start 


1818 






End 


3730 


GI 


none 






Score 


• 36 


Exons 


1818. .1889, 


1841. 


.1858, 1850. 


.1888, 1851. .1892, 1944. .1982, 




1953. .1982, 


1954. 


.1983, 1995. 


.2033, 2001.. 2030, 2002.. 2034, 




2676. .3722, 


2676. 


.2735, 2678. 


.3730, 2680. .2856, 2681.. 3724 


Seq. No. 


8086 






Seq. ID 


OJ990821_62.9C20.C6 


Gene -No. 


17113 






Strand 




Start 


1670 






End 


6566 


Name 


OJ990821 62 


.9C20. 


C6 . ol . tw 


Method 


TBLASTX -Wheat 



8457 




Start 


2673 








End 


3055 




GI 


none 








Score 


438 




Exons 


2673. .2726, 


2675 


. .3028, 


2675. 


.3055 






Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20 


.C6 


\J CI 1 ^ L 1 \J . 


17113 








St rand 






Start 


1670 








End 


6566 




Name 


OJ990821 62. 


9C20 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


2681 








End 


6532 




GI 


none . 








Score 


1 




Exons 


2681. .6532 














Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20 


.C6 


fjpnp Mo 


17113 








Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62. 


9C20 


.C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


2681 








End 


2894 




GI 


none 








Score 


101 




Exons 


2681. .2809, 


2681 


. .2818, 


2813. 


.2893, 2814. .2894 




Seq. No. 


8086 








Seq. ID 


OJ990821_62. 9C20 


.C6 


Gene No. 


17113 








Strand 






9r art 


1 670 








End 


6566 




Name 


■ OJ990821 62. 


9C20 


.C6.o5. 


ts 


Method 


TBLASTX : Soybean 




Start' 


2681 








End 


2983 




GI 


none 








Score 


41 




Exons 


2681. .2722, 


2684 


. .2722, 


2726. 


.2830, 2772..2834, 2816.. 2983, 




2817. .2978 














Seq. No. 


8086 








Seq. ID 


OJ990821_62. 9C20 


.C6 


Gene No. 


17113 








Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62. 


9C20 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2684 








End 


6553 




GI 


6912654 








Score 


4230 




Exons 


2684. .5550, 


5578 


. .6553 










GI Descrip. 


spliceosome- 


■associated 


factor 


155 gi 14033735 (AF054284) 






spliceosomal 


. protein SAP 155 


[Homo sapiens] 




Seq. No. 


8086 








Seq. ID 


OJ990821_62. 9C20 


.C6 




17113 








Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62. 


9C20 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2894 








End 


3292 




GI 


none 








Score 


486 




Exons 


2894. .3292, 


2895 


. .3290 










Seq. No. 


8086 








Seq. ID 


OJ990821_62. 9C20 


.C6 












Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62. 


9C20. 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3058 








End 


3616 




GI 


none 








Score 


707 




Exons 


3058. .3216, 


3059. 


. .3616, 


3060. 


.3614 






Seq. No. 


8086 








Seq. ID 


OJ990821_62. 9C20 


.C6 


Gene No. 


17113 








Strand 







8458 





c -j- a 


1 67D 








End 


6566 




Name 


OJ990821 62 


.9C20 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3625 








End 


4124 




GI 


none 








Score 


78 




Exons 


3625. .3705, 


3632 


. .4114, 


3637. 


.3684, 3638. .4117, 4017. .4118, 






4047, .4124 














Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20.C6 




Porta M r\ 


1711? 

1 / 1 X J 








Strand 


- 




Start . 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20 


.C6.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


3662 








FnH 


JO JO 




GI 


none 








Score 


129 




Exons 


3662. .3835, 


3665 


. .3838 










Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20.C6 






1711? 








Strand 


- 




Start 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3803 










A A 




GI 


none 








Score 


815 




Exons 


3803. .4486, 


3803 


. .4492, 


4102. 


.4485 






Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20.C6 


rj 


bene LMU . 


1711? 








Strand 


- 


i 

"tst 


Start 


1670 








End 


6566 


i!FS 


Name 


OJ990821 62 


.9C20 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


rif 


Start 


4016 










A9A7 




GI 


none 








Score 


238 


Ui 

| ; jj 


Exons 


4016. .4240, 


4047 


. .4241, 


4102. 


.4242 






Seq. No.' 


8086 








Seq. ID 


OJ990821_62.9C20.C6 






1711? 








Strand 


- 


! u 


Start 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


!>J 


Start 


4151 








End 


4412 


'M 


GI 


none 








Score 


326 ■ 


lit ■ 


Exons 


4151. .4411, 


4155 


. .4412 










Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20.C6 


l"i 




1711? 








Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20 


.C6.06. 


ts 


Method 


TBLASTX : Soybean 




Start 


4514 








End 


4789 




GI 


none 








Score 


184 




Exons 


4514. .4657, 


4518, 


. .4643, 


4601. 


.4789, 4632. .4787, 4649. .4789 




Seq. No. 


8086 








Seq. ID 


OJ990821_62.9C20.C6 




Gene No. 


17113 








Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20, 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4859 








End 


5114 




GI 


none 








Score 


168 




Exons 


4859. .5113, 


4865- 


. .5068, 


4881. 


.5114 





Seq. No. 
Gene No. 



8086 
17113 



Seq. ID OJ990821_62.9C20.C6 
Strand 



8459 



Start 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20. 


C6.o7. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5125 








End 


5383 




GI 


none 








Score 


118 




Exons 


5125. .5274, 


5159. 


.5275, 


5159. 


.5383, 


5166. .5369 




Seq. No. 


8086 








Seq. ID OJ990821 


_62.9C20.C6 


Gene No. 


17113 








Strand 






Start 


1670 








End 


6566 




Name 


OJ990821 62 


.9C20. 


C6.o3. 


tm 


: M<ethod 


TBLASTX : 


Maize 


Start 


6053 • 








^End 


6517 




GI 


none 








Score 


88 




Exons 


6053. .6157, 


6090. 


.6146, 


6140. 


.6163, 


6187. .6222, 


6195. .6224, 




6233. .6313, 


6276. 


.6302, 


6297. 


.6482, 


6362. .6517 





Seq. No. 


8086 


Seq. ID 


OJ990821_62 


. 9C20.C6 


Gene No. 


17113 


Strand 






Start 


1670 


End 


6566 




Name 


OJ990821 62.9C20.C6.o2.gp 


Method 


AAT/GAP 




Start 


6054 


End 


6566 




GI 


uC-osflm202104d09bl 


Score 


951 




Exons 


6054. .6566 










M033735 7.0e-ll (AF054284) 


spliceosomal protein SAP 155 [] 




sapiens] 1 








Seq. No. 


8087 


Seq. ID 


OJ990821_62 


.9C20.C7 


Gene No. 


17114 


Strand 


+ 




Start 


306 


End 


861 




Name 


OJ990821 62.9C20.C7.ol.gs 


Method 


GENS CAN 




Start 


306 


End 


861 




GI 


none 


Score 


.63 




Exons 


306.. 518, 562.. 861 








Seq. No. 


8088 


Seq. ID 


OJ990821_62 


.9C20.C8 


Gene No. 


17115 


Strand 


+ 




Start 


3109 


End 


4453 




Name 


OJ990821 62.9C20.C8.o2.np 


Method 


AAT/NAP 




Start 


3109 


End' 


4453 




GI 


6630699 


Score 


87 




Exons 


3109. .3148, 4368. .4453 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 | dbj I BAA8 9566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


8088 


Seq. ID 


OJ990821_62 


. 9C20.C8 


Gene No. 


17116 


Strand 


+ 




Start 


4590 


End 


5022 




Name 


OJ990821 62.9C20.C8.o3.np 


Method 


AAT/NAP 




Start 


4590 


End 


5022 




GI 


6539570 


Score 


167 




Exons 


4590. .4784, 4956. .5022 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8088 


Seq. ID 


OJ990821_62 


. 9C20.C8 


Gene No. 


17117 


Strand 


+ 




Start 


5059 


End 


9578 




Name 


OJ990821 62.9C20.C8.o5.np 


Method 


AAT/NAP 





8460 



Start 5059 End 9578 

GI 5042463 Score 193 

Exons 5059. .5115, 6668. .6862, 7519. . 7674 , 7726 .. 7835, 9547. .9.578 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 8088 Seq. ID 

Gene No. 17117 Strand 

Start 5059 End 

Name OJ990821_62 . 9C20 . C8 . o4 . gs Method 

Start 8272 End 

GI none Score 

Exons 8272.. 8290, 8605.. 8927 



OJ990821_62.9C20.C8 
+ 

9578 
GEN SCAN 
8927 
.68 



Seq. No. 8088 

Gene No. 17118 

Start 9717 

Name OJ99082 1_62 . 9C20 . C8 . o5 . gs 

Start 9717 

GI none 
Exons 



Seq. ID OJ990821_62.9C20.C8 



Strand 
End 

Method 

End 

Score 



+ 

16366 
GEN SCAN 
16340 
. 69 



9717. .10069, 11253. .11342, 114 32 .. 1157 6, 12127 .. 12713, 
12822. .13350, 13366 13503, 13585 .. 14 052 , 14103.. 16340 



m 



1* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8088 

17118 

9717 

OJ990821_62 . 9C20 . C8 . 06 . np 

12091 

5734736 



Seq. ID OJ990821_62.9C20.C8 

Strand + 

End 16366 

Method AAT/NAP 

End 16366 

Score 2810 



12091. .12995, 13071. .14513, 14670.. 16366 

(AC007259) Hypothetical protein [Arabidopsis thaliana] 



8088 Seq. ID 

17119 Strand 

17124 End 

OJ990821_62 . 9C20 . C8 . o7 . np Method 

17124 End 

5777617 Score 
17124. .17265 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990821_62.9C20.C8 
+ 

17265 
AAT/NAP 
17265 
90 



Seq. No. 8088 

Gene No. 17120 

Start 2797 

Name OJ990821_62. 9C20 .C8 . o2 . gs 

Start 2797 

GI none 
Exons 



Seq. ID OJ990821_62.9C2O.C8 



Strand 
End 

Method 

End 

Score 



4328 
GENSCAN 
4328 
.81 



2797. .2846, 3493. .3516, 4055. .4079, 4131. .4328 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4126. .4236, 



OJ990821 62.9C20.C8 



Seq. No. 8088 

Gene No. 17120 

Start 2797 

Name OJ990821_62 . 9C20 . C8 . ol . np 

Start 3306 

GI 5922620 

Exons 3306.. 3341, 4055.. 4079, 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



4328 
AAT/NAP 
4315 
119 
4277. .4315 



8461 




gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


8088 




Seq. ID 


OJ990821_62 . 9C20 . 


C8 


Gene No. 


17121 




Strand 






Start 


5452 




End 


7555 




Name 


OJ990821 62.9C20.C8. 


o3.gs 


Method 


GENSCAN 




Start 


5452 




End 


6064 




GI 


none 




Score 


. 88 




Exons 


5452.. 5456, 5686.. 5827, 6014 


. .6064 






Seq. No. 


8088 




Seq. ID 


OJ990821_62. 9C20. 


C8 


Gene No. 


17121 




Strand 






Start 


5452 




End 


7555 




Name 


OJ990821 62.9C20.C8. 


o4 .np 


Method 


AAT/NAP 




Start 


5567 




End 


7555 




GI 


4680492 




Score 


301 




Exons 


5567.. 6013, 7526.. 7555 








GI Descrip. 


(AF119222) putative 


reverse 


transcriptase [Oryza sativa] 




Seq. No. 


8088 




Seq. ID 


OJ990821_62. 9C20. 


C8 


Gene No. 


17122 




Strand 






Start 


17148 




End 


17478 




Name 


OJ990821 62.9C20.C8. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


12226 




End 


12621 




GI 


none 




Score 


234 




Exons 


12226.. 12621 










Seq. No. 


8088 




Seq. ID 


OJ990821_62. 9C20. 


C8 


Gene No. 


17122 




Strand 






Start 


17148 




End 


17478 




Name 


OJ990821 62.9C20.Co. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12346 




End 


12735 




GI 


none 




Score 


208 




Exons 


12346. .12549, 12346. 


.12555, 


12561. .12671, 12562. .12672, 






12652. .12735, 12666. 


.12734 








Seq. No. 


8088 




Seq. ID 


OJ990821_62. 9C20. 


C8 


Gene No. 


17122 




Strand 






Start 


17148 




End 


17478 




Name 


OJ990821 62.9C20.C8. 


06. tm 


Method 


TBLASTX: Maize 




Start 


13156 




End 


13566 




GI " 


none 




Score 


190 




Exons 


13156. .13374, 13176. 


.13331, 


13192. .13347, 13434 .. 13562, 






13435. .13566 










oeq. wo. 


8088 




Seq. ID 


OJ990821_62. 9C20. 




Gene No. 


17122 




Strand 






Start 


17148 




End 


17478 




Name 


OJ990821 62.9C20.C8. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


13176 




End 


13632 




GI 


none 




Score 


174 




Exons 


13176. .13397, 13177. 


.13422, 


13438. .13557, 13500 .. 13547 , 






13546. .13632 










Seq. No. 


8088 




Seq. ID 


OJ990821_62. 9C20. 


C8 



8462 






Gene No . 


17122 




Strand 








Start 


17148 




End 


17478 






Name 


OJ990821_62 . 9C20 . C8 . 


o4 . ts 


Method 


TBLASTX: Soybean 






Start 


13570 




End 


13899 






GI 


none 




Score 


242 






Exons 


13570. . 13899/ 13602 . 


. 13688, 


13666. .13746, 13746. .13898 






Seq. No. 


8088 




Seq. ID 


OJ990821_62.9C20 


.C8 




Gene No. 


17122 




Strand 


- 






Start 


17148 




End 


17478 






Name 


OJ990821_62 . 9C20 .C8 . 


o2. tw 


Method 


TBLASTX: Wheat 






Start 


13705 




End 


14166 






GI 


none 




Score 


331 






Exons 


13705. . 14166, 13881. 


. 14153 










Seq. No. 


8088 




Seq. ID 


OJ990821J62.9C20 


.C8 




Gene No. 


17122 




Strand 








Start 


17148 




End 


17478 






Name 


OJ990821_62.9C20.C8. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


13912 




End 


14336 






GI 


none 




Score 


315 






Exons 


13912. .14208, 13926. 


. 14207, 


13927. .14208, 14 196 .. 14252 , 








14265. . 14336 










Uf 


Seq. No. 


8088 




Seq. ID 


OJ990821_62.9C20 


.C8 


i. *\ 


Gene No. 


17122 




Strand 








Start 


17148 




End 


17478 






. Name 


OJ990821 62.9C20.C8. 


o3 . ts 


Method 


TBLASTX: Soybean 




: 5? 


Start 


13939 




End 


14414 






GI 


none 




Score 


285 






Exons 


13939. .14208, 13947. 


. 14207, 


14181. .14414 




Hi 


Seq. No. 


8088 




Seq. ID 


OJ990821_62.9C20 


.C8 


: sr 


Gene No. 


17122 




Strand 








Start 


17148 




End 


17478 




'is? 


Name 


OJ990821_62 . 9C20 . C8 . 


o3 . tc 


Method 


TBLASTX: Cress 




, I 

Vi 


Start - 


13954 




End 


14399 






GI 


none 




Score 


166 




>3 


Exons 


13954. .14208, 14220. 


. 14399 








C ~ ? 


Seq. No. 


8088 




Seq. ID 


OJ990821_62.9C20 


.C8 




Gene No. 


17122 




Strand 








Start 


17148 




End 


17478 






Name 


OJ990821_62.9C20.C8. 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


14808 




End 


15308 






GI 


5509260 




Score 


414 






Exons 


14808. .15308, 14894. 


. 15073, 


15131. .15280 






GI Descrip. 


— 












Seq. No. 


8088 




Seq. ID 


OJ990821_62.9C20 


.C8 




Gene No. 


17122 




Strand 








Start 


17148 




End 


17478 






Name 


OJ990821 62.9C20.C8. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


14835 




End 


15152 






GI 


none 




Score 


381 






Exons 


14835. .15152, 14844. 


.15140, 


14891. .15151 





8463 



Seq. No. 


8088 






bene ino . 


17122 






Start 


17148 






Name 


OJ990821 62.9C20.C8. 


o2. tc 


Start 


14927 






GI 


none 






Exons 


14927. 


.15172, 14928. 


.15191 


Seq. No. 


8088 






Gene No. 


17122 






Cf a -r f- 
OLdlt 


17148 






Name 


OJ990821 62.9C20.C8. 


ol . tw 


Start 


14972 






GI 


none 






Exons 


14972. 


.15106, 14973. 


.15317, 




15303. 


.15512, 15531. 


.15671 


Seq. No. 


8088 






bene inu • 


17122 






Start 


- 17148 






Name 


OJ990821 62.9C20.C8. 


o2. tm 


Start 


15372 






GI . 


none 






Exons 


15372. 


.15794, 15380. 


.15517, 


Seq. No. 


8088 






Gene No. 


17122 








17148 






Name 


OJ990821 62.9C20.C8. 


ol. tc 


Start 


15648 






GI 


none 






Exons 


15648. 


.15764, 15659. 


.15928, 




15948. 


.16073, 16070. 


.16321, 


Seq. No. 


8088 






belle 1NO . 


17122 






Start 


17148 






Name 


OJ990821 62.9C20.C8. 


o2. ts 


Start 


15681 






GI 


none 






Exons 


15681. 


.15842, 15839. 


.16330, 


Seq. No. 


8088 






OCllc LMO • 


17122 






Start 


17148 






Name 


OJ990821 62.9C20.C8. 


o4 . tw 


Start 


15846 






GI 


none 






Exons 


15846. 


.16076, 16074. 


.16292, 


Seq. No. 


8088 






Gene No. 


17122 






Start 


17148 






Name 


OJ990821 62.9C20.C8. 


o5. tm 


Start 


15936 






GI 


none 






Exons 


15936. 


.16280, 15942. 


.16175, 



Seq. ID OJ990821_62.9C20.C8 
Strand 

End 17478 

Method TBLASTX : Cress 

End 15191 

Score 268 



Seq. ID OJ990821_62.9C20.C8 
Strand 

End 17478 

Method TBLASTX : Wheat 

End 15671 

Score 299 
15131. .15313, 15302. .15412, 



Seq. ID, OJ990821_62.9C20.C8 
Strand 

End 17478 
Method TBLASTX : Maize 
End 15794 
Score 376 
15582. .15761, 15590. .157 90 

Seq. ID OJ990821_62.9C20.C8 
Strand 

End 17478 

Method TBLASTX : Cress 

End 16322 

Score 247 
15660. .15953, 15947 .. 1 6075, 
16071. .16322 

Seq. ID OJ990821_62.9C20.C8 
Strand 

End 17478 

Method TBLASTX : Soybean 

End 16330 

Score 139 
15855. .16328 

Seq. ID OJ990821_62; 9C20.C8 
Strand 

End 17478 

Method TBLASTX : Wheat 

End 16292 

Score 126 
16094. .16288 

Seq. ID OJ990821_62. 9C20.C8 
Strand 

End 17478 

Method TBLASTX: Maize 

End 16318 ■ 

Score 279 
15968. .16318 



8464 



Sea No 


8088 


Seq. ID 


OJ990821 62. 


9C20.C8 


Gene No. 


17122 


Strand 






Start 


17148 


End 


17478 




Name 


OJ990821 62.9C20.C8.o6.gs 


Method 


GENSCAN 




Start 


17148 


End 


17478 




GI 


none 


Score 


.43 




Exons 


17148. .17164, 17352. .17478 








Seq. No. 


8089 


Seq. ID 


OJ990821_62. 


9C20.C9 


Gene No. 


17123 


Strand 


+ 




Start 


322 


End 


1535 




Name 


OJ990821 62.9C20.C9.ol.np 


Method 


AAT/NAP 




Start 


322 


End 


1535 




GI 


5922634 


Score 


131 




Exons 


322. .795/ 1418. .1535 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6016867 | dbj | BAA85210 . 1 1 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


8089 


Seq. ID 


OJ990821_62. 


9C20.C9 


Gene No. 


17124 


Strand 






Start 


i 
± 


End 


. 1081 




Name 


OJ990821 62.9C20.C9.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1081 




GI 


5123712 


Score 


101 




Exons 


1..59, 892. .1081 








GI. Descrip. 


(AL079347) putative protein 


[Arabidopsis thaliana] 




Sea No 


8090 


Seq. ID 


OJ990821_62. 


9C20.C10 


Gene No. 


17125 


Strand 


+ 




Start 


13841 


End 


14069 




Name 


OJ990821 62.9C20.C10.o3.gp 


Method 


AAT/GAP 




Start 


13841 


End 


14069 




GI 


4715668 


Score 


356 




Exons 


13841. .14069 








Seq. No. 


8090 


Seq. ID 


OJ990821_62. 


9C20.C10 


Cpnp No 


17126 


Strand 


+ 




Start 


15281 


End 


18829 




Name 


OJ990821 62.9C20.C10.o2.gs 


Method 


GENSCAN 




Start 


15281 


End 


18829 




GI 


none 


Score 


.54 




Exons 


15281. .15407, 15597. .16097, 


16207. .16998, 17056 17324 , 




17418. .18301, 18667. .18829 








Seq. No. 


8090 


Seq. ID 


OJ990821_62. 


9C20.C10 


Gene No.. 


17127 


Strand 






Start 


479 


End 


13215 




Name 


OJ990821 62.9C20.C10.ol.gs 


Method 


GENSCAN 




Start 


479 


End 


13215 




GI 


none 


Score 


.49 




Exons 


479. .595, 1988. .2068, 2167. 


.2215, 2334 


..2460, 2883. 


.2965, 




3016. .3061, 3111. .3546, 3552. .3834, 7320. .7499, 10358. .1044 




13107. .13215 








Seq. No. 


8090 


Seq. ID 


OJ990821_62. 


9C20.C10 



8465 




Gene No. 


17127 




Strand 






Start 


479 




End 


13215 




Name 


OJ990821 62.9C20.C10. 


ol .gp 


Method 


AAT/GAP 




Start 


1840 




End 


2264 




GI 


LIB3432-056-P1-K1-B2 




Score 


521 




Exons 


1840.. 2068, 2167. .2264 








GI Descrip. 


'6015437/dbj IAB008112 


MIAB008112 5.0e- 


10 Homo sapiens PEX1 i 




complete cds' 










Seq. No. 


8090 




Seq. ID 


OJ990821_62 . 9C20 


.C10 


Gene No. 


17127 




Strand 






Start 


479 




End 


13215 




Name 


OJ990821 62.9C20.C10. 


o2 .gp 


Method 


AAT/GAP 




Start 


3516 




End 


3965 




GI 


none 




Score 


892 




Exons 


3516. . 3965 










Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No. 


17127 




Strand 






Start 


479 




End 


13215 




Name 


OJ990821 62.9C20.C10. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


11185 




End 


12193 




GI 


none 




Score 


78 




Exons 


11185. .11274, 11436.. 


11525, 


11796. .118 64, 11804. .118 69, 






11955 . . 11999/ 11960 . . 


11992, 


11990. .12070, 11991. .12071, 






11992. .12072, 11992.. 


12072, 


11993. .12076, 12129. .12191, 






12143. .12193 










Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No. 


17127 




Strand 






Start 


479 




End 


13215 




Name 


OJ990821 62.9C20.C10. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11795 




End 


12082 




GI 


none 




Score 


96 




Exons 


11795. .11869, 11796.. 


11864, 


11810. .11869, 11955. .11999, 






11960. .11992, 11990.. 


12082, 


11992. .12069 




Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No. 


17128 




Strand 






Start 


20213 




End 


20809 




Name 


OJ990821 62.9C20.C10. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


20213 




End 


20809 




GI 


none 




Score 


71 




Exons 


20213. .20338, 20534. . 


20665, 


20541. .20666, 20676. . 20762, 






20685. .20774, 20693.. 


20803, 


20705. .20809 




Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No . 


17128 




Strand 






Start 


20213 




End 


20809 




Name 


OJ990821 62.9C20.C10. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20531 




End 


20767 




GI 


none 




Score 


143 




Exons 


20531. .20767, 2055?.. 


20750 








Seq. No. 


8090 




Seq. ID 


OJ990821__62.^C20 


.C10 


Gene No. 


17129 




Strand 






Start 


20783 




End 


21427 





8466 



Name 


OJ990821_62. 9C20.C10 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


20783 




End 


21130 




GI 


none 




Score 


89 




Exons 


20783. .21007, 21008 . 


.21130 








Seq. No. 


8090 




Seq. ID 


OJ990821_62. 9C20 


.C10 


Gene No . 


17129 




Strand 






Start 


20783 




End 


21427 




Name 


OJ990821__62 . 9C20.C10 


.o5. tm 


Method 


TBLASTX: Maize 




Start 


20799 




End 


20968 




GI 


none 




Score 


133 




Exons 


20799. .20963, 20801. 


.20968, 


20823. .20966 




Seq. No. 


8090 




Seq. ID 


OJ990821_62. 9C20 


.C10 


Gene No. 


17129 




Strand 






Start 


20783 




End 


21427 




Name 


OJ990821 62 . 9C20 .C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20930 




End 


21319 




GI 


none 




Score 


58 




Exons 


20930. .21319, 21009. 


.21092, 


21156. .21278 




Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No . 


17129 




Strand 






Start 


20783 




End 


21427 




Name 


OJ990821 62.9C20.C10 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


20969 




End 


21-427 




GI 


none ' 




Score 


166 " 




Exons 


20969. .21427, 20970. 


.21323 








Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No. 


17130 




Strand 






Start 


21621 




End 


22036 




Name 


OJ990821_62 . 9C20 .C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21621 




End 


22036 




GI 


none 




Score 


68 




Exons 


21621. .21827, 21623. 


.22033, 


21921. .22028, 21935.. 22036 




Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20 


.C10 


Gene No. 


17131 




Strand 






Start 


22037 




End 


22304 




Name 


OJ990821_62 . 9C20 .C10 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


22037 




End 


22304 




GI 


none 




Score 


56 




Exons 


22037. .22225, 22038. 


.22220, 


22232. .22303, 22233.. 22304 




Seq. No. 


8090 




Seq. ID 


OJ990821_62. 9C20 


.C10 


Gene No. 


17132 




Strand 






Start 


22223 




End 


22786 




Name 


OJ9 90821 62 . 9C20 .C10 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


22223 




End 


22683 




GI 


none 




Score 


49 




Exons 


22223. .22423, 22284 . 


.22427, 


22441. .22683, 22475. .22645 




Seq. No. 


8090 




Seq. ID 


OJ990821_62. 9C20 


.C10 


Gene No. 


17132 




Strand 






Start 


22223 




'* End 


22786 




Name 


OJ990821 62.9C20.C10 


,o2. tw 


Method 


TBLASTX: Wheat 





8467 




Start 


22310 




End 


22728 




GI 


none 




Score 


54 




Exons 


O A A -1 /"» A A Jl A I - A A A A A" 

22310 .. 22435, 22337.. 


22423, 


22408. .22728, 224 62.-22629, 






22469.-22723, 22663.. 


22725 








Seq. No. 


8090 




beq. lu 


r\TQQA,QA1 £TA Gr'AA, 


1 A 
ClU 


Gene No. 


17132 




Strand 






Start 


22223 




hna 


A a n Q c 

Z£ too 




Name 


ATonnooi fi a ap a a pi n 

OJ99G821 o2.yC20.C10. 


o3 . tm 


Metnoa 


i dJjAo i a : Ma l z e 




Start 


22420 




fcna 


£ Z / O 0 




GI 


none 




Score 






Exons 


OO 4 Ort A A "7 O C A A VI jl A 

22420 .. 22785, 22442.. 


A A "7 O /*T 

22786 








Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20. 


OTA 
ClU 


Gene No. 


17133 




Strand 






Start 


22813 




End 


23272 




Name 


OJ990o21 o2.9C2U.ClU. 


oz . tm 


Method 


TBLASTX: Maize 




Start 


22813 




End 


23164 




GI 


none 




Score 


75 




Exons 


22813 .. 23100, 22824.. 


23051, 


22826. .23161, 22826. .23164 




Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20. 


OTA 
ClU 


Gene No. 


17133 




Strand 






Start 


22813 




End 


23272 




Name 


OJ990821_62 . 9C20 . C10 . 


ol . tw 


Method 


TBLASTX : Wheat 




Start 


22843 




End 


23272 




GI 


none 




Score 


265 




Exons 


/"> /~\ g~\ a A A A /" A A A A Jl Jl 

22843.-23268, 22844.. 


A A A 1 A 

23272 








Seq. No. 


8090 




Seq. ID 


OJ990821_62.9C20. 


C10 


Gene No. 


17134 




Strand 






Start 


23489 




End 


23842 




Name 


OJ990821 62.9C20.C10. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23489 




End 


23842 




GI 


none 




Score 


48 




Exons 


r\ O J A f\ A A T A C A A /I A /" 

2348 9.-23725, 23496.. 


23537 , 


23531. .23686, 23732.-23842 




Seq. No. 


8091 




Seq. ID 


OJ990821_62.9C20. 


Cll 


Gene No. 


17135 




Strand 


+ 




Start 


524 




End 


3034 . 




Name 


/"\TAAAOAl /""A A P A A 1 1 

OJ990821 62.9C20.C11. 


ol . gs 


Method 


GEN SCAN 




Start 


524 




End 


2746 




GI 


none ' 




Score 


.54 




Exons 


524. .718, 1092. .1194, 


1234 . 


.1451, 1839 


..1914, 2561. .2746 


Seq. No. 


8091 




Seq. ID 


OJ990821_62.9C20. 


Cll 


Gene No. 


17135 




Strand 


+ 




o tar l 


524 




End 


3034 




Name 


OJ990821 62.9C20.C11. 


o2.np 


Method 


AAT/NAP 




Start 


712 




End 


3034 




GI 


130582 




Score 


670 




Exons 


712. .1370, 2839. .3034 










GI Descrip. 


RETROVI RUS - RELATE D POL POLYPROTEIN FROM TRANS POSON TNT 1 


-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



8468 



Seq. No. 8091 Seq. ID 

Gene No. 17136 Strand 

Start 4652 End 

Name OJ990821_62 . 9C20 . CI 1 . o2 . gs Method 

Start 4652 End 

GI none Score 

Exons 4652.. 4805, 5301.. 5380 



OJ990821_62.9C20.C11 
+ 

11872 
GENSCAN 
5380 
.88 



"3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



r f | Seq. No. 

«m Gene No. 

!«! Start 

Name 

Ul Start 

U GI 

I s II Exons 



8091 

17136 

4652 

OJ990821_62 . 9C20 . CI 1 . o3 . np 

4670 

6705984 



Seq. ID OJ990821_62.9C20.C11 
Strand + 
End 11872 
Method AAT/NAP 
End 11525 
Score 472 

4670. .4833, 6116. .6999, 8772. .8925, 11474. .11525 
(AB033235) gag-pol polyprotein [Oryza sativa] 



8091 

17136 

4652 

OJ990821 

5992 

6498436 



Seq. ID OJ990821_62.9C20.C11 



62.9C20.Cll.o4.np 



Strand 
End 

Method 

End 

Score 



+ 

11872 
AAT/NAP 
9145 
191 



5992. .6027, 7018. .7140, 7189. .7425, 9091. .9145 
(AP000815) hypothetical protein [Oryza sativa] 



8091 Seq. ID 

17136 Strand 

4652 End 

OJ990821_62 . 9C20 .Cll . o3 . gs Method 

6082 End 

none Score 



OJ990821_62. 9C20.C11 
+ 

11872 
GENSCAN 
11872 
.49 



6082. .6283, 6811. .7140, 7192. .7319, 7662. .7693, 8838. .8946, 
10607. .10677, 11163. .11287, 11488 .. 11691, 11699. .11872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



8091 Seq. ID 

17136 Strand 
4652 End 
OJ990821_62. 9C20 . Cll . o5 . np Method 
6655 End 
266964 Score 
665S..6889, 7793. .7930 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S12 gi 1336918 (M81884) 
ribosomal protein S12 [Epifagus virginiana] gi 1336922 (M81884) 
ribosomal protein S12 [Epifagus virginiana] 



OJ990821_62.9C20.C11 
+ 

11872 
AAT/NAP 
7930 
90 



8091 
17137 
1 

OJ990821_62 . 9C20 . Cll . ol . np 
1 

6539577 
1..119, 366. .491 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990821_62.9C20.C11 
Strand 

End 4 91 

Method AAT/NAP 

End 4 91 

Score 65 



8091 
17138 



Seq. ID OJ990821_62.9C20.C11 
Strand 



8469 



Start 4250 End 4820 

Name OJ990821_62 . 9C20.C11 .ol .gp Method AAT/GAP 

Start 4250 End 4820 

GI 42504_1.R1084 Score 1114 

Exons 4250.. 4820 

GI Descrip. ' 34267 6/gb | M12582 | MZEMTTURF 3.0e-66 Maize (cms-T) mitochondrial 
TURF 2H3 sequence containing 2 ORFs 1 



Seq. No. 8091 Seq. ID 

Gene No. 17139 , Strand 

Start 7861 End 

Name OJ990821_62 . 9C20 . Cll . o3 . tw Method 

Start 712 End 

GI none Score 

Exons 7 12.. 98 4 



OJ990821_62.9C20.C11 
11506 

TBLASTX: Wheat 

984 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



8091 

17139 

7861 

OJ990821_62. 9C20 . Cll . ol . tm- 

721 

none 



Seq. ID OJ990821_62.9C20.C11 
Strand 

End 11506 

Method TBLASTX : Mai ze 

End 1176 

Score 50 



721. .792, 756. .1064, 757. .1074, 771. .1082, 1114. .1176 



8091 

17139 

7861 

OJ990821_62 . 9C20 . Cll . o2 . ts 

1159 

none 



Seq. ID OJ990821_62.9C20.C11 

Strand - 

End 11506 

Method TBLASTX : Soybean 

End 2902 

Score 206 



1159. .1371, 1162. .1371, 2837. .2902 



8091 
17139 
7861 

OJ990821_62. 9C20 . Cll . o3 . tm 
1176 
none 



End 

Method 
End 
Score 

1176. .1370, 1177. .1371, 1177. .1371, 2834. .3028, 2844. .3023, 
2899. .3027 



Seq. ID OJ990821_62.9C20.C11 
Strand 

11506 

TBLASTX: Maize 
3028 
242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8091 Seq. ID 

17139 Strand 

7861 End 
OJ990821_62. 9C20.Cll.o4 .tm Method 

6116 End 

none Score 

6116. .6235, 6132. .6314, 6133. .6315 



8091 

17139 

7861 

OJ990821_62. 

6148 

none 

6148. .6315, 
6369. .6563, 



9C20.Cll.ol.tw 



OJ990821_62. 9C20.C11 
11506 

TBLASTX: Maize 

6315 

75 



6151. .6318, 
6482. .6646, 



6335 
6627 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6586, 6339 
.6719 



OJ990821 62.9C20.C11 



11506 

TBLASTX: Wheat 
6719 
118 

6686, 6341.. 6433, 



8470 



Seq. No. 


8091 








Seq. ID 


OJ990821 


Gene No. 


17139 








Strand 




Start 


7861 








End 


11506 


Name 


OJ990821 62. 


9C20 


.Cll.ol. 


ts 


Method 


TBLASTX: 


Start 


6181 








End 


6569 


GI 


none 








Score 


101 


Exons 


6181. . 6315, 


6348 


. . 6569 








Seq. No. 


8091 








Seq. ID 


OJ990821 


Gene No. 


17139 








Strand 




Start 


7861 








End 


11506 


Name 


OJ990821 62. 


9C20 


.Cll.ol. 


tc 


Method 


TBLASTX: 


Start 


7782 








End 


8049 


GI 


none 








Score 


71 


Exons 


7782. .7859, 


7802 


. .7843, 


7837. 


.7998, 78 


41. . 7999, 




7999. .8049, 


8000 


. .8047 


• 






Seq. No. 


8091 








Seq. ID 


OJ990821 


Gene No. 


17139 








Strand 




Start 


7861 








End 


11506 


Name 


OJ990821 62. 


9C20 


.Cll.o2. 


tw 


Method 


TBLASTX : 


Start 


7782 








End 


8047 


GI 


none 








Score 


58 


Exons 


7782. .7841, 


7808 


. .7849, 


7808. 


.7840, 7810. .7842, 




7844. .7996, 


7849 


. .8013, 


7982. 


.8047, 8000. .8047 


Seq. No. 


8091 








Seq. ID 


OJ990821 


Gene No. • 


17139 








Strand 




Start 


7861 








End 


11506 


Name 


OJ990821_62. 


9C20 


.Cll.o2. 


tm 


Method 


TBLASTX: 


Start 


7782 








End 


8049 


GI 


none 








Score 


63 


Exons 


7782. .7844, 


7808 


. .7849, 


7808. 


.7843, 7810. .7845, 




7841. .7999, 


7845 


. .8000, 


7849. 


.8013, 7982.. 8047, 




7999. .8049, 


8000 


. .8047 








Seq. No. 


8091 








Seq. ID 


OJ990821 


Gene No. 


17139 








Strand 




Start 


7861 








End 


11506 


Name 


OJ990821 62. 


9C20 


.Cll.06. 


np 


Method 


AAT/NAP 


Start 


7861 








End 


11506 


GI 


1698548 








Score 


100 


Exons 


7861. .7888, 


9669 


. .9885, 


11440 


. .11506 




GI Descrip. 


(U58971) calmodulin-binding protein [Nicotiana 


Seq. No. 


8091 








Seq. ID 


OJ990821_ 


Gene No. 


17139 








Strand 




Start 


7861 








End 


11506 


Name 


OJ990821 62. 


9C20 


.Cll.o3. 


gp 


Method 


AAT/GAP 


Start 


9536 








End 


10673 


GI 


none 








Score 


1825 


Exons 


9536. .10036, 


■ 10190. .10673 






Seq. No. 


8091 








Seq. ID 


OJ990821_ 


Gene No. 


17139 








Strand 




Start 


7861 








End 


11506 



.7999, 



8471 



Name 

Start 

GI 

Exons 



OJ990821_62.9C20.Cll.o5.tm Method TBLASTX : Maize 
9634 End 9895 

none Score 174 

9634. .9843, 9674. .9850, 9681. .9839, 9839. .9880, 9848. .9895 



Seq. No. 8091 

Gene No. 17139 

Start 7861 

Name OJ990821_62 . 9C20 . Cll . o4 . gp 

Start 11045 

GI LIB34 31-05 6-P1-K1-F7 

Exons 11045. .11417 

GI Descrip. 1 2062705/gb | U90552 | HSU90552 3.0e-ll Human butyrophilin (BTF5) 
mRNA, complete cds 1 



Seq. ID OJ990821_62.9C20.C11 
Strand 

End 11506 

Method AAT/GAP 

End 11417 

Score 711 





Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20.C12 




Gene No. 


17140 




Strand 


+ 




Start 


6077 




End 


. 13015 




Name 


OJ990821 62. 


9C20.C12.o2.gs 


Method 


GENSCAN 




Start 


6077 




End 


12741 




GI 


none 




Score 


.43 




Exons 


6077. .6856, 


7093. .7284, 7441. 


.8348, 8406. .8656, 9019. .9698, . 






9730. .10863, 


10936. .11940, 12601.. 12741 




Seq. No. 


8092 




Seq. ID 


OJ990821 62 9C20 CI 2 




Gene No. 


17140 




Strand 


+ 


tti 


Start 


6077 




End 


13015 


ry 


Name 


OJ990821 62. 


9C20.C12.ol.np 


Method 


AAT /NAP 


Start 


6731 




End 


13015 


□ 


GI 


4544372 




Score 


1185 


Li 


Exons 


6731. .6878, 


9351.. 9504, 9806. 


.10863, 


10923. .11293, 11402.. 13015 


Q 


GI Descrip. 


(AC006920) putative retroelement pol ] 


polyprotein [Arabidopsis 


I'll 




thaliana] 










Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20.C12 


•' sa f 


Gene No. 


17141 




Strand 






Start 


1343 




End 


4536 


j3 33 


Name 


OJ990821 62. 


9C20.C12.ol.gs 


Method 


GENSCAN 


:. = | 


Start 


1343 * 




End 


4536 


.ist 


GI 


none 




Score 


.66 


a: 


Exons 


1343. .2442, 


4455. .4536 








Seq. No. 


8092 




Seq. ID 


OJ990821_62 . 9C20 . C12 




Gene No. 


17142 




Strand 






Start 


9222 




End 


9560 




Name 


OJ990821 62. 


9C20.C12.o6.ts 


Method 


TBLASTX : Soybean 




Start 


9222 




End 


9560 




GI 


none 




Score 


188 




Exons 


9222. .9560 










Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20.C12 




Gene No. 


17143 




Strand 






Start 


9970 




End 


11022 




Name 


OJ990821 62. 


9C20.C12.o5.ts 


Method 


TBLASTX : Soybean 




Start 


9970 




End 


10335 




GI 


none 




Score 


126 




Exons 


9970. .10194, 


10201. .10335 







8472 




Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20 


.C12 


Gene No. 


17143 




Strand 






Start 


9970 




End 


11022 




Name 


ft -r> rt rt rt rt rt 1 ✓** f\ rt j^m rt; /*\ J-m «t rt 

OJ990821_62. 9C20.C12 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10132 




End 


10536 




GI 


none 




Score 


73 




Exons 


10132. .10188, 10132. 


. 10164, 


10140. .10178, 10183. .10536, 






10191. .10493, 10195. 


. 10536 








Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20 


.C12 


Gene No. 


17143 




Strand 






Start 


9970 




End 


11022 




Name 


OJ990821_62 . 9C20.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10186 




' End 


10404 




GI 


none 




Score 


287 




Exons 


10186. .10404, 10186. 


. 10386, 


10191. .10403 




Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20 


.C12 


Gene No. 


17143 




Strand 






Start 


9970 




End 


11022 




Name 


OJ990821_62 . 9C20.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10405 . 




End 


10863 




GI 


none 




Score 


528 




Exons 


10405. .10863, 10405. 


. 10794, 


10713. .10862 




Seq. No. 


8092 




Seq. ID 


OJ990821__62.9C20 


.C12 


Gene No. 


17143 




Strand 






Start 


9970 




End 


11022 




Name 


OJ990821_62 . 9C20 .C12 


,o3.tw 


Method 


TBLASTX: Wheat 




Start 


10537 




End 


10935 




GI 


none 




Score 


187 




Exons 


10537 . . 10857, 10554 . 


. 10661, 


10834. .10935 




Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20 


.C12 


Gene No. 


17143 




Strand 






Start 


9970 




End 


11022 




Name 


OJ990821_62 . 9C20 .C12 


,o2.ts 


- Method 


TBLASTX : Soybean 




Start 


10552 




End 


11022 




GI 


none 




Score 


209 




Exons 


10552. .10833, 10590. 


. 10658, 


10834. .11022, 10866. .11009 




Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20 


.C12 


Gene No. 


17144 




Strand 






Start 


11173 




End 


11616 




Name 


OJ990821_62 . 9C20 .C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11173 




End 


11585 




GI 


none 




Score 


154 




Exons 


11173. .11310, 11175. 


. 11300, 


1132 6. .11583, 1134 3. .11585 




Seq. No. 


8092 




Seq. ID 


OJ990821_62.9C20 


• C12 


Gene No. 


17144 




Strand 






Start 


11173 




End 


11616 




Name 


OJ990821 62.9C20.C12 


.o2.tw 


Method 


TBLASTX .-Wheat 




Start 


11218 




End 


11616 




GI 


none 




Score 


77 




Exons 


11218. .11307, 11347. 


.11616 









8473 



Seq. No. 8092 Seq. ID 

Gene No. 17145 Strand 

Start 12034 End 

Name OJ990821_62 . 9C20 . C12 . o3 . tm Method 

Start 12034 End 

GI none Score 

Exons 12034. .12192, 12190.. 12414 



OJ990821_62 . 9C20 . C12 
12435 

TBLASTX: Maize 

12414 

77 



Seq. No. 8092 Seq. ID 

Gene No. 17145 Strand 

Start 12034 End 

Name OJ990821_62 . 9C20.C12 .o4 . ts Method 

Start 12073 End 

GI none Score 

Exons 12073. . 12435 



OJ990821_62.9C20.C12 
12435 

TBLASTX : Soybean 

12435 

219 



Seq. No. 


8092 


Seq. ID 


OJ990821_62.9C20. 


C12 


Gene No. 


17146 


Strand 






Start 


12595 


End 


13026 




Name - 


OJ990821_62 . 9C20 . C12 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12595 


End 


13000 




GI 


none 


Score 


78 




Exons 


12595 .. 12726, 12773 13000, 


12823. .12999 




Seq. No. 


8092 


Seq. ID 


OJ990821_62.9C20. 


C12 


Gene No. 


17146 


Strand 






Start 


12595 


End 


13026 




Name 


OJ990821 62.9C20.C12.o3.ts 


Method 


TBLASTX: Soybean 




Start 


12776 


End 


13026 




GI 


none 


Score 


243 




Exons 


12776. .13015, 12778. .12909, 


12985. .13026 




Seq. No. 


8093 


Seq. ID 


OJ990821_62.9C20. 


C13 


Gene No. 


17147 


Strand 






Start 


197 


End 


2929 




Name 


OJ990821 62.9C20.C13.ol.gs 


Method 


GENSCAN 




Start 


197 


End 


2929 




GI 


none 


Score 


.62 




Exons 


197. .822, 1085. .1173, 1309. 


.2525, 2624 


. .2929 




Seq. No. 


8094 


Seq. ID 


OJ990821_54 .9C15. 


CI 


Gene No. 


17148 


Strand 


+ 




Start 


490 


End 


550 ■ 




Name 


OJ990821 54.9C15.Cl.ol.np 


Method 


AAT/NAP 




Start 


490 


End 


550 




GI 


2498930 


Score 


47 




Exons 


490. .550 









GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 8094 Seq. ID OJ990821_54 . 9C15 . CI 

Gene No. 17149 Strand + 

Start -491 End 550 

Name OJ990821_54 . 9C15 . CI . ol . gs Method GENSCAN 

Start 491 End 550 

GI none Score .78 



8474 



Exons 



491. .550 





Seq. No. 


8095 


Seq. ID 


,OJ990821_54 . 9C15 


. C3 




Gene No. 


1 / loU 


Strand 


+ 






Start 


1 


End 


975 






Name 


OJ990821 54 . 9C15 . C3 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


975 






GI 


130997 


Score 


169 






Exons 


1..134, 307. .355, 426. .734, 


777. .975 








GI Descrip. 


REPETITIVE P-ROLINE-RICH CELL 


WALL PROTEIN 1 PRECURSOR 








gi|81809|piri : |A29324 proline 


-rich protein precursor - soybean 






gi 1170049 (J02746) proline-rich protein [Glycine max] 






Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17151 


Strand 


+ 






Start 


2155 


End 


2556 






Name 


OJ990821 54.9C15.C3.ol.gs 


Method 


GENS CAN 






Start 


2155 


End 


2556 






GI 


none 


Score 


.99 






Exons 


2155. .2224, 2432. .2556 










Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17152 


Strand 


+ 






Start 


4081 


End 


5392 




□ 


Name 


OJ990821 54.9C15.C3.o2.gs 


Method 


GENSCAN 




i "i 


Start 


4081 


End 


5392 




W 


GI 


none 


Score 


.96 




i'ii 


Exons 


4081. .4148, 4575.-4774, 4938 


..5033, 5199.. 5392 




: er 

! IB | 


Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15 


• C3 


i , ! 


Gene No. 


17153 


Strand 


+ 






Start 


6552 


End 


11343 




: t 
: i c 


Name 


OJ990821 54. 9C15 . C3 . o3 . gs 


Method 


GENSCAN 




: =? 


Start 


6552 


End 


11343 






GI 


none 


Score 


.79 




i* s ! 


Exons 


6552.. 6557, 6882.. 7082, 7698 


..7928, 8202. .8372, 9043. .9120, 


'n , i 
x: 




9551. .9740, 10529. .11343 








: K £ 


Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15 


• C3 


*5 8? 
.9 31 


Gene No. 


17153 


Strand 


+ 




!..: 


' Start 


6552 


End 


11343 




.) s; 


Name 


OJ990821 54.9C15.C3.o2.np 


Method 


AAT/NAP 






" Start 


7659 


End 


8528 






GI 


4234848 


Score 


362 






Exons 


7659. .7835, 7869.. 8528 










GI Descrip. 


(AF082131) gag-pol polyprotein [Zea mays] 






Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17154 


Strand 


+ 






Q+- -j 


12718 


End 


16602 






Name 


OJ990821 54.9C15.C3.o4.gs 


Method 


GENSCAN 






Start 


12718 


End 


16602 






GI 


none 


Score 


. 65 






Exons 


12718. .12799, 13408 .. 13550, 


13647. .1388 9, 14023. .14808, 








15184. .15618, 15679. .15753, 


15812. .15E 


95, 16078.. 16602 






Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15 


.C3 



8475 




Gene No. 


17155 


Strand 


+ 


Start 


23901 


End 


24397 


Name 


OJ990821 54.9C15.C3.o5.np 


Method 


AAT/NAP 


Start 


23901 


End 


24394 


GI 


4680179 


Score 


648 


Exons 


23901. .24394 






GI Descrip. 


" (AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 


Seq. No. 


8095 


Seq. ID 


OJ990821_54.9C15.C3 


Gene No . 


17155 


Strand 


+ 


Start 


23901 


End 


24397 


Name 


OJ990821 54.9C15.C3.o9.gs 


Method 


GENSCAN 


Start 


23972 


End 


24397 


GI 


none 


Score 


1 


Exons 


23972. .24397 






Seq. No. 


8095 


Seq. ID 


OJ990821_54. 9C15.C3 


Gene No. 


17156 


Strand 


+ 


Start 


26430 


End 


26811 


Name 


OJ990821 54.9C15.C3.o2.gp 


Method 


AAT/GAP 


Start 


26430 


End 


26811 


GI 


uC-osflcyp033a04bl 


Score 


579 


Exons 


26430. .26811 . 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e 


-59 Oryza sativa genomic 



DNA, chromosome 1, clone: P0711E10 ' 



3 



Seq. No. 


8095 


Seq. ID 


OJ990821 


_54.9C15.C3 


Gene No. 


17157 


Strand 


+ 




Start 


28255 


End 


36699 




Name 


OJ990821 54.9C15.C3.oll.gs 


Method 


GENSCAN 




Start 


28255 


End 


28947 




GI 


none 


Score 


.71 




Exons 


28255. .28947 








Seq. No. 


8095 


Seq. ID 


OJ990821 


_54.9C15.C3 


Gene No. 


17157 


Strand 


+ 




Start 


28255 


End 


36699 




Name 


OJ990821 54.9C15.C3.o7.np 


Method 


AAT/NAP 




Start 


28477 


End 


36149 




GI 


4234854 


Score 


3149 




Exons 


28477. .29025, 32219. . 32915, 


34493. .35344, 35370 


. .36149 


GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No. 


8095 


Seq. ID 


OJ990821 


_54. 9C15.C3 


Gene No. 


17157 


Strand 


+ 




Start 


28255 


End 


36699 




Name 


OJ990821 54.9C15.C3.o3.gp 


Method 


AAT/GAP 




Start 


31122 


End 


31503 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


31122. .31503 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 






Seq. No. 


8095 


Seq. ID 


OJ990821 


_54. 9C15.C3 


Gene No. 


17157 


Strand 


+ 




Start 


28255 


End 


36699 




Name 


OJ990821 54.9C15.C3.ol3.gs 


Method 


GENSCAN 





8476 




Start 


31411 




End 


34909 




GI 


none 




Score 


.68 




Exons 


31411. .31455, 32177, 


. . 32420, 


32533. .32934, 32964. 


. 33146, 




33238. .33334, 34342, 


. . 34909 








Seq. No. 


8095 




Seq. ID 


OJ990821_ 


54 . 9C15.C3 


Gene No. 


17157 




Strand 


+ 




Start 


28255 




End 


36699 




Name 


OJ990821_54 . 9C15 . C3 . 


. ol4 . gs 


Method 


GEN SCAN 




Start 


35742 




End 


36699 




GI 


none 




Score 


. 52 




Exons 


35742. . 36104, 36349 . 


. . 36699 








Seq. No. 


8095 




Seq. ID 


OJ990821_ 


54 . 9C15.C3 


Gene No. 


17158 




Strand 


+ 




Start 


37542 




End 


41719 




Name 


OJ990821 54.9C15.C3. 


, 08 .np 


Method 


AAT/NAP 




Start 


37542 




End 


41719 




GI 


4262239 




Score 


76 




Exons 


37542. .37573, 38824, 


.38967, 


41688. .41719 




GI Descrip. 


(AC006200) putative ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


8095 




Seq. ID 


OJ990821_ 


54 . 9C15 -C3 


Gene No. 


17159 




Strand 






Start 


17110 




End 


23871 




Name 


OJ990821 54.9C15.C3. 


o5.gs 


Method 


GENSCAN 




Start 


17110 




End 


20113 




GI 


none 




Score 


.96 




Exons 


17110. .18729, 18777. 


.19029, 


19293. .20113 




Seq. No. 


8095 




Seq. ID 


OJ990821_ 


54 . 9C15 -C3 


Gene No. 


17159 




Strand 






Start 


17110 




End 


23.871 




Name 


OJ990821 54.9C15.C3. 


o3 .np 


Method 


AAT/NAP 




Start 


17131 




End 


23329 




GI 


4544372 




Score 


1212 




Exons 


17131. .18702, 18807. 


.20245, 


23305. .23329 




GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein 


[Arabidopsis 




thaliana] 










Seq. No. 


8095 




Seq. ID 


OJ990821_ 


54 . 9C15.C3 


Gene No. 


17159 




Strand 






Start 


17110 




End 


23871 




Name 


OJ990821 54.9C15.C3. 


o6.gs 


Method 


GENSCAN 




Start 


20344 


End . 


20820 




GI 


none 




Score 


.42 




Exons 


20344. .20820 










Seq. No. 


8095 




Seq. ID 


OJ990821_ 


54 . 9C15.C3 


Gene No. 


17159 




Strand 






Start 


17110 




End 


23871 




Name 


OJ990821 54.9C15.C3. 


o7 .gs 


Method 


GENSCAN 




Start 


20975 




End 


22837 




GI 


none 




Score 


. 96 




Exons 


20975. .22578, 22771. 


.22837 









Seq. No. 8095 Seq. ID OJ990821_54 . 9C15 . C3 



8477 



Gene No. 17159 Strand 

Start 17110 End 

Name 0 J99082 1_54 . 9C15 . C3 . 08 . gs Method 

Start 23000 End 

GI none Score 

Exons 23000. .23522, 23528.. 23871 



23871 
GEN SCAN 
23871 
.96 





Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17160 




Strand 








Start 


25073 




End 


27080 






Name 


OJ990821 54.9C15.C3 


.ol0 . gs 


Method 


GENSCAN 






Start 


25073 




End 


27080 






GI 


none 




Score 


.94 






Exons 


25073. .25655, 26660 


. .26713, 


26974. .27080 






Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


. C3 




Gene No. 


17160 




Strand 








Start 


25073 




End 


27080 






Name 


OJ990821 54.9C15.C3 


.06. np 


Method 


AAT/NAP 






Start 


25080 




End 


25513 






GI 


4680185 




Score 


438 






Exons 


25080. .25513 












GI Descrip. 


( AF1 11709) unknown 


[Oryza sativa subsp 


. indica] 




: 


Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


3 


Gene No. . 


17161 




Strand 






;n 


Start 


38301 




End 


38864 




,: i 


Name 


OJ990821 54.9C15.C3 


.olS.gs 


Method 


GENSCAN 






Start 


38301 




End 


38864 




::i 


GI 


none 




Score 


.71 




■\\ 


Exons 


38301. .38864 










:rF 

1! 


Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


ST 


Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 




13} 


Name 


OJ990821 54.9C15.C3 


. o7 . tm 


Method 


TBLASTX: Maize 




'a 


Start 


2723 




End 


3356 






GI 


none 




Score 


77 





!* t Exons 2723.. 2890, 2728.. 2886, 2731.. 2892, 2760.. 2852, 2761.. 2925, 



2767.. 2901, 2767. .2859, 2773. .2865, 2779. .2889, 2787. .2813, 

2839. .2928, 2839. .2931, 2893. .2985, 2896. .2985, 2907. .3080, 

2914. .3075, 2914. .3072, 2922. .3077, 2923. .3072, 2932. .3087, 

2934. .3086, 2935. .3087, 2959. .3105, 2966. .3094, 2974. .3105, 

3031.. 3207, 3097.. 3204, 3097.. 3204, 3108 .. 3233, 3111 .. 3230 , 

3121.. 3219, 3131.. 3253, 3131.. 3250, 3131.. 3241, 3135.. 3257, 

3228.. 3356, 3275.. 3313, 3277.. 3312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8095 

17162 

40379 

OJ990821_54, 

"7755 

none 

7755. .7934, 
8075. .8320, 



9C15.C3.o2.tm 



7757. 
8239. 



.7969, 7912, 
.8361, 8415. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8064, 8036 
.8495, 8444 



OJ990821 54.9C15.C3 



43482 

TBLASTX: Maize 
28258 
151 

8173, 8073.. 
8485,- 28196. 



8.321, 
.2825E 



Seq. No. 



8095 



Seq. ID OJ990821_54.9C15.C3 



8478 





Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821_54 . 9C15 . C3 


.o5. ts 


Method 


TBLASTX : Soybean 






Start 


17120 




End 


17370 






GI 


none 




Score 


46 






Exons 


17120. .17158, 17125, 


. . 17370, 


17231. .17368 






Seq. No. 


8095 




Seq. ID 


OJ990821_54. 9C15 


,C3 




Gene No. 


17162 




Strand 


- 






Start 


40379 




End 


43482 






Name 


OJ990821_54 . 9C15.C3, 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


17146 




End 


17553 






GI 


none 




Score 


116 






Exons 


17146. . 17553, 17180 . 


. . 17545 










Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17162 




Strand 


- 






Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3, 


. 06. ts 


Method 


TBLASTX: Soybean 






Start 


17713 




End 


18111 






GI 


none 




Score 


83 






Exons 


17713. . 18111, 17894 , 


. . 18007 










Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


□ 


Gene No . 


17162 




Strand 






cs. 
t. J 
7, sr 


Start 


40379 




End 


43482 




i-fi 
L : e 


Name 


OJ990821_54 . 9C15 . C3 , 


,o9.tm 


Method 


TBLASTX: Maize 




I'll 


Start 


17968 




End 


18324 






GI 


none 




Score 


216 




□ 

; ,i 


Exons 


17968. .18324 










W 


Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


fu 


Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821_54.9C15.C3. 


. o2 . ts 


Method 


TBLASTX: Soybean 






Start 


18563 


End 


18974 






GI 


none 




Score 


71 






Exons' 


18563. .18715, 18565, 


, . 18717, 


18730. .18816, 18732. .18815, 








18837. . 18974, 18841. 


, . 18972 








ill! 


Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


C3 


Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821_54 . 9C15 .C3 . 


o3. ts 


Method 


TBLASTX: Soybean 






Start 


19062 




End 


19546 






GI 


none 




Score 


75 






Exons 


19062. .19133, 19151. 


.19273, 


19265. .1954 


,6, 19389.. 19508 






Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJy90ozl 54.9C15.C3. 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


19163 




End 


195-61 






GI 


none 




Score 


101 






Exons 


19163. .19273, 19226. 


.19561, 


19230. .19544 






Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 



8479 




Gene No. 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19232 




End 


19693 




GI 


none 




Score 


203 




Exons 


19232. .19693, 19233. 


.19541, 


19304. .19693 




Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


Gene No . 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


19562 




End 


19966 




GI 


none 




Score 


263 




Exons 


19562. .19915, 19605. 


.19904, 


19910. .19966, 19920.. 19961 




Seq. No. 


8095 




Seq. ID 


OJ990821_54. 9C15 


-C3 


Gene No. 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19694 




End 


19904 




GI 


none 




Score 


199 




Exons 


19694. .19903, 19695. 


.19904 








Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


Gene No. 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


20539 




End 


20877 




GI 


none 




Score 


203 




Exons 


20539.. 20877 










Seq. No. 


8095 




Seq. ID 


OJ990821 54.9C15 


.C3 


Gene No . 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


23960 




End 


24349 




GI 


none 




Score 


384 




Exons 


23960. .24349, 23962. 


.24285 








Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


Gene No . 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


23992 




End 


24253 




GI 


none 




Score 


292 




Exons 


23992. .24252, 23993. 


.24253 








Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 


Gene No . 


17162 




Strand 






Start 


40379 




End 


43482 




Name 


OJ990821 54.9C15.C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


28567 




- End 


28944 




GI 


none 




Score 


326 




Exons 


28567. .28944, 28578. 


.28784 








Seq. No. 


8095 




Seq. ID 


OJ990821_54 . 9C15 


.C3 


Gene No. 


17162 




Strand 







8480 






Start 


40379 




End 


43482 






Name 


OJ990821_54.9C15.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


28729 




End 


32582 






GI 


none 




.Score 


241 






Exons 


28729. .28968, 28746 


. .28976, 


28842. .28967, 32207 .. 324 10, 








32224. .32415, 32416 


. .32493, 


32502. .32582 






Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


-C3 




Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3 


. p5 . tm 


Method 


TBLASTX: Maize 






Start 


30137 




End 


38918 






GI 


none 




Score 


71 






Exons 


30137. .30268, 38668 


. .38913, 


38734 . .38913, 38745.. 38918 






Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


. C3 




Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3 


olO.tm 


Method 


TBLASTX: Maize 






Start 


32219 




End 


32493 






GI 


none 




Score 


160 






Exons 


32219. .32410, 32395 


.32493 










Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No.. 


17162 




Strand 






i c? 


Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3 


o7.ts 


Method 


TBLASTX : Soybean 




\i\ 


Start 


34628 




End 


35046 




• e si 


GI 


5509260 




Score 


204 




; ; 


Exons 


34628. .34888, 34628 


. 34732, 


34717. .348 


34, 34934. .34969, 




Uf 




34999. .35046 












GI Descrip. 


— 










i" i i 
; br 


Seq. No. 


8095 




Seq. ID 


OJ990821^54.9C15 


.C3 




Gene No. 


17162 




Strand 






H 


Start 


40379 




End 


43482 




V j 


Name 


OJ990821 54.9C15.C3, 


08 . tm 


Method 


TBLASTX: Maize 




i: -': 


Start 


34628 




End 


34890 






GI 


none 




Score 


221 




3 i 
i- - J 


Exons 


34628. .34888, 34636. 


.34797, 


34816. .34890 




.E CI 
! 1 

"'- } 


Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


34756 




End 


35543 






GI 


none 




Score 


142 






Exons 


34756. .34905, 34757. 


.34906, 


34781. .34924, 34 929 .. 35000, 








34929. .34997, 35000. 


.35083, 


35003. .35080, 35008 .. 35085, 








35069. .35344, 35107. 


.35343, 


35348.-35539, 35349.. 35543 






Seq. No. 


8095 




Seq. ID 


OJ990821_54.9C15 


.C3 




Gene No. 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54-.9C15.C3. 


o6.tm - 


Method 


TBLASTX£?y[aize 






Start 


35183 




End 


35639 " 






GI 


none 




Score 


87 





8481 



□ 



Exons 


35183. .35356, 35343. 


.35639, 


35483. .35638 






Seq. No. 


8095 




Seq. ID 


OJ990821 


_54.9C15 


.C3 


Gpnp No 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3. 


o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


35529 




End 


36095 






GI 


none 




Score 


110 






Exons 


35529. .35711, 35724. 


.35915, 


35904. .36095 






Seq. No. 


8095 




Seq. ID 


OJ990821 


_54.9C15 


.C3 


fjpnp No 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


35699 




End 


36098 






GI 


none 




Score 


272 






Exons 


35699. .35932, 35703. 


.36098 










Seq. No. 


8095 




Seq. ID 


OJ990821 


_54.9C15 


.C3 


Gpnp No 


17162 




Strand 








Start 


40379 




End 


43482 






Name 


OJ990821 54.9C15.C3. 


ol6.gs 


Method 


GENSCAN 






Start 


40379 




End 


43482 






GI 


none 




Score 


.49 






Exons 


40379. .40537, 40662. 


.40763, 


43332. .43482 






Seq. No. 


8096 




Seq. ID 


OJ990821 


_54. 9C15 


.C4 


Gene No. 


17163 




Strand 


+ 






Start 


123. 




End 


7828 






Name 


OJ990821 54.9C15.C4. 


ol.gs 


Method 


GENSCAN 






Start 


123 


End 


5892 






GI 


none 




Score 


.49 






Exons 


123. .203, 1091. .1237 


, 4927. 


.5006, 5416, 


. .5892 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8096 Seq. ID 

17163 Strand 
123 End 
OJ990821_54 . 9C15 . C4 . o2 . np Method 
4271 End 
4063751 Score 

4271. .4291, 4923. .5006, 5416. .5880, 6309. .6395 

(AC005851) putative ABC transporter [Arabidopsis thaliana] 



OJ990821_54.9C15.C4 
+ 

7828 
AAT/NAP 
6395 
267 



8096 

17163 

123 

OJ990821_54.9C15.C4.ol.np 

5416 

6319856 

5416.. 5902, 7806 
Active transport 



Seq. ID OJ990821_54.9C15-C4 
Strand + 
End 7828 
Method AAT/NAP 
End 7828 
Score 257 

.7828 

ATPase; Adplp gi 1 113449 | sp | P25371 1 ADP1_YEAST 
PROBABLE ATP-DEPENDENT PERMEASE PRECURSOR gi | 83202 | pir | | S19421 
ATP-dependent permease ADP1 precursor - yeast ( Saccharomyces 
cerevisiae) gi | 1907154 | emb | CAA42328 I (X59720) YCROllc, len:1049 
[Saccharomyces cerevisiae] 



Seq. No. 



8096 



Seq. ID OJ990821_54.9C15.C4 



8482 






Con o Mo 


17164 




Strand 








Start 


6774 




End 


7828 






Name 


OJ990821 54 


.9C15.C4.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


4923 




' End 


5880 






GI 


none 




Score 


86 






Exons 


4923. .5006, 


5419.. 5763, 5421. 


.5762, 5760. .5873, 


5764. .5880 




Seq. No. 


8096 




Seq. ID 


OJ990821 


_54.9C15.C4 




VJJ CI 1 G IN W • 


17164 




Strand 








Start 


6774 




End 


7828 






Name 


OJ990821 54 


.9C15.C4.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


5416 




End 


6398 






GI 


none 




Score 


76 






Exons 


5416. .5484, 


5485. .5880, 5691. 


.5858, 6306.. 6398, 


6308. .6397 




Seq. No. 


8096 




Seq. ID 


OJ990821 


_54.9C15.C4 




CZ^ti & Mo 


17164 




Strand 








Start 


6774 




End 


7828 






Name 


OJ990821 54 


.9C15.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5416 




End 


6398 






GI 


none 


5421.. 5879, 6306.'. 


Score 


411 






Exons 


5416. .5880, 


.6398, 6308.. 6397 






Seq. No. 


8096 




Seq. ID 


OJ990821 


_54.9C15.C4 




Cpno Mo 


1 71 64 

X / X \J *i 




Strand 








Start 


6774 




End 


7828 






Name 


OJ990821 54 


.9C15.C4.o2.gs 


Method 


GENSCAN 




ry 


Start 


6774 




End 


7689 




.: si 


GI 


none 




Score 


.68 




{ 

; : 


Exons 


6774. .6782, 


6863. .7033, 7243. 


.7300, 7427. .7469, 


7629. .7689 


Q 


Seq. No. 


8096 




Seq. ID 


OJ990821 


_54.9C15.C4 


ry 


Gene No. 


17164 




Strand 








Start 


6774 




End 


7828 






Name 


OJ990821 54 


.9C15.C4.o3.np 


Method 


AAT/NAP 






Start 


6980 




End 


7828 




""' hi 


GI 


5042454 




Score 


174 






Exons 


6980. .7033, 


7426.. 7601, 7791. 


.7828 






a 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 




■ssf ' 
:si 


Seq. No. 


8097 




Seq. ID 


OJ990821 


_54.9C15.C5 


■:sf 


Gene No. 


17165 




Strand 


+ 






Start 


1 




End 


2228 






Name 


OJ990821 54 


.9C15.C5.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2228 






GI 


4063751 




Score 


338 






Exons 


1..36, 737. 


.908, 1575.. 2228 










GI Descrip. 


(AC005851) ; 


putative ABC transporter [Arabidopsis thaliana] 




Seq. No. 


8097 




Seq. ID 


OJ990821 


__54.9C15.C5 




Gene No. 


17165 




Strand 


+ 






Start 


1 




End 


2228 






Name 


OJ990821 54 


.9C15.C5.ol.gs 


Method 


GENSCAN 






Start 


717 


End 


2207 






GI 


none 




Score 


. 96 






Exons 


717.. 908, 1015.. 1101, 1575.. 2207 







84 83 




Seq. No. 


8097 








Seq. ID 


OJ990821_54.9C15. 


C5 


Gene No . 


17166 








Strand 


+ 




Start 


3725 








End 


4438 




Name 


OJ990821 54 


. 9C15 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


3725 








End 


4438 




GI 


none 








Score 


.7 




Exons 


3725. .3808, 


4093 


. .4346, 


4408. 


.4438 






Seq. No. 


8097 








Seq. ID 


OJ990821_54. 9C15. 


C5 


Gene No . 


17167 








Strand 






Start 


5843 








End 


6405 




Name 


OJ990821 54 


.9C15 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


713 








End 


1613 




GI 


none 








Score 


202 




Exons 


713. .829, 715. .891, 716 


. .892, 


1012. .1104, 1014. .1103, 1572 


Seq. No. 


8097 








Seq. ID 


OJ990821_54.9C15. 


C5 


Gene No . 


17167 








Strand 






Start 


5843 




• 




End 


6405 




Name 


OJ990821 54 


. 9C15 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1572 








End 


2186 




GI 


none 








Score 


307 




Exons 


1572 1991 


2055 


. .2186 










Seq. No. 


8097 








Seq. ID 


OJ990821_54.9C15. 


C5 


Gene No. 


17167 








Strand 






Start 


5843 








End 


6405 




Name 


OJ990821 54 


.9C15 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1572 








End 


2168 




GI 


none 








Score 


414 




Exons 


1572 2009 


1598 


. .1807, 


1868. 


.1984, 2024. .2158, 2025. .2168 




2028 2162 














Seq. - No. 


8097 








Seq. ID 


OJ990821_54.9C15. 


C5 


Gene No 


17167 








Strand 






Start 


5843 








End 


6405 




Name 


OJ990821 54 


. 9C15 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1644 








End 


1991 




GI 


none 








Score 


198 




Exons 


1644. .1991, 


1727 


. .1930 










Seq. No. 


8097 








Seq. ID 


OJ990821_54. 9C15. 


C5 


Gene No 


17167 








Strand 






Start 


5843 








End 


6405 




Name 


OJ990821 54 


.9C15 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1770 








End 


2183 




GI 


none 








Score 


151 




Exons 


1770. .1991, 


1859 


. .1996, 


2025. 


.2183 






Seq. No. 


8097 








Seq. ID 


OJ990821_54.9C15. 


C5 


Gene No. 


17167 








Strand 






Start 


5843 








End 


6405 




Name 


OJ990821 54 


. 9C15 


C5.o3. 


gs 


Method 


GENSCAN 




Start 


5843 








End 


6405 




GI 


none 








Score 


.42 




Exons 


5843. .5919, 


6035 


.6119, 


6167. 


. 6405 







8484 




Seq. No. 


8098 




Seq. ID 


OJ990821_54 . 


9C15 


.C7 




17168 




c+- rand 


+ 






Start 


55 




End 


252 






Name 


OJ990821 54.9C15.C7.ol. 


gs 


Method 


GEN SCAN 






Start 


55 




End 


252 






GI 


none 




Score 


.74 






Exons 


55. .252 












Seq. No. 


8098 




Seq. ID 


OJ990821_54. 


9C15 


.C7 


Gene No. 


17169 




Strand 








Start 


757 




End 


933 






Name 


OJ990821 54.9C15..C7.ol. 


np 


Method 


AAT/NAP 






Start 


698 




End 


933 






GI 


4680179 




Score 


290 






Exons 


698. .933 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


8098 




Seq. ID 




9C15 


.C7 


(?onp Mo 


1 71 69 




Strand 








Start 


757 




End 


933 






Name 


OJ990821 54.9C15.C7.o2. 


gs 


Method 


\J Hi IN O V^-ttlN 






Start 


757 




End 


occ 

OJJ 






GI 


none 




Score 








Exons 


757. .855 












Seq. No. 


8099 




Seq. ID 


uj yyuo^i oft. 


9C15 


.CIO 


Gene No. 


17170 




Strand 








Start 


1 




End 


1359 






Name 


OJ990821 54.9C15.C10.ol 


.np 


Method 


A A T /MZiD 






Start 


1 




End 


i jo y 






GI 


6907089 




Score 


1 jU / 






Exons 


1..1241, 1335.. 1359 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa J 






Seq. No. 


8099 




Seq. ID 


uj y yuoz i o4 . 


9C15 


.CIO 


(^ona Mo 

1C 1.N (J ■ 


17170 




Strand 








Start 


1 




End 


1359 






Name 


OJ990821 54.9C15.C10.ol 


.gs 


Method 


GENS CAN 






Start 


44 




End 


1241 






GI 


none 




Score 


.98 






Exons 


44. .1241 












Seq. No. 


8100 




Seq. ID 


OJ990821_54 . 


9C15 


.Cll 


f^onp Mo 


-L f J. / X 




Strand 


+ 






Start 


158 




End ■ 


518 






Name 


OJ990821 54.9C15.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


158 




End 


518 






GI 


none 




Score 


.47 






Exons 


158. .338, 397. .518 












Seq. No. 


8101 




Seq. ID 


OJ990821_54. 


9C15 


■ C14 


Gene No. 


17172 




Strand 


+ 






Start 


124 




End 


264 






Name 


OJ990821 54.9C15.C14.ol 


.gs 


Method 


GENSCAN 






Start 


124 




End 


264 






GI 


none 




Score 


.84 






Exons 


124. .264 













8485 



Seq. No. 8102 Seq. ID 

Gene No. 17173 Strand 

Start 1 End 

Name OJ99082 1_54 . 9C15 . C15 . ol . np Method 

Start 1 End 

GI 5295950 Score 

Exons 1..207, 4 4 0.. 4 65 

GI Descrip. (AB026295) EST AU066268 (S5980) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990821_54.9C15.C15 
+ 

465 

AAT/NAP 

465 

68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8103 Seq. ID 

17174 Strand 

1 . End 

OJ990821_57. 9C17 . CI . ol . np Method 

1 End 

6498441 Score 



OJ990821_57.9C17.C1 
+ 

6818 
AAT/NAP 
3685 
3878 



1..101, 198. .921, 1093. .2004, 2825. .3310, 3404. .3685 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8103 Seq. ID 

17174 Strand 

1 End 

OJ99082 1_57 . 9C17 . CI . o3 . np Method 

1 End 

6063554 Score 

1..67, 3440. .3552, 5574. .5727, 6646 



OJ990821_57.9C17.C1 
+ 

6818 
AAT/NAP 
6818 
129 

6818 . . 



(AP000615) ESTs AU075609 (C63344) , C71850 (E0464) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8103 

17174 

1 

OJ990821_57. 9C17 . CI . ol . gs 
80 

none 



Seq. ID OJ990821_57.9C17.C1 

Strand + 

End 6818 

Method GEN SCAN 

End 3688 

Score .79 



^80. .1926, 2119. .2199, 2577. .2599, 2986. .3232, 3242. .3688 



8103 

17174 

1 

OJ99082 1_57 . 9C17 . CI . o2 . np 

1199 

4539665 



Seq. ID OJ990821_57.9C17.C1 



Strand 

End' 

Method 

End 

Score 



+ 

6818 
AAT/NAP 
4973 
492 



1199. .1256, 1799. .2004, 2822. .3488, 4549. .4973 
(AF061282) polyprotein [Sorghum bicolor] 



8103 

17175 

6741 

OJ990821 

6741 

5724769 



57. 9C17.Cl.o4.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_57.9C17.C1 
+ 

17412 
AAT/NAP 
11323 
285 



6741. .6767, 7901. .8390, 11117. .11323 



8486 




GI Descrip. (AF160181) contains similarity to a family of Arabidopsis 
thaliana hypothetical proteins; see GB:AF077408 



Seq. No. 


8103 


Seq. ID 


OJ990821_57.9C17. 


CI 


Gene No. 


17175 


Strand 


+ 




Start 


6741 


End 


17412 




Name 


OJ990821 57.9C17.Cl.o3.gs 


Method 


GEN SCAN 




Start 


8053 


End 


17412 




GI 


none 


Score 


.42 




Exons 


8053. .8437, 8901. .8962, 10178 10367 , 


10885. .11069, 






11149. . 12562, 13016. .13511, 


13627. .14712, 15402 15530, 






157 35. . 158 07, 158 63. . 164 26, 


17353. .17412 




Seq. No. 


8103 


Seq. ID 


OJ990821 57.9C17. 


CI 


Gene No. 


17175 


Strand 


+ 




Start 


6741 


End 


17412 




Name 


OJ990821_57. 9C17 .Cl.o5.np 


Method 


AAT/NAP 




Start 


13892 


End 


15585 




GI 


5902445 


Score 


764 




Exons 


13892. .15364, 15442. .15585 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


8103 


Seq. ID 


OJ990821_57.9C17. 


CI 


Gene No. 


17176 


Strand 


-{- 




S.tart 


23074 


End 


26786 




Name 


OJ990821 57.9C17.Cl.o6.gs 


Method 


GENSCAN 




Start 


23074 


End 


26786 




GI 


none 


Score 


.57 




Exons 


23074. .23132, 23216. .23321, 


23399. .23709, 24581 .. 24 8 69, 






25803. .25917, 26145. .26329, 


26358.-26487, 26713. .26786 




Seq. No. 


8103 


Seq. ID 


OJ990821_57.9C17. 


CI 


Gene No. 


17177 


Strand 






Start 


21619 


End 


23314 




Name 


OJ990821 57.9C17.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


55 


End 


14773 




GI 


none 


Score 


94 




Exons ' 


55.. 201, 14312. .14773, 14312 


. .14701, 


14461. .14772 




Seq. No.- 


8103 


Seq. ID 


OJ990821_57.9C17. 


CI 


Gene No. 


17177 


Strand 






Start 


21619 


End 


23314 




Name 


OJ990821 57.9C17.Cl.o4.tw 


Method 


TBLASTX: Wheat 




Start 


55 


End 


14911 




GI 


none 


Score 


334 




Exons 


55. .411, 57. .218, 14558 .. 14740, 14741 


. .14911 




Seq. No. 


8103 


Seq. ID 


OJ990821_57. 9C17. 


CI 


Gene No. 


17177 


Strand 






Start 


21619 


End 


23314 




Name 


OJ990821 57.9C17.Cl.o4.ts 


Method 


TBLASTX : Soybean 




Start 


55 


End 


14929 




GI 


none 


Score 


208 




Exons 


55. .360, 14459. .14740, 14497 


. .14634, 


14741. . 14929, 14785 




Seq. No. 


8103 


Seq. ID 


OJ990821_57.9C17. 


CI 


Gene No. 


17177 


Strand 







8487 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21619 End 

OJ990821_57 . 9C17 . CI . o3 . tw Method 

793 End 

none Score 



23314 

TBLASTX: Wheat 

15471 

226 



793. .1008, 858. .1004, 1078. .1227, 1089. .1226, 15011 .. 15214 , 
15112. .15213, 15254. .15382, 15256 15330, 15382.. 15471 



8103 

17177 

21619 

OJ990821_57.9C17.Cl.o5.ts 

916 

none 



Seq. ID OJ990821_57. 9C17.C1 
Strand 

End 23314 

Method TBLASTX : Soybean 

End 15531 

Score 84 



916. .1008, 1081. .1326, 15080 15217 , 15082 .. 15213, 15239 15382 , 
15382. .15531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8103 

17177 

21619 

OJ990821_57. 9C17 . CI . o9 . tw 

1230 

none 



8103 

17177 

21619 

OJ990821_57. 9C17 . CI . 08 . tw 

1633 

none 



8103 

17177 

21619 

OJ990821_57 .9C17.Cl.o4. tm 

1735 

none 



Seq. ID OJ990821_57. 9C17.C1 
Strand 

End 23314 

Method TBLASTX : Wheat 

End 1542 

Score 195 



1230.. 1406, 1261.. 1431, 1282.. 1542 



Seq. ID OJ990821_57.9C17.C1 
Strand 

End 23314 

Method TBLASTX : Wheat 

End 2004 

Score 258 



1633. .2004, 1747. .1926, 1764. .1943 



Seq. ID OJ990821_57.9C17.C1 
Strand 

End 23314 

Method TBLASTX : Mai ze 

End 2878 

Score 285 



1735.. 2004, 1752.. 2000, 2816.. 2878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



8103 

17177 

21619 

OJ990821_57 . 9C17 . CI . o5 . tw 

2797 

none 



8103 

17177 

21619 

OJ990821_57 . 9C17 . CI . o2 . tw 

4551 

none 



Seq. ID OJ990821_57.9C17.C1 
Strand 

End 23314 

Method TBLASTX : Wheat 

End 3178 

Score 318 



2797. .2871, 2801. .3178, 2896. .3039 



Seq. ID OJ990821_57.9C17.C1 
Strand 

End 23314 

Method TBLASTX : Wheat 

End 4 94 6 

Score 366 



4551. .4730, 4557. .4946, 4559. .4894 

8103 Seq. ID OJ990821_57 . 9C17 . CI 



8488 




Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821_57 . 


9C17 .CI :o6. tm 


Method 


TBLASTX: Maize 




Start 


4590 




End 


4850 




GI 


none 




Score 


257 




Exons 


4590. .4850, 


4602 . .4817, 4709 


. . 4849 






Seq. No. 


8103 




Seq. ID 


OJ990821 57.9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821_57 . 


9C17.Cl.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7915 




End 


8307 




GI 


none 




Score 


276 




Exons 


7915. .8208, 


7920. .8207, 8218 


. . 8307 






Seq. No.- 


8103 




Seq. ID 


OJ990821_57 . 9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821_57 . 


9C17.Cl.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7915 




End 


8211 




GI 


none 




Score 


294 




Exons 


7915 . . 8211, 


7920 . . 8210 








Seq. No. 


8103 




Seq. ID 


OJ990821_57 . 9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821_57 . 


9C17.Cl.o6.ts 


Method 


TBLASTX : Soybean 




Start 


13129 




End 


13467 




GI 


none 




Score 


198 




Exons 


13129. . 13467 










Seq. No. 


8103 




Seq. ID 


OJ990821_57 . 9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57. 


9C17.Cl.o7.ts 


Method 


TBLASTX : Soybean 




Start 


13877 




' End 


14242 




GI 


none 




Score 


113 




Exons 


13877. .14095, 14108. .14242 








Seq. No. 


8103 




Seq. ID 


OJ990821__57 . 9C17 


. CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57. 


9C17.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14039 




End 


14443 




GI 


none 




Score 


72 




Exons 


14039. .14101 


, 14090. .14443, 


14099. .14443 




Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57. 


9C17.Cl.o5.tm 


Method 


TBLASTX: Maize 




Start 


14093 




End 


14311 




GI 


none 




Score 


265 




Exons 


14093. .14311 


, 14093. .14293, 


14206. .14310 




Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No. 


17177 




Strand 







8489 



Start 21619 End 23314 

Name OJ990821_57 . 9C17 .CI .06 . np Method AAT/NAP 

Start 19872 End 23079 

GI 4545304 Score 165 

Exons 19872. .19925, 22191 .. 224 17 , 22835.. 23079 



GI Descrip. (AF126488) nuclear inhibitor of phosphatase-1 [Homo sapiens] 
gi|4581606|gb|AAD24669.1| (AF064757) nuclear inhibitor of 
protein phosphatase-1 alpha [Homo sapiens] 

gi|4883485|.gb|AAD31541.1|AF061958_l (AF061958) nuclear inhibitor 
of protein phosphatase-1 alpha [Homo sapiens] 



Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57.9C17.C1. 


o5.gs 


Method 


GENSCAN 




Start 


21619 




End 


22868 




GI 


none 




Score 


.85 




Exons 


21619. .22397, 22838. 


.22868 








Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C.17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57.9C17.C1. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


21648 




End 


22029 




GI 


none 




Score 


92 




Exons 


21648. .21671, 21719. 


.21859, 


21730. .21861, 21856. .22029, 






21857. .21976, 21880. 


.22029 








Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No . 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57.9C17.C1. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


21669 




End 


22219 




GI 


none 




Score 


69 




Exons 


21669. .21851, 21679. 


.21852, 


21685. .21864, 2168 6 21859, 






21766. .22077, 21849. 


.22109, 


21860. .21976, 21880 .. 22110, 






22064. .22111, 22140. 


.22217, 


22140. .22217, 22148 .. 22219, 






22150.. 22218 










Seq. No. 


8103 




Seq. ID 


OJ990821_57. 9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57.9C17.C1. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


22873 




End 


23297 




GI 


none 




Score 


181 




Exons 


22873. .23067, 22874. 


.23059, 


23238. .23297 




Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57.9C17.C1. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


22879 




End 


23314 




GI 


none 




Score 


130 




Exons 


22879. .22971, 22880. 


.22984, 


22881. .22979, 22974 .. 23075, 






22975. .23121, 22976. 


.23122, 


23121. .23177, 23121 .. 23183, 






23189. .23314, 23196. 


.23306 









8490 




Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No . 


17177 




Strand 






Start 


21619 




End 


23314 




Name 


OJ990821 57.9C17.C1. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


22882 




End 


23291 




GI 


none 




Score 


200 




Exons 


22882. .23127, 22883. 


.23062, 


23127. .23291, 23220.. 23288 




Seq. No. 


8103 




Seq. ID 


OJ990821_57.9C17 


.CI 


Gene No. 


17177 




Strand 






Start 


• 21619 




End 


23314 . 




Name 


OJ990821 57.9C17.C1. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


22909 




End 


23195 




GI 


none 




Score 


256 




Exons 


22909. .23148, 22910. 


.23095, 


23098. .23178, 23121 .. 23195, 






23123. .23194 










Seq. No. 


8104 




Seq. ID 


OJ990821_57.9C17 


.C2 


Gene No . 


17178 




Strand 


+ 




Start 


99 




End 


1930 




Name 


OJ990821 57.9C17.C2. 


ol .gs 


Method 


GENSCAN 




Start 


99 




End 


1905 




GI 


none 




Score 


.79 




Exons 


99. .169, 295. .1300, 


1398. .1905 






Seq. No. 


8104 




Seq. ID 


OJ990821_57.9C17 


.C2 


Gene No. 


17178 




Strand 


+ 




Start 


99 




End 


1930 




Name 


OJ990821 57.9C17.C2. 


ol .np 


Method 


AAT/NAP 




Start 


596 




End 


1930 




GI 


2130141 




Score 


647 




Exons 


596. .790, 914. .1323, 


1418. . 


1930 







l"j GI Descrip. mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 



[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



Seq. No. 


8104 




Seq. ID 


OJ990821_57.9C17.C2 


Gene No. 


17178 




Strand 


+ 


Start 


99 




End 


1930 


Name 


OJ990821 57.9C17.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1397 




End 


1788 


GI 


none 




Score 


330 


Exons 


1397.. 1636, 1398.. 1670, 


1640. 


.1783, 1640. .1783, 1641. .1787 




1726. .1788 








Seq. No. 


8105 




Seq. ID 


OJ990821_57.9C17.C3 


Gene No. 


17179 




Strand 


+ 


Start 


123 




End 


1901 


Name 


OJ990821 57.9C17.C3.ol. 


np 


Method 


AAT/NAP 


Start 


123 




End 


1901 


GI 


2992160 




Score 


364 


Exons 


123. .598, 1787. .1901 








GI Descrip. 


(AB012392) MuDR-like element 


[Oryza sativa] 


Seq. No. 


8105 




Seq. ID 


OJ990821_57.9C17.C3 


Gene No. 


17180 




Strand 




Start 


1305 




End 


1904 


Name 


OJ990821 57.9C17.C3.ol. 


tm 


Method 


TBLASTX: Maize 



8491 




Start 


iyz 


End 


oy / 




GI 


none 


Score 


ZU4 




Exons 










Seq. No. 


01 AC 


C a n T Pi 

beq. ID 


r\ tOQ^qoi clh QrM h 

(jjyyuozi d / . yoi / . 


C J 


Gene No. 


17180 


Strand 






Start 


1305 


End 


1904 




Name 


ujyyuozi o / . yci / . cj . oi . gs 


Metinoa 


r r m c p a \t 




Start 


i one 


hna 


i yu4 




GI 


none 


Score 


H C 




Exons 


1 nnc 1 A AH 1 C /I A 1 HHH 1 OTO 

lJUo . . 14 4 / , lo44..1//// lo/J. 


. iyu4 






Seq. No. 


olUo 


Seq. ID 


ojyyuozi o/.yci/. 


C* A 

C4 


Gene No. 


1 H 1 Q 1 

1 / lo 1 


btrana 


+ 




Of -i V+- 

btart 


1 


End 


1648 




Name 


OJ990821 57.9C17.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1648 




GI 


5295950 


Score 


66 




Exons 


1..38, 1365. .1648 








GI Descrip. 


(AB026295) EST AU066268 {S5980 ) corresponds to a region 


or 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


8107 


Seq. ID 


OJ990821_57.9C17. 


Co 


Gene No. 


17182 


Strand 


+ 




Start 


9840 


End 


15157 




Name 


OJ990821 57.9C17.C5.o2.np 


Method 


AAT/NAP 




Start 


9792 


End 


14460 




GI 


2245077 


Score 


1588 




Exons 


9792.. 10210, 13335. .14460 








GI Descrip. 


(Z97343) glucanase like protein [Arabidopsis thaliana] 




Seq. No. 


8107 


Seq. ID 


OJ990821_57.9C17. 


Co 


Gene No. 


17182 


Strand 


+ 




Start 


9840 


End 


15157 




Name 


OJ990821 57.9C17.C5.o2.gs 


Method 


GENSCAN 




o tar t 


9840 


End 


15157 




GI 


none 


Score 


.43 




Exons 


9840.. 10210, 13335. .13451, 13572 .. 14090, 14238 .. 14427 , 






15062. .15157 








Seq. No. 


8107 


Seq. ID 


OJ990821_57.9C17. 


Co 


Gene No. 


17182 


Strand 


+ 




Start 


9840 


End 


15157 




Name 


OJ990821 57.9C17.C5.o4.gp 


Method 


AAT/GAP 




Start 


14454 


End 


14816 




GI 


none 


Score 


645 




Exons 


14454. .14816 








Seq. No. 


8107 


Seq. ID 


OJ990821_57.9C17. 


Co 


Gene No. 


17183 


Strand 






Start 


1078 


End 


8692 




Name 


OJ990821 57.9C17.C5.o2.gp 


Method 


AAT/GAP 




Start 


796 


End 


2862 




GI 


596 1.R1084 


Score 


1881 




Exons 


796.. 1209, 1320.. 1412, 1502.. 


1630, 1745. ..1914,. 2510. .2711, 




•2815. .2862 








GI Descrip. 


'548774/sp|P35685|RL7A ORYSA 


1.0e-120 


60S RIBOSOMAL PROTEIN 



8492 



>gi_542158_pir S38360 ribosomal protein L7a - rice 

>gi_303855_dbj_BAA02156_ (D12631) ribosomal protein L7A [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8107 

17183 

1078 

OJ990821_57, 
1051 
none 
1051. 
1383. 
1745. 



9C17.C5.o2.tm 



,1209, 
,1412, 
,1816, 



1080. 
1384. 
1746. 



,1211, 
,1413, 
,1811, 



1167. 
1499. 
1747. 



8107 

17183 

1078 

OJ990821_57.9C17.C5.ol.ts 

1073 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1214, 



OJ990821 57.9C17.C5 



8692 

TBLASTX: Maize 
1818 
180 

1288. .1380, 1306. 



,1633, 
,1818 



1505. .1633, 1738. 



,1380, 
1809, 



Seq. ID OJ990821_57.9C17.C5 



Strand 
End 

Method 

End 

Score 



8692 

TBLASTX : Soybean 

2718 

109 



1073. .1210, 1075. .1209, 1303. . 1413, 1320 1412 , 1499. .1633, 
1505. .1672, 1745. .1915, 1746. .1916, 2503. .2550, 2511. .2555, 
2610. .2717, 2613. .2717, 2614. .2718 



Seq. No. 8107 
Gene No. 17183 
Start 1078 

Name OJ99082 1_57 . 9C17 .C5.ol.gs 

Start 1078 
GI none 

Exons 1078.. 1209, 1320.. 1412, 1544. 

2815.. 2862, 3531.. 3613, 3619. 
7712.. 7974, 8620.. 8692 



Seq. No. 8107 
Gene No. 17183 
Start 1078 

Name OJ990821_57 . 9C17 .C5 .ol . tc 

Start 1078 
GI none 

Exons 1078.. 1209, 1085.. 1210, 

1320. .1412, 1320. .1412, 
1501. .1638, 1505. .1648, 
2488. .2550, 2511. .2555, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1630, 1745. .1914, 
.3782, 3901. .3994, 



OJ990821_57. 9C17.C5 

8692 
GEN SCAN 
8692 
.71 

2510. .2711, 
5340. .5619, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1158. .1214, 
1340. .1423, 
1739. .1822, 
2610. .2711, 



OJ990821_57.9C17.C5 
8692 

TBLASTX: Cress 
2712 
105 
1303. .1410, 
1469. . 1633, 
1745. .1915, 
2614. .2712 



1318. .1407, 
1477. .1638, 
1746. .1916, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



8107 Seq. ID 

17183 Strand 

1078 End 

OJ99082 1_57 . 9C17 . C5 . ol . np Method 

1081 End 

548774 Score 



OJ990821_57.9C17.C5 

8692 
AAT/NAP 
2865 
1163 



1081. .1209, 1320. .1412, 1502. .1630, 1745. .1914, 2510. .2711, 
2815. .2865 

60S RIBOSOMAL PROTEIN L7A gi | 542158 | pir || S38360 ribosomal 
protein L7a - rice gi | 303855 | dbj | BAA02156 | (D12631) ribosomal 
protein L7A [Oryza sativa] 



8493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8107 

17183 

1078 

OJ990821_57. 

1191 

none 

1191. .1211, 
1505. .1633, 



9C17.C5.ol.tw 



1303. 
1734. 



,1413, 1320. 
,1820, 1735. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 57.9C17.C5 



8692 

TBLASTX: Wheat 
1866 
121 

1412, 1340. .1414, 1499. .1633, 
1866, 1738. .1821, 1745. .1828 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8107 

17183 

1078 

OJ990821_57 . 9C17 . C5 . o2 . tw 

1883 

none 



Seq. ID OJ990821_57.9C17.C5 
Strand 

End 8692 

Method TBLASTX : Wheat 

End 2863 

Score 65 



1883. .1915, 2503. .2550, 2511. .2711, 2511. .2555, 2610. .2711, 
2614. .2712, 2801. .2863, 2815. .2862 



8107 Seq. ID 

17183 Strand 

1078 End 

OJ990821_57 . 9C17 . C5 . o3 . tm Method 

2503 End 

none Score 



OJ990821_57.9C17.C5 
8692 

TBLASTX: Maize 

2863 

71 



2503. .2550, 2506. .2538, 2511. .2612, 2600. .2635, 2610. .2711, 
2610. .2711, 2614. .2712, 2789. .2863, 2815. .2862 



8107 Seq. ID 

17183 Strand 

1078 End 

0 J99082 1_57 . 9C17 . C5 . o3 . gp Method 

2510 End 

596 2.R1084 Score 



OJ990821_57.9C17.C5 

8692 
AAT/GAP 
3221 
571 



2510.. 2711, 2815.. 2862, 3129.. 3221 

, 548774/sp|P35685|RL7A_ORYSA 1.0e-112 60S RIBOSOMAL PROTEIN L7A 

>gi_542158_pir S38360 ribosomal protein L7a - rice 

>gi_303855_dbj_BAA02156_ (D12631) ribosomal protein L7A [Oryza 
sativa] 1 



8107 Seq. ID 

17184 Strand 

9924 End 

OJ99082 1_57 . 9C17 . C5 . o5 . ts Method 

9924 End 

none Score 

9924. .10121, 9954. .10121 



OJ990821_57.9C17.C5 
10211 

TBLASTX: Soybean 

10121 

214 



Seq. No. 


8107 


Seq. ID 


OJ990821_57.9C17 


.C5 


Gene No. 


17184 


Strand 






Start 


9924 


End 


10211 




Name 


OJ990821 57.9C17.C5.o3.tc 


Method' 


TBLASTX: Cress 




Start 


9945 


End 


10211 




GI 


none 


Score 


191 




Exons 


9945.. 10211, 9954.. 10205 








Seq. No. 


8107 


Seq. ID 


OJ990821_57. 9C17 


.C5 


Gene No. 


17185 


Strand 







8494 




Start 


13332 




End 


13902 




Name 


OJ990821 57.9C17.C5. 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


13332 




End 


13746 




GI 


none 




Score 


183 




Exons 


13332. .13406, 13333. 


. .13503, 


13437. .13502, 13507 13608 , 






13606. .13746, 13609. 


. .13731 








Seq. No. 


8107 




Seq. ID 


OJ990821_57.9C17 


.C5 


Gene No . 


17185 




Strand 






Start 


13332 




End 


13902 




Name 


OJ990821 57.9C17.C5. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13413 




End 


13871 




GI 


none 




Score 


47 




Exons 


13413. .13478, 13414, 


. .13869, 


13416. .13862, 13518.. 13871 




Seq. No. 


8107 




Seq. ID 


OJ990821_57. 9C17 


.C5 


Gene No. 


17185 




Strand 






Start 


13332 




End 


13902 




Name 


OJ990821 57.9C17.C5, 


>o2.ts 


Method 


TBLASTX : Soybean 




Start 


13413 




End 


13668 




GI 


none 




Score 


129 ' 




Exons 


13413. .13490, 13414, 


. .13500, 


13418. .13513, 13498. .13668, 






13500. .13664 










Seq. No. 


8107 




Seq. ID 


OJ990821_57.9C17 


-C5 


Gene No . 


17185 




Strand 






Start 


13332 




End 


13902 




Name 


OJ990821 57.9C17.C5, 


,o3.ts 


Method 


TBLASTX : Soybean 




Start 


13669 




End 


13902 




GI 


none 




Score 


237 




Exons 


13669. . 13902, 13698, 


. .13901 








Seq- No. 


8107 




Seq\ ID 


OJ990821_57.9C17 


-C5 


Gene No . 


17186 




Strand 






Start 


13995 




End 


14226 




Name 


OJ990821 57.9C17.C5. 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13995 




End 


14226 




GI 


none 




Score 


71 




Exons 


13995. . 14105, 13995. 


. .14225, 


13996. .14226 




Seq. No. 


8107 




Seq. ID 


OJ990821_57. 9C17 


.C5 


Gene No . 


17187 




Strand 






Start 


14172 




End 


14397 




Name 


OJ990821 57.9C17.C5. 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


14172 




End 


14397 




GI 


none 




Score 


266 




Exons 


14172. .14381, 14173. 


. .14397, 


14188. .14382 




Seq. No. 


8108 




Seq. ID 


OJ990821_57. 9C17 


.C6 


Gene No . 


17188 




Strand 


+ 




Start 


1124 




End 


4665 




Name 


OJ990821 57.9C17.C6. 


. ol . gs 


Method 


GENSCAN 




Start 


1124 




End 


4602 




GI 


none 




Score 


. 69 




Exons 


1124. .1699, 2663.-2854, 3728 


..3903, 4479. .4602 




Seq. No. 


8108 




Seq. ID 


OJ990821_57. 9C17 


.C6 



8495 




Gene No. 


17188 


Strand 


+ 




Start 


1124 


End 


4665 




Name 


OJ990821 57.9C17.C6.ol.np 


Method 


AAT/NAP . 




Start 


1152 


End 


4599 




GI 


6456166 


Score 


1970 




Exons 


1152.. 1699, 2663.. 2913, 2998. 


.3373, 3513.. 3644, 


3728 . . 3903, 




4479. .4599 








GI Descrip. 


(AC011622) GMP synthase [Arabidopsis ■ 


thaliana] 




Seq. No. 


8108 


Seq. ID 


OJ990821_ 


51 . 9C17 .C6 


Gene No. 


17188 


Strand 


+ 




Start 


1124 


End 


4665 




Name 


OJ990821 57.9C17.C6.ol.gp 


Method 


AAT/GAP 




Start 


3139 


End 


4665. 




GI 


59252 1.R1084 


Score 


1307- : ■ 




Exons 


3139.. 3373, 3513.. 3644, 3728. 


.3903, 4479.. 4665 




GI Descrip. 


'2982942 1.0e-52 (AE000679) GMP synthase [Aquifex aeolicus] 


Seq. No. 


8108 


Seq. ID 


OJ990821_ 


57.9C17.C6 


Gene No. 


17189 


Strand 


+ 




Start 


5569 


End 


13010 




Name 


OJ990821 57.9C17.C6.o2.gs 


Method 


GENSCAN 




Start 


5569 


End 


13010 




GI 


none 


Score 


.66 




Exons 


5569.. 5603, 5782.. 6068, 6685. 


.6748, 6800. .6899, 


6998. .7107, 




7278. .7375, 7470. .7634, 7856. 


.7967, 8520.. 9132, 


9171. .9268, 




9387. .10470, 10959 11061, 11104 .. 114 69, 11626.. 


11827, 




12547. .12660, 13004.. 13010 • 








Seq. No. 


8108 


Seq. ID 


OJ990821_ 


57.9C17.C6 


Gene No. 


17189 


Strand 


+ 




Start 


5569 


End 


13010 




Name 


OJ990821 57.9C17.C6.o2.gp 


Method 


AAT/GAP 




Start 


6744 


End 


7931 




GI 


uC-osflM202043h!2bl 


Score 


928 




Exons 


6744. .6810, 6998. .7107, 7278. 


.7375, 7- 


^70. .7634, 


7856. .7931 


GI Descrip. 


, 3695019/gb|AAC62611.1| 3.0e- 


43 (AF055848) subtilisin-like 




protease [Arabidopsis thaliana] 1 






Seq. No. 


8108 


Seq. ID 


OJ990821_ 


57.9C17.C6 


Gene No. 


17189 


Strand 


+ 




Start 


5569 


End 


13010 




Name 


OJ990821 57.9C17.C6.o2.np 


Method 


AAT/NAP 




Start 


6916 


End 


10497 




GI 


4218991 


Score 


1703 




Exons 


6916. .7107, 7278. .7375, 7470. 


.7634, 7856.-7967, 


8520. .9054, 




9171. .9268, 9387. .10497 








GI Descrip. 


(AF098632) subtilisin-like protease [Arabidopsis 


thaliana] 


Seq. No. 


8108 


Seq. ID 


OJ990821_ 


57.9C17.C6 


Gene No. 


17190 


Strand 






Start 


14143 


End 


14169 




Name 


OJ990821 57.9C17.C6.o3.tm 


Method 


TBLASTX: Maize 


Start 


1163 


End 


1512 




GI 


none 


Score 


122 




Exons 


1163. .1234, 1163. .1237, 1238. 


.1507, 1240.. 1512 





8496 




Seq. No. 


8108 










Seq. ID 


OJ990821_57.9C17.C6 


Gene No . 


17190 










Strand 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


.9C17 


.C6.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


1176 










End 


1582 


GI 


none 










Score 


94 


Exons 


1176. , 


.1241, 


1178 


. .1243, 


1241. 


.1504, 1252.. 1500, 1550.. 1582 


Seq. No. 


8108 










Seq. ID 


OJ990821_57.9C17.C6 


Gene No . 


17190 










Strand 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


. 9C17 


.C6.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1182 










End 


1579 


GI 


none 










Score 


89 


Exons 


1182. . 


.1241, 


1241 


. .1507, 


124 9, 


.1506, 1523i".1579 


Seq. No. 


8108 










Seq. ID 


OJ990821 57 . 9C17 .C6 


Gene No . 


17190 










Strand . 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


. 9C17 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1658 










End 


2857 


GI 


none. 










Score 


80 


Exons 


1658. . 


.1702, 


2660 


. .2857, 


2662. 


.2856 




Seq. No. 


8108 










Seq. ID 


OJ990821_57.9C17.C6 


Gene No . 


17190 










Strand 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


.9C17 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2672 










End 


2916 


GI 


none 










Score 


360 


Exons 


2672. . 


,2914, 


2678 


. .2902, 


2680. 


.2916 




Seq. No. 


8108 










Seq. ID 


OJ990821_57.9C17.C6 


Gene No. 


17190 










Strand 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


.9C17 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2792 










End 


3373 


GI 


none 










Score 


185 


Exons 


2792. . 


,2914, 


2806 


. .2916, 


3001. 


.3135, 3002.. 3199, 3254.. 3319, 




3305. . 


,3373 












Seq. No. 


8108 










Seq. ID 


OJ990821_57. 9C17.C6 


Gene No. 


17190 










Strand 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


. 9C17, 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2858 










End 


4607 


GI 


none 










Score 


98 


Exons 


2858. . 


2914, 


2860. 


. .2916, 


2860. 


.2916, 2990.. 3376, 2995.. 3315, 




2999. . 


3373, 


3141, 


. .3374, 


3509. 


.3646, 3510. .3647, 3511.-3657, 




3511. . 


3645, 


3512, 


. .3646, 


3706. 


.3906, 3707. .3907, 3710. .3907, 




4477. . 


4602, 


4479. 


. .4604, 


4479. 


.4607, 4480. .4605 


Seq. No. 


8108 










Seq. ID 


OJ990821_57.9C17.C6 


Gene No. 


17190 










Strand 




Start 


14143 










End 


14169 


Name 


OJ990821 57 


. 9C17. 


,C6;o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3010 










End 


3199 



8497 



GI : " none Score 209 

Exons 3010.. 3195, 3020.. 3199 



Seq. No. 8108 

Gene No. 17190 

Start 14143 

Name OJ990821_57 . 9C17 ,C6 . ol . tw 

Start 3341 

GI none 

Exons 3341.. 3376, 3510 



3710.. 3907, 3720. 



3647, 3511. 
3908 



OJ990821_57.9C17.C6 
14169 

TBLASTX; Wheat 

3908 

59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3645, 3512. .3646, 3707. .3907, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8108 

17190 

14143 

OJ990821_57.9C17.C6.o3.tc 

3510 

none 



Seq. ID OJ990821_57.9C17.C6 
Strand 

End 14169 

Method TBLASTX : Cress 

End 4 620 

Score 205 

3846, 



3510. .3647, 3512. .3646, 3706. .3864, 3707. .3844, 3724 
3836. .3907, 3857. .3904, 4480. .4620, 4485. .4601 



Seq. No. 8108 

Gene No. 17190 

Start 14143 

Name OJ990821_57 . 9C17 . C6 . ol . tc 

Start 7300 

GI none 

Exons 7300.. 7380, 7475.. 7552, 7855. 

8596.. 8826, 8703.. 8825, 8848. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 57.9C17.C6 



14169 

TBLASTX: Cress 
10494 
50 

,7890, 7888. .7959, 8518. .8544, 
.9054, 8865. .9038, 9394.. 9456, 



9456. .9584, 9469. .10002, 9639. .9992, 10008 .. 10121, 10009 .. 1017 9, 
10180. .10230, 10321. .10494 



Seq. No. 8108 

Gene No. 17190 

Start 14143 

Name OJ990821_57 . 9C17 . C6 . o2 . ts 

Start 7300 

GI none 

Exons 7300.. 7380, 7463.. 7579, 8518. 
8845.. 9054, 8880.. 9038 



Seq. ID OJ990821_57.9C17.C6 
Strand 

End 14169 

Method TBLASTX : Soybean 

End 9054 

Score 40 

.8550, 8593. .8826, 8709.. 8825, 



Seq. No. 8108 

Gene No. 17190 

Start 14143 

Name OJ990821_57 . 9C17 . C6 . o5 . 

Start 7442 

GI none 

Exons 7442.. 7579, 7574.. 7636, 

Seq. No. 8108 

Gene No. 17190 

Start 14143 

Name OJ990821_57 . 9C17 . C6 . o2 . 

Start 8662 

GI - none 

Exons 8662.. 8745, 8749.. 8832, 



Seq. ID OJ990821_57.9C17.C6 
Strand 

End 14169 

tm Method TBLASTX: Maize 

End 8826 

Score 60 
8517. .8597, 8596. .8826, 8703. .8825 

Seq. ID OJ990821_57 . 9C17 .C6 
Strand 

End 14169 
tw Method TBLASTX : Wheat 

End 9039 
Score • 95 
8857. .9039, 8865. .9038 



8498 




Seq. No. 


8108 


Seq. ID 


OJ990821_57 . 9C17 


. C6 


Gene No. 


17190 


Strand 






Start 


14143 


End 


14169 




Name 


OJ990821 57.9C17.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


8857 


End 


10500 




GI 


none 


Score 


101 




Exons 


8857.. 8997, 8892.. 8996, 8997 


..9053, 8998. .9054, 9384. .9455 




9385. .9456, 9439. .10002, 9439. .9576, 


9456. .9983, 10008. 


. 1U 




1 UUU y . . 1 U lZz , ±U 1 / 4 . . ±Uz:z 4 , 


10288. .104 07, 10435. .10500 




Seq. No. 


olUo 


Seq. ID 


OJ990821_57.9C17 


. Cb 


Gene No. 


i / 1 yu 


Strand 






Start 


14143 


End 


14169 




Name 


OJ990821_57 . 9C17 . C6 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


y jyj 


End 


10491 




GI 


none 


Score 


139 




Exons 


moo neon n o o a ocoi n^oo 

yjyj..yoyu, yoy4..ybyi, yb^b 


. .10143, 


9666.. 10130, 10198 


. . 1 




1Uz4 b . . ID o / 4 , lU4Jz..HJ4yi 








Seq. No. 


o i n o 
0 lUo 


Seq. ID 


OJ990821_57.9C17 


. Cb 


Gene No. 


17190 


Strand 






Start 


14143 


End 


14169 




Name 


(jjyyuozi o / . yoi / . Lb . o J . tw 


Method 


v TBLASTX: Wheat 




Start 


10374 


End 


10507 




GI 


none 


Score 


182 




Exons 


. 103 /4 . . lOoOo, 103 /o .. 1050b, 


10457. .10507 




Seq. No. 


o 10b 


Seq. ID 


OJ990821_57.9C17 


. C6 


Gene No. 


i /iyu 


Strand 






Start 


14143 


End 


14169 




Name 


OJ990821 57.9C17.C6.o3.gs 


Method 


GEN SCAN 




Start 


14143 


End 


14169 




GI 


none 


Score 


.86 




Exons 


14143. .14169 








Seq. No. 


8109 


Seq. ID 


OJ990821_57.9C17 


.C7 


Gene No. 


17191 


Strand 


+ 




Start 


7264 


End 


7517 




Name 


OJ990821 57.9C17.C7.o2.np 


Method 


AAT/NAP 




Start 


7264 


End 


7517 




GI 


5922623 


Score 


94 




Exons 


7264. .7517 








GI Descrip. 


(AP000492) hypothetical protein [Oryza sativa] 






gi| 6016856 |dbj | BAA85199.il (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


8109 


Seq. ID 


OJ990821_57.9C17 


.C7 


Gene No. 


17192 


Strand 






Start 


940 


End 


7517 




Name 


OJ990821 57.9C17.C7.ol.gs 


Method 


GEN SCAN 




Start 


940 


End 


3510 




GI 


none 


Score 


.57 




Exons 


940. .1126, 1965. .2161, 3289. 


.3510 






Seq. No. 


8109 


Seq. ID 


OJ990821_57.9C17 


.C7 


Gene No. 


17192 


Strand 






Start 


940 


' End 


7517 





8499 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



OJ990821_57 . 9C17 . C7 . ol . np 

2563 

5295955 

2563. .3136, 3197. .3680, 6894, 



Method AAT/NAP 
End 7517 
Score 571 
.7007, 7490.. 7517 



(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



(EBV) genome. (V01555) 



8109 Seq. ID 

17192 Strand 

94 0 End 

OJ990821_57 . 9C17 . C7 . o2 . gs Method 

58 66 End 

none Score 



OJ990821_57.9C17.C7 

7517 
GENSCAN 
7207 
.56 



5866. .5993, 6894. .6939, 6953. .7019, 7126. .7207 



8110 

17193 

92 

OJ990821_57 . 9C17 . C8 . ol . gs 
92 

none 

92.. 217, 630.. 707 



Seq. ID OJ990821_57.9C17.C8 

Strand + 

End 707 

Method GENSCAN 

End 707 

Score . 4 



Seq. ID OJ990821_57.9C17.C8 



8110 
17194 
1309 

OJ990821_57 . 9C17 . C8 . ol . np 
1309 
6907089 
1309. .2570, 2664. .4533 

(AP001129) hypothetical protein [Oryza sativa] 



Strand + 

End 4536 

Method AAT/NAP 

End 4533 

Score 4082 



Seq. No. 


8110 


Seq. ID 


OJ990821_57.9C17.C8 


Gene No. 


17194 


Strand 


+ 


Start 


1309 


End 


4536 


Name 


OJ990821 57.9C17.C8.o2.gs 


Method 


GENSCAN, 


Start 


1309 


End 


4536 


GI 


none 


Score 


.86 


Exons 


1309.. 4536 






Seq. No. 


8110 


Seq. ID 


OJ990821_57.9C17.C8 


Gene No. 


17195 


Strand 


+ 


Start 


11375 


End 


13829 


Name 


OJ990821 57.9C17.C8.o3.np 


Method 


AAT/NAP 


Start 


11375 


End 


13829 


GI 


5922623 


Score 


415 


Exons 


11375. .11455, 11829. .11976, 


12144. .12219, 13810. .13829 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6016856 | db j |BAA85199.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


8110 


Seq. ID 


OJ990821_57. 9C17.C8 


Gene No. 


17196 


Strand 


+ 


Start 


19407 


End 


24115 


Name 


OJ990821 57.9C17.C8.o4.gs 


Method 


GENSCAN 


Start 


19407 


End 


24115 


GI 


none 


Score 


.92 



8500 



Exons 


19407. .19515, 19651. 


.19685, 


19921. .20014, 20144. .20340, 




21606. .21850, 21968. 


.22325, 


22409. .22984, 23840.. 24115 


Seq. No. 


8110 




Seq. ID 


OJ990821 57.9C17.C8 


Gene No. 


17196 




Strand 


+ 


Start 


19407 




End 


24115 


Name 


OJ990821 57.9C17.C8. 


o4 .np 


Method 


AAT/NAP 


Start 


21655 




End 


24112 


GI 


6850880 




Score 


1492 


Exons 


21655. .21850, 21968. 


.22325, 


22409. .22984, 23840.. 24112 


GI Descrip. 


(AL137898) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


8110 




Seq. ID 


OJ990821 57.9C17.C8 


Gene No. 


17196 




Strand 


+ 


Start 


19407 




End 


24115 


Name 


OJ990821 57.9C17.C8. 


ol.gp 


Method 


AAT/GAP 


Start 


21697 




End 


22344 


GI 


96544 1.R1084 




Score 


887 


Exons 


21697. .21850, 21968. 


.22344 






GI Descrip. 


'3786007 3.0e-20 (AC005499) 


hypothetical protein [Arabidopsis 




thaliana] 1 








Seq. No. 


8110 




Seq. ID 


OJ990821_57.. 9C17.C8 


Gene No. 


17196 




Strand 


+ 


Start 


19407 




End 


24115 


Name 


OJ990821 57.9C17.C8. 


o2 . gp 


Method . 


AAT/GAP 


Start 


22568 




End 


23004 


GI 


LIB3431-034-P1-K1-D3. 


Score 


794 


Exons 


22568. .23004 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



•45.39335/emb | CAB37483.il 5.0e-56 (AL035539) putative protein 
[Arabidopsis thaliana] 1 



8110 

17197 

5146 

OJ990821_57 . 9C17 . C8 . o2 . np 

5146 

6498441 

5146. .5427, 5521. .6918, 7090. 



OJ990821_57.9C17.C8 

10792 
AAT/NAP 
10792 
6793 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7574, 7767. .8005, 8180.. 8314, 



8498. .8871, 8935. .9398, 9729. .10792 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa]. 



Seq. No. 


8110 










Seq. ID 


OJ990821_57.9C17 


.C8 


Gene No. 


17198 










Strand 






Start 


23968 










End 


24472 




Name 


OJ990821 57 


9C17 


.C8. 


o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


5155 










End 


5757 




GI 


none 










Score 


83 




Exons 


5155. .5280, 


5159 


. .52 


81, 


5473. 


.5757, 5474. .5752 




Seq. No. 


8110 










Seq. ID 


OJ990821_57.9C17 


.C8 


Gene No. 


17198 










Strand . 






Start 


23968 










End 


24472 




Name 


OJ990821 57 


9C17 


.C8. 


o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5758 










End 


6139 





8501 






GI 


none 






Score 


166 






Exons 


5758 . . 6138, 


5789 


..6037, 6083. 


. 6139 








Seq. No. 


8110 






Seq. ID 


OJ990821_57 . 9C17 


.C8 




Gene No. 


17198 






Strand 








Start 


23968 






End 


24472 






Name 


OJ990821_57 


. 9C17 


.C8.o3.tm 


Method 


TBLASTX: Maize 






Start 


5944 






End 


6276 






GI 


none 






Score 


97 






Exons 


5944 . . 6156, 


5953 


. . 6276, 5966. 


. 6259 








Seq. No. 


8110 






Seq. ID 


OJ990821_57 . 9C17 


.C8 




Gene No. 


17198 






Strand 








Start 


23968 






End 


24472 






Name 


OJ990821 57 


. 9C17 


.C8.0IO: tw 


Method 


TBLASTX: Wheat 






Start 


6469 






End 


6781 






GI 


none 






Score 


66 






Exons 


6469. . 6729, 


6605 


. . 6781 










Seq. No. 


8110 






Seq. ID 


OJ990821_57 . 9C17 


.C8 




Gene No. 


17198 






Strand 








Start 


23968 






End 


24472 






Name 


OJ990821 57 


.9C17 


.C8.o3.ts 


Method 


TBLASTX : Soybean 






Start 


6529 






End 


7095 






GI 


5666795 






Score 


68 




L - \ 


Exons 


6529. .6729, 


6784 


..6921, 6997. 


.7095 






u - 


GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




;": t 
i hr 


Seq. No. 


8110 






Seq. ID 


OJ990821_57 . 9C17 


.C8 


.5=1 


Gene No. 


17198 






Strand 






: i 


Start 


23968 






End 


24472 






Name 


OJ990821 57 


. 9C17 


.C8 ,o6.tw 


Method 


TBLASTX: Wheat 






Start 


6784 






End 


7242 




?\\ 
I y 


GI 


none 






Score 


92 






Exons 


6784. .6933, 


6785 


..6922, 6980. 


.7153, 6994.. 7242, 6994.. 7218 


il\ 


Seq. No. 


8110 






Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No. 


17198 






Strand 






j: a: 


Start 


23968 






End 


24472 




i 

'is* 


Name 


OJ990821 57 


.9C17 


.C8.o2.ts 


Method 


TBLASTX : Soybean 




-sor 


Start 


7843 






End 


8214 






GI 


none 






Score 


90 






Exons 


7843. .8214, 


8054, 


. .8197 










Seq. No. 


8110 






Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No. 


17198 






Strand 








Start 


23968 






End 


24472 






Name 


OJ990821 57 


. 9C17. 


.C8.o2.tw 


Method 


TBLASTX: Wheat 






Start 


7868 






End 


8293 






GI 


none 






Score 


328 






Exons 


7868. .8293, 


7873. 


. .8292 










Seq. No. 


8110 






Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No. 


17198 






Strand 








Start 


23968 






End 


24472 






Name 


OJ990821 57. 


.9C17. 


■C8.o4.tm 


Method 


TBLASTX: Maize 






Start 


7966 






End 


8350 





8502 



□ 

fii 

n 

• . i 
i 5 tl 



GI 


none 








Score 


221 




Exons 


7966. .8349, 


7985 


. .8350 










Seq. No. 


8110 








Seq. ID 


OJ990821_57.9C17 


,C8 


Cono NT /-> 
belle INO . 


171 Qfi 
1 / 130 








OLI dilU. 






Start 


23968 








End 


24472 




Name 


OJ990821 57 


.9C17 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8377 








End 


8733 




GI 


none 








Score 


114 




Exons 


8377. .8682, 


8377 


. .8733, 


8387. 


.8698 






Seq. No. 


8110 








Seq. ID 


OJ990821__57.9C17 


.C8 


bene ino • 


1 71 QO 
1 / 130 








Q 4- v"2 nrl 

OL iraUCl 






Start 


23968 








End 


24472 




Name 


OJ990821 57 


.9C17 


.C8.0I. 


tw 


Method 


TBLASTX: Wheat 




Start 


8401 








End 


8864 




GI 


none 








Score 


399 




Exons 


8401. .8862, 


8402 


. .8863, 


8421. 


.8864 






Seq. No. 


8110 








Seq. ID 


OJ990821_57.9C17 


.C8 


bene wo. 


171 QP 








0 Li ana. 






Start 


23968 








End 


24472 




Name 


OJ990821 57 


.9C17 


.C8 .o4 . 


ts 


Method 


TBLASTX: Soybean 




Start . 


8458 








End 


8823 




GI 


none 








Score 


117 




Exons 


8458. .8592, 


8599 


. .8823 










Seq. No. 


8110 








Seq. ID 


OJ990821_57.9C17 


.C8 


bene ino . 


17 1 QP. 








otrdnu 






Start 


23968 








End 


24472 




Name 


OJ990821 57 


.9C17 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


9031 








End 


9514 




GI 


none 








Score 


157 




Exons 


9031. .9513, 


9059 


. .9319, 


9341. 


.9514 






Seq. No. 


8110 








Seq. ID 


OJ990821_57.9C17 


.C8 


Gene No. 


17198 








Strand 






Start 


23968 








End 


24472 




Name 


OJ990821 57 


.9C17 


.C8.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


10252 








End 


10644 




GI 


none 








Score 


89 





Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



10252. .10509, 10286. .10525, 104 92 .. 10590, 104 93 .. 10573, 
10597. .10644 



8110 

17198 

23968 

OJ990821_57.9C17.C8.o6.tm 

10354 

none 

10354. .10602, 10355.. 10639 

8110 

17198 

23968 

OJ990821_57 . 9C17 . C8 . ol . tm 
21684 



Seq. ID OJ990821_57.9C17.C8 
Strand 

End 24472 

Method TBLASTX : Mai ze 

End 10639 

Score 103 



Seq. ID OJ990821_57.9C17.C8 
Strand 

End 24472 

Method TBLASTX : Mai ze 

End 24117 



8503 






GI 


none 




Score 


94 






Exons 


21684 . .21842, 21966. 


.22325, 


22061. .22327, 22215 .. 22328, 








22406. .22615, 22423. 


.22629, 


22606. .22980, 22 628.-22984, 








22637. .22981/ 23839. 


.24117, 


23840. .24109 






Seq. No. 


8110 




Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No. 


17198 




Strand 








Start 


23968 




End 


24472 






Name 


OJ990821_57.9C17.C8. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


21965 




End 


22945 






GI 


none 




Score 


473 






Exons 


21965. .22183, 21966. 


.22325, 


22122. .22304, 22211 .. 22309, 








22400. .22945, 22406. 


.22936 










Seq. No. 


8110 




Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No. 


17198 




Strand 








Start 


23968 




End 


24472 






Name 


OJ990821 57.9C17.C8. 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


21966 




End 


24037 






GI 


none 




Score 


357 






Exons 


21966. .22325, 22028. 


.22162, 


22200. .22325, 22253 .. 22327 , 








22400. .22624, 22412. 


.22633, 


22423.-22629, 22 624 .. 22980, 








22628. .22984, 22631. 


.22981, 


23839. .24030, 2384 0 24037 , 








23918. .24031 










Q 


Seq. No. 


8110 




Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No . 


17198 




Strand 






i!f! 


Start 


23968 




End 


24472 






Name 


OJ990821 57.9C17.C8. 


o3. tw 


Method 


TBLASTX: Wheat 




□ 


Start 


22625 




End 


22990 






GI 


none 




Score 


459 




. =: 


Exons 


22625. .22981, 22636. 


.22977, 


22805. .22990, 22810.. 22983 




i" ; j 


Seq. No. 


8110 




Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No . 


17198 




Strand 








Start 


23968 




End 


24472 






Name 


OJ990821 57.9C17.C8. 


o2. tc 


Method 


TBLASTX: Cress 






Start 


23840 




End 


24156 




M s 


GI 


none 




Score 


329 




t i 
'; sr 


Exons 


23840. .24103, 23848. 


.24156 










Seq. No. 


8110 




Seq. ID 


OJ990821_57.9C17 


. C8 




Gene No. 


17198 




Strand 








Start 


23968 




End. 


24472 






Name 


OJ990821 57.9C17.C8. 


08 . tw 


Method 


TBLASTX: Wheat 






Start 


23882 




End 


24135 






GI 


none 




Score 


289 






Exons 


23882. .24112, 23884. 


.24135 










Seq. No. 


8110 




Seq. ID 


OJ990821_57.9C17 


.C8 




Gene No. 


17198 




Strand 








Start 


23968 




End 


24472 






Name 


OJ990821 57.9C17.C8. 


o3 . gp 


Method 


AAT/GAP 






Start 


23968 




End 


24472 






GI 


3460 1.R1084 




Score 


909 






Exons 


23968. .24472 












GI Descrip. 


'3786007 3.0e-10 (AC005499) 


hypothetical protein [Arabidopsis 



8504 



thaliana] 1 





Seq. No. 


8110 


Seq. ID 


OJ990821_57. 9C17.C8 




Gene No. 


17199 


Strand 






Start 


25986 


End 


26224 




Name 


OJ990821_57 . 9C17 . C8 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


o c n o a 

2598 6 


End 


26224 




GI 


none 


Score 


255 




Exons 


2598 6 26219, 26003 .. 26224 , 


26024. .26224 




Seq. No. 


8111 


Seq. ID 


OJ990821_59.9C23/C1 




Gene No. 


17200 


Strand 






Start 


1 


End 


769 




Name 


OJ990821 59.9C23.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


769 




GI 


6815062 


Score 


626 




Exons 


1..98, 193. .464, 737. .769 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 






sativa] 








Seq. No. 


8111 


Seq. ID 


OJ990821_59. 9C23.C1 




Gene No. 


17200 


Strand 


— 




Start 


1 


End 


769 


□ 


Name 


OJ990821 59.9C23.Cl.ol.tm 


Method 


TBLASTX: Maize 


. s i 


Start 


1 


End 


314 


'i-i 
s cr 


GI 


none 


Score 


67 




Exons 


1..108, 23. .109, 170. .310, 


177. .314 




I'll 

:. 


Seq. No. 


8111 


Seq. ID 


OJ990821_59.9C23.C1 


; .S 


Gene No. 


17200 


Strand 




V« 


Start 


1 


End 


769 




Name 


OJ990821 59.9C23.Cl.ol.gs 


Method 


GENSCAN 


ri! 


Start 


24 


End 


464 




GI 


none 


Score 


.49 




Exons 


24. .98, 193. .289, 303. .464 






'hi 


Seq. No. 


8112 


Seq. ID 


OJ990821_59.9C23.C3 




Gene No. 


17201 


Strand 




. = j 


Start 


655 


End 


2378 




Name 


OJ990821 59.9C23.C3.ol.gp 


Method 


AAT/GAP 


□ 


Start 


425 


End 


913 




GI 


none 


Score 


749 




Exons 


425. .765, 864. .913 








Seq. No. 


8112 


Seq. ID 


OJ990821_59.9C23.C3 




Gene No. 


17201 


Strand 






Start 


655 


End 


2378 




Name 


OJ990821 59.9C23.C3.ol.np 


Method 


AAT/NAP 




Start 


619 


End 


2378 




GI 


5903091 


Score 


785 




Exons 


619. .765, 864. .1022, 1114.. 


1221, 1355. 


.1437, 1523.. 1653, 






1739. .1809, 1892. .2005, 2075. .2207, 2268.-2378 




GI Descrip. 


(AC008017) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8112 


Seq. ID 


OJ990821_59.9C23.C3 




Gene No. 


17201 


Strand 





8505 



Start 
Name 
Start 
GI 

Exons 



655 End 
OJ990821_59 . 9C23 . C3 . ol . gs Method 
655 End 
none Score 
655. .765, 864. .1022, 1114. .1221, 1355. 
1739. .1809 



2378 
GEN SCAN 
1809 
.93 

.1437, 1523. 



.1692, 



Seq. No. 


8112 


Seq. ID 


OJ990821_59. 9C23.C3 


Gene No. 


17201 


Strand 




Start 


655 


End 


2378 


Name 


OJ990821 59.9C23.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


872 


End 


1430 


GI 


4396701 


Score 


86 


Exons 


872. .970, 873. .1034, 874. .1026, 1114.. 


1233, 1118.. 1222, 




1355. .1429, 1359. . 1430 






GI Descrip. 








Seq. No. 


8112 


Seq. ID 


OJ990821_59.9C23.C3 


Gene No. 


17201 


Strand 




Start 


655 


End 


2378 


Name 


OJ990821 59.9C23.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1524 


End 


2209 


GI 


none 


Score 


141 


Exons 


1524.. 1685, 1524. .1637, 1525. 


.1653, 1739. .1810, 1740. .1817, 




17.41.. 1812, 1887.. 2006, 1887. 


.2006, 1888.. 2007, 1892.. 2008, 




2075.. 2209, 2076.. 2207, 2077. 


.2208 




Seq. No. 


. 8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17202 


Strand 




Start 


1 


End 


15875 


Name 


OJ990821 59.9C23.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2217 


GI 


5903091 


Score 


487 


Exons 


1..228, 819.. 919, 982.. 1108, 


1581. .1696, 1778. .1847, 2032.. 


GI Descrip. 


(AC008017) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17202 


Strand 




Start 


1 


End 


15875 


Name 


OJ990821 59.9C23.C4.ol.gs 


Method 


GEN SCAN 


Start 


39 


End 


14526 


GI 


none 


Score 


.41 


Exons 


39. .97, 1581. .1696, 2032. .2178, 2768.. 


2954, 3046.. 3768, 




3868. '..3943, 5963.. 6024, 6163. 


.6431, 6694..6897, 7603. .7712, 




7778. .8574, 10592 .. 10701, 11268.. 11386 


, 11744. .11916, 




12534. .12680, 14134. .14526 






Seq. No. 


8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17202 


Strand 




Start 


1 


End 


15875 


Name 


OJ990821 59.9C23.C4.ol.gp 


Method 


AAT/GAP 


Start 


1645 


End 


2378 


GI 


uC-osflcyp071g08bl 


Score 


870 


Exons 


1645.. 1696, 1778.. 1847, 2032. 


.2378 




GI Descrip. 


? 2921830/gb|AAC04866.1| 3.0e- 


37 (AF047031) IAA-amino acid 




hydrolase [Arabidopsis thaliana] 1 





8506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8113 

17202 

1 

OJ990821_59.9C23.C4.o2.np 

7026 

3421384 

7026. .7067, 7762. .8574, 12534. 
(AF081067) IAA-Ala hydrolase; 
[Arabidopsis thaliana] 

8113 
17202 
1 

OJ990821_59.9C23.C4.o2.gp 
7280 
3761568 
7280. .7722 



Seq. ID OJ990821_59.9C23.C4 
Strand 

End 15875 

Method AAT/NAP 

End 15875 

Score 1133 

.12659, 14134. .14368, 



15763. .15875 



IAA-amino acid hydrolase 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ990821_59.9C23.C4 

15875 
AAT/GAP 
7722 
764 . 



Seq. No. 8113 

Gene No. 17202 

Start 1 

Name OJ990821_59 . 9C23 . C4 . o3 . gp 

Start • 12535 

GI 44064_1.R1084 

Exons 12535. .12659, 14134.. 14577 

GI Descrip. 1 2921830/gb | AAC048 66 . 1 | 3.0e-32 (AF047031) IAA-amino acid 
hydrolase [Arabidopsis thaliana] 1 



Seq. ID OJ990821_59. 9C23.C4 
Strand 

15875 
AAT/GAP 
14577 
1047 



End 

Method 

End 

Score 



Seq. No. 8113 

Gene No. 17203 

Start 22210 

Name OJ990821_59 . 9C23 . C4 . o4 . tm 

Start 27 

GI none 

Exons 27.. 191, 38.. 190 

Seq. No. 8113 ' £v 

Gene No. 17203 

Start 22210 

Name OJ990821_59 . 9C23 . C4 . o2 . tm 

Start 424 

GI none 
Exons 



Seq. ID OJ990821_59.9C23.C4 
Strand 

End 22396 

Method TBLASTX : Mai ze 

End 191 

Score 203 



Seq. ID OJ990821_59.9C23.C4 
Strand 

End 22396 

Method TBLASTX: Maize 

End 918 

Score 132 



424. .525, 426. .530, 434. .526, 606. .701, 608. .703, 608. .703, 
816. .917, 819. .917, 820. .918 



Seq. No. 8113 

Gene No. 17203 

Start 22210 

Name OJ990821_59 . 9C23 . C4 . ol . tc 

Start 7765 

GI none 
Exons 



Seq. ID OJ990821_59. 9C23.C4 
Strand 

End 22396 

Method TBLASTX : Cress 

End 14355 

Score 396 



7765. .7929, 7912. .7965, 8050. .8184, 8170. .8580, 8171. .8578, 
12516. .12662, 12529 .. 12660, 14086 .. 14355, 14131.. 14334 



Seq. No. 
Gene No. 
Start 



8113 

17203 

22210 



Seq. ID OJ990821_59.9C23.C4 
Strand 

End 22396 



8507 




Name 


OJ990821_59.9C23.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7765 


End 


14358 


GI 


none 


Score 


90 


Exons 


7765.. 7929, 7766.. 7945, 7897 


..7959, 8041. .8583, 8081. .8575 




12525 12662, 12550 .. 12660, 


14131. .14331, 14134. .14358 


Seq. No. 


8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17203 


Strand 




Start 


22210 


End 


22396 


Name 


OJ990821_59 . 9C23 . C4 . ol . tm 


Method 


TBLASTX: Maize 


Start • 


7771 


End 


8464 ' 


GI 


none 


Score 


262 


Exons 


7771. .7980, 7772. .7975, 7861 


..7977, 7981. .8304, 7981. .8463 




8048 ..84 64 






Seq. No. 


8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17203 


Strand 




Start 


22210 


End 


22396 


Name 


OJ990821 59.9C23.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


8464 


End 


14358 


GI 


none 


Score 


116 


Exons 


8464. .8580, 8471. .8575, 12516 .. 12 662 , 


12529. .12660, 




14086. .14358, 14131.. 14328 






Seq. No. 


8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17203 


Strand 




Start 


22210 


End 


22396 


Name 


OJ990821 59.9C23.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12528 


End 


14355 


GI 


none 


Score 


128 


Exons 


12528. .12662, 12529 .. 12660, 


14086. .14355, 14131. .14325 


Seq. No. 


8113 


Seq. ID 


OJ990821_59.9C23.C4 


Gene No. 


17203 


Strand 




Start 


222lb 


End 


22396 


Name 


OJ990821 59.9C23.C4.o4.gp 


Method 


AATAGAP 


Start 


22210 


End 


22396 


GI 


LIB3475-012-P1-K1-B11 


Score 


138 


Exons 


22210. .22246, 22328.. 22396 






GI Descrip. 


'5670155/gb|AF161269.1|AF161269 3.0e-29 Oryza sativa subsp 




japonica BAC clone 34K24, complete sequence 1 


Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23.C5 


Gene No. 


17204 


Strand 


+ 


Start 


976 


End 


6622 


Name 


OJ990821 59.9C23.C5.ol.np 


Method 


AAT/NAP 


Start 


976 


End 


6622 


GI 


6498441 


Score 


6980 


Exons 


976.. 2039, 2370.. 2833, 2897. 


.3270, 3454. .3588, 3764. .4190, 




4383.-4679, 4850. .6247, 6341 


. .6622 





GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 

Seq. No. 8114 Seq. ID OJ990821_5 9 . 9C23 . C5 

Gene No. 17205 Strand + 

Start 10518 End 12071 

8508 






Name 


OJ990821 59.9C23.C5.o3.np 


Method 


AAT/NAP 








Start 


10518 


End 


12071 








GI 


5042454 


Score 


280 








Exons 


10518. .10559, 10817. .10914, 


11591. .11774, 12018 


. .12071 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


8114 


Seq. ID 


OJ990821 


_59. 9C23 


C5 




Gene No. 


17206 


Strand 


+ 








Start 


18745 


End 


22687 








Name 


OJ990821 59 9C23 C5 o5 as 


Method 


GENSCAN 








Start 


18745 


End 


22687 








GI 


none 


Score 


.81 








Exons 


18745 19074. 19530 19796. 


19801. .19921, 20032 


. .20090, 








20326 20514 21705 21875 


22535. .22687 








Seq. No. 


8114 


Seq. ID 


OJ990821 


_59. 9C23 


C5 




Gene No . 


17206 


Strand 


+ 








Start 


18745 


End 


22687 








Name 


O.TQQDR91 59 QP?3 P5 n2 tin 


Method 


AAT/GAP 








Start 


j ji 


End 


20462 








GI 


none 


Score 


1032 








Exons 


19551. .19921, 20032. .20090, 


20326. .20462 








Seq. No. 


81 1 4 


Seq. ID 


OJ990821 


_59.9C23 


C5 




Gene No. 


X / \J \J 


Strand 


+ 








Start 


1 R74 S 


End 


22687 






s:f 

ill 


Name 




Method 


AAT/NAP 






|s i e 


Start 




End 


22684 






! Lf 


GI' 


6690274 


Score 


663 






□ 


Exons 


19828. .19921, 20032 20090, 


20326. .20514, 21705 


. .21875, 




: t t 




22535. .22684 










I "» 


GI Descrip. 


(AF114750) v- SNARE AtVTIla 


[Arabidopsis thaliana] 






Seq. No. 


8114 


Seq. ID 


OJ990821 


_59.9C23 


C5 




Gene No . 


17207 


Strand 










Start 


7253 


End 


10541 








Name 


OJ990821 59.9C23.C5.o2.gs 


Method 


GENSCAN 






M; 


Start 


7253 


End 


10541 






• =; 


GI 


none 


Score 


.65 








Exons 


7253.. 7553, 7713.. 9185, 9280.. 9678, 9820.. 10541 








Seq. No. 


8114 


Seq. ID 


OJ990821 


_59.9C23 


C5 




Gene No. 


17207 


Strand 










Start 


7253 


End 


10541 








Name 


OJ990821 59.9C23.C5.o2.np 


Method 


AAT/NAP 








Start 


7256 


End 


10541 








GI 


6907089 


Score 


5081 








Exons 


7256. .9185, 9280. .10541 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


8114 


Seq. ID 


OJ990821_ 


_59. 9C23. 


C5 




Gene No. 


17208 


Strand 










Start 


11794 


End 


12561 








Name 


OJ990821 59.9C23.C5.o3.gs 


Method 


GENSCAN 








Start 


11794 


End 


12561 








GI 


none 


Score 


.63 








Exons 


11794. .11832, 12141. .12385, 


12531. .12561 







8509 




Seq. No. 


811-4 








Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17209 








Strand 






Start 


15018 








End 


16785 




Name 


OJ990821 59. 


9C23 


.C5.o4. 


gs 


Method 


GENSCAN 




Start 


15018 








End 


16785 




GI 


none 








Score 


.74 




Exons 


15018. .15134, 15500. .15602, 


15656. .15837, 15858. .16033, 






16272. .16318, 16760.. 16785 








Seq. No. 


8114 








Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 








Strand 






Start 


23015 








End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.o6. 


tw 


Method 


TBLASTX : Wheat 




Start 


1125 








End 


1517 




GI 


none 








Score 


58 




Exons 


1125. .1172, 


1179 


. .1277, 


1184 


..1285, 1244. .1483, 1260. .1517 


Seq. No. . 


8114 








Seq. ID 


OJ990821_59. 9C23 


. C5 


Gene No. 


17210 








Strand 






Start 


23015 








End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.o6. 


tm 


Method 


TBLASTX : Maize 




Start 


1130 








End 


1415 




GI 


none 








Score 


197 




Exons 


1130. .1414, 


1167 


. .1415 










Seq. No. 


8114 








Seq. ID 


OJ990821_59. 9C23 


. C5 


Gene No. 


17210 








Strand 






Start 


23015 








End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2254 








End 


2740 




GI 


none 








Score 


396 




Exons 


2254. .2427, 


2255 


. .2740, 


2449 


. .2709 






Seq. No. 


8114 








Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 








Strand 






Start 


23015 








. End 


24323 




Name 


OJ990821 59. 


9C23 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2905 








End 


3367 




GI 


none 








Score 


568 




Exons 


2905. .3360, 


2906 


. .3367, 


2906 


. .3361 






Seq. No. 


8114 








Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 








Strand 






Start 


23015 








End 


24323 




Name 


OJ990821 59. 


9C23 


. CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3035 








End 


3391 




GI 


none 








Score 


378 




Exons 


3035. .3391, 


3070 


. .3381, 


3086 


. .3391 






Seq. No. 


8114 








Seq. ID 


OJ990821_59. 9C23 


.C5 


Gene No. 


17210 








Strand 






Start 


23015 








End • 


24323 




Name 


OJ990821 59. 


9C23 


.CS.oS. 


tw 


Method 


TBLASTX: Wheat 




Start 


3368 








End 


3679 




GI 


none 








Score 


338 




Exons 


3368. .3679, 


3376 


. .3666 











8510 




Seq. No. 


8114 






Seq. • ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 






Strand 






Start 


23015 






End 


24323 




Name 


OJ990821_59. 


9C23 


.C5.o4 . tm 


Method 


TBLASTX: Maize 




Start 


3418 






End 


3803 




GI 


none 






Score 


282 




Exons 


3418 . . 3696, 


3419 


. . 3697, 3609. 


. 3803 






Seq. No. 


8114 






Seq. ID 


OJ990821_59.9C23 


-C5 


Gene No. 


17210 






Strand 






Start 


23015 






End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.o3. ts 


Method 


TBLASTX: Soybean 




Start 


3464 






End 


3688 




GI " 


none 






Score 


203 




Exons 


3464 . .3688, 


3472 


. .3687 








Seq. No. 


8114 






Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 






Strand 






Start 


23015 






End 


24323 




Name ' 


OJ990821 59. 


9C23 


.C5.o9. tw 


Method 


TBLASTX: Wheat 




Start 


3690 






End 


3979 




GI 


none 






Score 


245 




Exons 


3690. .3977, 


3695 


..3784, 3821. 


.3979 






Seq. No. 


8114 






Seq. ID 


OJ990821_59. 9C23 


-C5 


Gene No . 


17210 






Strand 






Start 


23015 






End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


4527 






End 


4984 




GI 


none 






Score 


236 




Exons 


4527 . .4781, 


4551 


. .4802, 4616. 


.4801, 4E 


344. .4984, 4844. .4981 




4846. .4983 












Seq. No. 


8114 






Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 






Strand 






Start 


23015 






. End 


24323 




Name 


OJ990821_59. 


9C23 


.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


4674 






End 


5239 




GI 


5666795 






Score 


68 




Exons 


4674 . .4772, 


4847 


..4984, 5039. 


.5239 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


8114 






Seq. ID 


OJ990821_59. 9C23 


.C5 


Gene No. 


17210 






Strand 






Start 


23015 






End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


4987 






End 


5299 




GI 


none 






Score 


191 




Exons 


4987. .5163, 


5039 


. .5299 








Seq. No. 


8114 






Seq. ID 


OJ990821_59.9C23 


.C5 


Gene No. 


17210 






Strand 






Start 


23015 






End 


24323 




Name 


OJ990821 59. 


9C23 


.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


5492 






End 


5835 




GI 


none 






Score 


360 





8511 





Exons 


5492. .5824, 5521.. 5832, 5641. .5835 








Seq. No. 


8114 


Seq. ID 


OJ990821_59. 9C23 


.C5 




Gene No. 


17210 


Strand 








Start 


23015 


End 


24323 






Name 


OJ990821 59.9C23.C5.o3.tw 


Method 


TBLASTX: Wheat 






Start 


5629 


End 


6010 






GI 


none 


Score 


364 






Exons 


5629.-5685, 5630. .6010, 5633. .5971, 5731. .5979 






Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23 


.C5 




Gene No. 


17210 


Strand 








Start 


23015 


End 


24323 






Name 


OJ990821 59.9C23.C5.o7.tw 


Method 


TBLASTX: Wheat 






Start 


6011 


End 


6613 






GI 


none 


Score 


261 






Exons 


6011. .6295, 6013. .6384, 6016. .6294, 6487. .6609, 6488. .6613 




Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23 


.C5 




Gene No. 


17210 


Strand 








Start 


23015 


End 


24323 






Name 


OJ990821 59. 9C23 . C5 . o7 . tm 


Method 


TBLASTX: Maize 






Start 


6482 


End 


6628 






GI 


none 


Score 


186 




A 


Exons 


6482. .6628, 6487. .6621 








i 


Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23 


. C5 


f\ 


Gene No. 


17210 


Strand 






j t 


Start 


23015 


End 


24323 






Name 


OJ990821 59.9C23.C5.o8.tw 


Method 


TBLASTX: Wheat 




u 


Start 


9974 


End 


20496 




I? 


GI 


none 


Score 


57 




li 


Exons 


9974. .10069, 19724 .. 19744, 


19820. .19870, 19821 .. 19922, 




M 




19821. .19919, 20011. .20088, 


20022. .20093, 20325 .. 20492, 








20326. .20496, 20326.. 20490 










Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23 


.C5 


^: 


Gene No. 


17210 


Strand 








Start 


23015 


End 


24323 






Name 


OJ990821 59.9C23.C5.ol.ts 


Method 


TBLASTX: Soybean 




sf 


Start 


19806 


End 


21860 




S E 


GI 


none 


Score 


125 






Exons 


19806. .19919, 19828. .19920, 


20031. .20123, 20320. .20523, 








20325. .20390, 20326 .. 20442 , 


20451. .20507, 21705 .. 21860 ' 






Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23 


.C5 




Gene No. 


17210 


Strand 








Start 


23015 


End 


24323 






Name 


OJ990821 59.9C23.C5.o3.tm 


Method 


TBLASTX: Maize 






Start 


19817 


End 


21882 






GI 


none 


Score 


78 






Exons 


19817. .19870, 19820. .19864, 


19824. .19925, 19825 .. 1 9920, 








20022. .20123, 20023 .. 20088 , 


20325. .20516, 2032 6 .. 20523, 








20326. .20517, 21703 .. 21882, 


21708. .21881, 21724. .21882 






Seq. No. 


8114 


Seq. ID 


OJ990821_59.9C23 


.C5 




Gene No. 


17210 


Strand 







8512 





Start 


23015 




End 


24323 




Name 


OJ990821_59.9C23.C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19827 




End 


20523 




GI 


none 




Score 


119 




Exons 


19827. .19922, 19828 


. . 19923, 


20320. .20523, 20325 .. 20375, 






20326. .20448, 20445 


. .20516 








Seq. No. 


8114 




Seq. ID 


OJ990821_59.9C23.C5 




Gene No. 


17210 




Strand 






Start 


23015 




End 


24323 




Name 


OJ990821_59. 9C23.C5 


,o2. tc 


Method 


. TBLASTX: Cress 




Start 


21693 




End 


22660 




GI 


none 




Score 


205 




Exons 


21693. .21851, 21696 


. .21869, 


22529. .22615, 22532.. 22660 




Seq. No. 


8114 




Seq. ID 


OJ990821_59.9C23.C5 




Gene No. 


17210 




Strand 






Start 


23015 




End 


24323 




Name 


OJ990821_59.9C23.C5 


.o5. tm 


Method 


TBLASTX: Maize 




Start 


22535 




End 


22805 




GI 


none 




Score 


141 




Exons 


22535. .22615, 22535 


. .22741, 


22537. .22776, 22537 .. 22782 , 






22638. .22805, 22691 


. .22783 








Seq. No. 


8114 




Seq. ID 


OJ990821_59.9C23.C5 


J 


Gene No. 


17210 




Strand 




n 


Start 


23015 




End 


24323 




Name 


OJ990821 59.9C23.C5 


. o5.np 


Method 


AAT/NAP 


y 


Start 


23015 




• ' End 


24323 r> ■ 




GI 


81286 




Score 


76 


; ! 

•sr 


Exons 


23015. .23215, 23712 


. .23958, 


24142. .24: 


323 


s t 


GI Descrip. 


extensin - Volvox carteri ( 


fragment) gi I 21992 | emb | CAA4 6283 | 


i S 
-J 




(X65165) extensin [Volvox carteri] 






Seq. No. 


8115 




Seq. ID 


OJ990821_59. 9C23. C6 


s t 


Gene No. 


17211 




Strand 




J 
* j 


Start 


351 




End , 


881 


= : 


• Name 


OJ990821 59.9C23.C6 


.ol.np 


Method 


AAT/NAP 


"\ 


Start 


351 




End 


869 


5 S 


GI 


3687251 




Score 


323 




Exons 


351. .622, 722. .869 










GI Descrip. 


(AC005169) putative 


ribosomal protein 


L28 [Arabidopsis thaliana 




Seq. No. 


8115 




Seq. ID 


OJ990821_59. 9C23.C6 




Gene No. 


17211 




Strand 






Start 


351 




End 


881 




Name 


OJ990821 59.9C23.C6 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


448 




End 


871 




GI 


none 




Score 


100 




Exons 


448. .588, 450. .587, 


516. .626, 586. .627, 720. .869, 720. .869, 






722. .871 










Seq. No. 


8115 




Seq. ID 


OJ990821_59.9C23.C6 




Gene No. 


17211 




. Strand 






Start 


351 




End 


881 




Name 


OJ990821 59.9C23.C6 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


449 




End 


872 



8513 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

449. .559, 453. .566, 453. .584, 
720. .872, 720. .869 

8115 

17211 

351 

OJ990821_59 . 9C23 . C6 . ol . tm 

453 

none 

453. .629, 454. .627, 720. .869, 

8115 

17211 

351 

OJ99082 1_59 . 9C23 . C6 . ol . tw 

453 

none 

453. .629, 454. .627, 720. .881, 



Score 89 

454. .582, 513. .629, 586. .636, 



Seq. ID OJ990821_59.9C23.C6 
Strand 

End 881 

Method TBLASTX: Maize 

End 871 

Score 236 

722. .871, 799. .870 

Seq. ID OJ990821__59.9C23.C6 

Strand 

End 881 

Method TBLASTX : Wheat 

End 881 

Score 222 

722. .880 



Seq. No. 8115 

Gene No. 17211 

Start 351 

Name OJ990821_59. 9C23 . C6 . ol . gs 

Start 456 

GI none, 

Exons 456.. 622, 722.. 869 

Seq. No. 8116 

Gene No. 17212 

Start 426 

Name OJ990821_59 . 9C23 . C7 . ol . gs 

Start 426 

GI none 

Exons 426.. 592 



Seq. ID OJ990821_59.9C23.C6 

Strand 

End 881 

Method ■ GENS CAN 

End 8 69 

Score .47 



Seq. ID OJ990821_59.9C23.C7 

Strand + 

End 592 

Method GENSCAN 

End 592 

Score . 8 



Seq. No. 8116 

Gene No. 17213 

Start 2520 

Name OJ990821_59 . 9C23 . C7 . o2 . gs 

Start 2520 

GI none 

Exons 2520.. 3698 



Seq.-ylD OJ990821_59.9C23.C7 

Strand "- 

End 3748 

Method GENSCAN 

End 3698 

Score .99 



Seq. No." 8116 

Gene No. 17213 

Start 2520 

Name OJ990821_59 . 9C23 .C7 . ol . tm 

Start 2521 

GI none 

Exons 2521.. 2634, 2526.. 2843, 2537. 
2835. .2903 



Seq. ID OJ990821_59. 9C23.C7 
Strand 

End 3748 

Method TBLASTX: Maize 

End 2912 

Score 95 

.2632, 2542. .2793, 2832. .2912, 



Seq. No. 8116 

Gene No. ' 17213 

Start 2520 

Name OJ990821 59 . 9C23 . C7 . o2 . tm 



Seq. ID OJ990821_59.9C23.C7 
Strand 

End 3748 

Method TBLASTX : Mai ze 



8514 



Start 
GI 

Exons 



2937 * End 3473 

none Score 61 

2937. .3092, 2981. .3091, 3028. .3108, 3114. .3272, 3122. .3259, 

3127. .3261, 3279. .3350, 3280. .3417, 3299. .3349, 3342. .3458, 

3342. .3473, 3374. .3469 





Seq. No. 


8116 








Seq. ID 


OJ990821_59.9C23.C7 




Gene No. 


17213 








Strand 


- 




Start 


2520 








End 


3748 






OJ990821 59 


. 9C23 . 


C7 . ol . 






AAT/GAP 




Start 


3578 








End 


3748 




GI 


2310204 








Score 


266 




Exons 


3578. .3748 














Seq. No. 


8117 








Seq. ID 


OJ990821_59.9C23.C8 




Gene No. 


17214 








Strand 


- 




Start 


1 








End 


5498 




Name 


OJ990821 59 


.9C23. 


C8.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


170 




GI 


2310204 








Score 


340 




Exons 


1. .170 














Seq. No. 


8117 








Seq. ID 


OJ990821_59.9C23.C8 




Gene No. 


17214 








Strand 






Start 


1 








End 


5498 


Q 


Name 


OJ990821 59 


.9C23. 


C8.ol. 


np 


Method 


AAT/NAP 


u\ 


Start 


1 








End 


3960 


i b) 


GI 


3687246 








Score 


549 


y 


LiAUlIo 


-L • • X J 1 , U J J 


. .985, 


1072. 


.1342, 


1511. .1651, 1767. .1938, 


i i! 




2978. .3081, 


3844. 


.3960 








•a h: 

. = : 


GI Descrip. 


(AC005169) 


hypothetical 


protein [Arabidopsis thaliana] 


ni 

! sr 


Seq. No. 


8117 








Seq. ID 


OJ990821_59. 9C23.C8 




Gene No. 


17214 








Strand 






Start : 


1 








End 


5498 


i 


Name 


OJ990821 59 


.9C23. 


C8.ol. 


gs 


Method 


GEN SCAN 


-! 


Start 


137 








End 


5498 


: ; 


GI 


none 








Score 


.7 




Exons 


137. .1006, 


1084. . 


1351, 


1511. . 


1651, 1767 


..1938, 2978.. 3081, 


□ 




3844. .3976, 


4107. 


.4216, 


5421. 


.5498 






Seq. No. 


8117 








Seq. ID 


OJ990821_59. 9C23.C8 




Gene No. 


17214 








Strand 






Start 


1 








End 


5498 




Name 


OJ990821 59 


.9C23. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1511 








End 


3996 




GI 


none 








Score 


122 




Exons 


1511. .1654, 


1761. 


.1940, 


1771. 


.1941, 2977. .3084, 2987. .3082 






3841. .3978, 


3841. 


.3996 









Seq. No. 8117 

Gene No. 17214 

Start 1 

Name OJ99082 1_59 . 9C23 . C8 . ol . ts 

Start 1747 

GI none 
Exons 



Seq. ID OJ990821_59. 9C23.C8 
Strand 
End 

Method 
End 
Score 



5498 

TBLASTX: Soybean 

4032 

116 



1747. .1941, 1761. .1940, 2977. .3084, 2984. .3082, 3841. .4032 



8515 



Seq. No. 


8118 


Seq. ID 


OJ990821 59.9C23.C9 


Gene No. 


17215 


Strand 


+ 


Start 


298 


End 


376 


Name 


OJ990821 59.9C23.C9.ol.gp 


Method 


AAT/GAP 


Start 


298 


End 


376 


GI 


LIB3431-054-P1-N1-H2 


Score 


127 


Exons 


298. .376 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 3.0e 


-94 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 


4, BAC clone : t 17 804 


Seq. No. 


8118 


Seq. ID 


OJ990821_59.9C23.C9 


Gene No. 


17216 


Strand 




Start 


310 


End 


O H O 

372 


Name 


OJ990821 59.9C23.C9.ol.gs 


Method 


GENSCAN 


Start 


310 


End 


372 


GI 


none 


Score 


. 41 


Exons 


310.. 372 






Seq. No. 


8119 


Seq. ID 


OJ990821 59.9C23.C10 


Gene No. 


17217 


Strand 


+ 


Start 


266 


End 


394 


Name 


OJ990821 59.9C23.C10.ol.gs 


Method 


GENSCAN 


Start 


266 


End 


394 


GI 


none 


Score 


. 87 


Exons 


266.. 394 






Seq. No. 


8119 


Seq. ID 


OJ990821 59. 9C23.C10 


Gene No. 


17218 


Strand 


+ 


Start 


17208 


End 


17301 


Name 


OJ990821 59.9C23.C10.ol.gp 


Method 




Start 


17208 


End 


17301 


GI 


5867 1.R1084 


Score 


137 


Exons 


17208. .17301 






GI Descrip. 


M64986/sp|P35132|UBC9 ARATH 


5.0e-58 


UBIQUITIN-CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN- 


-PROTEIN 


LIGASE 9) (UBIQUITIN 




CARRIER PROTEIN 9) (UBCAT4B) 


>gi 4218 


57 pir S32674 



ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


8119 








Seq. ID 


OJ990821 


Gene No. 


17219 








Strand 




Start 


1063 








End 


1395 


Name 


OJ990821 59. 


9C23. 


C10.o2 


gs 


Method 


GENSCAN 


Start 


1063 








End 


1395 


GI 


none 








Score 


.44 


Exons 


1063. .1395 












Seq. No. 


8119 








Seq. ID 


OJ990821 


Gene No. 


17220 








Strand 




Start 


2629 








End 


4052 


Name 


OJ990821 59. 


9C23. 


C10.O3 


gs 


Method 


GENSCAN 


Start 


2629 








End 


4052 


GI 


none 








Score 


.91 


Exons 


2629. .3012, 


3113. 


.3256, 


3336. 


.4052 





8516 






Seq. No. 


8119 








Seq. ID 


OJ990821_59.9C23.C10 




Gene No. 


17221 








Strand 






Start 


5525 








End 


12051 




Name 


OJ990821 59. 


9C23. 


C10.O4 


,gs 


Method 


GEN SCAN 




Start 


5525 








End 


12051 




GI 


none 








Score 


.8 




Exons 


5525. .5634, 


6674. 


.6746, 


7015 


..7194, 7278. .7496, 7586. .7750, 






7779. .7819, 


7894. 


.8111, 


8213 


..8310, 8844. .8873, 9888.-9938, 






10186. .10296 


;, 10440. .10557, 


10598. .10724, 108 98. . 1094 3, 






11033. .11200, 11456. .11552, 


11665. .11819, 12034 . . 12051 




Seq. No. 


8119 








Seq. ID 


OJ990821_59.9C23.C10 




Gene No. 


17221 








Strand 






Start 


5525 








End 


12051 




Name 


OJ990821 59. 


9C23. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


6259 








End 


10590 




GI 


2281115 








Score 


477 




Exons 


6259. .6287, 


6677. 


.6746, 


7015 


..7194, 7278. .7496, 7586. .7726, 






7841. .8111, 


8213. 


.8268, 


8360 


..8509, 8i 


630. .8716, 10569. .10590 




GI Descrip. 


(AC002330) putative cullin-like 1 protein [Arabidopsis thaliana] 




Sea No 


ft 1 1 Q 

O J. J. _? 








Seq. ID 


OJ990821_59.9C23.C10 




Gene No. 


1 1000 








Strand 






Start 


1 A9.A 1 

± *± O rt A. 








End 


18066 




Name 








. u w 


Method 


TBLASTX: Wheat 


: fi 

; ; t 


Start 










End 


3422 


jj 


GI 


none 








Score 


108 


1 B| 


Exons 


2866. .2997, 


3116. 


.3268, 


3116 


..3265, 3327.. 3422, 3350.. 3421 


t 


Seq. No. 


8119 








Seq. ID 


OJ990821_59.9C23.C10 


"'[ 

: _s 


Gene No. 


17222 








Strand 




! i i 


Start 


14841 








End 


18066 




Name 


OJ990821 59. 


9C23. 


ClO.ol 


. tm 


Method 


. TBLASTX: Maize 


I ct 


Start 


7015 








End 


8530 


, 3 j 


GI 


none 








Score 


87 


! J 


Exons 


7015. .7152, 


7275. 


.7499, 


7276 


..7446, 7580. .7678, 7715. .7774, 


ts; 
" i 




8357. .8530 












;»? 


Seq. No. 


8119 








Seq. ID 


OJ990821_59.9C23.C10 




Gene No 


17222 








Strand 






Start 


14841 








End 


18066 




Name 


OJ990821 59. 


9C23. 


ClO.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7015 








End 


11219 




GI 


none 








Score 


55 




Exons 


7015. .7152, 


7043. 


.7147, 


7255 


..7422, 7275.-7499, 7577. .7678, 






7599. .7688, 


7715. 


.7774, 


8630 


..8716, 11019. .11219, 11030.. 11218 




Sea No 


8119 








Seq. ID 


OJ990821_59. 9C23.C10 




Gene No. 


17222 








Strand 






Start 


14841 








End 


18066 




Name 


OJ990821 59. 


9C23. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7045 








End 


7681 




GI 


none 








Score 


50 




Exons 


7045. .7155, 


7275. 


.7499, 


7586 


. .7681 






Seq. No. 


8119 








Seq. ID 


OJ990821_59.9C23.C10 



8517 



Gene No a 


17222 


Strand 








Start 


14841 


End 


18066 






Name 


OJ990821 59.9C23.C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7374 


End 


7750 






GI 


none 


Score 


54 






Exons 


7374.-7499, 7580. .7750, 7599 


. . 7679 








Seq. No. 


8119 


Seq. ID 


OJ990821_ 


59.9C23 


.C10 


Gene No. 


17222 


Strand 








Start 


14841 


. End 


18066 






Name 


OJ990821 59.9C23.C10.o5.gs 


Method 


GENSCAN 






Start 


14841 


End 


18066 






GI 


none 


Score 


.74 






Exons 


14841. .15188, 15261. .15976, 


16086. .16116, 16144. 


.16453, 






16543. .16613, 16716. .16821, 


17768. .18066 






Seq. No. 


8120 


Seq. ID 


OJ990821_ 


59. 9C23 


.Cll 


Gene No . 


17223 


Strand 


+ 






Start 


839 


End 


3025 






Name 


OJ990821 59.9C23.Cll.ol.gs 


Method 


GENSCAN 






Start 


839 


End 


3025 






GI 


none 


Score 


.9 






Exons 


839.. 1195, 1288.. 1390, 2931. 


.3025 








Seq. No. 


8120 


Seq. ID 


OJ990821_ 


59.9C23 


.Cll 


Gene No. 


17223 


Strand 


+ 






Start 


839 


End 


3025 






Name 


OJ990821 59.9C23.Cll.ol.np 


Method 


AAT/NAP 






Start 


839 


End 


3019 






GI 


2997686 


Score 


366 






Exons 


839. .1017, 1075. .11.95, 1288. 


.1390, 292 


B. .3019 






GI Descrip. 


(AF053303) putative transcriptional co 


-activator 


[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] gi 13513735 (AF080118) contains similarity to RNA 
polymerase II transcription cofactor pl5 [Arabidopsis thaliana] 
gi| 4539366 | emb | CAB40060.il (AL049525) putative protein 
[Arabidopsis thaliana] 



8120 ■ 
17224 
3051 

OJ990821_59.9C23.Cll.ol.tm 
835 
none 

835.. 1026, 836. .1027, 1147 



End 

Method 
End 
Score 

1194, 1153. .1194, 1154. .1216, 
1276. .1386, 1286. .1429, 1288. .1386, 2920. .3012, 2929. .3015, 
2930.. 3016, 2954.. 3007, 3046.. 3069 



Seq. ID OJ990821_59. 9C23.C11 
Strand + 

3270 

TBLASTX: Maize 
3069 
248 



Seq. No. 8120 Seq. ID OJ990821 

Gene No. 17224 Strand + 

Start 3051 End 3270 

Name OJ990821_59 . 9C23 . Cll . ol . gp Method AAT/GAP 

Start 3051 End 3270 

GI 2797993 Score 415 

Exons 3051.. 3270 



59.9C23.C11 



Seq. .No. 
Gene No. 



8121 
17225 



Seq. ID 
Strand 



OJ990821 59.9C23.C13 



8518 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



End 

Method 
End 
Score 



2639 
AAT/NAP 
2639 
510 



OJ990821_59.9C23.C13.ol.np 
1 

4415932 
1.-58, 1212. .2639 

(AC006418) putative bHLH transcription factor [Arabidopsis 
thaliana] 



8121 

17225 

1 

OJ990821_59.9C23.C13.ol.gs 

148 

none 



Seq. ID OJ990821_59.9C23.C13 
Strand 

End 2639 

Method GENSCAN 

End 2624 

Score .93 



148. .255, 429. .713, 1109. .1194, 1230. .2624 



8121 
17225 
1 

OJ990821_59.9C23.C13.ol.gp 
1680 
3767258 
1680. .2072 

639675/dbj | D26022 IORZPC 1.0e-38 Oryzias latipes mRNA for 
photolyase, complete cds 



Seq. ID OJ990821_59.9C23.C13 
Strand 

End 2639 

Method AAT/GAP 

End 2072 

Score 737 



8121 

17226 

2810 

OJ990821_59.9C23.C13.ol.tm 

1194 

none 



Seq. ID OJ990821_59.9C23.C13 
Strand 

End ' *' 6041 

Method TBLASTX : Mai ze 

End 1531 

Score 133 



1194. .1307, 1195. .1308, 1301. .1339, 1350. .1475, 1353. .1412, 
1360. .1494, 1490. .1531, 1491. .1529, 1492. .1530 



8121 

17226 

2810 

OJ990821_59.9C23.C13.ol.ts 

1272 

none 



Seq. ID OJ990821_59.9C23.C13 
Strand 

End 6041 

Method TBLASTX : Soybean 

End 2341 

Score 191 



1272. .1460, 1494. .1703, 1528. .1704, 1938. .2069, 1984. .2055, 
2121.. 2162, 2189.. 2341 



8121 

17226 

2810 

OJ990821_59.9C23.C13.ol.tc 

1278 

none 



Seq. ID OJ990821_59.9C23.C13 
Strand 

End 6041 

Method TBLASTX : Cress 

End 1679 

Score 75 



1278. .1454, 1488. .1586, 1493. .1582, 1494. .1679, 1513. .1674 



8121 

17226 

2810 

OJ990821_59 . 9C23 . C13 . o2 . tm 
1869 



Seq. ID OJ990821_59.9C23.C13 
Strand 

End 6041 

Method TBLASTX : Mai ze 

End 2474 



8519 





GI 


none 


Score 


87 




Exons 


1869. .1931, 1941. .2069, 1942. 


.2070, 2124. .2234, 2176.. 2211, 






2282. .2305, 2346.. 2387, 2433. 


. 2474 






Seq. No. 


8121 


Seq. ID 


OJ990821_59.9C23.C13 




Gene No. 


17226 


Strand 






Start 


2810 


End 


6041 




Name 


OJ990821_59 . 9C23 . CI 3 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


2439 


End 


2625 




GI 


none 


Score 


41 




Exons' 


2439. .2468, 2463. .2513, 2464. 


.2499, 2517. .2624, 2536.-2625 




Seq. No. 


8121 


Seq. ID 


OJ990821_59.9C23.C13 




Gene No. 


17226 


Strand 






Start 


2810 


End 


6041 




Name 


OJ990821_59. 9C23.C13 .o2 . gs 


Method 


GENS CAN 




Start 


2810 


End 


6041 




GI 


none 


Score 


.74 




Exons 


2810 .. 3231, 58 94 . . 6041 








Seq. No. 


8122 


Seq. ID 


OJ990821_59.9C23.C15 




Gene No. 


17227 


Strand 


+ 




Start 


1 


End 


215 




Name 


OJ990821 59/9C23.C15.ol.np 


Method 


AAT/NAP 


: s? 


Start 


1 


End 


215 




GI 


6815062 


Score 


286 


. i ! 


Exons 


1. .215 






" : E 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 






sativa] 






•M 

li. 

1 
St 


Seq. No. 


8122 


Seq. ID 


OJ990821_59.9C23.C15 


1 1 


Gene No. 


17228 


Strand 






Start 


64 


End 


239 




Name 


OJ990821 59.9C23.C15.ol.gs 


Method 


GENSCAN 




Start 


64 


End 


239. 


i 
?S 


GI 


none 


Score 


.91 


s: 


Exons 


64. .239 






s! 


Seq. No. 


8123 


Seq. ID 


OJ990821_56. 9C20.C1 




Gene No. 


17229 


Strand 




si 


Start 


1 


End 


1179 




Name 


OJ990821 56.9C20.Cl.ol.gp 


Method 


AAT/GAP. 




Start 


1 


End 


446 




GI 


* 77121 1.R1084 


Score 


831 




Exons 


1. .446 








GI Descrip. 


f 5441880/dbj IBAA82378.il 5.0e 


-75 (AP000367) EST C28952(C6294 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 8123 

Gene No. 17229 

Start 1 

Name ' OJ990821_56 . 9C20 . CI . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ990821_56. 9C20.C1 



Strand 
End 

Method 

End 

Score 



1179 

TBLASTX: Maize 

1108 

149 



3. .38, 139. .258, 139. .261, 140. .262, 977. .1108, 982. .1104, 



8520 



986. .1108 



Seq. No. 8123 

Gene No. 17229 

Start 1 

Name OJ990821_5 6 . 9C20 . CI . ol . tc 

Start 68 

GI none 
Exons 



OJ990821 56.9C20.C1 



Seq. ID 
Strand 
End 

Method 
End 
Score 

68. .106, 101. .217, 133. .237, 145. .261, 146. .262, 977. .1108, 
984. .1109 



1179 

TBLASTX: Cress 

1109 

65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8123 Seq. ID OJ990821_56 . 9C20 . CI 

17229 Strand 

1 End 1179 

OJ990821_56 .9C20 . CI . ol . np Method AAT/NAP 

139 End 1179 

5668795 Score 245 

139. .259, 984. .1179 

(AC007519) EST gb|AA605495 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 8123 Seq. ID 

Gene No. 17229 Strand 

Start 1 End 

Name OJ990821_56 . 9C20 . CI . ol . gs Method 

Start ' 143 End 

GI none Score 

Exons 143.. 265 



OJ990821_56. 9C20.C1 

1179 
GENS CAN 
265 
.9 



Seq. No. 8124 Seq. ID OJ99082 1_5 6 . 9C20 . C2 

Gene No. 17230 Strand + 

Start 1834 End 2522 

Name OJ990821_56 . 9C20 . C2 . o2 . gp Method AAT/GAP 

Start 1834 End 2522 

GI 300_11.R1084 Score 1329 

Exons 1834.. 2522 

GI Descrip. 1 135218 6/sp | P484 17 | CP74_LINUS 5.0e-19 ALLENE OXIDE SYNTHASE 
PRECURSOR (HYDROPEROXIDE DEHYDRASE) (CYTOCHROME P450 74A) 
>gi_404866 (U00428) allene oxide synthase [Linum usitatissimum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8124 Seq. ID 

17231 Strand 
405 End 
OJ990821_56 . 9C20 . C2 . ol . gp Method 
405 End 
4714734 Score 
405. .698, 784. .843, 1406. .1433 

5668795/gb|AAD46021.1|AC007519_6 1.0e-24 (AC007519) EST 
gb_AA6054 95 comes from this gene. [Arabidopsis thaliana] 



OJ990821_56.9C20.C2 

1433 
AAT/GAP 
1433 
661 



8124 Seq. ID 

17232 Strand 

2123 End 

OJ990821_56. 9C20 . C2 . ol . np Method 

2123 " End 

130946 Score 
2123. .2524 



OJ990821_56.9C20.C2 

2524 
AAT/NAP 
2524 
715 



8521 




GI Descrip. 10 KD PROLAMIN PRECURSOR gi | 82451 1 pir | | S08219 prolamin, 10K, 
precursor - rice gi | 20296 | emb | CAA34 926 I (X17074) prolamin (AA 
1-134) [Oryza sativa] gi | 20308 | emb | CAA33301 1 (X15231) 10 kD 
prolamin [Oryza sativa] gi I 551659 I emb | CAA57495 | (X81970) 10KD 
prolamin [Oryza sativa] gi 1 556405 (L36604) prolamin [Oryza 
sativa] gi 1556407 (L36605) prolamin [Oryza sativa] gi | 226932 | prf 



Seq. No. 


8124 


Seq. ID 


OJ990821_56. 9C20.C2 


Gene No. 


17233 


Strand 


— 


Start 


2513 


End 


2582 


Name 


OJ990821 56. 9C20 . C2 . o3 . gp 


Method 


AAT/GAP 


Start 


2513 


End 


2582 


GI 


2799723 


Score 


83 


Exons 


2513. .2582 






GI Descrip. 


20295/emb|X17074 IOSPRO10 2.0e 


-24 Rice 


DNA for lOkDa prolamin 


Seq. No. 


8124 


Seq. ID 


OJ990821_56. 9C20.C2 


Gene No. 


17234 


Strand 


— 


Start 


4048 


End 


5411 


Name 


OJ990821 56.9C20.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


582 


End 


4532 


GI 


none 


Score 


120 


Exons 


582.. 707, 583.. 708, 584.. 721, 


784. .846 


, 791. .844, 1365. .1475, 




1403. .1474, - '4454. . 4531, 44 58. 


.4532 




Seq. No. 


8124 


Seq. ID 


OJ990821_56.9C20.C2 


Gene No. 


17234 


Strand 


— 


Start 


4048 


End 


5411 


Name 


OJ990821 56.9C20.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


582 


End 


4532 


GI 


none 


Score 


116 


Exons 


582. .692, 582. .707, 583. .699, 


583. .708 


, 782. .844, 784. .882, 




784. .846, 1364. .1474, 1403. .1474, 1404 


. . 1475, 1407 . . 1475, 




1420. .1476, 4454. .4531, 4458. 


.4532 




Seq. No. 


8124 


Seq. ID 


OJ990821_56.9C20.C2 


Gene No. 


17234 


Strand 


~* 


Start 


4048 


End 


5411 


Name 


OJ990821 56.-9C20.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


582 


End 


4532 


GI 


none 


Score 


130 


Exons 


582. .707, 583. .699, 784. .846, 


784. .846 


, 1362. .1475, 1403. .1474, 




4454. .4531, 4458. .4532 






Seq. No. 


8124 


Seq. ID 


OJ990821_56.9C20.C2 


Gene No. 


17234 


Strand 




Start 


4048 


End 


5411 


Name 


OJ990821 56.9C20.C2.o2.gs 


Method 


GENSCAN 


Start 


4048 


End 


5402 


GI 


none 


Score 


.71 


Exons 


4048. .4134, 4329. .4406, 4481. 


.4575, 5282. .5402 


Seq. No. 


8124 


Seq. ID 


OJ990821_56. 9C20.C2 


Gene No. 


17234 


Strand 




Start 


4048 


End' 


5411 


Name 


OJ990821 56.9C20.C2.o4.gp 


Method 


AAT/GAP 


Start 


4976 


End 


5411 



8522 



GI 2431196 Score 820 

Exons 4976,. 5411 

GI Descrip. 100642/pir || S12453 8.0e-14 prolamin - long-staminate 
>gi_437 9327_emb_CAA35855_ (X51488) prolamin [Oryza 
longistaminata] 



rice 



Seq. No. 8124 Seq. ID OJ990821_56 . 9C20 .C2 

Gene No. 17234 Strand 

Start 4048 End 5411 

Name OJ990821_56 . 9C20 . C2 . o2 . np Method AAT/NAP 

Start 4998 End 5402 

GI 130946 Score 477 

Exons 4998.. 5402 

GI Descrip. 10 KD PROLAMIN PRECURSOR gi | 82451 1 pir | | S08219 prolamin, 10K, 
precursor - rice gi | 20296 | emb | CAA34926 I (X17074) prolamin (AA 
1-134) [Oryza sativa] gi I 20308 | emb | CAA33301 1 (X15231) 10 kD 
prolamin [Oryza sativa] gi I 551659 | emb | CAA574 95 | (X81970) 10KD 
prolamin [Oryza sativa] gi 1 556405 (L36604) prolamin [Oryza 
sativa] gi 1556407 (L36605) prolamin [Oryza sativa] gi | 226932 | prf 



Seq. No. 8125 Seq. ID 

Gene No. 17235 Strand 

Start 208 End 

Name OJ990821_56 . 9C20 . C3 . ol . gp Method 

Start 208 End 

GI 2317450 Score 

Exons 208.. 514 



OJ990821_56.9C20.C3 
+ 

3243 
AAT/GAP 
514 
500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8125 Seq. ID 

17235 Strand 
208 End 
OJ99082 1_56 . 9C20 . C3 . ol . np Method 
385 End 
2979542 Score 
385. .514, 628. .870, 1532. .1628, 2477. .2691, 2773 
2936. .3043 

(AC003680) putative protein kinase [Arabidopsis thaliana] 



OJ990821_56.9C20.C3 
+ 

3243 
AAT/NAP 
3043 
799 

2845, 



8125 Seq. ID 

17235 Strand 

208 End 

OJ99082 1_56 . 9C20 . C3 . ol . gs Method 

419 End 

none Score 



OJ990821_56.9C2O.C3 
+ 

3243 
GEN SCAN 
3052 
.76 



419. .514, 628. .870, 2477. .2691, 2773. .2845, 2936. .3052 



8125 

17235 

208 

OJ990821_56. 9C20 . C3 . o2 . gp 
2577 

uC-osflcyp009b07bl 

2577. .2691, 2773. .2845, 2936. 



Seq. ID OJ990821_56.9C2O.C3 

Strand + 

End 3243 

Method AAT/GAP 

End 324 3 

Score 895 
.3243 



f 5668795/gb|AAD46021.1|AC007519_6 1.0e-24 (AC007519) EST 
gb_AA6054 95 comes from this gene. [Arabidopsis thaliana] ' 



Seq. No. 



8125 



Seq. ID OJ990821_56.9C2O.C3 



8523 




(acne LNQ. 




Start 


3996 


Name 


OJ990821 56.9C20.C3.o3. 


Start 


3996 


GI 


2317451 . 


Exons 


3996. .4260 


Seq. No. 


8125 


bene ino . 




Start 


4405 


Name 


OJ990821 56.9C20.C3.ol. 


Start 


425 


GI 


none 


Exons 


425..S23, 442. .507, 625 


Seq. No. 


8125 


Gene No. 


17237 


o tar l 


a a rm 


Name 


OJ990821 56.9C20.C3.ol. 


Start 


430 


GI 


none 


Exons 


430. .513, 434. .514, 624 




1531.. 1566, 1565.. 1651, 


Seq. No. 


8125 


bene lno . 




Start 


4405 


Name 


OJ990821 56.9C20.C3.ol. 


Start 


433 


GI 


none 


Exons 


433. .510, 434. .514, 625 


Seq. No. 


8125 


bene wo . 


1 7 9^7 


Start 


4405 


Name 


OJ990821 56.9C20.C3.o2. 


Start 


1566 


GI 


none 


Exons 


1566.. 1619, 2474.. 2662, 


Seq. No. 


8125 


Gene No . 


1 7 9 "37 


Start 


4405 


Name " 


OJ990821 56.9C20.C3.o2. 


Start 


2474 


GI 


none 


Exons 


2474. .2632, 2476. .2631 


Seq. No. 


8125 


Gene No. 


17237 


Start 


4405 


Name 


OJ990821 56.9C20.C3.o2. 


Start 


4405 


GI 


none 


Exons 


4405. .4494, 4690. .4755 



Seq. No. 8126 






Strand 


+ 






End 


4260 




gp 


Method 


AAT/GAP 




End 


4260 






Score 


459 






Seq. ID 


OJ990821_56. 9C20 


.C3 




c+- rand 








End 


4755 




ts 


Method 


TBLASTX : Soybean 






End 


870 






Score 


102 




. .870, 


625. .825 








Seq. ID 


OJ990821_56.9C20 


.C3 




Strand 








PnH 

Hi 11 (a 


47^ 




tm 


Method 


TBLASTX: Maize 






End 


1651 






Score 


129 




. .680, 


625. .870, 


625.-858, 627.. 


869 


1566. 


.1628 








Seq. ID 


OJ990821_56.9C20 


.C3 












End 


4755 




tc 


Method 


TBLASTX: Cress 






End 


834 






Score 


105 




. .834, 


628. .825 








Seq. ID 


OJ990821_56.9C20 


.C3 












End 


4755 




ts 


Method 


TBLASTX : Soybean 






End 


2662 






Score 


78 




2476. 


.2661 








Seq. ID 


OJ990821_56.9C20 


.C3 




Strand 








End 


4755 




tm 


Method 


TBLASTX: Maize 






End 


2632 






Score 


285 






Seq. ID 


OJ990821_56. 9C20 


.C3 




Strand 








End 


4755 




gs 


Method 


GENSCAN 






End 


4755 






Score 


.7 






Seq. ID 


OJ990821_56.9C20 


.C4 



8524 



# • 



Gene No. 


17238 










Strand 


+ 




Start 


1030 










End 


1854 




Name 


OJ990821 56 


. 9C20 


.C4 .ol. 


gs 


Method 


GENSCAN 




Start 


1030 








End 


1854 




GI 


none 










Score 


.41 




Exons 


1030. 


.1854 














Seq. No. 


8126 










Seq. ID 


OJ990821 


_56. 9C20 .C4 


Gene No. 


17239 










Strand 


+ 




Start 


6822 










End 


7828 




Name 


OJ990821 56 


. 9C20 


.C4 .o3. 


gs 


Method 


GENSCAN 




Start 


6822 










End 


7828 




GI 


none 










Score 


.79 




Exons 


6822. 


.6824, 


7640 


. . 7828 










Seq. No. 


8126 










Seq. ID 


OJ990821 


56. 9C20 ,C4 


Gene No. 


17240 










Strand 


+ 




Start 


8486 










End 


8938 




Name 


OJ990821 56 


. 9C20 


.C4 .o4 . 


gs 


Method 


GENSCAN 




Start 


8486 










End 


8938 




GI 


none 










Score 


. 95 




Exons 


8486. 


.8938 














Seq. No. 


8126 










Seq. ID 


OJ990821 


_56. 9C20.C4 


Gene No. 


17241 










Strand 






Start 


2318 










End 


4994 




Name 


OJ990821 56 


. 9C20 


,C4 .o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1108 










End 


1280 




GI 


none 










Score 


227 




Exons 


1108. 


.1278, 


1110 


. . 1280, 


1111. 


. 1278 






Seq. No. 


8126 










Seq. ID 


OJ990821 


_56. 9C20.C4 


Gene No . 


17241 










Strand 






Start 


2318 










End 


4994 




Name 


OJ990821 56 


. 9C20 


.C4.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1471 










End 


1854 




GI 


none 










Score 


101 




Exons 


1471. 


.1692, 


1752 


. . 1853, 


1753. 


.1854 






Seq. No. 


8126 










Seq. ID 


OJ990821 


_56. 9C20.C4 


Gene No. 


17241 










Strand 






Start 


2318 










End 


4994 




Name 


OJ990! 


321_56 


. 9C20 


,C4.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1639 










End 


1925 




GI 


none 










Score 


84 




Exons 


1639. 


.1719, 


1639 


. . 1755, 


1718. 


.1756, 1759. .1863, 


1760 . .1861, 




1761. 


.1862, 


1762 


. . 1866, 


1764. 


.1865, 1£ 


64. .1920, 


1872 . . 1925, 




1875. 


.1904 














Seq. No. 


8126 










Seq. ID 


OJ990821 


_56. 9C20.C4 


Gene No. 


17241 










Strand 






Start 


2318 










End 


4994 




Name 


OJ990821 56 


. 9C20 


.C4.o2. 


gs 


Method 


GENSCAN' 




Start 


2318 










End 


4960 




GI 


none 










Score' 


.71 




Exons 


2318. 


.2457, 


2777 


. .2951, 


3416. 


.3502, 3622. .3690, 


3771. .3839, 




3923. 


.4960 















8525 



Seq. No. 


8126 








Seq. ID 


OJ990821_56.9C20.C4 


Gene No. 


17241 








Strand 




Start 


2318 








End 


4994 


Name 


OJ990821 56 


.9C20. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


2661 








End 


3525 


GI 


6025156 








Score 


810 


Exons 


2661. .2951, 


3042. 


.3109, 


3416. 


.3525 




GI Descrip. 


2769566/emb|CAA71502| 2 


.0e-31 


(Y10477 


) chloroplast thylako 




processing peptidase [Arabidopsis thaliana] 


Seq. No. 


8126 








Seq. ID 


OJ990821_56.9C20.C4 


Gene No. 


17241 








Strand 




Start 


2318 








End 


4994 


Name 


OJ990821 56 


9C20. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


2830 








End 


4531 


GI 


1946373 








Score 


513 


Exons 


2830. .2951, 


3042. 


.3109, 


3416. 


.3502, 3622.. 3699, 3771.. 3839 




3923. .4095, 


4378. 


.4531 








GI Descrip. 


(U93215) putative 


signal peptidase I 


[Arabidopsis thaliana 


Seq. No. 


ftl 9fi 








Seq. ID 


OJ990821_56.9C20.C4 


Gene No. 


17941 








Strand 




Start 


2318 








End 


4994 


Name 


OJ990821 56 


9C20. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9ft ft9 








End 


4087 


GI 


none 








Score 


77 


Exons 


9ftft9 9Qfifi 


9ft QR 


9QM 


JU4 1 > 


.3106, 3042.. 3107, 3422.. 3502 






?69f) 

J DZ U • 


■ JuO J/ 


?7 69 


.3845, 3774. .3839, 3920. .4087 




^Q91 407Q 












Seq. No. 


8126 








Seq. ID 


OJ990821_56.9C20.C4 


Qfinp No 


17241 








Strand 




Start 


2318 








End 


4994 


Name 


OJ990821 56. 


9C20. 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2882 








End 


3465 


GI • 


none 








Score 


99 


Exons 


2882. .2959, 


2883. 


.2951, 


2885. 


.2959, 2899. .3027, 3041. .3106 




3042. .3107, 


3043. 


.3126, 


3069. 


.3104, 3424. .3465 


Seq. No. 


8126 








Seq. ID 


OJ990821_56.9C20.C4 


Gene No. 


17241 








Strand 




Start 


2318 








End 


4994 


Name 


. OJ990821 56. 


9C20. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2883 ■ 








End 


4612 


GI 


none 








Score 


94 


Exons 


2883. .2951, 


2885. 


.2968, 


3041. 


.3106, 3042. .3107, 3413. .3502 




3416. .3502, 


3619. 


.3693, 


3620. 


.3685, 3638. .3694, 3768. .3839 




3781. .3840, 


3911. 


.4117, 


3912. 


.4118, 3921. .4118, 3923. .4156 




4415. .4507, 


4437. 


.4547, 


4437. 


.4541, 4544. .4612 


Seq. No. 


8126 








Seq. ID 


OJ990821_56.9C20.C4 


Gene No. 


17241 








Strand 




Start 


2318 








End 


4994 


Name 


OJ990821 56. 


9C20. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2888 








End 


4967 


GI 


none 








Score 


89 



8526 



Exons 



2888.-2968, 2892. .2951, 2894. .2968, 3041. .3106, 3042. .3107, 

3043. .3126, 3406. .3510, 3413. .3502, 3415. .3507, 3619. .3693, 

3620. .3697, 3629. .3700, 3771. .3839, 3920. .4090, 3921. .4097, 

4442. .4597, 4889. .4966, 4890. .4967 



Seq. No. 8126 Seq. ID OJ990821_56 . 9C20 .C4 

Gene No. 17241 Strand 

Start 2318 End 4994 

Name OJ990821_56 . 9C20 . C4 . o2 . gp Method AAT/GAP 

Start 4052 End 4394 . 

GI LIB3432-019-P1-K1-C12 Score 617 

Exons 4052.. 4394 

GI Descrip. ■ 3821780/emb | AJ009303 . 1 | XLAJ9303 4.0e-10 Xenopus laevis cDNA 
clone 27A6-1' 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



8126 

17241 

2318 

OJ990821_56 . 9C20 . C4 . o2 . tm 

4631 

none 



Seq. ID OJ990821_56. 9C20.C4 
Strand 

End 4994 

Method TBLASTX : Maize 

End 4 994 

Score 50 



4631. .4681, 4632. .4682, 4745. .4972, 4776. .4967, 4884. .4994, 
4885. .4986 



Seq. No. 


8127 


Seq. ID 


OJ990821_56.9C20.C5 


Gene No. 


17242 


Strand 


+ 


Start 


8420 


End 


8822 


Name 


OJ990821 56. 9C20 . C5 . o3 . gp 


Method' 


AAT/GAP 


Start 


8420 


End 


8822 


GI 


7406 1.R1084 


Score 


649 


Exons 


8420. .8822 






GI Descrip. 


, 1122315/emb|CAA63901| 7.1 


Oe-10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 






Seq. No. 


8127 


Seq. ID 


OJ990821_56. 9C20.C5 


Gene No. 


17243. 


Strand 




Start 


180 


End 


2904 


Name 


OJ990821 56. 9C20 . C5 . ol . np 


Method 


AAT/NAP 


Start 


180 


End 


2904 


GI 


4006864 


Score 


442 


Exons 


180. .594, 925. .1375, 1924 


..2038, 2538.. 


2904 


GI Descrip. 


(Z99707) nucleoporin-like 


protein [Arabidopsis thaliana] 


Seq. No. 


8127 


Seq. ID 


OJ990821_56. 9C20.C5 


Gene No. 


17244 


Strand 




Start 


3666 


End 


3912 


Name 


OJ990821 56. 9C20 . C5 . ol . gp 


Method 


AAT/GAP 


Start 


3666 


End 


3912 


GI 


3769044 


Score 


449 


Exons 


3666. .3912 







Seq. No. 8127 Seq. ID 

Gene No. 17245 Strand 

Start 3897 End 

Name OJ990821_56 . 9C20 ,C5 . o2 . gp Method. 

Start 3897 End 

GI 31168 1.R1084 Score 



OJ990821_56. 9C20.C5 

5766 
AAT/GAP 
5766 
1439 



8527 




Exons 3897. .4318/ 4422. .4495, 5453. .5640, 5689. .5766 

GI Descrip. ' 5306244/gb | AAD41977 . 1 | AC006438_9 2.0e-15 (AC006438) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


8127 








Seq. ID 


OJ990821_56.9C20.C5 


Gene No. 


17245 








Strand 




Start 


3897 








End 


5766 


Name 


OJ990821_56 


.9C20. 


C5.o2. 


np 


Method 


AAT/NAP 


Start 


3998 








End 


5678 


GI 


5306244 








Score 


236 


Exons 


3998. .4318, 


4*422. 


.4495, 


5453. 


.5678 




GI Descrip. 


(AC006438) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


8127 








Seq. ID 


OJ990821 56.9C20.C5 


Gene No. 


17246 








Strand 




Start 


6708 








End 


7834 


Name 


OJ990821_56 


.9C20. 


C5.o2. 


crs 


Method 


GEN SCAN 


Start 


6708 








End 


7834 


GI 


none 








Score 


. 99 


Exons 


6708. .6986, 


7102. 


.7175, 


7612 . 


.7834 




Seq. No. 


8127 








Seq. ID 


OJ990821_56.9C20.C5 


Gene No. 


17247 








Strand 




Start 


9099 








End 


11717 


Name 


OJ990821 56 


.9C20. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


254 








End 


1029 


GI 


none 








Score 


84 


Exons 


254. .331, 311. .451, 340 


. .450, 


445. .612 


, 543. .596, 922. .1029 


Seq. No. 


8127 








Seq. ID 


OJ990821_56.9C20.C5 


Gene No. 


17247 








Strand 




Start 


9099 








End 


11717 


Name 


OJ990821 56 


.9C20. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3812 








End 


7177 


GI 


none 








Score 


41 


Exons 


3812. .3838, 


3813. 


.3839, 


3950. 


.4159, 3951. .4166, 3953. .4240, 




3960. .4166, 


4160. 


.4321, 


4161 . 


.4319, 4171. .4320, 4422. .4520, 




4422. .4514, 


5418. 


.5579, 


5454 . 


.5564, 5673. .5711, 6723. .6797, 




6723. .6824, 


6801. 


.6992, 


6874. 


.6984, 7102. .7176, 7103. .7177 


Seq. No. 


8127 








Seq. ID 


OJ990821_56.9C20.C5 


Gene No. 


17247 








Strand 




Start ' 


9099 








End 


11717 


Name 


OJ990821 56 


.9C20. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4190 








End 


7708 


GI 


none 








Score 


158 


Exons 


4190. .4321, 


4191. 


.4319, 


4422. 


.4520, 4422. .4514, 5418. .5585, 




5452. .5562, 


5454. 


.5564, 


5673. 


.5708, 6867. .6992, 6874. .6984, 




7102. .7176, 


7103. 


.7177, 


7104. 


.7178, 7613.. 7708 


Seq. No. 


8127 








Seq. ID 


OJ990821_56. 9C20.C5 


Gene No. 


17247 








Strand 




Start 


9099 








End 


11717 


Name 


OJ990821 56 


. 9C20. 


C5.o3. 


gs 


Method 


GENSCAN 


Start 


9099 








End 


11427 


GI 


none 








Score 


.9 


Exons 


9099. .9239, 


9691. 


.9801, 


10282 


. .10622, 


11001. .11427 



8528 




Seq. No. 


8127 


Seq. ID 


OJ990821 


_56.9C20.C5 




17247 


Strand 






Start 


9099 


End 


11717 




Name 


OJ990821 56.9C20.C5.o3.np 


Method 


AAT/NAP 




Start 


9926 


End 


11717 




GI 


6907086 


Score 


1178 




Exons 


9926.. 10012, 10112. .10440, 


10663. .10892 


!, 10953. 


.11717 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Can Mn 


8128 


Seq. ID 


OJ990821 


56 9C20 C6 


Gene No. 


17248 


Strand 


+ 




Start 


493 


End 


982 




Name 


OJ990821 56.9C20.C6.ol.gs 


Method 


GENSCAN 




Start 


493 


End 


982 




GI 


none 


Score 


.88 




Exons 


493.. 502, 909.. 982 








Seq. No. 


8128 


Seq. ID 


OJ990821 


_56.9C20.C6 


Gene No. 


17249 


Strand 


+ 




Start 


1703 


End 


2026 




Name 


OJ990821 56.9C20.C6.ol.gp 


Method 


AAT/GAP 




Start 


1703 


End 


2026 




GI 


LIB3431-045-P1-N1-A10 


Score 


574 




Exons 


1703. .2026 








GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 



DNA, chromosome 2, clone :P0437H03 (contig b) 1 



Seq. No. 


8128 


Seq. ID 


OJ990821 


_56. 


.9C20 


-C6 


Gene No. 


17250 


Strand 










Start 


1 


End 


429 








Name 


OJ990821 56.9C20.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


429 








GI 


6907088 


Score 


382 








Exons 


1..116, 292. .429 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


8128 


Seq. ID 


OJ990821 


_56, 


,9C20 


.C6 


Gene No. 


17251 


Strand 










Start 


1279 


End 


1430 








Name 


OJ990821 56.9C20.C6.o2.gs 


Method 


GENSCAN 








Start 


1279 


End 


1430 








GI 


none 


Score 


.66 








Exons 


1279. .1297, 1315. .1430 












Seq. No. 


8128 


Seq. ID 


OJ990821 


_56. 


, 9C20 


.C6 


Gene No. 


17252 


Strand 










Start 


1874 


End 


2026 








Name 


OJ990821 56.9C20.C6.o3.gs 


Method 


GENSCAN 








Start 


1874 


End 


2026 








GI 


none 


Score 


.72 








Exons 


1874.. 2026 












Seq. No. 


8129 


Seq. ID 


OJ990821_ 


_56. 


, 9C20 


.C7 


Gene No. 


17253 


Strand 










Start 


1 


End 


768 








Name 


OJ990821 56.9C20.C7.ol.np 


Method 


AAT/NAP 









8529 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



768 
395 



5441880 
1..31, 514. .768 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


8129 






Seq. ID 


OJ990821_56.9C20 


C7 


Gene No. 


17253 






Strand 






Of a r +- 


1 






End 


768 




Name 


OJ990821 


56.9C20.C7 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


301 






End 


681 




GI 


none 






Score 


71 




Exons 


301. .477, 


331. .477, 


362. .481, 


475. . 672, 


487. .681 




Seq. No. 


8129 






Seq. ID 


OJ990821_56.9C20 


.C7 


Gene No. 


17253 






Strand 


- 




Start 


1 






End 


768 




Name 


OJ990821 


56.9C20.C7 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


379 






End 


766 




GI 


none 






Score 


146 




Exons 


379. .450, 


514. .756, 


575. .766 








Seq. No. 


8129 






Seq. ID 


OJ990821_56.9C20 


C7 


Gene No. 


17253 






Strand 






Start 


1 






End 


768 




Name 


OJ990821 


56.9C20.C7 


. ol . gp 


Method 


AAT/GAP 




Start 


501 






End 


768 




GI 


5701669 






Score 


521 




Exons 


501. .768 













GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8130 Seq. ID OJ990821_56 . 9C20 . C10 

17254 Strand 

1 End 758 

OJ990821_56.9C20.C10.ol.gp Method AAT/GAP 

1 End 154 

5701669 Score 300 

1..154 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

8130 Seq. ID OJ990821_56 . 9C20 . C10 

17254 Strand 

1 End 758 

OJ990821_56. 9C20 . C10 . ol . np Method AAT/NAP 

1 End 758 

5441880 Score . 1316 

1. .758 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 



8130 



Seq. ID OJ990821_56.9C20.C10 



8530 



Gene No. 


17255 




Strand 




Start 


8427 




End 


8943 


Name 


OJ990821 56.9C20.C10.o2 


.np 


Method 


AAT/NAP 


Start 


8427 




End 


8943 


GI 


6815099 




Score 


71 


Exons 


8427. .8498, 8909. .8943 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8130 




Seq. ID 


OJ990821 


Gene No. 


17255 




Strand 


— 


Start . 


8427 




End 


8943 


Name 


OJ990821 56. 9C20.C10.o3 


gp 


Method 


AAT/GAP 


Start 


8658 




End 


8757 


GI 


LIB34 32-008-P1-K1-F11 




Score 


125 


Exons 


8658. .8757 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


151 Oryza 



indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8131 

17256 

62 

OJ990821_56.9C20.Cll.ol.gs 
62 

none 

62.. .314, 2013.. 2196 



Seq. ID OJ990821_56.9C20.C11 

Strand + 

End 2196 

Method GEN SCAN 

End 2196 

Score ' .7 



8132 
17257 
1 

OJ990821_56-9C20.C12.ol.-np 
1 

4006867 
1..1571, 1650. .2533 

(Z99707) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

Method AAT/NAP 

End 2533 

Score 2091 



8132 

17257 

1 

OJ990821_56.9C20.C12.ol.gs 
90 

none 

90. .161, 206. .2518 

8132 

17257 

1 

OJ990821_56.9C20.C12.o4 .ts 

272 

none 

272. .427, 274. .426 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

Method GEN SCAN 

End 2518 

Score > . 73 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

Method TBLASTX : Soybean 

End 427 

Score 221 



Seq. No. 8132 

Gene No. 17257 

Start 1 

Name OJ990821_56 . 9C20 . C12 . o4 . tm 

Start 323 

GI none 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

Method TBLASTX : Mai ze 

End 595 

Score 400 



8531 




Exons 323.. 595, 334.. 594 



Seq. No. 


8132 




Seq. ID 


OJ990821_56.9C20 


.C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56. 9C20.C12.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


461 




End 


643 




GI 


none 




Score 


209 




Exons 


461. .607, 469. .594, 593. 


.643, 


607. .642 






Seq. No. 


8132 




Seq. ID 


OJ990821_56.9C20 


.C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56.9C20.C12.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


602 




End 


742 




GI 


none 




Score 


143 




Exons 


602.. 700, 609.. 695, 610. 


.696, 


611. . 697, 


697. .741, 698.. 


742 


Seq. No. 


8132 




Seq. ID 


OJ990821_56. 9C20 


.C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56.9C20.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


644 




.End 


1279 




GI 


none 




Score 


493 




Exons 


644. .997, 646. .942, 977. 


.1201 


, 1021. .1194, 1191. .1253, 






1192.. 1266, 1193.. 1279 










Seq. No. 


8132 




Seq. ID 


OJ990821_56.9C20 


.C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56.9C20.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


744 




End 


1063 




GI 


none 




Score 


132 




Exons 


744. .821, 745. .1062, 746. .1063 






Seq. No. 


8132 




Seq. ID 


OJ990821_56.9C20 


-C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56.9C20.C12.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


791 




End 


973 




GI 


none 




Score 


224 




Exons 


791. .973, 793. .942 










Seq. No. 


8132 . 




Seq. ID 


OJ990821_56. 9C20 


.C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56.9C20.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


869 




End 


1252 




GI 


none' 




Score 


244 




Exons 


869. .1036, 869. .1012, 871. .1017, 885. .1025, 1006. .1083, 






1007. .1102, 1097. .1252, 


1097. 


.1252 






Seq. No. 


8132 




Seq. ID 


OJ990821_56. 9C20 


.C12 


Gene No. 


17257 




Strand 


+ 




Start 


1 




End 


2533 




Name 


OJ990821 56.9C20.C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1113 




End 


1711 





8532 



GI 

Exons 



none 

1113. .1274, 1121.. 1294, 
1664. .1711 



Score 71 
1138.. 1266, 1331. .1459, 1333.. 1440, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8132 

17257 

1 

OJ990821_56.9C20.C12.o3, 

1164 

none 

1164. .1382, 1164. .1445, 

8132 

17257 

1 

OJ990821_56.9C20.C12.o5, 

1594 

none 

1594. .1665, 1595. .1675, 
1793. .1852, 1795. .1848 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

tm Method TBLASTX: Maize 

End 1538 

Score 205 
1165. .1485, 1166. .1537, 1434. .1538 

Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

tm Method TBLASTX: Maize 

End 1852 

Score 113 
1606.. 1677, 1652.. 1789, 1667.. 1789, 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

Method TBLASTX : Soybean 

End 2173 

Score 55 



8132 
17257 
1 

OJ990821_56.9C20.C12.o2.ts 
1697 
none 

1697. .1738, 1753. .1779, 1778. .1864, 1795. .1833, 1934. .2173, 
1934.. 2167, 1963.. 2172 



8132 
17257 
1 

OJ990821_56.9C20.C12.ol.tm 
1956 
none 

1956.. 231-2, I960.. 2313, 1961.. 2314, 2294.. 2398, 2328.. 2387, 
2392. .2478, 2393.. 2479 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 

Method TBLASTX: Maize 

End 2479 

Score 569 



8132 

17257 

1 

OJ990821_56.9C20.C12.ol. 

2045 

none 

2045. .2071, 2073. .2174, 
2188. .2271, 2342. .2512, 

8132 

17257 

1 

OJ990821_56. 9C20.C12.ol. 
2213 

LIB3479-007-Q6-K1-C2 
2213. .2390 

"5441880/dbj | BAA82378.il 
corresponds to a region 



Seq. ID OJ990821_56.9C20.C12 

Strand + 

End 2533 
tc Method TBLASTX: Cress 

End 2512 

Score 35 
2074. .2175, 2075. .2173, 2174. .2281, 
2348. .2458, 2380. .2511 

Seq. ID OJ990821_56.9C20.C12 

Strand + 

- End 2533 

gp ' Method AAT/GAP 

End 2390 

Score 336 

5.0e-75 (AP000367) EST C28 952 (C62945 ) 
of the predicted gene.; Similar to maize 



8533 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



! ; 1 



a 

□ 



Seq. No. 


8133 




Seq. ID 


OJ990821_56. 9C20.C13 


Gene No. 


17258 




Strand 


+ 


Start 


452 




End 


1052 


Name 


OJ990821 56.9C20.C13.ol. 


np 


Method 


AAT/NAP 


Start 


452 




End 


1052 


GI 


2498930 




Score 


677 


Exons 


452.. 512, 680.. 1052 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT ION 


PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8133 




Seq. ID 


OJ990821_56.9C20.C13 


Gene No. 


17258 




Strand 


+ 


Start 


452 




End 


1052 


Name 


OJ990821 56.9C20.C13.ol. 


gs 


Method 


GENS CAN 


Start 


453 ~~ 




End 


982 


GI 


none 




Score 


.7 - 


Exons 


453. . 512, 680. . 982 








Seq. No. 


8134 




Seq. ID 


OJ990821_56.9C20.C15 


Gene No. 


17259 




Strand 


+ 


Start 


384 




End 


8310 


Name 


OJ990821 56.9C20.C15.ol. 


gs 


Method 


GENSCAN 


Start 


384 ~~ 




End 


8310 


GI 


none 




Score 


.4 


Exons 


384. .465, 644.-763, 2054 


..2097, 2178.. 


2263, 3423.-3698, 




3861. .3946, 5459. .5541, 


6519. 


.6544, 7176. .8310 


Seq. No. 


8134 




Seq. ID 


OJ990821_56.9C20.C15 


Gene No . 


17259 




Strand 


+ 


Start 


384 




End 


8310 


Name 


OJ990821 56.9C20.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1073 ~~ 




End 


7717 


GI 


3236241 




Score 


241 


Exons 


1073 1233, 7358 7717 








GI Descrip. 


(AC004-684) putative DOF 


zinc 


finger protein [Arabidppsis 




thaliana ] 








Seq. No. 


8134 




Seq. ID 


OJ990821_56.9C20.C15 


Gene No. 


17259 




Strand 


+ 


Start 


384 




End 


8310 


Name 


OJ990821 56.9C20.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


7496 




End 


7794 


GI 


2311601 




Score 


565 


Exons 


7496.-7794 








GI Descrip. 


4996646/dbj |BAA78575.1| 


4.0e- 


20 (AB028132) Dof zinc finger 




protein [Oryza sativa] 








Seq. No. 


8134 




Seq. ID 


OJ990821_56.9C20.C15 


Gene No. 


17260 




Strand 




Start . 


10850 




End 


11368 


Name 


OJ990821 56.9C20.C15.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7462 




End 


7614 


GI 


none 




Score 


289 


Exons 


7462. .7614, 7470. .7610 









8534 




Seq. No. 


8134 




Seq. ID 


OJ990821_56. 9C20.C15 


Gene No. 


17260 




Strand 




Start 


10850 




End 


11368 


Name 


OJ990821 56. 9C20.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7465 




End 


7614 


GI 


none 




Score 


269 


Exons 


7465. .7614, 7467. .7610 








Seq. No. 


8134 




Seq. ID 


OJ990821_56. 9C20.C15 


Gene No. 


17260 




Strand 




Start 


10850 




End 


11368 


Name 


OJ990821 56.9C20.C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7465 




End 


7614 


GI 


5606389 




Score 


297 


Exons 


7465. .7614, 7470. .7613 








GI Descrip. 










Seq. No. 


8134 




Seq. ID 


OJ990821_56. 9C20.C15 


Gene No . 


17260 




Strand 




Start 


10850 




End 


11368 


Name 


OJ990821 56.9C20.C15.o2 


.gs 


Method 


GENSCAN 


Start 


10850 




End 


11368 


GI 


none 




Score 


.58 


Exons 


10850. .10894, 11300.. 11368 






Seq. No. 


8135 




Seq. ID 


OJ990821_56. 9C20 .CI 6 


Gene No . 


17261 




Strand 




Start 


534 




End 


6685 


Name 


OJ990821 56.9C20.C16.ol 


.gs 


Method 


GENSCAN 


Start 


534 




End 


6685 


GI 


none 




Score 


.8 


Exons 


534. .690, 1724. .1949, 2728. .2827, 2857 


..2955, 3061.. 3165, 




3856.. 3948, 4531.. 4632, 


4720. 


.4794, 6307. .6342, 6479. .6685 


Seq. No. 


8135 




Seq. ID 


OJ990821_56.9C20.C16 


Gene No. 


17261 




Strand 




Start 


534 




End 


6685 


Name 


OJ990821 56.9C20.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1515 




End 


1938 


GI 


none 




Score 


50 


Exons 


1515.. 1568, 1620.. 1667, 


1623. 


.1718, 1639. .1707, 1705. .1743, 




1719.. 1937, 1719.. 1775, 


1805. 


.1936, 1831. .1938, 1831. .1938 


Seq. No. 


8135 




Seq. ID 


OJ990821_56.9C20.C16 


Gene No. 


17261 




Strand 




Start 


534 




End 


6685 


Name 


OJ990821 56. 9C20.C16.ol 


• gp 


Method 


AAT/GAP 


Start 


1646 




End 


2941 


GI 


LIB3433-027-P1-K1-F8 




Score 


833 


Exons 


1646. .2007, 2857. .2941 








GI Descrip. 


•4996646/dbj IBAA78575.1 


I 4.0e 


-20 (AB028132) Dof zinc finger 




protein [Oryza sativa] 1 








Seq. No. 


8135 




Seq. ID 


OJ990821_56.9C20.C16 


Gene No. 


17261 




Strand 




Start 


534 




End 


6685 


Name 


OJ990821 56.9C20.C16.ol, 


-tc 


Method 


TBLASTX: Cress 



8535 



Start 
GI ■ 
Exons 



1719 
none 



End 
Score 



6622 
46 



1719. .1796, 1831. .2007, 1832. .1894, 1854. .1982, 1855. .2004, 

1958. .2008, 2747. .2833, 2748. .2831, 2860. .2961, 2864. .2959, 

3055.. 3162, 3062.. 3166, 3065.. 3166, 3066.. 3167, 3838.-3957, 

3848. .3949, 4192. .4284, 4196. .4291, 4196. .4306, 4380. .4436, 

4380. .4433, 4505. .4633, 4525. .4647, 4526. .4633, 4530. .4637, 

4530. .4649, 4715. .4795, 4717. .4797, 6476. .6622, 6483. .6620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8135 Seq. ID 

17261 Strand 

534 End 

O J9 90 8 2 1_5 6 . 9C2 0 . C 1 6 . ol . np Method 

1723 End 

2146746 Score 



OJ990821_56.9C20.C16 

6685 
AAT/NAP 
6655 
1300 



1723.. 2007, 2857.. 2955, 3061.. 3165, 3856 .. 3948, 4192 .. 4284 , 
4380. .4433, 4531. .4632, 4720. .4794, 6479. .6655 
protein kinase (EC 2.7.1.-) - Arabidopsis thaliana gi 1166819 
(L05562) protein kinase [Arabidopsis thaliana] 



Seq. No. 8135 
Gene No. 17261 
Start 534 

Name OJ990821_56 . 9C20 . C16 . ol . ts 

Start 1894 
GI none 
Exons 18 94. 

2864. 

3838. 

4196. 

4526. 

6483. 



Seq. ID OJ990821_56.9C20.C16 
Strand 

End 6685 

Method TBLASTX : Soybean 

End 6634 

Score 82 

.2833, 2748.. 2825, 2860 
,3190, 3062.. 3166, 3063 



.2010, 1894.. 2010, 2747. 

.2953, 3055.. 3162, 3056. 

.3957, 3848.. 3949, 4192. 

.4297, 4197.. 4304, 4380 

.4633, 4715. .4795, 4717. .4830, 4717. .4797, 6476 
.6605 



3062. 

,4284, 4192. .4284, 4196. 
.4433, 4390.. 4434, 4525. 



2961, 
3167, 
4288, 
4647, 
6634, 



Seq. No. 8135 Seq. ID 

Gene No. 17261 Strand 

Start 534 End 

Name OJ990821_56 . 9C20 . C16 . ol . tm Method 

Start 1939 * End 

GI none Score 

Exons 1939.. 2010, 2747. 

3838.. 3957, 3848, 
4380. .4433, 4381. .4434, 4384. 
4717. .4800, 4718. .4795, 6476. 



.2833, 2860.. 2961, 3064.. 3162, 3065 
.3949, 4192. .4290, 4193. .4297, 4193 
.4425, 
.6595, 



OJ990821_56.9C20.C16 
6685 

TBLASTX: Maize 
6629 
137 

3166, 
4297, 

4525.-4647, 4532. .4633, 
6483. .6629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



8135 

17261 

534 

OJ990821_56. 9C20 . C16 . ol . tw 

4192 

none 

4192. .4284, 4192. .4284, 4193. 
4525.. 4647, 4527.. 4604, 4532. 

8135 

17261 

534 

OJ990821 56. 9C20 . C16 . o2 . tw 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 56.9C20.C16 



6685 

TBLASTX: Wheat 
4777 
100 

4288, 4380. .4433, 4387. .4425, 
4633, 4717. .4773, 4718. .4777 



Seq. ID 

Strand 

End 

Method 



OJ990821_56.9C20.C16 
6685 

TBLASTX: Wheat 



8536 



• # 



Start 


6476 






End 


6641 


GI 


none 






Score * 


63 


Exons 


6476. . 6517, 


6476. . 6640, 


6480 


. . 6641 




Seq. No. 


8136 






Seq. ID 


OJ990821_56. 9C20.C17 


Gene No. 


17262 






Strand 


+ 


Start 


1 






End 


99 


Name 


OJ990821 56. 


9C20.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


99 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


175 


Exons 


1. .99 










GI Descrip. 


•2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


8136 






Seq. ID 


OJ990821_56.9C20.C17 


Gene No. 


17263 






Strand 




Start 


6576 






End 


7237 


Name 


OJ990821 56. 


9C20.C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6508 






End 


7187 


GI 


none 






Score 


35 


Exons 


6508. .6567, 


6594. .6614, 


6603 


..6716, 6645. .6716, 6721. .6765, 




6735. .6809, 


6769. .6813, 


6939 


..7016, 6939. .7016, 6940. .7017, 




7109. .7186, 


7113. .7187 








Seq. No. 


8136 






Seq. ID 


OJ990821_56.9C20.C17 


Gene No. 


17263 






Strand 




Start 


6576 






End 


7237 


Name 


OJ990821 56. 


9C20.C17.ol 


.np 


Method 


AAT./NAP 


Start 


6551 






End 


7237 


GI 


5734711 






Score 


185 


Exons 


6551. .6800, 


6939. .7015, 


7108 


. .7237 




GI Descrip. 


(AC008075) F24J5.9 [Arabidopsis thaliana] 


Seq. No. 


8136 






Seq. ID 


OJ990821_56.9C20.C17 


Gene No . 


17263 






Strand 




Start 


6576 






End 


7237 


Name 


OJ990821 56. 


9C20.C17.o2 


.gs 


Method 


GENS CAN 


Start 


6576 






End 


7025 


GI 


none 






Score 


.86 


Exons 


6576. .6800, 


6939. .7025 








Seq. No, 


8136 






Seq. ID 


OJ990821_56.9C20.C17 


Gene No. 


17263 






Strand 




Start 


6576 






End 


7237 


Name 


OJ990821 56. 


9C20.C17.o2 


.gp 


Method 


AAT/GAP 


Start 


6685 






End 


7237 


GI 


LIB3433-055- 


Pl-Kl-Hl 




Score 


606 


Exons 


6685. .6800, 


6939. .7015, 


7108 


. .7237 




GI Descrip. 


, 5734711/gb|AAD49976.1|AC008075 9 1 . Oe 


-25 (AC008075) F24J5. 




[Arabidopsis 


thaliana] 1 








Seq. No. 


8136 






Seq. ID 


OJ990821_56.9C20.C17 


Gene No. 


17263 






Strand 




Start 


6576 






End 


7237 


Name 


OJ990821 56. 


9C20.C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6939 






End 


7187 



8537 





GI 


none 








Score 


100 




Exons 


6939. . 7016, 


6943 


. . 7017, 


7115 . 


.7186, 7116. .7187 




Seq. No. 


8136 








Seq. ID 


OJ990821_56.9C20.C17 




Gene No. 


17263 








Strand 






Start 


6576 








End 


7237 




Name 


OJ990821_56 . 


9C20 


. C17 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


6939 








End 


7187 




GI 


none 








Score 


100 




Exons 


/■ftOO "7010 

6939 . .7013, 


6943 


. .7014, 


7109. 


.7186, 7116.. 7187 




Seq. No. 


8137 








Seq. ID 


OJ990821_56.9C20.C18 




Gene No. 


17264 








Strand 


- 




Start 


1 








End 


323 




Name 


OJ990821 56. 


9C20 


. C18 . ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


323 




GI 


none 








Score 


560 




Exons 


1. .323 














Seq. No. 


8137 








Seq. ID 


OJ990821_56.9C20.C18 




Gene No. 


17264 








Strand 






Start 


1 








End 


323 




Name 


OJ990o^l 56. 


3CZ0 


. Clo . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


34 








End 


243 




GI 


none 








Score 


201 


iJ 

1 


Exons 


34 . . 243 












:> - 

t 

u 


Seq. No. 


8138 








Seq. ID 


OJ990821_56.9C20.C19 




Gene No. 


17265 








Strand 


+ • 


Js i 
: 


Start 


3094 








End 


3961 


• I E 


Name 


OJ990821 56. 


9C20 


.C19.o3 


-gp 


Method 


AAT/GAP 


„! 


Start 


3094 








End 


3961 




GI 


2421 1.R1084 








Score 


1455 




Exons 


3094. .3210, 


3294 


. .3961 










GI Descrip. 


'2739375 9.0e-ll 


(AC002505) unknown protein [Arabidopsis 


r = I 

: *i 




thaliana] ' 














Seq. No. 


8138 








Seq. ID 


OJ990821_56.9C20.C19 


s j 


Gene No. 


17265 








Strand 


+ 


"E 


Start 


3094 








End 


3961 


s? 


Name 


OJ990821 56. 


9C20 


.C19.ol. 


.gs 


Method 


GENSCAN 




Start 


3296 








End 


3652 




GI 


none 








Score 


.98 




Exons 


3296. .3652 














Seq. No. 


8138 








Seq. ID 


OJ990821_56.9C20.C19 




Gene No. 


17265 








Strand 


+ 




Start 


3094 








End 


3961 




Name 


OJ990821 56. 


9C20, 


.C19.ol. 


,np 


Method 


AAT/NAP 




Start 


3365 








End 


3655 




GI 


3090403 








Score 


214 




Exons 


3365. .3655 














GI Descrip. 


(AJ005671) cytochrome b6f complex subunit [Arabidopsis thai: 




Seq. No. 


8138 








Seq. ID 


OJ990821_56.9C20.C19 




Gene No. 


17266 








Strand 






Start 


737 








End 


1066 



8538 



Name 

Start 

GI 

Exons 



OJ990821_56.9C20.C19.o2.gp Method 

737 End 

none Score 
737.. 835, 952.. 1066 



AAT/GAP 

1066 

302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8138 

17267 

3962 

OJ990821 

3320 

none 



56.9C20.C19.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_56.9C20.C19 
4103 

TBLASTX : Maize 

3798 

350 



3320. .3652, 3356. .3460, 3367. .3651, 3721. .3798, 3759. .3794 



Seq. No. 8138 Seq. ID OJ990821_56.9C20.C19 

Gene No. .17267 • Strand 

Start 3962 End 4103 

Name OJ990821_56 . 9C20 .C19 . o4 .gp Method AAT/GAP 

Start 3962 End 4103 

GI 77121JL.R1084 Score 254 

Exons 3962.. 4103 

GI Descrip. 1 544 1880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (€62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


8139 








Seq. ID 


OJ990821_50.9C21.C1 


Gene No. 


17268 








Strand 




Start 


49 








End 


166 


Name 


OJ990821 50 


.9C21. 


Cl.ol. 


gs 


Method 


GENSCAN 


Start 


49 








End 


166 


GI 


none 








Score 


.99 


Exons 


49. .166 












Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


1205 iy 








End 


2789 


Name 


OJ990821 50 


.9C21. 


C2.ol. 


gs 


Method 


GENSCAN 


Start 


1205 








End 


2789 


GI 


none 








Score 


.79 


Exons 


1205. .1570, 


1637. 


.1831, 


1905. 


.2789 




Seq. No. 


8140 








Seq. ID 


OJ990821_50. 9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


1205 








End 


2789 


Name 


OJ990821 50 


.9C21. 


C2.ol. 


np 


Method 


AAT/NAP 


Start 


1205 








End 


2618 


GI 


2655008 








Score 


637 


Exons 


1205. .1531, 


1637. 


.1678, 


1763. 


.1831, 1905. .2618 


GI Descrip. 


(AF017144) 


(1-4)- 


■beta-mannan 


endohydrolase [Lycopersicon 




esculentum] 












Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


. 17269 








Strand 


+ 


Start 


1205 








' End 


2789 


Name 


OJ990821 50 


.9C21. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1321 








End 


1672 


GI 


none 








Score 


229 


Exons 


1321. .1530, 


1325. 


.1531, 


1438. 


.1533, 1634. .1672, 1636. .1671 



8539 



Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


1205 








End 


2789 


Name 


OJ990821_50. 


9C21 


.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1328 








End 


2594 


GI 


none 








Score 


172 


Exons 


1328. . 1531, 


1438 


. . 1506, 


1634 . 


.1831, 1636. .1791, 1899. .2084, 




1904 . .2071, 


2073 


. .2132, 


2162. 


.2374, 2163. .2462, 2364. .2486, 




2372. .2476, 


2460 


. .2594 








Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


■ 1205 








End 


2789 


Name 


OJ990821_50. 


9C21 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1328 








End 


1726 


GI 


none 








Score 


144 


Exons 


1328. .1534, 


1634 


. . 1726 








Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


1205 








End 


2789 


Name 


OJ990821 50. 


9C21 


.C2.ol. 


tc 


■ Method 


TBLASTX: Cress 


Start 


1730 








End 


2147 


GI 


none 








Score 


120 


Exons 


1730. .1849, 


1899 


. .2084, 


1904 . 


.2068, 2079. .2147 


Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


1205 








End 


2789 


Name 


OJ990821 50. 


9C21 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1899 








End 


2492 


GI 


none 








Score 


205 


Exons 


1899. .2069, 


1907 


. .2068, 


2076. 


.2135, 2160. .2240, 2247. .2351, 




2373. .2492 












Seq. No. 


8140 








Seq. ID 


OJ990821_50.9C21.C2 


Gene No. 


17269 








Strand 


+ 


Start 


1205 








End 


2789 


Name 


OJ990821 50. 


9C21 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1931 








End 


2324 


GI 


none 








Score 


179 


Exons 


1931. .2068, 


1932 


. .2069, 


2076. 


.2114, 2088. .2324, 2201. .2323 


Seq. No. 


8141 








Seq. ID 


OJ990821 50.9C21.C3 


Gene No. 


17270 








Strand 


+ 


Start 


1170 








End 


1535 


Name 


OJ990821 50. 


9C21 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


1170 








End 


1535 


GI 


none 








Score 


.44 


Exons 


1170. .1535 












Seq. No. 


8141 








Seq. ID' 


"OJ990821_50. 9C21.C3 


Gene No. 


17271 








Strand 


+ 


Start 


2052 








End 


4257 


Name 


OJ990821 50. 


9C21 


.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


2052 






End 


3668 



8540 



• 



GI 426204 Score 518 

Exons 2052.. 2266, 3601.. 3668 



Seq. No. 8141 Seq. ID 

Gene No. 17271 Strand 

Start 2052 End 

Name Oa990821_50.9C21.C3.ol.np Method 

Start 3553 End 

GI 6630541 Score 

Exons 3553.. 3890, 3977.. 4257 

GI Descrip. (AC011708) putative ( 1-4 ) -beta-mannan endohydrolase [Arab'idopsis 
thaliana] 



OJ990821_50.9C21.C3 
+ 

4257 
AAT/NAP 
4257 
345 



Seq. No. 


8141 








Seq. ID 


OJ990821_50.9C21.C3 


Gene No. 


17271 








Strand. 


+ 


Start 


2052 








End 


4257 


Name 


OJ990821 50. 


9C21. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3629 








End 


4171 


GI 


none 








Score 


244 


Exons 


3629. .3874, 


3687. 


.3890, 


3941. 


.4090, 3974. .4171, 3976. .4170 


Seq. No. 


8141 








Seq. ID 


OJ990821_50.9C21.C3 


Gene No. 


17271 








Strand 


+ 


Start 


2052 








End 


4257 


Name 


OJ990821 50. 


9C21. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3630 








End 


4012 


GI 


none 








Score 


58 


Exons 


3630. .3680, 


3639. 


.3686, 


3686. 


.3889, 3687. .3890, 3974. .4012, 




3976. .4011 












Seq. No. 


8141 








Seq. ID 


OJ990821_50.9C21.C3 


Gene No. 


17271 








Strand 


+ 


Start 


2052 








End 


4257 


Name 


OJ990821 50. 


9C21. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3687 








End. 


4084 


GI 


none 








Score 


195 


Exons . 


3687. .3899, 


3707. 


.3898, 


3970. 


.4083, 3971. .4084 


Seq. No. 


8142 








Seq. ID 


OJ990821_50.9C21.C4 


Gene No. 


17272 








Strand 


+ 


Start 


- 1 








End 


1252 


Name 


OJ990821 50. 


9C21. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


381 


GI 


LIB3432-041- 


Pl-Kl 


-D3 




Score 


738 



Exons 1..381 

GI Descrip. 1 530278 3/emb | CAB4 6032 . 1 | 1.0e-16 (Z97340) isomerase like protein 
[Arabidopsis thaliana] ' 



Seq. No. 8142 Seq. ID 

Gene No. 17272 Strand 

Start 1 End • 

Nanie . . OJ990821_50 . 9C21 . C4 . ol . gs Method 

Start " GI - End 

GI none Score 

Exons 67.. 365, 1235-.. 1252 



OJ990821_50.9C21.C4 
+ 

1252 
GENSCAN 
1252 
.74 ■ 



Seq. No. 



8142 



Seq. ID OJ990821_50.9C21.C4 



8541 




Gene No. 


17273 


Strand 


+ 


Start 


2. /UU 


End 


7378 


Name 


OJ990821 50.9C21.C4.ol.np 


Method 


AAT/NAP 


Start 


2667 


End 


7363 


GI 


4454039 


Score 


1981 


Exons 


2667. .2858, 5195. .7363 






GI Descrip. 


(AL035394) putative Na+/H+- 


■exchanging protein [Arabidopsis 




thaliana] 






Seq. . No. 


8142 


Seq. ID 


OJ990821_50 . 9C21 .C4 


Gene No. 


17273 


Strand 


+ 


Start 


2700 


End 


7378 


Name 


OJ990821_50 . 9C21 . C4 . o2 . gs 


Method 


GEN SCAN 


Start 


2700 


End 


7378 


GI 


none 


Score 


. 99 


Exons 


2700 2858, 5195 7378 






Seq. No. 


8142 


Seq. ID 


OJ990821_50. 9C21.C4 


Gene No. 


17274 


Strand 


+ 


Start 


9974 


End 


12367 


Name 


OJ990821 50 . 9C21 . C4 .o4 . gs 


Method 


GENSCAN 


Start 


9974 


End 


12367 


GI 


none 


Score 


.9 


Exons 


9974 . . 12367 






Seq. No. 


8142 


Seq. ID 


OJ990821_50.9C21.C4 


Gene No. 


17274 


Strand 


+ 


Start 


9974 


End 


12367 


Name 


OJ990821 50.9C21.C4.o2.np 


Method 


AAT/NAP 


Start 


9984 


End 


12364 


GI 


3176715 


Score 


574 


Exons 


9984. .11404, 11436.. 12364 






GI Descrip. 


(AC002392) putative receptor-like protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


8142 


Seq. ID 


OJ990821 50.9C21.C4 


Gene No. 


17275 


Strand 


+ 


Start 


20481 


End 


20917 


Name 


OJ990821 50.9C21.C4.o3.gp 


Method 


AAT/GAP 


Start 


20481 


End 


20917 


GI 


uC-osflcyp067a05al 


Score 


863 


Exons 


20481. .20917 






GI Descrip. 


■ 407940 2.0e-16 (U02495) epoxide hydrolase [Solanum tuberosum] 


Seq. No. 


8142 


Seq. ID 


OJ990821_50.9C21.C4 


Gene No. 


17276 


Strand 


+ 


Start 


23932 


End 


24986 


Name 


OJ990821 50.9C21.C4.o8.gs 


Method 


GENSCAN 


Start 


23932 


End 


24986 


GI 


none 


Score 


.68 


Exons 


23932. .23989, 24250 .. 24537 , 


24715. .24986 


Seq. No. 


8142 


Seq. ID 


OJ990821_50.9C21.C4 


Gene No. 


17277 


Strand 


+ 


Start 


26320 


End 


26857 


Name 


OJ990821 50.9C21.C4.ol0.gs 


Method 


GENSCAN 


Start 


26320 


End 


26857 



8542 




GI 


none 




Score 


.87 






Exons 


26320. .26395, 26496 


. .26857 










Seq. No. 


8142 




Seq. ID 


OJ9908~21 


_50.9C21 


.C4 


Gene No. 


17278 




Strand 


+ 






Start 


29598 




End 


43003 






Name 


OJ990821 50.9C21.C4 


.ol2.gs 


Method 


GEN SCAN ' 






Start 


29598 




End 


37214 






GI 


none 




Score 


.51 






Exons 


29598.-29627, 29818 


. .29854, 


30221. .30289, 30616 


. .30758, 






31043. .32053, 32242 


. .32270, 


32889. .32939, 33305 


. .33557, 






33563.-33692, 34207 


. .34276, 


35696. .35833, 35878 


. .36000, 






36668.-36776, 36822 


. .37214 










Seq. No. 


8142 




Seq. ID 


OJ990821 


_50. 9C21 


.C4 


Gene No. 


17278 




Strand 


+ 






Start 


29598 




End 


43003 






Name 


OJ990821 50.9C21.C4 


. oS.np 


Method 


AAT/NAP 






Start 


30183 




End 


32107 






GI 


5042447 




Score 


731 






Exons 


30183. .30276, 31063 


. .32107 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


8142 




Seq. ID 


OJ990821 


_50.9C21 


.'C4 


Gene No. 


17278 




Strand 


+ 






Start 


29598 




End 


43003 






Name 


OJ990821 50.9C21.C4 


.06. np 


Method 


AAT/NAP 






Start 


36462 




End 


43003 






GI 


5803259 




Score 


1935 






Exons 


36462. .37352, 40378 


. .40740, 


40835. .41005, 41064 


. .41956, 






42050. .42223, 42329 


. .43003 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8142 




Seq. ID 


OJ990821 


_50.9C21 


.C4 


Gene No . 


17279 




Strand 








Start 


8121 




End 


9276 






Name 


OJ990821 50.9C21.C4 


.o3.gs 


Method 


GENSCAN 






Start * * 


8121 




End 


9276 






GI 


none 




Score 


.71 






Exons 


8121.. 8241, 8996.. 9081, 9167 


..9215, 9272. .9276 






Seq. No. 


8142 




Seq. ID 


OJ990821_ 


_50.9C21 


.C4 


Gene No . 


17280 




Strand 








Start 


13915 




End 


14865 






Name 


OJ990821 50.9C21.C4, 


. o5.gs 


Method 


GENSCAN 






Start 


13915 




End 


14865 






GI 


none 




Score 


1 






Exons 


13915. .14865 












Seq. No. 


8142 




Seq. ID 


OJ990821_ 


_50.9C21 


,C4 


Gene No . 


17281 




Strand 








Start 


17572 




End 


29133 






Name 


OJ990821 50.9C21.C4. 


. o7 . gs 


Method 


GENSCAN 






Start 


17572 




End 


23254 






GI 


none . 




Score 


.81 






Exons 


17572. .17687, 17766. 


. .17883, 


17987. .18037, 18905 


. .18957, 






19679. .19853, 19970. 


. .20090, 


20670. .20948, 21762 


. .21994, 





8543 




22688. .22870, 22952.. 23254 



Seq. No. 


8142 


Seq. . ID 


OJ990821_ 


50. 


. 9C21 


.C4 


Gene No . 


17281 


Strand 










Start 


17572 


End 


29133 








Name 


OJ990821 50.9C21.C4.o3.np 


Method 


AAT/NAP 








Start 


17578 


End 


20077 








GI 


5302783 


Score 


601 








Exons 


17578. .17687, 177 66 .. 17883, 


17987. .18037, 18422. 


.1$ 


3484, 






18905. .18957, 19679 .. 19853, 


19970. .20077 








GI Descrip. 


(Z97340) isomerase like protein [Arabidopsis thaliana] 




Seq. No. 


8142 


Seq. ID 


OJ990821_ 


50. 


. 9C21 


.C4 


Gene No . 


17281 


Strand 










Start 


17572 


End 


29133 








Name 


OJ990821 50.9C21.C4.o2.gp 


Method 


AAT/GAP 








Start 


19649 


End 


20094 








GI 


426881 


•Score 


468 








Exons 


19649. .19853, 19970.. 20094 












GI Descrip. 


5302783/emb|CAB46032.1| 1 . Oe 


;-16 (297340) isomerase 


like 


protein 




[Arabidopsis thaliana] 












Seq. No. 


8142 


Seq. ID 


OJ990821_ 


50. 


.9C21 


.C4 


Gene No . 


.17281 


Strand 










Start 


- 17572 


End 


29133 








Name 


OJ990821 50.9C21.C4.o4.np 


Method 


AAT/NAP 








Start 


22676 


End 


29133 








GI 


5302785 


Score 


1129 








Exons 


22676. .22870, 2294 6 .. 23257 , 


25513. .25959, 27527. 


.27733, 






28340. .28619, 28981.. 29133 












GI Descrip. 


(Z97340) putative epoxide hydrolase [Arabidopsis 


thaliana] 


Seq. No. 


8142 


Seq. ID 


OJ990821_ 


50. 


.9C21 


.C4 


Gene No. 


17281 


Strand 










Start 


17572 


End 


29133 








Name 


OJ990821 50.9C21.C4.o9.gs 


Method 


GEN SCAN 








Start 


25459 


End 


25728 








GI 


none 


Score 


'.79 








Exons 


25459. .25728 












Seq. No. 


8142 


Seq. ID 


OJ990821_ 


50, 


.9C21 


-C4 


Gene No. 


17281 


Strand 










Start 


17572 


End 


29133 








Name 


OJ990821 50.9C21.C4.oll.gs 


Method 


GENSCAN 








Start 


27258 


End 


28654 








GI 


none 


Score 


.92 








Exons 


27258.-27269, 27527 .. 27727 , 


28340. .28654 








Seq. No. 


8142 


Seq. ID 


OJ990821_ 


50, 


. 9C21 


.C4 


Gene No. 


17282 


Strand 










Start 


31137 


End 


31624 








Name 


OJ990821 50.9C21.C4 .o4.gp 


Method 


AAT/GAP 








Start 


31137 


End 


31624 








GI 


uC-osflcypl62a07al 


Score 


682 








Exons . 


31137. .31364, 31464.. 31624 













GI Descrip. 1 4680179/gb | AAD27547 . 1 | AF111709_1 2.0e-40 (AF111709) polyprotein 
[Oryza sativa subsp. indica] ' 



8544 



Seq. No. 8142 Seq. ID OJ990821_50 . 9C21 . C4 

Gene No. 17283 Strand 

Start 38188 End 38619 

Name OJ990821_50 . 9C21 .C4 .06. gp Method AAT/GAP 

Start 38188 End 38619 

GI 2428185 Score 721 

Exons 38188. .38619 

GI Descrip. 5852170/emb | AL117265 . 1 1 OST17804 1.0e-177 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 8142 

Gene No. 17284 

Start 43624 

Name OJ990821_50 . 9C21 . C4 . 65 . tc 

Start 2699 

GI none 

Exons 2699.. 2857, 2700.. 2858, 5185. 
5474. .5563 



OJ990821_50.9C21.C4 
49380 

TBLASTX: Cress 

5565 

181 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5292, 5189. .5407, 5473. .5565, 



Seq. No. 


8142 








Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No. 


17284 








Strand 






Start 


43624 








End 


49380 




Name 


OJ990821 50 


. 9C21. 


C4.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


5360 








End 


5671 




GI 


none 








Score 


64 




Exons 


5360. .5419, 


5423. 


.5620, 


5482. 


.5667, 5564. .5671 




Seq. No. 


8142 








Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No. 


17284 








Strand 






Start 


43624 








End 


4 9380 




Name 


OJ990821 50 


.9C21. 


C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5929 








End 


6262 




GI 


none 








Score 


380 




Exons 


5929. .6261, 


5930. 


.6262 










Seq. No. 


8142 








Seq. ID 


OJ990821_50. 9C21 


.C4 


Gene No. 


17284 








Strand 






Start 


43624 








End 


49380 




Name 


OJ990821 50 


. 9C21. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6191 








End 


6916 




GI 


none 








Score 


133 




Exons 


6191. .6295, 


6193. 


.6288, 


6218. 


.6436, 6304. .6423, 6437. .6544 




6596. . 6916, 


6601. 


.6879 










Seq. . No. 


8142 








Seq. ID 


OJ990821_50. 9C21 


C4 


Gene No . 


17284 








Strand 






Start 


43624 








End 


49380 




Name 


OJ990821 50 


.9C21. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6265 








End 


6949 




GI 


none 








Score 


325 




Exons 


6265. .6540, 


6266. 


.6541, 


6595. 


.6870, 6596. .6949 





Seq. No. 8142 Seq. ID OJ990821_50 . 9C21 . C4 

Gene No. 17284 Strand 

Start 43624 End 49380 

Name OJ990821_50 . 9C21 . C4 . o5 . ts Method TBLASTX : Soybean 



8545 




Start 


6332 




End 


6745 




GI 


none 




Score 


118 




Exons 


6332.. 6430, 6425.. 6547, 6436 


;..6528, 6596. .6745, 6622. .6744 


Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No . 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4, 


,o7.ts 


Method 


TBLASTX: Soybean 




Start 


6773 




End 


6979 




GI 


none 




Score 


234 




Exons 


6773. .6979, 6784. .6879 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No .■ 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4, 


.610. tw 


Method 


TBLASTX: Wheat 




Start 


6799 




End 


7152 




GI ' 


none 




Score 


225 




Exons 


6799.-6978, 6800.. 6979, 7048 


. .7152 






Seq. No. 


8142 




.Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50. 9C21.C4 . 


, ol . tc 


Method 


TBLASTX: Cress 




Start 


10400 ~ 




End 


12352 




GI 


none 




Score 


117 




Exons 


10400. .10558, 11459. 


, . 11563, 


11491. .11562, 11564. .11773, 






11590. .11772, 11789. 


, . 12121, 


11833. .12117, .11876. .12121, 






12152. .12214, 12206. 


.12352 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No . 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


,o3. tm 


Method 


TBLASTX: Maize 




Start 


11525 . 




End 


12115 




GI 


none 




Score 


203 




Exons 


11525. .11782, 11527. 


.11715, 


11795. .12115, 11869.. 11961 




Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No . 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


11635 




End 


23711 




GI 


none 




Score 


457 




Exons 


11635. .11958, 11636. 


.12025, 


11789. . 12025, 23637.. 23711 




Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


11717 




End 


12415 




GI 


none 




Score 


73 




Exons 


11717. .11773, 11774. 


.11959, 


11833. . 11961, 11975. .12199, 






12013. .12114, 12203. 


.12415 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No. 


17284 




Strand 







8546 



Start 
Name 
Start 
GI 

Exons 



43624 

OJ990821_50 . 9C21 . C4 . o5 . tm 
17551 
none 
17551. 
17764. 
18420. 
18906. 
19677. 
19970. 



.17688, 17552 
.17889, 17984 



.18485, 
.18959, 
.19856, 
.20059, 



18422 
18912 
19678 
19970 



.17689, 
.18037, 
.18499, 
.18959, 
.19854, 
.20038 



End 

Method 

End 

Score 



49380 

TBLASTX: Maize 

20059 

185 



17762. .17893, 177 63 .. 17885, 

17985. .18047, 18419 18484 , 

18424. .18498, 18896 18 958 , 

18913. .18960, 19674 . .19745, 

19849. .19974, 19968 20039, 



Seq. No. 8142 Seq. ID 

Gene No. 17284 Strand 

Start 43624 End 

Name OJ990821_50 . 9C21 . C4 . o4 . ts Method 

Start 17587 '■ End 

GI none Score 
Exons 



OJ990821_50.9C21.C4 
49380 

TBLASTX: Soybean 

20039 

96 



17587. .17688, 17597 17689, 17762 .. 17887 , 17764 .. 1788 9, 

17971. .18015, 17972. .18037, 18419 18484 , 18428 18499, 

18905. .18958, 19674 .. 19745, 19677 .. 197 99, 19806 19856, 

19807. .19854, 19968 .. 20039, 19970.. 20038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8142 

17284 

43624 

OJ99082 1_50 .9C21.C4.o6. tc 

18416 

none 

18416. .18478, 18893 .. 18958 , 
19806. .19856, 19807 .. 19854 , 

8142 

17284 

43624 

OJ990821_50 .9C21.C4.o7. tw 

18920 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19677 

19968 



OJ990821 50.9C21.C4 



49380 

TBLASTX: Cress 
20039 
38 

19799, 19678. .19722, 
20039, 19970. .20038 



Seq. ID OJ990821_50. 9C21.C4 
Strand 
End 

Method 
End 
Score 



49380 

TBLASTX: Wheat 

47777 

153 



18920. .18958, 18927 .. 18959, 19671 .. 19856, 19677 .. 19856, 
19968. .20039, 19970 .. 20059, 19970 .. 20038, 47673.-47777 



8142 

17284 

43624 

OJ990821_50.9C21.C4 .o2.ts 

20696 

none 

20696. .20947, 20705 20947 , 

21761. .21865, 22688 22855 , 

22837. .22872, 23000 .. 23170, 

23175. .23231, 25477 25815, 

27620. .27739, 27621 27788 , 

28580. .28624, 28587. .28619 



Seq. ID OJ990821_50.9C21.C4 
Strand 

End 49380 

Method TBLASTX : Soybean 

End 28624 

Score 136 
20706. .20948, 20874 2094 8 , 
22692. .22853, 227 69 22873, 
23001. .23171, 23174. .23236, 
25637. .25765, 27527 .. 2758 9, 
28388. .28543, 28389 .. 28538 , 



Seq. No. 8142 Seq. ID 

Gene No. 17284 Strand 

Start 43624 End 

Name OJ990821 50 . 9C21 . C4 . o4 . tc Method 



OJ990821_50.9C21.C4 
49380 

TBLASTX: Cress 



8547 



Start 
GI 

Exons 



20702 
none 



End 
Score 



25815 
132 



20702. .20953, 20705 20953, 21764 .. 218 68, 25477 .. 25815, 
25607. .25762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



8142 

17284 

43624 

OJ990821_50 .9C21.C4.o2. tm 

20705 

none 

20705. .20956, 20705 .. 20956, 
22686. .22754, 22688 .. 22753, 
25477. .25812, 25478.-25543, 
25864. .25986, 25865 .. 25972, 
27587. .27736 

8142 

17284 

43624 

OJ990821_50. 9C21.C4.o5.tw 

20705 

none 

20705. .20959, 20705 .. 20959, 
25477. .25773, 25613.. 25765 

8142 

17284 

43624 

OJ990821_50. 9C21.C4 .o3.tc 
22694 
none 
22694. 
23000. 
27606. 
28388. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 50.9C21.C4 



49380 

TBLASTX: Maize 
27736 
126 

20706. .20957, 21764 21871, 
22766. .22909, 22766.-22858, 
25613. .25765, 25657 .. 257 97 , 
27525. .27734, 27527 .. 27733, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9§0821_50.9C21.C4 
49380 

TBLASTX : Wheat 

25773 

133 



20727. .20963, 21761 .. 21805, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_50.9C21.C4 
49380 

TBLASTX: Cress 

28618 

95 



.22720, 22724. 

.23185, 23001. 

.27728, 27626, 

.28543, 28389, 



.22858, 22743.-22898, 22845 .. 22877, 

.23189, 23177. .23230, 27533 .. 27559, 

.27733, 27641. .27730, 27829 .. 27861, 

,28538, 28580. .28618 



8142 

17284 

43624 

OJ99082 1_50 . 9C2 1 . C4 . o4 . tm 

23000 

none 



Seq. ID OJ990821_50. 9C21.C4 



Strand 
End 

Method 

End 

Score 



49380 

TBLASTX: Maize 

28624 

341 



23000. .23248, 23001 . .23249, 28388 .. 28 624 , 28389.. 28619 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821 50.9C21.C4 



8142 
17284 
43624 

OJ990821_50. 9C21.C4 .ol3. tw 
23024 
none 

23024. .23185, 23025 .. 23189, 28403. .28543, 28413 .. 28538, 
28490. .28543 



49380 

TBLASTX: Wheat 

28543 

170 



Seq. No. 
Gene No. 
Start 



8142 

17284 

43624 



Seq. ID 

Strand 

End 



OJ990821 50.9C21.C4 



49380 



8548 



Name 


OJ990821 50.9C21.C4. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


31205 




End 


31561 




GI 


none 




Score 


288 




Exons 


31205. .31561, 31213. 


.31383, 


31420. .31560 




Seq. No. 


8142 




Seq. ID 


OJ990821 50.9C21, 


.C4 


Gene No . 


17284 




Strand 






Start 


43624 




End 


49380 




■Name 


OJ990821 50.9C21.C4. 


olO.tm 


Method 


TBLASTX : Maize 




Start 


31442 




End 


31705 




GI 


none 




Score 


207 




Exons 


31442. .31705, 31468. 


.31629 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21, 


.C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


ol4 .gs 


Method 


GEN SCAN 




Start 


43624 




End 


49380 




GI 


none 




Score 


.58 




Exons 


43624..4486S, 45078. 


.45439, 


45524. .45967, 4 6225 .. 4704 1, 






47174. .47341, 47395. 


.48023, 


48132. .49380 




Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21, 


.C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


o7 .np 


Method 


AAT/NAP 




Start 


43627 




End 


48841 




GI 


.6498441 




Score 


4869 




Exons 


43627. .43908, 44002. 


.45398, 


45588. .46229, 4 64 04 4 6538 , 






46722. .47094, 47158. 


.47436, 


47539. .47 68 9, 47745. .48841 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 8142 
Gene No. 17284 
Start 43624 

Name OJ990821_50. 9C21.C4 .o9. tw : 

Start 43636 
GI none 

Exons 43636. .43761, 43640 .. 43759, 

43955. .44095, 43987 .. 44 100, 
44196. .44234 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 50.9C21.C4 



49380 

TBLASTX: Wheat 
44236 
71 

43947. .44081, 43948 .. 44235, 
44009. .44236, 4 4 135 . . 4 4233, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8142 Seq. ID 

17284 Strand 

43624 End 

OJ990821_50 .9C21.C4.o4. tw Method 

44239 End 

none Score 



OJ990821_50.9C21.C4 
49380 

TBLASTX: Wheat 

44620 

192 



44239. .44619, 44252 .. 4 4518 , 44564. .44620 



Seq. No. 8142 Seq. ID 

Gene No. 17284 Strand 

Start 43624 End 

Name OJ990821_50 . 9C21 . C4 . 08 . tm Method 

Start 44423 End 



OJ990821_50.9C21.C4 
49380 ' 

TBLASTX: Maize 
44757 



8549 




GI 


none 




Score 


168 




Exons 


44423. .44563, 44434 


. .44757, 


44447. .44638 




Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4 


.o9.ts 


Method 


TBLASTX: Soybean 




Start 


45027 




End 


45593 




GI 


5666795 




Score 


56 




Exons 


45027. .45215, 45264 


. .45401, 


45495. .45593 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


R 1 A 9 




Seq. ID 


OJ990821_50.9C21 


• C4 




1 7 9R A 
± f ZO ft 




Strand 






Start 


A *5 £9 A 
ft J OZ ft 




End 


49380 




Name 


ujyyuoti ou . y^z j. . oft 


• ob . tw 


Method 


TBLASTX: Wheat 




Start 


ft 3 Z O ft 




End 


45716 




GI 


none 




Score 


94 




Exons 


45264. .45416, 45265 


. .45405, 


45475. .45696, 45495. .45716 




Seq. No. 


R1 AO 
O 1 fl Z 




Seq. ID 


OJ990821_50.9C21 


-C4 




± / ZO ft 




Strand 






Start 


ft OoZft 




-End 


49380 




Name 


ujy?uozi ou . y^z x . uft 


n C\ 4- c 
. ODiT.5 


Method 


TBLASTX : Soybean 




Start 


ft DU 00 




End 


46438 




GI 


none 




Score 


73 




Exons 


46068. .46118, 46100 


. .46438, 


46317. .46424 




Seq. No. 


R 1 d 9 
O ± fl Z 




Seq. ID 


OJ990821_50.9C21 


.C4 


VjJCl it. 1NVJ. 


± / ZO ft 




Strand 






Start 


ft J OZ 4 




End 


49380 




Name 


nTQQDR91 ^0 QP91 PA 
UJ7l?UoZl 3U . y^Z -L . Cft 


. OZ . LW 


Method 


TBLASTX: Wheat 




Start 


ft OllZ 




End 


46516 




GI 


none 




Score 


274 




Exons 


46112. .46516, 46149 


. .46511 








Seq. No. 


fl 1 A 9 
0 J. ft Z 




Seq. ID 


OJ990821_50.9C21 


.C4 


o t~i o Mr> 

VJCllC 1NVJ • 


1 79R yl 
1 / Zo ft 




Strand 






Start 


ft OOZ ft 




End 


49380 




Name 


vjjyyuozi Du.y^zi.Lfi 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


46190 




End 


46574 




GI 


none 




Score 


148 




Exons 


46190. .46573, 46317 


. .46574 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21 


.C4 




17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


46601 




End 


46957 




GI 


none 




Score 


190 




Exons 


46601. .46957, 46611 


. .46916 








Seq. No. 


8142 




Seq. ID 


OJ990821_50. 9C21 


.C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


46625 




End 


47087 





8550 




GI 


none 




Score 


319 . 




Exons 


46625. .47086, 46626. 


.47087 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21. 


C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


08. ts 


Method 


TBLASTX : Soybean 




Start 


46682 




End 


47047 




GI 


none 




Score 


113 




Exons 


46682. .46816, 46823. 


.47047 








Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21. 


C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


ol2.tw 


Method 


TBLASTX: Wheat 




Start 


47195 




End ^ 


47507 




GI 


none 




Score 


111 




Exons 


47195. .47434, 47214. 


.47435, 


47439. .47507 




Seq. No. 


8142 




Seq. ID 


OJ990821_50.9C21. 


C4 


Gene No. 


17284 




Strand 






Start 


43624 




End 


49380 




Name 


OJ990821 50.9C21.C4. 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


48301 




End 


48643 




GI 


none 




Score 


114 




Exons 


48301. .48573, 48335. 


.48574, 


48541. .48639, 48551. .48643 




Seq. No. 


8143 




Seq. ID 


OJ990821_50.9C21. 


C5 


Gene No. 


17285 




Strand 






Start 


875 




End 


980 




Name 


OJ990821 50.9C21.C5. 


ol . gs 


Method 


GEN SCAN 




Start 


875 




End 


980 




GI 


none 




Score 


.57 




Exons 


875. .980 










Seq. No. 


8144 




Seq. ID 


OJ990821_50.9C21. 


C6 


Gene No. 


17286 




Strand 






Start 


25 




End 


569 




Name 


OJ990821 50.9C21.C6. 


ol . gs 


Method 


GENS CAN 




Start 


25 




End 


456 




GI 


none 




Score 


.95 




Exons 


25. .456 










Seq. No. 


8144 




Seq. ID 


OJ990821_50.9C21. 


C6 


Gene No. 


17286 




Strand 






Start 


25 




End 


569 




Name 


OJ990821 50.9C21.C6. 


ol.gp 


Method 


AAT/GAP 




Start 


105 




End 


569 




GI 


29419 1.R1084 




Score 


906 




Exons 


105. .569 










GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1. Oe- 


177 Oryza sativa 






indica{GLA4) genomic 


: DNA, chromosome 4 


; BAC clone :t 17804 




Seq. No. 


8144 




Seq. ID 


OJ990821_50.9C21. 


C6 


Gene No. 


17287 




Strand 






Start 


3242 




End 


5917 




Name 


OJ990821 50.9C21.C6. 


o3.gs 


Method 


GENS CAN 





8551 




Start 


3242 








End 


5917 


GI 


none 








Score 


.84 


Exons 


3242. .3252, 


3384 . 


. 3449, 


5289. 


.5503, 5706. .5917 


Seq. No. 


8144 








Seq. ID 


OJ990821_50.9C21.C6 


Gene No. 


17287 








Strand 


- 


Start 


3242 








End 


5917 


Name 


OJ990821_50 


.9C21. 


C6.ol. 


np 


Method 


AAT/NAP 


Start 


5153 








End 


5888 


GI 


4105794 








Score 


329 


Exons 


5153. .5503, 


5815 . 


.5888 








GI Descrip. 


(AF049928) 


PGP224 


[Petunia x 


hybrida] 




Seq. No. 


8144 








Seq. ID 


OJ990821_50.9C21.C6 


Gene No. 


17288 








Strand 


_ 


Start 


8796 








End 


9455 


Name 


OJ990821_50 


. 9C21. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


510 


GI 


none 








Score 


168 


Exons 


1..210, 1.. 


309, 2 


:. .310, 


211. . 


510, 326. 


.454 


Seq. No. 


8144 








Seq. ID 


OJ990821_50.9C21.C6 


Gene No. 


17288 - 








Strand 




Start 


8796 








End 


9455 


Name 


OJ990821_50 


.9C21. 


C6.ol. 


tc - 


Method 


TBLASTX: Cress 


Start 


5195 








End 


9135 


GI 


none 








Score 


101 


Exons 


5195. .5368, 


5202. 


.5360, 


5367 . 


.5501, 5368. .5502, 8838. .9134 




8839. .8952, 


9049. 


. 9135 








Seq. No. 


8144 








Seq. ID 


OJ990821_50.9C21.C6 


Gene No. 


17288 








Strand 




Start 


8796 








End 


9455 


Name 


OJ990821_50 


. 9C21. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5195 








End 


9135 


GI 


none 








Score 


104 


Exons 


5195. .5368, 


5196. 


. 5366, 


5367. 


.5501, 5413. .5502, 5813. .5857 




8838 . . 9134, 


9034 . 


. 9135 








Seq. No. 


8144 








Seq. ID 


OJ990821_50.9C21.C6 


Gene No. 


17288 








Strand 




Start 


8796 








End 


9455 


Name 


OJ990821 50 


. 9C21. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5198 








End 


9437 


GI 


none 








Score 


64 


Exons 


5198. .5368, 


5201. 


.5275, 


5208. 


.5366, 5361.. 5501, 5374.. 5520, 




5813. .5857, 


8832. 


.9014, 


8833. 


.8982, 9006. .9134, 9022. .9135, 




9387. .9437 












Seq. No. 


8144 








Seq. ID 


OJ990821_50.9C21.C6 


Gene No. 


17288 








Strand 




Start 


8796 








End 


9455 


Name 


OJ990821 50 


.9C21. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5200 








End 


9431 


GI 


none 








Score 


35 


Exons 


5200. .5253, 


5249. 


.5368, 


5250. 


.5363, 5364. .5501, 5367. .5501, 




5371. .5520, 


5603. 


.5626, 


5813. 


.5857, 5817.. 5858, 5904.. 5978, 



8552 



8880. .9134, 8887. .8982, 9034. .9135, 9387. .9431 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8144 
17288 
8796 

OJ990821_50. 9C21.C6.o2.np 
8796 
4105794 
8796. .9136, 9389. .9455 
(AF049928) PGP224 [Petunia x hybrida] 



Seq. ID OJ990821_50.9C21.C6 
Strand 

9455 
AAT/NAP 
9455 
254 



End 

Method 

End 

Score 



8145 

17289 

22 

OJ990821_50 .9C21.C7.ol. gs 
22 

none 



Seq. ID OJ990821_50.9C21.C7 

Strand + 

End 4252 

Method GENSCAN 

End 3307 

Score .43 



22. .935, 1406. .1595, 1672. .1974, 2145. .2345, 2426. .2574, 
3202. .3307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990821_50.9C21.C7 

Strand + 

End 4252 

Method AAT/NAP 

End 4252 

Score 1367 



8145 
17289 
22 

OJ990821_50. 9C21.C7.ol.np 
388 

5441880 
388. .1191, 4133. .4252 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. ID OJ990821_50.9C21.C7 

Strand + 

End 4252 

Method AAT/GAP 

End . 2900 

Score 629 - 



8145 
17289 
22 

OJ990821_50 .9C21.C7.ol. gp 
1187 

LIB34 31-045-P1-N1-A10 
.1187. .1428, 2791. .2900 

, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig b) 1 



8145 

17290 

7876 

OJ990821_50.9C21.C7.o3.gs 

7876 

none 



Seq. ID OJ990821_50.9C21.C7 

Strand + 

End 16266 

Method GENSCAN 

End 16266 

Score .66 



7876.. 8016, 9553.. 9825, 9830.. 10223, 14 142 .. 14225, 14230. .14394 
14448. .14612, 14 623 .. 14720, 16066. .16266 



Seq. No. 8145 

Gene No. 17291 

Start 27815 

Name OJ990821_50 . 9C21 .C7 . o7 . gs 

Start 27815 

GI none 
Exons 



Seq. ID OJ990821_50.9C21.C7 

Strand + 

End 30257 

Method GENSCAN 

End 30257 

Score .47 



27815. .27883, 284 47 .. 28701, 29430 .. 29601, 30109. .30257 



8553 






Seq. No. 


8145 


Seq. ID 


OJ990821_50. 


9C21.C7 




Gene No. 


17292 


Strand 


+ 






Start 


31223 


End 


32584 






Name 


OJ990821 50.9C21.C7.o5.np 


Method 


AAT/NAP 






Start 


31223 


End 


32584 






GI 


6630459 


Score 


108 






Exons 


31223. .31629, 32509.. 32584 










GI Descrip. 


(AC007190) F23N19.12 [Arabidopsis thaliana] 






Seq . No . ■ 


8145 


Seq. ID 


OJ990821_50. 


9C21 .C7 




Gene No. 


17293 


Strand 


+ 






Start 


38071 


End 


39510 






Name 


OJ990821 50.9C21.C7.ol0.as 


Method 


GENSCAN 






Start 


38071 ~ 


End 


39510 






GI 


none 


Score 


.57 






Exons 


38071 38171- 39055 39160. 


39400. .39510 






Seq. No. 


8145 


Seq. ID 


OJ990821_50. 


9C21 .C7 




Gene No. 


17294 


Strand 








Start 


6335 


End 


6640 






Name 


OJ990821 50.9C21.C7.o2.gs 


Method 


' GENSCAN . 






Start 


6335 


End 


6640 






GI 


none 


Score 


.96 




W 


Exons 


6335.. 6640 








r's 
J-i i 


Seq. No. 


8145 


Seq. ID 


OJ990821_50. 


9C21.C7 


j*| | 


Gene No. 


17295 


Strand 






Ui 


Start 


6545 


End 


7123 






Name 


OJ990821 50.9C21.C7.o2.gp 


Method 


AAT/GAP 




-J 


Start 


6545 


End 


7123 




c: t 


GI 


15073 1.R1084 


Score 


320 




Li 


Exons 


6545.. 6690, 6917.. 6963, 6994.. 7123 








GI Descrip. 


, 5734716/gb|AAD49981.1|AC008075 14 6.0e-24 (AC008075) Simialr 


: = l 




gb_AF049928 PGP224 protein 


from Petunia x hybrida. 


[Arabidops: 






thaliana] ' 








S3! 


Seq. No. 


8145 " 


Seq. ID 


OJ990821_50. 


9C21.C7 




Gene No. 


17296 


Strand 








Start 


14013 


End 


14559 






Name 


OJ990821 50.9C21.C7.o2.np 


■ Method 


AAT/NAP 






Start 


14013 


End 


14559 






GI 


4105794 


Score 


344 






Exons 


14013. .14374, 14486. .14559 










GI Descrip. 


(AF049928) PGP224 [Petunia 


x hybrida] 








Seq. No. 


8145 


Seq. ID 


OJ990821_50. 


9C21.C7 




Gene No. 


17297 


Strand 








Start 


19455 


End 


20225 






Name 


OJ990821 50.9C21.C7.o3.np 


Method 


AAT/NAP 






Start 


19455 


End 


20159 






GI 


5734716 


Score 


328 






Exons 


19455. .19828, 20063.. 20159 










GI Descrip. 


(AC008075) Simialr to gb|AF049928 PGP224 protein from Petunia 






hybrida. [Arabidopsis thaliana] 








Seq. No. 


8145 


Seq. ID 


OJ990821_50. 


9C21.C7 



8554 



V 

Gene No. 17297 Strand 

Start 19455 End 20225 

Name OJ990821_50 . 9C21 . C7 . o3 . gp Method AAT/GAP 

Start 19594 End 20225 

GI 15073_1.R1084 Score 764 
Exons 19594. .19828, 20063.. 20225 

GI Descrip. 1 5734716/gb | AAD49981 . 1 | AC008075_14 6.0e-24 (AC008075) Simialr to 

gb_AF04 9928 PGP224 protein from Petunia x hybrida. [Arabidopsis 
thaliana] 1 



Seq. No. 8145 Seq. ID 

Gene No. 17298 Strand 

Start 27090 End 

Name OJ990821_50 . 9C21 . C7 . 06 . gs Method 

Start 27090 End 

GI none Score 

Exons 27090. .27695 



OJ990821_50. 9C21.C7 

30829 
GEN SCAN 
27695 
.93 



Seq. No. 8145 Seq. ID 

Gene No. - 17298 Strand 

Start 27090 End 

Name OJ990821_50 . 9C21 . C7 . o4 . gp Method 

Start 27375 End 

GI 2427559 Score 

Exons 27375.. 27612 



OJ990821_50.9C21.C7 

30829 
AAT/GAP 
27612 
435 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8145 Seq. ID 

17298 Strand 

27090 End 30829 

OJ990821_50 .9C21.C7.o4. np Method AAT/NAP 

27507 End 30829 

6721512 Score 78 

27507. .27599, 28819 .. 28919, 30806.. 30829 

(AP001072) hypothetical protein [Oryza sativa] 



OJ990821 50.9C21.C7 



8145 Seq. ID 

17299 Strand 

31207 End 

OJ990821_50 .9C21.C7.o8. gs Method 

31207 End 

none Score 
31207. .31752 



OJ990821_50.9C21.C7 

31752 
GENSCAN 
31752 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8145 Seq. ID OJ990821_50 . 9C21 . C7 

17300 Strand 

32026 End 36570 

OJ990821_50 . 9C21 . C7 . o5 . gp Method AAT/GAP 

32026 End 33279 

19002_1.R1084 Score 1423 

32026. .32659, 33163.. 33279 

1 6006395/emb | CAB56768.il 1.0e-10 (AJ132096) squamosa promoter 
binding protein-like 12 [Arabidopsis thaliana] 

>gi_6006403_emb_CAB567 69. 1_ (AJ132097) squamosa promoter binding 
protein-like 12 [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



8145 
17300 



Seq. ID 
Strand 



OJ990821 50.9C21.C7 



8555 



Start 
Name 
Start 
GI 

Exons 



32026 End 36570 

OJ99082 1_50 . 9C2 1 . C7 . o9 . gs Method GENSCAN 

32057 End 36505 

none Score .83 

32057. .32659, 33163 .. 33318 , 33630 33748 , 34 167 .. 34269, 

34503. .34775, 34887 .. 35078 , 35654 .. 35719, 35859 .. 35913, 

36123. .36505 



Seq. No. 


8145 


Seq. ID 


OJ990821_50.9C21 


.C7 


Gene No. 


17300 


Strand 






Start ■ 


32026 


End 


36570 




Name 


OJ990821 50.9C21.C7.o6.np 


Method 


AAT/NAP 




Start 


32078 


End 


35156 




GI 


2244965 


Score 


526 




Exons 


32078. .32352, 32481 .. 33019, 


33089. .33318, 33630 .. 33748, 






34167. .34269, 34503 .. 34775, 


34878. .35156 




GI Descrip. 


(Z97340) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8145 


Seq. ID 


OJ990821_50.9C21 


.C7 


Gene No. 


17300 


Strand 






Start 


32026 


End 


36570 




Name 


OJ990821 50.9C21.C7.o7.np 


Method 


AAT/NAP 




Start 


32078 


End 


36493 




GI 


2244965 


Score 


591 




Exons 


32078. .32352, 32481 .. 33019, 


33089. .33318, 33630 3374 8 , 






34167. .34269, 34503 .. 34775, 


34878. .35078, 36167 .. 36316, 






36349. .36493' 








GI Descrip. 


(Z97340) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8145 


Seq. ID 


OJ990821_50.9C21 


.C7 


Gene No. 


17300 


Strand 






Start 


32026 


End 


36570 




Name 


OJ990821 50.9C21.C7.o6.gp 


Method 


AAT/GAP 




Start 


34586 


End 


36231 




GI 


LIB3434-058-P1-K1-C12 


Score 


747 




Exons 


34586. .34775, 34887 .. 35078 , 


36167. .36231 





GI Descrip. 1 2244 965/emb | CAB10386 . 1 | 2.0e-25 (Z97340) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


8145 




Seq. ID 


OJ990821 


_50. 


.9C21 


.CI 


Gene No. 


17300 




Strand 










Start 


32026 




End 


36570 








Name 


OJ990821 50.9C21.C7. 


o7.gp 


Method 


AAT/GAP 








Start 


36062 . 




End 


36570 








GI 


none 




Score 


441 








Exons 


36062. .36127, 36316. 


.36570 












Seq. No. 


8145 




Seq. ID 


OJ990821 


_50, 


■ 9C21 


.C7 


Gene No. 


17301 




Strand 










Start 


40448 




End 


41796 








Name 


OJ990821 50.9C21.C7. 


oll.gs . 


Method 


GENSCAN 








Start 


40448 




End 


41796 








GI 


none 




Score 


.67 








Exons 


40448. .40939, 41110. 


.41796 












Seq. No. 


8145 




Seq. ID 


OJ990821 


_50. 


9C21 


.C7 


Gene No. 


17302 




Strand 











8556 



Start 
Name 
Start 
GI 

Exons 



42543 End 

OJ990821_50 . 9C21 . C7 . ol . ts Method 

6392 End 

none Score 



44776 

TBLASTX : Soybean 

20105 

222 



6392.. 6688, 6399.. 6689, 9667. .9735, 9796.. 9837, 9836.. 9970, 
9912. .9971, 14067. .14372, 14071 14373, 144 84 .. 14528 , 
14491. .14547, 19518 19634 , 19525 19635, 1 9650 19826, 
19651. .19827, 20061. .20105 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821 50.9C21-.C7 



44776 

TBLASTX: Maize 

20117 

203 



Seq. No. 8145 
Gene No. 17302 
Start 42543 

Name OJ990821_50 . 9C21 . C7 . o2 . tm 

Start 6392 
GI none 

Exons 6392.. 6568, 6393.. 6569, 6561 

9667.. ,9735, 9790.. 9837, 9830 
14058. .14252, 14077 .. 14250, 14244 .. 14372 , 14245 .. 14373, 
14316. .14375, 14484 .. 14552, 14488 .. 14 553, 14 535 14570, 
19518. .19643, 19522 .. 19644 , 19623 .. 19706, 19624 .. 19704 , 
19699. .19839, 19701 19826, 20061.. 20117 



6689, 6563. .6688, 6635. .6691, 
9970, 9915. .9971, 14058 .. 14144 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8145 

17302 

42543 

OJ990821_50 . 9C21 .C7 . ol . tc 

6401 

none 



Seq. ID OJ990821_50. 9C21 .C7 
Strand 

End 4477 6 

Method TBLASTX : Cress 

End 19845 

Score 232 



6401. .6688, 6405. .6689, 9667. .9735, 9671. .9736, 9796.-9837, 
9836. .9970, 9915. .9971, 14067 .. 14372 , 14071 .. 14373, 
14463. .14546, 19518 .. 19634 , 19525 .. 1964 1 , 19641 .. 19826, 
19657. .19845 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



8145 
17302 
42543, 

OJ9%0821_50 .9C21.C7.ol. tw 
6434 



none 

6434 . . 

9787. . 

14118. 

14488, 

19570. 

20065. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 50.9C21.C7 



44776 

TBLASTX: Wheat 
20111 
308 

6966, 6963. .7007, 6964. .6990, 
9970, 9912. .9971, 10105 .. 10152, 
14372, 14119. .14373, 14313 14 375, 14 4 63 1454 9, 
14535, 14532. .14576, 14533 .. 14562 , 19569 .. 1964 3, 
19644, 19623. .19826, 19624 .. 19839, 20061 .. 20111, 
20106 



6688, 6435.. 6689, 6919 
9837, 9806.. 9832, 9836 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8145 Seq. ID 

17302 Strand 

42543 End . 

OJ990821_50 .9C21.C7.o4. tm Method 

27153 End 

none Score 



OJ990821_50.9C21.C7 
44776 

TBLASTX: Maize 

27638 

85 



27153. .27344, 27159 .. 27251, 27166 .. 27339, 27348 .. 27569, 
27379. .27459, 27534 .. 27 638 , 27567.. 27614 



Seq. No. 
Gene No. 



8145 
17302 



Seq. ID OJ990821_50.9C21.C7 
Strand 



8557 




Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


o2 . tw 


Method 


TBLASTX : 


Wheat 




Start 


27201 






End 


27459 






GI 


none 






Score 


95 






Exons 


27201. 


.27344, 27348. 


OT /I CO 

.27458, 


27382. .27459 






Seq. No. 


8145 






Seq. ID 


OJ990821 


DO . 9C21 


• y ' 


Gene No. 


17302 






Strand 








Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


ob . tm 


Method 


TBLASTX : 


Mai ze 




Start 


32084 






End 


32228 






GI 


none 






Score 


99 






Exons 


32084. 


.32209, 32088. 


"3 O O A Q 

. 32228, 


32124. .32225 






Seq. No. 


8145 






Seq. ID 


OJ990821 


_50 . 9C21 


. C7 


Gene No. 


17302 






Strand 








Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


33660 






End 


34775 






GI 


none 






Score 


64 






Exons 


33660. 


.33794, 33661. 


. 33795, 


34168. .34269, 34169 


O A A H A 

. .342 64, 






34500. 


.34775, 34503. 


. 34655, 


34543. .34731 






Seq. No. 


8145 






■ Seq. ID 


OJ990821 


50 . 9C21 


. C7 


Gene No. 


17302 






Strand 








Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


34512 






End 


35073 






GI 


none 






Score 


254 






Exons 


34512. 


.34778, 34518. 


. 34775, 


34522. .34776, 34878 


. . 34985, 






34884. 


.34982, 34906. 


. 34 989, 


34929. .35072, 34986 


. . 35072, 






34987. 


.35073 












Seq. No. 


8145 






Seq. ID 


OJ990821 


50 . 9C21 


. C7 


Gene No. 


17302 






Strand 








Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


o 8 . gp 


Method 


AAT/GAP 






Start 


42317 






End 


43058 






GI 


none 






Score 


894 






Exons 


42317. 


.42672, 42926. 


A O A C O 

. 43058 










Seq. No. 


8145 






Seq. ID 


OJ990821 


_50 . 9C21 


. C7 


Gene No. 


17302 






Strand 








Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


o3. tm 


Method 


TBLASTX:! 


Maize 




Start 


42537 






End 


44309 






GI 


none 






Score 


133 






Exons 


42537. , 


.42674, 42541. 


. 42675, 


42926. .43162, 42926 


. . 43156, 






42928. , 


.43167, 42928. 


. 43167, 


43530. .43613, 43534 


. . 43590, 






44125. . 


.44304, 44141. 


. 44308 , 


44142. .44309, 44144 


. .44269 




Seq. No.. 


8145 






Seq. ID 


OJ990821 


_50 . 9C21 


. C7 


Gene No. 


17302 






Strand 








Start 


42543 






End 


44776 






Name 


OJ990821 50.9C21.C7. 


ol2 . gs 


Method 


GEN SCAN 






Start 


42543 






End 


44776 






GI 


none 






Score 


.8 







8558 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42543. .42729, 42926 .. 43164 , 43533 .. 43607 , 44 143 44307, 
44577. .44627, 44726.. 44776 



8145 

17302 

42543 

OJ990821_50 . 9C21 . C7 . o9 . gp 
43571 

uC-osflcyp085c05bl 



Seq. ID OJ990821_50.9C21.C7 
Strand 

End 44776 

Method AAT/GAP 

End 44776 

Score 74 9 



43571. .43607, 44143 .. 44307, 44386 ... 444 93, 4 4577 .. 44 627 , 
44726. .44776 

f 2131531/pir| IS69554 1.0e-08 hypothetical protein YDR496c - 
yeast (Saccharomyces cerevisiae) >gi_927766 (U33057) Ydr496cp; 
CAI: 0.25 [Saccharomyces cerevisiae] 1 



8146 
17303 
1 

OJ990821_50.9C21.C9.ol.np 
1 

4680179 
1..325, 681. .728 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990821_50.9C21.C9 
Strand 

End 728 

Method AAT/NAP 

End 728 

Score 199 



8146 

17303 

1 

OJ990821_50.9C21.C9.ol.gs 
22 

none 

22. .324, 465. .491 



Seq. ID OJ990821_50.9C21.C9 

Strand 

End 728 

Method GENSCAN 

End 4 91 

Score .85 



8147 
17304 
1 

OJ990821_50.9C21.C10.ol.np 
1 

2498930 
1..362, 530. .589 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS TRULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ990821_50.9C21.C10 
Strand - . 

589 

AAT/NAP 
589 . 
677 



End. 
Method 
End 
Score 



8147 

17304 

1 

OJ990821_50.9C21.C10.ol.gs 
60 

none 

60. .362, 530. .589 

8148 

17305 

243 

OJ990821_50. 9C21.C12.ol.gs 

243 

none 

243. .335, 356. .399 



Seq. ID OJ990821_50.9C21.C10 
Strand 

End 589 

Method GENSCAN 

End 589 

Score . 7 



Seq. ID OJ990821_50.9C21.C12 
Strand 

End 399 

Method GENSCAN 

End 399 

Score . 63 



8559 



# • 





Seq. No. 


8149 


Seq. ID 


OJ990821_50 


9C21.C13 




Gene No. 


17306 


Strand 








Start 


/o 


End 


4 63 






Name 


ojyyuozi 50.9c21.c13.oi.gs 


Method 


GENSCAN 






Start 


/ 0 


End 


4 DO 






GI 


none 


Score 


H "7 






Exons 


-7 £ inn o<i a a 










Seq. No. 


oloO 


Seq. ID 


ojyyub ji_4u 


ycu 3 . ci 




Gene No. 


17307 


Strand 


+ 






Start 


639 


End 


3248 






Name 


ojyyoooi 40 . ycuj . ci . oi . np 


Method 


AAT/NAP 






Start 


o39 


End 


3221 






GI 




Score 


1597 






Exons 


o39..9ol, 1791. .3221 










GI Descrip. 


(AFQ24504) putative acyl-CoA 


synthetase [Arabidopsis thaliana] 




Seq. No. 


8150 


Seq. ID 


OJ990531_40 


9C03.C1 




Gene No. 


17307 


Strand 


+ 






Start 


o39 


End 


3248 






Name 


OJ990531 40 . 9C03 . CI . ol . gs 


Method 


GENSCAN 






Start 


793 


End- 


3248 






GI 


none 


Score 


.91 






Exons 


793. .938, 1556. .1631, 1791.. 


3248 






:i - 


Seq. No. 


8150 


Seq. ID 


OJ990531_40 


9C03.C1 . 


'\ I 


bene no. 


17307 


Strand 


+ 




c? 

5 Sjg 


Start 


639 


End 


3248 






Name 


OJ990531 40.9C03.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1540 


End 


2064 




; = ! 


GI 


2801015 


Score 


948 




: i | 


Exons 


1540. .2064 










. GI Descrip. 


4926866/gb|AAD32946.1|AC007509 1 8 . Oe- 


14 (AC007509) 


putative 






amp-binding protein [Arabidopsis thaliana] 




J 


Seq. No. 


8150_ 


Seq. ID 


OJ990531_40 


9C03.C1 


St 


Gene No. 


17308' 


Strand 


+ 




*( 

s? 


Start 


5431 


End 


7174 




3 ! 


Name 


OJ990531 40.9C03.Cl.o2.np 


Method 


AAT/NAP 






Start 


4400 


End 


7147 






GI 


6598797 


Score 


1709 






Exons 


4400.. 4460, 5346.. 5628, 5720 


. .7147 








GI Descrip. 


(AF024504) putative acyl-CoA synthetase [Arabidopsis thaliana] 




Seq. No. 


8150 


Seq. ID 


OJ990531_40. 


9C03.C1 




Gene No . 


17308 


Strand 


+ 






Start 


5431 


■ End 


7174 






Name 


OJ990531 40.9C03.Cl.o2.gp 


Method 


AAT/GAP 






Start 


5285 


End 


5820 






GI 


uC-osflcypl71e01bl 


Score 


870 






Exons 


5285. .5628, 5720.. 5820 










GI Descrip. 


M926866/gb|AAD32946.1|AC007509 1 l.Oe 


-27 {AC007509) putative 






amp-binding protein [Arabidopsis thaliana] * 






Seq. No. 


8150 


Seq. ID 


OJ990531_40. 


9C03.C1 




Gene No. 


17308 


Strand 


+ 





8560 



Start 
Name 
Start 
GI 

Exons 



5431 End 7174 

OJ990531_40 . 9C03 . CI . o2 . gs Method GENSCAN 

5431 End 7174 

none Score .86 
5431. .5628, 5687. .7174 



Seq. No. 8150 Seq. ID OJ990531_40. 9C03.C1 

Gene No. 17309 Strand + 

Start 16102 End 16432 

Name OJ990531_40.. 9C03 . CI . o5 . gp Method AAT/GAP 

Start 16102 End 16432 

GI LIB3433-056-P1-K1-H8 Score 551 

Exons 16102. .16432 

GI Descrip. 1 525727 9/dbj | BAA81778 . 1 | 0.0e+00 (AP000364) Similar to 

Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] ' 



Seq. No. 


8150 




Seq. ID 


OJ990531 


_40.9C03 


.CI 


Gene No. 


17310 




Strand 


+ 






Start 


17079 




End 


17527 






Name 


OJ990531 40.9C03.C1. 


o5 . gs 


Method 


GENSCAN . 






Start 


17079 




End 


17527 






GI 


none 




Score 


.49 






Exons 


17079. .17273, 17423. 


.17527 










Seq. No. 


8150 




Seq. ID 


OJ990531 


_40. 9C03 


.CI 


Gene No. 


17311 




Strand 


+ 






Start 


23509 ^ 




End 


26848 






Name 


„ OJ990531 40.9C03.C1. 


o7 . gs 


Method 


GENSCAN 






Start 


23509 




End 


26848 






GI 


none 




Score 


.61 






Exons 


23509. .23597, 23821. 


.23875, 


24009. .24157, 25210 


. .25493, 






25596. .25882, 26375. 


.26848 










Seq. No. 


8150 




Seq. ID 


OJ990531 


_40.9C03 


.CI 


Gene No. 


17311 




Strand 


+ 






Start 


23509 




End 


26848 






Name 


~ OJ990531 40.9C03.C1. 


06. gp 


Method 


AAT/GAP 






Start 


25183 




End 


25727 






GI 


LIB3432-002-P1-K1-B6 


Score 


846 






Exons 


25183. .25493, 25596. 


.25727 











GI Descrip. 1 2264373 4.0e-40 (AC002354) putative NAM/no apical meristem 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8150 

17311 

23509 

OJ990531_4 0. 9C03:Cl.o5.np 

25337 

2264373 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25337. .25493, 25596 .. 25861 , 26375 .. 264 68, 26507.. 26842 
(AC002354) NAM (no apical meristem) -like" protein [Arabidopsis 
thaliana] 



OJ990531_40.9C03.C1 
+ 

26848 
AAT/NAP 
26842 
574 



Seq. No. 
Gene 1 No . 
Start 



8150 

17312 

27642 



Seq. ID OJ990531_40.9C03.C1 
Strand + 
End 29643 



8561 



Name 


OJ990531 40.9C03.Cl.o7.np 


Method 


AAT/NAP 


Start 


27642 


End 


29643 


GI 


4680492 


Score 


140 


Exons 


27642. .27690, 29403.. 29643 






GI Descrip. 


(AF119222) putative reverse 


transcriptase [Oryza sativa 


Seq. No. 


8150 


Seq. ID 


OJ990531_40. 9C03 


Gene No. 


17313 


Strand 


+ 


O Lai l_ 


50659 


End 


55174 


Name 


.OJ990531 40.9C03.Cl.ol2.gs 


Method 


GEN SCAN 


Start 


50659 


End 


55174 


GI 


none 


Score 


.52 


Exons 


50659. .50690, 50776 .. 50874 , 


50966. .51022, 51116. . 51179, 




51992. .52289, 53816 53905, 


55059. .55174 


Seq. No. 


8150 


Seq. ID 


OJ990531_40.9C03 


VJCIIC V* \J . 


17314 


Strand 


+ 


Start 


55693 


End 


55848 


Name 


OJ990531 40.9C03.Cl.ol3.gs 


Method 


GENSCAN 


Start 


55693 


End 


55848 


GI 


none 


Score 




Exons 


55693. .55797, 55828.. 55848 






Seq. No. 


8150 


Seq. ID 


OJ990531_40.9C03 


Gene No. 


17315 


Strand 




Start 


6950 


End 


' 7411 


Name 


OJ990531 40.9C03.Cl.o3.gp 


Method 


AAT/GAP 


Start 


6950 


End 


7411 


GI 


39068 1.R1084 


Score 


912 


Exons 


6950. .7411 






GI Descrip. 


'2435522 3.0e-16 (AF024504) 


contains similarity to othe: 




AMP-binding enzymes [Arabidopsis thaliana] ' 


Seq. No. 


8150 


Seq. ID 


OJ990531_40.9C03 


VjCUC 1 ' \J . 


17316 


Strand 




Start 


7944 


End 


10427 


Name 


OJ990531 40.9C03.Cl.o3.gs 


Method 


GENSCAN 


Start 


7944 


End 


10427 


GI 


none 


Score 


. 95 


Exons 


7944.. 7972, 8255.. 8442, 8535 


. .8655, 9761. .10427 


Seq. No. 


8150 


Seq. ID 


OJ990531_40.9C03 


Gene No. 


17316 


Strand 




Start 


7944 


End 


10427 


Name 


OJ990531 40.9C03.Cl.o4.gp 


Method 


AAT/GAP 


Start 


8268 


End 


10038 


GI 


11221 1.R1084 


Score 


1081 


Exons 


8268.. 8442, 8535.. 8655, 9761 


. .10038 




GI Descrip. 


•2558660 2.0e-27 (AC002354) 


No definition line found 




[Arabidopsis thaliana] * 






Seq. No. 


8150 


Seq. ID 


OJ990531_40.9C03 


Gene No. 


17316 


Strand 




Start 


7944 


End 


10427 


Name 


OJ990531 40.9C03.Cl.o3.np 


Method 


AAT/NAP 


Start 


8369 


End 


10421 


GI 


2558660 


Score 


401 



8562 



Exons 8369.. 8485, 8551.. 8655, 9761.. 10421 

GI Descrip. (AC002354) unknown protein [Arabidopsis thaliana] 



Seq. No. 8150 
Gene No. 17317 
Start 11288 

Name OJ990531_40 . 9C03 . CI . o4 . gs 

Start 11288 
GI none 
Exons 11288. 

12604. 

15529. 



.11459, 11549. .11623, 
,12729, 14058. .14139, 
,15803 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_40.9C03.C1 

17513 
GENSCAN 
15803 
.7 



11816. .11855, 12208. .12329, 
14889. .15021, 15161. .15257, 



Seq. No. 


8150 




Seq. ID 


OJ990531 


Gene No. 


17317 




Strand 




Start 


11288 




End 


17513 


Name 


OJ990531 40.9C03.C1 


. o4 . np 


Method 


AAT/NAP 


Start 


12152 




End 


17513 


GI 


6691197 




Score 


885 


Exons 


12152. .12329, 12604 


. .12729, 


14058. .14158, 14828 




15161. .15252, 15529 


. .15567, 


17466. .17513 


GI Descrip. 


(AC007534) F7F22.5 


[Arabidopsis thaliana] 


Seq. No. 


8150 




Seq. ID 


OJ990531 


Gene No. 


17318 




Strand 




Start 


18190 




End 


18537 


Name 


OJ990531 40.9C03.C1 


.06. gs 


Method 


GENSCAN 


Start 


18190 




End 


18537 


GI 


none 




Score 


.91 


Exons 


18190.. 18537 









40.9C03.C1 



,15021, 



Seq. No. 


8150 


Seq. ID 


OJ990531_40. 


9C03 


.CI 


Gene No. 


17319 


Strand 








Start 


26629 


End 


27106 






Name 


OJ990531 40.9C03.Cl.o7.gp 


Method 


AAT/GAP 






Start 


26629 


End 


27106 






GI 


none 


Score 


921 






Exons 


26629.. 27106 ' 










Seq. No. 


8150 


Seq. ID 


OJ990531_40. 


9C03 


.CI 


Gene No. 


17320 


Strand 








Start 


27641 


End 


29016 






Name 


OJ990531 40.9C03.Cl.o8.gp. 


Method 


AAT/GAP 






Start 


27641 


End 


29016 






GI 


974 1.R1084 


Score 


1899 






Exons 


27641. .28280, 28437 .. 28548, 


28651. .29016 






GI Descrip. 


•2109457 1.0e-158 (AF001501) 


i chitinase 


[Oryza sativa] 1 




Seq. No. 


8150 


Seq. ID 


OJ990531_40. 


9C03 


.CI 


Gene No. 


17320 


Strand 








Start - 


27641 


End 


29016 






Name 


OJ990531 40.9C03.Cl.o8.gs 


Method 


GENSCAN 






Start 


27902 


End 


28930 






GI 


none 


Score. 


.94 






Exons 


27902. .28280, 28437 .. 28548, 


28651. .28930 






Seq. No. 


8150 


Seq. ID 


OJ990531_40. 


9C03 


.CI 



8563 



# • 



Gene No. 


17320 


Strand 




O Lai L 


2764 1 


End 


29016 


Name 


OJ990531 40.9C03.Cl.o6.np 


Method 


AAT/NAP 


Start 


27905 


End 


29002 


GI 


2109457 


Score 


1238 


Exons 


27905. .28280, 28437 28548, 


28651. .29002 


GI Descrip. 


(AF001501) chitinase [Oryza 


sativa] 




Seq. No. 


8150 


Seq. ID 


OJ990531_40.9C03 


Gene No. 


17321 


Strand 




Start 


31963 


End 


38257 


Name 


OJ990531 40.9C03.Cl.o9.gs 


Method 


GEN SCAN 


Start 


31963 


End 


38257 


GI 


none 


Score 


.8 


Exons 


31963. .32259, 32353 324 66, 


32551. .32742, 328 69 .. 33057 , 



33449. .33534, 34389 34494, 34 920 35053, 35828 .. 35963, 
36059. .36373, 36387 .. 36472, 38191.. 38257 





Seq. No. 


8150 




Seq. ID 


OJ990531_40.9C03.C1 




Gene No. 


17321 




Strand 






Start 


31963 




End 


38257 




Name 


OJ990531 40.9C03.C1. 


o8.np 


Method 


AAT/NAP 




Of a v+- 


32020 




End 


36271 




GI 


6633851 




Score 


1184 




Exons 


32020. .32259, 32353. 


.32469, 


32551. .32669, 32915 .. 33057 , 






33449.-33534, 34389. 


.34494, 


34920. .35053, 35828.. 36271 


r rl 

•3 ' m 

i= i 5 


GI Descrip. 


(AC008047) F2K11.13 


[Arabidopsis thaliana] 


Li 


Seq. No. 


8150 




Seq. ID 


OJ990531__40.9C03.C1 


Gene No. 


17321 




Strand 






Start 


31963 




End 


38257 




Name 


OJ990531 40.9C03.C1. 


o9.gp 


Method 


AAT/GAP 


i W 


Start 


32394 




End 


33492 


is 


GI 


LIB3434-037-P1-K1-F11 


Score 


914 




Exons 


32394 . .32466, 32551. 


.32742, 


32869. .33057, 33449.-33492 




GI Descrip. 


, 3080427/emb|CAA1874 


6.1| 6. 


Oe-63 (AL022604) putative protein 


u 




[Arabidopsis thaliana] 1 






. *l 


Seq. No. 


8150 




Seq. ID 


OJ990531_40.9C03.C1 


c:i 


Gene No. 


17322 




Strand 






Start 


44367 




End 


50058 


sef 


Name 


OJ990531 40.9C03.C1. 


oil .gs 


Method 


GENSCAN 




Start 


44367 


End 


50058 




GI 


none 




Score 


.69:- 




Exons 


44367. .45437, 46829. 


.47005, 


47100. i47219, 48055 .. 48117 , 






48564. .48615, 48784. 


.48914, 


49393. .49536, 49618. .50058 ■ 




Seq. No. 


8150 




Seq. ID 


OJ990531_40.9C03.C1 




Gene No. 


17323 




Strand 






Start 


56602 




End 


58058 




Name 


OJ990531 40.9C03.C1. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


802 




End 


6910 




GI 


none 




Score 


141 




Exons 


802. .927, 1790. .1945 


, 1791. 


.2984, 2108 


..2521, 2573. .2971, 



5427. .5537, 5431. .5616, 5431. .5613, 5719. .5874, 5720, 
5996. .6910, 6028. .6525, 6598. .6888 



,5881, 



8564 



Seq. No. 8150 Seq. ID 

Gene No. 17323 Strand 

Start 56602 End 

Name OJ990531_40 . 9C03 . CI . o9 . tc Method 

Start 814 End 

GI none Score 

Exons 814.. 921, 1790.. 2020, 1791.. 2024, 5452 
5720. .5884 



OJ990531_40.9C03.C1 
58058 

TBLASTX: Cress 

5884 

99 

..5634, 5719. .5820, 



Seq. No. 8150 Seq. ID 

Gene No. 17323 Strand 

Start 56602 End 

Name OJ990531_4 0 . 9C03 . CI . o3 . tm Method 

Start 820 End 

GI none Score 
Exons 



OJ990531_40.9C03.C1 
58058 

TBLASTX: Maize 

6541 

93 



820. .927, 1790. .1945, 1791. .2009, 2051. .2440, 2052. .2465, 
2475. .2615, 5449. .5634, 5719. .5886, 5720. .5884, 5996. .6391, 
6049.. 6384, 6361.. 6534, 6398.. 6541 



Seq. No. 8150 

Gene No. 17323 

Start 56602 

Name OJ990531_40 . 9C03 . CI . ol . tc 

: „. Start 2138 

GI none 

U Exons 2138.. 2518, 2145.. 2996, 2570, 

U\ 3020.. 3247, 6061.. 6477, 6062. 

6911. .7174, 6934. .7173 

Seq. No. 8150 

Gene No. 17323 

Start 56602 

Name OJ990531_4 0 . 9C03 . CI . o5 . tw 

Start 2153 

GI none 

Exons 2153.. 2320, 2154.. 2324, 6079. 



: s 

m 

S St 

m 



Seq. ID OJ990531_40.9C03.C1 

Strand - ■ 

End 58058 

Method TBLASTX : Cress 

End 7174 

Score 967 

.2959, 2769. .2975, 2985.-3248, 
.6922, 6449. .6580, 6622.-6894, 



Seq. ID OJ990531_40. 9C03.C1 
Strand 

End 58058 

Method TBLASTX: Wheat . 

End 6249 

Score 203 
.6249, 6080. .6244 



ri 

! 5 cr 



Seq. No. 8150 

Gene No. 17323 

Start 56602 

Name OJ990531_40 . 9C03 . CI . o4 . tw 

Start 2475 

GI none 

Exons 2475.. 2696, 2477.. 2674, 6398, 



Seq. ID OJ990531_40.9C03.C1 
Strand 

End 58058 

Method TBLASTX : Wheat 

End 6622 

Score 223 
.6622 



Seq. No. 8150 
Gene No. 17323 
Start 56602 

Name OJ990531_4 0 . 9C03 . CI . 08 . tm 

Start 2682 
GI . none 

Exons 2682..2834, 2720.. 2797, 2831. 

3069.. 3230, 3083-. .3214, 6617. 
6766.-6996, 6767.. 6997, 6992. 



Seq. ID OJ990531_40.9C03.C1 
Strand 

End 58058 
Method TBLASTX : Maize 
End 7141 
Score 96 

.3046, 2832-. 2912, 2970. .3071, 
.6754, 6628. .6753, 6764.-6892, 
.7141, 6994. .7140 



Seq. No. 
Gene No. 



8150 
17323 



Seq. ID OJ990531_40. 9C03.C1 
Strand 



8565 




Start 


56602 






End 


58058 


Name 


OJ990531_40. 


9C03 


.Cl.o9.ts 


Method 


TBLASTX: Soybean 


Start 


3036 






End 


7189 


GI 


none 






Score 


272 


Exons 


3036. . 3257, 


3038 


. . 3247, 6962 . 


.7189, 6964. .7173 


Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40. 


9C03 


.Cl.ol2.tm 


Method 


TBLASTX: Maize 


Start 


8325 






End 


9986 


GI 


none 






Score 


77 


Exons 


8325. . 8441, 


8327 , 


. .8440, 8349. 


.8441, 8! 


531. .8620, 8531. .8611 




8551. . 8637, 


8606 


. .8656, 8613. 


.8657, 9762. .9812, 9800. .9958 




9800 . . 9958, 


9802 


. . 9963, 9804 . 


.9974, 9804. .9986 


Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531_40 . 


9C03, 


.Cl.o4.ts 


Method 


TBLASTX: Soybean 


Start 


8543 






End • 


10337 




none 






Score 


168 


Exons 


8543. . 8611, 


9765, 


. . 10337, 9769 


. .10281 




Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No . 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531_40 . 


9C03, 


. CI .08 . tc 


Method 


TBLASTX: Cress 


Start 


9753 






End 


10319 


GI 


none 






Score 


63 


Exons 


9753. . 9848, 


9879, 


. . 10259, 9922 


. .10035, 


10102. .10248, 10266. 


Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40. 


9C03. 


.Cl.ol3.tm 


Method 


TBLASTX: Maize 


Start 


10119 






End 


10317 


GI 


none 






Score 


90 


Exons 


10119. .10238, 10132. .10239, 10230 .. 10316, 10231. .10317 


Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40. 


9C03. 


.Cl.oll.ts 


Method 


TBLASTX: Soybean 


Start 


11354 






End 


11628 


GI 


none 






Score 


112 


Exons 


11354. .11458 


, 11355. .11459, 11548. .11628, 11582. .11623 


Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40. 


9C03. 


.Cl.oll.tm 


Method 


TBLASTX: Maize 


Start 


11369 






End 


11643 


GI 


none 






Score 


120 



Exons 11369. .11458, 11370 .. 11459, '■ 11373 .. 11459, 11544 .. 11624 , 

. 11548. .11643, 11548. .11643 



8566 



Seq. No. 


8150 






Seq. ID 


OJ990531_40. 9C03 


.CI 


Gene No. 


17323 






Strand 






Start 


56602 






End 


58058 




Name 


OJ990531 40.9C03.C1 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


12206 






End 


14338 




GI 


none 






Score 


126 




Exons 


12206. 


.12289, 12207 


. .12314, 


12216. . 12290, 12274. .12330, 






12281. 


.12328, 12283 


. . 12330, 


12603. . 12731, 12603. .12728, 






12604. 


.12759, 12604 


. . 12729, 


12817. .12903, 12818. .12904, 






12821. 


.12904, 14039 


. .14143, 


14058. .14144, 14059. .14145, 






14060. 


.14143, 14277 


. . 14336, 


14303. .14338 




Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03 


.CI 


Gene No. 


17323 






Strand 






Start 


56602 






End 


58058 




Name 


OJ990531 40.9C03.C1 


.06. tc 


Method 


TBLASTX: Cress 




Start 


12221 






End 


14143 




GI . 


none 






Score 


165 




Exons 


12221. 


.12328, 12222 


. . 12329, 


12222. .12329, 12223 12330, 






12223. 


.12330, 12224 


. . 12331, 


12603. .12728, 12604 .. 12729, 






12626. 


.12739, 12817 


. . 12903, 


12818. . 12904, 12822. .12911, 






14054. 


.14143, 14060 


. .14143 








Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03 


.CI 


Gene No. 


17323 






Strand 






Start 


56602 






End 


58058 




Name 


OJ990531 40.9C03.C1 


,ol0. tm 


Method 


TBLASTX: Maize 




Start 


14840 






End 


15249 




GI 


none 






Score 


206 




Exons 


14840. 


.15022, 14844 


. . 15023, 


14845. .15024, 15132 .. 15248, 






15147. 


.15242, 15163 


. . 15249 








Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03 


.CI 


Gene No . 


17323 






Strand 






Start 


56602 






End 


58058 




Name 


OJ990531 40.9C03.C1 


,ol2. ts 


Method 


TBLASTX : Soybean 




Start 


18178 






End 


18435 




GI 


none 






Score 


122 




Exons 


18178. 


.18315, 18179 


. . 18280, 


18263. .18322, 18292.. 18435 




Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03 


.CI 


Gene No. 


17323 






Strand 






Start 


56602 






End 


58058 




Name 


OJ990531 40-.9C03.C1 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


25216 






End 


36385 




GI 


none 






Score 


47 




Exons 


25216. 


.25260, 25246 


. .25284, 


35823. .35963, 35824 35964 , 






36057. 


.36209, 36057 


. .36155, 


36062. .36292, 36290 36385, 






36291. 


.36374 










Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03 


.CI 


Gene No. 


17323 






Strand 






Start 


56602 






End 


58058 




Name 


OJ990531 40.9C03.C1 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


25334 






End 


26463 




GI 


none 






Score 


222 




Exons 


25334. 


.25495, 25336 


. .25518, 


25594..2S833, 25595 .. 25846, 





8567 



26375. .26461, 26377.. 26463 



Seq. No. 


8150 




Gene No. 


17323 




Start 


56602 




Name 


OJ990531 40.9C03.C1. 


o2.tc 


Start 


25345 




GI 


none 




Exons 


25345. .25494, 25352. 


.25495, 


Qan No 
OC^i VI \J ■ 


fti ^n 




Gene No. 


17323 




Start 


56602 




Name 


OJ990531 40.9C03.C1. 


06. tm 


Start 


25382 




GI 


none 




Exons 


25382. .25492, 25423. 


.25491, 




25646. .25930, 25654. 


.25833, 


INtJ . 


ft i 




Gene No. 


17323 




Start 


56602 




Name 


OJ990531 40.9C03.C1. 


o2.tw 


Start 


25607 




GI. 


none 




Exons 


25607. .25633, 25609. 


.25719, 




25756. .25833 




Seq. No. 


8150 




Gene No. 


17323 




jLqX U 


JOOUZ 




Name 


OJ990531 40.9C03.C1. 


o4 . tm 


Start 


27893 




GI 


none 




Exons 


27893.-27967, 27908. 


.28291, 




28043. .28192, 28077. 


.28286, 




28431. .28550, 28436. 


.28555, 




28650., .28673, 28664. 


.28876 


Seq. No. 


8150 




belie iNo . 


i 7-30-3 




Start 


56602 




Name 


OJ990531 40.9C03.C1. 


o4 . tc 


Start 


27905 




GI 


none 




Exons 


27905. .28000, 28022. 


.28276, 




28439.-28468, 28443. 


.28469, 




28649. .28777, 28650. 


.28673 


Seq. No. 


8150 




Gene No. 


17323 




Start 


56602 




Name 


OJ990531 40.9C03.C1. 


06 . ts 


Start 


27914 




GI 


none 




Exons 


27914. .28012, 28022. 


.28282, 



Seq. ID OJ990531_40.9C03.C1 
Strand 

End 58058 

Method TBLASTX : Cress 

End 25780 

Score 207 
25594. .25776, 25595.. 25780 

Seq. ID OJ990531_40.9C03.C1 
Strand 

End 58058 

Method TBLASTX : Mai ze 

End 26431 

Score 132 
25607. .25645, 25609 .. 25644, 
25733. .25903, 26378.. 26431 

Seq. ID OJ990531_40.9C03.C1 
Strand 

End 58058 

' Method TBLASTX : Wheat 

•End 25840 

Score 269 
25610. .25840, 2574 8 25831, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27909 

28078 

28437 



OJ990531 40.9C03.C1 



58058 

TBLASTX: Maize 
28876 
56 

28007, 28003. .28038, 
28287, 28356. .28397, 
28556, 28649.-28852, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
28040 



OJ990531 40.9C03.C1 



58058 

TBLASTX: Cress 
28777 
96 

28180, 28077. .28259, 
28555, 28482.-28556, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_40. 9C03.C1 
58058 

TBLASTX : Soybean 

28283 

184 



8568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8150 Seq. ID 

17323 . Strand 
56602 End 
OJ990531_40.9C03.Cl.ol0.ts Method 
28439 End 
none Score 



OJ990531_40.9C03.C1 
58058 

TBLASTX : Soybean 

28852 

77 



28439..28468, 28488 .. 28550, 28490, 
28650. .28775, 28781.. 28852 



,28549, 28628. .28786, 



Seq. No. 8150 
Gene No. 17323 
Start 56602 

Name OJ990531_40 . 9C03 . CI . o2 . ts 

Start 31994 
GI none 

Exons 31994. .32161, 32026 .. 32262 , 

32347. .32463, 32353 .. 324 60, 
32552. .32650, 32710 .. 32742 , 
32867. .33091, 33447 .. 33518 , 
34385.-34492, 34387 .. 344 97, 



Seq. ID OJ990531_40. 9C03.C1 
Strand 

End 58058 

Method TBLASTX : Soybean 

End 35027 

Score 258 - 
32027. .32260, 32062 
32366. .32467, 32545 
32711. .32743, 32866 
33449. .33538, 33456 



34387. .34506, 34920, 



32262, 
32649, 
33063, 
33536, 
35027 



Seq. No. 


8150 








Seq. ID OJ990531 


_40. 9C03 


Gene No. 


17323 








Strand 




Start 


56602 - 








• End 58058 




Name 


OJ990531 40.9C03.C1. 


ol . tm 


Method TBLASTX : \ 


Maize 


Start 


32089 








End 35054 




GI 


none 








Score 77 




Exons 


32089. 


.32175, 


32126. 


.32176, 


32127. .32183, 32186 


. .32248, 




32187. 


.32243, 


32188. 






*5 O A CC\ 
. . 3£. 4 OU , 




32354. 


.32467, 


32357. 


.32467, 


32358. .32468, 32545 


. .32649, 




32549. 


.32650, 


32558. 


.32653, 


32698. .32745, 32699 


. .32743, 




32710. 


.32745, 


32857. 


.33063, 


32861. .33058, 33447 


. .33521, 




33452. 


.33538, 


33453. 


.33536, 


34383. .34496, 34387 


. .34497, 




34387. 


.34506, 


34902. 


.35036, 


34919. .35035, 34920 


. .35054, 




34921. 


.35037, 


34922. 


.35038 






Seq. No. 


8150 








Seq. ID OJ990531 


_40.9C03 


Gene No. 


17323 








Strand 




Start 


56602 








End 58058 




Name 


OJ990531 40.9C03.C1. 


o7.tc 


Method TBLASTX: 


Cress 


Start 


32119 








End 35000 




GI 


none 








Score 128 




Exons 


32119. 


.32262, 


32126. 


.32263, 


32131. .32265, 32353 


. .32460, 




32354 . 


.32467, 


32560. 


.32649, 


32561. .32644, 32866 


. .33063, 




32885. 


.33058, 


33449. 


.33538, 


33450. .33536, 34385 


. .34492, 




34387. 


.34506, 


34408. 


.34497, 


34911. .35000 




Seq. No. 


8150 








Seq. ID OJ990531 


_40.9C03 


Gene No. 


17323 








Strand 




Start 


56602 








End 58058 




Name 


OJ990531 40.9C03.C1. 


o3 . tc 


Method TBLASTX:' 


Cress 


Start 


35004 








End 36286 




GI 


none 








Score 122 




Exons 


35004 . 


.35060, 


35791. 


.35964, 


35823.-35963, 36057 


. .36122, 




36062. 


.36127, 


36119. 


.36286, 


36135. .36191 




Seq. No. 


8150 








Seq. ID OJ990531 


_4 0.9C03 



8569 



w 

fir 

u 

Ill 



Gene No. 


17323 








Strand 








O l_ CI -L L. 


56602 








End 


58058 






Name 


OJ990531 40.9C03.C1. 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


35823 








End 


36247 






GI 


none 








Score 


119 






Exons 


35823. 


.35963, 


35824. 


.35964, 


36057. .36185, 36060 


. .36146, 






36062. 


.36211, 


36062. 


.36247 










Seq. No. 


8150 








Seq. ID 


OJ990531 


_40.9C03. 


CI 




17323 








Strand 








Start 


56602 








End 


58058 






Name 


OJ990531 40.9C03.C1. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


35844 








End 


36253 






GI 


none 








Score 


112 






Exons 


35844. 


.35963, 


36062. 


.36112, 


36137. .36253 






Seq. No. 


8150 








Seq. ID 


OJ990531 


_40.9C03. 


CI 


Gene No. 


17323 








Strand 








Start 


56602 








End 


58058 






in ai uc 


OJ990531 40.9C03.C1. 


o7 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


50770 








End 


51461 






GI 


none 








Score 


151 






Exons 


50770. 


.50877, 


50771. 


.50869, 


50785. .50877, 50963 


. .51022, 






50964. 


.51023, 


51117. 


.51176, 


51131. .51175, 51250 


. .51456, 






51250. 


.51429, 


51252. 


.51461 










Seq. No. 


8150 








Seq. ID 


- OJ990531 


_40.9C03. 


CI 


Gene No. 


17323 








Strand 








Start 


56602 








End 


58058 








OJ990531 40.9C03.C1. 


o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


50777 








End 


51357 






GI 


none 








Score 


156 






Exons 


50777. 


.50869, 


50785. 


.50874, 


50966. .51022, 50967 


. .51023, 






51102. 


.51173, 


51104. 


.51175, 


51105. .51176, 51250 


. .51357, 






51252. 


.51356 














Seq. No. 


8150 








Seq. ID 


OJ990531 


_40.9C03. 


CI 


Gene No. 


17323 








Strand 








Start 


56602 








End 


58058 






Name 


OJ990531 40.9C03.C1. 


08 . ts 


Method 


TBLASTX: 


Soybean 




Start 


-50777 








End 


51354 






GI 


none 








Score 


143 






Exons 


50777. 


.50869, 


50782. 


.50874, 


50967. .51023, 51105 


. .51176, 






51114. 


.51176, 


51121. 


.51180, 


51250. .51354, 51251 


. .51340, 






51252. 


.51353 














Seq. No. 


8150 








Seq. ID 


OJ990531 


_40.9C03. 


CI 


Gene No. 


17323 








Strand 








Start 


56602 








End 


58058 






Name 


OJ990531 40.9C03.C1. 


o5 . tm 


Method 


TBLASTX:: 


Maize 




Start 


56562 








End 


57942 . 






GI 


none 








Score 


203 






Exons 


56562. 


.56747, 


56566. 


.56748, 


56605. .56853, 56609 


. .56872, 






56959. 


.57015, 


56961. 


.57014, 


57015. .57074, 57044 


. .57073, 






57351. 


.57533, 


57407. 


.57466, 


57433. .57531, 57438 


. .57536, 






57506.* 


.57550, 


57617. 


.57670, 


57636. .57752, 57852 


. .57926, 





57859. .57942 



8570 



Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40.9C03.C1. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


56597 






End 


56779 


GI 


none 






Score 


259 


Exons 


56597. 


.56677, 56599. 


C C *7 1 O 

.56 / /o , 


56600. .56779 


Seq. No. 


8150 






Seq. ID 


OJ990531_40. 9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40.9C03.C1. 


ol4 . gs 


Method 


GENSCAN 


Start 


56602 






End 


58058 


GI 


none 






Score 


.86 


Exons 


56602. 


.56880, 56940. 


C T A 1 O 

. 57072, 


57352. .57530, 57 638 .. 57750, 




57860. 


.58058 








Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40.9C03.C1. 


o7 . ts 


Method 


TBLASTX: Soybean 


Start 


56602 






End 


57749 


GI 


none 






Score 


70 


Exons 


56602. 


.56715, 56621. 


. 56710, 


56713. .56853, 56720 .. 56884 , 




56937. 


.57074, 57351. 


. 57533, 


57433. .57528, 57 635 .. 57 670, 




57648. 


.57722, 57705. 


. 57749 






Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40.9C03.C1. 


o9.np 


Method 


AAT/NAP 


Start 


56605 






End 


57983 


GI 


4539348 




Score 


609 


Exons 


56605. 


.56850, 56940. 


.57072, 


57352. .57530, 57 638 .. 57750, 




57860. 


.57983 








GI Descrip. 


(AL035539) putative pollen 


allergen [Arabidopsis thaliana] 


Seq. No. 


8150 






Seq. ID 


OJ990531_40.9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40.9C03.C1. 


olO.tc 


Method 


TBLASTX: Cress 


Start 


56729 






End 


57074 


GI 


none 






Score 


69 


Exons 


56729. 


.56845, 56731. 


.56844, 


56937. .56996, 57006. .57074 


Seq. No. 


8150 






Seq. ID 


OJ990531_40. 9C03.C1 


Gene No. 


17323 






Strand 




Start 


56602 






End 


58058 


Name 


OJ990531 40.9C03.C1. 


oil .gp 


Method 


AAT/GAP 




56785 






End 


57725 


GI 


17663 


1.R1084 




Score 


801 


Exons 


56785. 


'.56850, 56940. 


.57072, 


57352. .57530, 57 638. .57725 


GI Descrip. 


, 4539348/emb|CAB37496.1| 2. 


Oe-17 (AL035539) putative pollen 




allergen [Arabidopsis thaliana] 1 




Seq. No. 


8151 






Seq. ID 


OJ990531_40. 9C03.C2 



8571 



Gene No. 


17324 


Strand 


+ 








Start 


12460 


End 


12896 








Name 


OJ990531 40.9C03.C2.o2.np 


Method 


AAT/NAP 








Start 


12433 


End 


12896 








GI 


4102582 


Score 


189 








Exons 


12433. .12705, 12742.. 12896 












GI Descrip. 


(AF013115) CAO [Arabidopsis 


thaliana] 










Seq. No. 


8151 


Seq. ID 


- 

OJ990531_ 


40. 


9C03 


.C2 


f^pno Ma 


17324 


Strand 


+ 








Start 


12460 


End 


12896 








Name 


OJ990531 40.9C03.C2.o4.gs 


Method 


GEN SCAN 








Start 


12460 


End 


12842 








GI 


none 


Score 


.86 








Exons 


12460. .12842 












Seq. No. 


8151 


Seq. ID 


OJ990531_ 


40. 


9C03 


.C2 


Gene No. 


17324 


Strand 


+ 








Start 


12460 


End 


12896 








Name 


OJ990531 40.9C03.C2.o3.gp 


Method 


AAT/GAP 








Start 


12490 


End 


12896 








GI 


LIB3431-036-P1-K1-D4 


Score 


763 








Exons 


12490. .12896 












GI Descrip. 


, 2832629/emb ICAA16758.il 7. 


0e-14 (AL021711) 4-coumarate- 


-CoA 




ligase-like [Arabidopsis thaliana] 1 











Seq. No. 8151 Seq. ID 

Gene No. 17325 Strand 

Start 5579 End 

Name OJ990531__4 0 . 9C03 . C2 . ol . gp Method 

Start 5333 End 

GI 3761984 Score 

Exons 5333.. 5692, 5832.. 5936 

GI Descrip. 2832629/emb | CAA16758 . 1 | 7.0e-14 (AL021711) 
ligase-like [Arabidopsis thaliana] 



OJ990531 40.9C03.C2 



9030 
AAT/GAP 
5936 
881 



4-coumarate-CoA 



Seq. No. 8151 

Gene No. 17325 

Start 5579 

Name OJ990531_4 0 . 9C03 . C2 . o2 . ts 

Start 5574 

GI none 

Exons 5574.. 5696, 5579.. 5695, 5826 
6018.. 6092, 6020.. 6055, 6193 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5903, 5826 
.6342, 6203 



OJ990531 40.9C03.C2 



9030 

TBLASTX : Soybean 
8188 
118 

5933, 5830.. 5931, 
6343, 7712.. 8056, 



7713. .7985, 8018. .8188, 8024. .8188 



Seq. No. 8151 Seq. ID 

Gene No. 17325 Strand 

Start 5579 End 

Name OJ990531_40 . 9C03 . C2 . o2 . gs Method 

Start 5579 End 

GI none Score 

Exons S579..5692, 5832.. 5934, 6021.. 6088, 
7714. .8941 



OJ990531 40.9C03.C2 



9030 
GENSCAN 
8941 
.67 

6196. .6381, 



6485. .6543, 



Seq. No. 
Gene No. 



8151 
17325 



Seq. ID 
Strand 



OJ990531 40.9C03.C2 



8572 



Start 


H 

5579 




End 


. w< - _ 

9030 ' ; - : -' ? "* 


Name 


OJ990531 40 


. 9C03.C2.o2 . tm 


Method 


TBLASTX: Maize 


Start . 


5584 




End 


6334 


GI 


none 




Score 


145 


Exons 


5584. .5694, 


5585. .5695, 5586. 


.5696, 5826..S933, 5830.. 5934, 




6015. .6089, 


6019.. 6090, 6019. 


.6093, 6021. .6122, 6146. .6334, 




6193. .6333 








Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03.C2 


Gene No. 


17325 




Strand 




Start 


5579 




End 


9030 


Name 


OJ990531 40 


.9C03.C2.ol.np 


Method 


AAT/NAP 


Start 


5585 




End 


8911 


GI 


515503 




Score 


714 


Exons 


5585. .5692, 


5832. .5934, 6021. 


.6088, 6196.. 6341, 7714.. 8911 


GI Descrip. 


(U12013J 4- 


coumarate-CoA ligase enzyme 


[Pinus taeda] gi 11143308 




(U39404) 4- 


coumarate:CoA ligase [Pinus 


taeda] gi| 1143310 




(U39405) 4- 


coumarate:CoA ligase [Pinus 


taeda] 


Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03.C2 


Gene No. 


17325 




Strand 




Start 


5579 




End 


9030 


Name 


OJ990531_40 


.9C03.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


■5612 




End 


8011 


GI 


none 




Score 


107 


Exons 


5612. .5695, 


5826. .5930, 5830. 


.5931, 6020. .6052, 6021. .6092, 




6193. .6342, 


6203. .6343, 7712. 


.8011, 7713. .7988 


Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03.C2 


Gene No. 


17325 




Strand 




Start 


5579 




End 


9030 


Name 


OJ990531 40 


. 9C03.C2.o5.tm 


Method 


TBLASTX: Maize 


Start 


7697 




End 


8008 


GI 


none 




Score 


66 


Exons 


7697. .7843, 


7698. .7847, 7874. 


.8008, 7884. .7979 


Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03.C2 


Gene No. 


17325 




Strand 




Start 


5579 




End 


9030 


Name 


OJ990531 40 


. 9C03.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


8015 




End 


8243 


GI 


none 




Score 


320 


Exons 


8015. .8242, 


8016. .8243 






Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03.C2 


Gene No . 


.17325 




Strand 




Start 


5579 




End 


9030 


Name 


OJ990531 40 


.9C03.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


8130 




End 


8917 


GI 


none 




Score 


78 


Exons 


8130. .8240, 


8132. .8248, 8247. 


.8417, 82S 


>8. .8476, 8483. .8698, 




8490. .8693, 


8729..8842, 8732. 


.8917 




Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03.C2 


Gene No. 


17325 




Strand 




Start 


5579 




End 


9030 


Name 


OJ990531 40 


-9C03.C2.ol.ts 


Method 


TBLASTX : Soybean 



8573 



Start 
GI 

Exons 



8189 End 8921 

none Score 170 

8189. .8209, 8217. .8420, 8226. .8372, 8228. .8485, 8483. .8692, 

8496.-8684, 8696 .. 8830/- 8732 .. 8920, 8733.. 8921 



Seq. No. 8151 Seq. ID 

Gene No. 17325 Strand 

Start 5579 End 

Name OJ990531_4 0 . 9C03 . C2 . o2 . gp Method 

Start 8587 End 

GI 1631758 Score 

Exons 8587.. 9030 

GI Descrip. 2832629/emb | CAA16758 . 1 | 1.0e-09 (AL021711) 
ligase-like [Arabidopsis thaliana] 



OJ990531 40.9C03.C2 



9030 
AAT/GAP 
9030 
838 



4 -coumarat e-CoA 



Seq. No. 


8151 




Seq. ID 


OJ990531_40. 9C03. 


C2 


Gene No. 


17325 




Strand 






Start 


5579 




End 


9030 




Name 


OJ990531 40.9C03.C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


8615 




End 


8915 




GI 


none 




Score 


290 




Exons 


8615. .8914, 8616. .8 


915 








Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03. 


C2 


Gene No. 


17326 




Strand 






Start 


W.124 60 




End 


12869 




Name 


OJ990531 40.9C03.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12460 




End 


12854 




GI 


none 




Score 


497 




Exons 


12460. . 12852, 12468 


. . 12485, 


12549. .12608, 12643 .. 1274 4 , 






12672. .12854 










Seq. No. 


8151 




Seq. ID 


OJ990531_40. 9C03. 


C2 


Gene No. 


17326 




Strand 






Start 


12460 




End 


12869 




Name 


OJ990531_40.9C03.C2 


. o3 . ts 


Method 


TBLASTX: Soybean 




O-f i v-4- 

btart 






End 


12869 




GI 


none 




Score 


76 




Exons 


12568. .12699, 12738 


. .12869, 


12739. .12867 ■ 




Seq. No. 


8151 




Seq. ID 


OJ990531_40.9C03. 


C2 


Gene No. 


17326 




Strand 






Start 


12460 




End 


12869 




Name 


OJ990531 40.9C03.C2 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


12598 




End 


12869 




GI 


none 




Score 


59 




Exons 


12598. .12693, 12741 


. .12869, 


12742. .12867 




Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03. 


C3 


Gene No. 


17327 




Strand 


+ 




Start 


110 




End 


383 




Name 


OJ990531 40.9C03.C3 


. ol . gs 


Method 


GENSCAN 




Start 


110" 




End 


383 




GI 


none 




Score 


.78 




Exons 


110. .383 










Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03. 


C3 



8574 



"Gene No." 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17328 . Strand * + 
7122 End 7576 
OJ990531_4 0 . 9C03 . C3 . o2 . gp Method AAT/GAP 
7122 End 7576 
36280_1.R1084 Score 846 
7122. .7576 

*5295971/dbj | BAA81872.il 1.0e-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 

8152 Seq. ID OJ990531_40 . 9C03 . C3 

17329 " Strand + 
9270 End 9705 
OJ990531_4 0 . 9C03 . C3 . o3 . gp Method AAT/GAP 
9270 End 9705 
uC-osflM2020118f01al Score 789 
9270.. 9705 

, 5295971/dbj IBAA81872.il 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



8152 

17330 

13223 

OJ990531_40. 9C03.C3.o5.gs 

13223 

none 

13223. .13390, 13425 .. 13542, 
14366. .14476, 14740 .. 14795, 
15897. .16032, 16732 16791, 
18557. .18694, 19418 .. 19548 , 
21690. .22060, 23651 .. 23791, 
24500. .24708, 24809 .. 24922 , 
25758. .25883, 26011. .26156 



Seq. ID OJ990531_40.9C03.C3 

Strand + 

End 26204 

Method GENSCAN 

End 26156 

Score .74 
13747. .13856, 13967. .14051, 
15208. . 15294, 15390. .15526, 
17143. .17204, 17952. .18264, 
20191. .20290, 21319. .21443, 
23867. .24232, 24269 .. 24391 , 
24991. .25049, 25221 .. 2524 9, 



Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03.C3 


Gene No. 


17330 




Strand 


+ 


Start 


13223 




End 


26204 


Name 


OJ990531 40.9C03.C3 


. o2 . np 


Method 


AAT/NAP 


Start 


14779 




End 


16010 


GI 


4914379 




Score 


268 


Exons 


14779. .14826, 15010 


. .15114,. 


15214. .15372, 15420 .. 15526, 




15639. .15731, 15906 


. .16010 






GI Descrip. 


(AC007584) putative 


poly (A) 


polymerase 


[Arabidopsis thalia; 


Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03.C3 


Gene No. 


17330 




Strand 


+ 


Start 


13223 




End 


26204 


Name 


OJ990531 40.9C03.C3 


. o3 . np 


Method 


AAT/NAP 


Start 


' 21841 




End 


26156 


GI 


4584342 




Score 


1197 


Exons 


21841. .22060, 23651 


. .24393, 


24514. .24708, 24809 .. 24 922 , 




24:991. .25049, 25771 


. .25883, 


26011.. 26156 


GI Descrip. 


(AC007127) putative 


ubiquitin-like protein [Arabidopsis 



thaliana] 



8575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8152 Seq. ID 

17330 Strand 

13223 End 

OJ990531_4 0 . 9C03 . C3 . o5 . gp Method 

24560 End 

7242 1.R1084 Score 



OJ990531_40.9C03.C3 
+ 

26204 
AAT/GAP 
26204 
1068 



24560. .24708, 24 809 .. 24 922, 24 991 .. 2504 9, 25221 .. 2524 9, 
25800. .25883, 26011.. 26204 

, 4584342/gb|AAD25137.1|AC007127_3 1.0e-37 (AC007127) putative 
ubiquitin protein [Arabidopsis thaliana] 1 



8152 

17331 

26944 

OJ990531_40.9C03.C3.o6.gs 

26944 

none 

26944. .27153, 27256 
29667. .29734, 29847 
32083. .32206, 37162 
38464. .38710, 38765 
41274. .41373, 41556 



,27371, 27584 

,29940, 30062 

,37629, 37674 

.39493, 39878 
,41566 



Seq. ID OJ990531_40.9C03.C3 

Strand + 

End 41652 

Method GENSCAN 

End 41566 

Score .69. 

27666, 28153. .29297, 
30117, 31296. .31442, 
38111, 38336. .38383, 
40762, 40820. .40848, 



Seq. No. 


8152 


Seq. ID 


OJ990531_ 


40.9C03. 


C3 


Gene No. 


17331 


Strand 


+ 






Start 


26944 


End 


41652 






Name ~ 


OJ990531 40.9C03.C3.o6.gp 


Method 


AAT/GAP 






Start 


27397 


End 


30407 






GI 


82 2.R1084 


Score 


3522 






Exons 


27397. .27473, 27570 .. 27666, 


28153. .29297, 29667. 


.29734, 






29847. .29940, 30062.. 30407 










GI Descrip. 


'3868756/dbj |BAA34205| 0.0e+00 (D86611) 


catalase 


[Oryza 


sativa] 


Seq. No. 


8152 


Seq. ID 


OJ990531_ 


40.9C03. 


C3 


Gene No. 


' 17331 


Strand 


+ 






Start 


26944 


End 


41652 






Name 


OJ990531 40.9C03.C3.o4.np 


Method 


AAT/NAP 






Start 


27570 


End 


30118 






GI 


3868756 


Score 


2540 






Exons 


27570. .27666, 28153 .. 29297 , 


29667.-29734, 29847. 


.29940, 






30062. .30118 










GI Descrip. 


(D86611) catalase [Oryza sativa] 








Seq.' No. 


8152 


Seq. ID 


OJ990531__ 


40.9C03. 


C3 


Gene No. 


17331 


Strand 


+ 






Start 


26944 


End 


41652 






Name . 


OJ990531 40.9C03.C3.o5.np 


Method 


AAT/NAP 






Start 


37682 


End 


40758 






GI 


4539342 


Score 


964 






Exons 


37682. .38111, 384 13 .. 38563, 


38603. .39080, 39372. 


.39493, 






39878. .40045, 40105 .. 40313, 


40395. .-40758 • 






GI Descrip. 


(AL035539) " putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8152 


Seq. ID 


OJ990531_ 


40. 9C03. 


G3 


Gene No. 


17331 


Strand 


+ 






Start 


26944 


End 


41652 







8576 



Name " OJ990531_40.9C03.C3.o8.gp Method AAT/GAP 

Start 40641 End 41652 

GI 73528_1.R1084 Score ^ 1671 

Exons 40641. .41373, 41468.. 41652 

GI Descrip. ' 2832629/emb | CAA16758 . 1 1 1.0e-09 (AL021711) 4-coumarate-CoA 
ligase-like [Arabidopsis thaliana] 1 



Seq. No. 


8152 


Seq. ID 


OJ990531_40 


. 9C03.C3 


Gene No. 


17332 


Strand 


— 




Start 


1101 


End. 


2616 




Name 


OJ990531 40.9C03.C3.o2.gs 


Method 


GENSCAN 




Start 


1101 


End 


2616 




GI 


none 


Score 


. 9 




Exons 


1101.. 1112, 1577.. 1696, 2050 


. .2616 






Seq. No. 


8152 


Seq. ID 


OJ990531_40 


. 9C03.C3 


Gene No. 


17333 


Strand 






Start 


4743 


End 


5814 




Name 


OJ990531 40.9C03.C3.ol.gp 


Method 


AAT/GAP 




Start 


4743 


End 


5814 




GI • 


11001 1.R1084 


Score 


1216 




Exons 


4743.. 5288, 5656.. 5814 








GI Descrip. 


, 3367594/emb|CAA20046| 2.0e- 


14 (AL031135) putative 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


8152 ■ 


Seq. ID 


OJ990531_40 


.9C03.C3 


Gene No. 


17334 


Strand 






Start 


6745 


End 


11550 




Name 


OJ990531 40.9C03.C3.o4.gs 


Method 


GENSCAN 




Start 


6745 


End 


11550 




GI 


none 


Score 


.46 




Exons 


6745. .7341, 7360. .10115, 10374. .11550 






Seq. No. 


8152 


Seq. ID 


OJ990531_40 


.9C03.C3 


Gene No. 


17334 


Strand 






Start 


6745 


End - 


11550 




Name 


OJ990531 40.9C03.C3.ol.np 


Method 


AAT/NAP 




Start 


6748 


End 


10941 




GI 


6539558 


Score 


7033 




Exons 


6748.. 10941 








GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Ory: 




sativa] 








Seq. No. 


8152 


Seq. ID 


OJ990531_40 


.9C03.C3 


Gene No. 


17335 


Strand 






Start 


12335 


End 


12652 . 




Name 


OJ990531 40.9C03.C3.o4.gp 


Method 


AAT/GAP 




Start 


12335 


End 


12652 




GI 


702422 


Score 


418 




Exons 


12335. .12398, 12488.. 12652 








Seq. No. 


8152 


Seq. ID 


OJ990531_40 


.9C03.C3 


Gene No. 


17336 


Strand 






Start 


42374 


End 


44626 




Name 


OJ990531 40.9C03.C3.o9.ts 


Method 


TBLASTX : Soybean 


Start 


74 


End 


320 




GI 


none 


Score 


185 





8577 



Exons 


74. .154, 75. 


.221 


, 222.. 


320, 233. .319 






Seq. No. 


8152 








Seq. ID 


OJ990531_40. 9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


.C3.018 


. tm 


Method 


TBLASTX: Maize 




Start 


147 








End 


335 




GI 


none 








Score 


92 




Exons 


147.. 236, 153.. 200, 213 


. .332, 


233. .331 


, 237. .335 




Seq. No. 


8152 








Seq. ID 


OJ990531_40. 9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


.C3.ol2 


. tm 


Method 


TBLASTX : Maize 




Start 


. 5999 








End 


12707 




GI 


none 








Score 


186 




Exons 


5999. .6136, 


6000 


. .6137, 


6006. 


.6140, 12265. .12399, 12285. 


. 12419, 




12294. .12404, 12442 .. 12693, 12480 .. 12707 , 12483. .12707 




Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


.C3.o5. 


ts 


Method 


TBLASTX :' Soybean 




Start 


6772 








End 


7422 




GI 


none 








Score 


49 




Exons 


6772. .7005, 


6905 


. . 6979, 


7060. 


.7248, 7088. .7249, 7261. .7422 


Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


.C3.o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


6781 








End 


7443 




GI 


none 








Score 


91 




Exons 


6781^.6999, 


6815 


. .6979, 


7066. 


.7146, 7070. .7147, 7153. .7443, 




7154. .7249, 


7271 


. .7381 










Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


.C3.o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


6782 








End 


7171 




GI 


none 








Score 


233 




Exons 


6782. .6982, 


6782 


. .7168, 


6784. 


.7089, 6784. .7170, 6933. .7109, 




7064. .7171 














Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


,C3.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


6811 








End 


7230 




GI 


none 








Score 


79 




Exons 


6811, : .;.7014, 


6823 


. .7005, 


7060. 


.7230, 7070. .7147 




Seq. No. 


8152 








Seq. ID 


OJ990531_40. 9C03. 


C3 


Gene No. 


17336 








Strand 






Start 


' 42374 








End 


44626 




Name 


OJ990531 40. 


9C03 


.C3.o20 


.tm 


Method 


TBLASTX: Maize 





8578 



Start 7177 - End 7356 

GI none Score 119 

Exons 7177.. 7356, 7178.. 7354 



Seq. No. 8152 Seq. ID 

Gene No. 17336 Strand 

Start 42374 End 

Name OJ990531_40. 9C03.C3.o9. tw Method 

Start 7264 End 

GI none Score 

Exons 7264.. 7443, 7468.. 7575 



OJ990531_40.9C03.C3 
44626 

TBLASTX: Wheat 

7575 

64 





beq. no. 


Q1 CO 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No . 


T n o o c 








Strand 






O -4- v4- 


A O "3'7 A 








End 


44626 




Name 


ujyyuooi 4u. 


ycu J . 


CO . OO . 


cm 


Method 


TBLASTX: Maize 




Start 


T3CQ 

/ Job 








End 


7749 




GI 


none 








Score 


476 




Exons 


7358. .7747, 


7360. 


.7749, 


7360. 


.7749 






Seq. No. 


Q1 CO 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No . 


1 /oob 








Strand 






Start 


A 1 A 

4 Z J / 4 








End 


44626 




Name 


ojyyuooi 4U. 


ycuo . 


CJ . oz . 


tw 


Method 


TBLASTX: Wheat 


:=»: 
: t 
•s cr 


start . 


/ 0 / D 








End 


8131 


•i - 1 


GI 


none 








Score 


66 


m 


Exons 


/ O / O . . / 0 U U , 


/ / O O . 


. OlJU/ 


77 QH 


.7975, 7810. .7977, 8042. .8131 


I'll 


Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 


□ 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40. 


9C03. 


C3.o3. 


ts 


Method 


TBLASTX : Soybean 


ru 


Start 


7801 








End 


8298 




GI 


5509260 








Score 


130 




Exons 


7801. .8298, 


7820. 


.7978, 


8042. 


.8251 




h 


GI Descrip. 
















Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3' 


. s i 


Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 


u 


Name 


OJ990531 40. 


9C03. 


C3.o7. 


tc 


Method 


TBLASTX: Cress 


Q 


Start 


7912 








End 


8176 




GI 


none 








Score 


87 




Exons 


7912. .8175, 


8045. 


.8176 









Seq. No. 8152 

Gene No. 17336 

Start 42374 

Name OJ990531_40. 9C03 ,C3 . 08 . tm 

Start 7951 

GI none 

Exons 7 951. . 8259,. . 7952 . .8257 



Seq. ID OJ990531_40.9C03.C3 
Strand 

End 44626 

Method TBLASTX : Maize 

End 8259 

Score 185 



Seq. No. 8152 

Gene No. 17336 

Start 42374 

Name OJ990531 40 . 9C03 .C3 . o4 . ts 



Seq. ID OJ990531_40.9C03.C3 
Strand 

End 44626 

Method TBLASTX : Soybean 



8579 






Start 


'8738 








End 


9228 




GI 


none 








Score 


50 




Exons 


8738. .8896, 


8749 


. .8895, 


8920. 


.9228, 8933.. 9223 




Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No . 


17336 








Strand 






Start 4 


42374 








End 


44626 




Name 


OJ990531 40 


. 9C03 


.C3.o6. 


tc 


Method 


TBLASTX: Cress 




Start 


8773 








End 


9213 




GI 


none 








Score 


60 




Exons 


8773. .8895, 


8917 


. . 9213, 


8927. 


.9073, 9131. .9163 




Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No . 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40 


. 9C03 


.C3.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


8833 








End 


9259 




GI 


none 








Score 


637 




Exons 


8833. .9255, 


8834 


. .9259 










Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No . 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40 


. 9C03 


.C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8914 








End 


9462 


, 5 i 
i, s 
; er 


GI 


none 








Score 


42 


i;fi 

is: r 


Exons 


8914. .8991, 


8924 


. .8995, 


8998. 


.9264, 9098.. 9247, 9322.. 9462 


! Lf 


Seq : . No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 


i i j 


Gene No . 


17336 








Strand 






Start 


42374 








End 


44626 


„J 


Name 


OJ990531 40 


. 9C03, 


.C3.ol3 


.ts 


Method 


TBLASTX: Soybean 


i" j : 
i cr 


Start 


9322 








End 


9597 




GI 


none 








Score 


191 


}"} 


Exons 


9322. .9597, 


9421, 


. .9501 










Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No. 


17336 








Strand 




pi 


Start 


42374 








End 


44626 




Name 


OJ990531 40 


. 9C03. 


,C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9535 








End 


9988 




GI ' 


none 








Score 


56 




Exons 


9535. . 9627, 


9535, 


. . 9615, 


9607. 


.9984, 9622..9987, 9683.. 9988 




Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40 


. 9C03, 


,C3.oll 


. tm 


Method 


TBLASTX : Mai ze 




Start 


9658 








End 


9898 




GI 


none 








Score 


262 




Exons 


9658. .9897, 


9659, 


; . 9898 










Seq. No. 


8152 








Seq. ID 


OJ990531_40.9C03.C3 




Gene No. 


17336 








Strand 






Start 


42374 








End 


44626 




Name 


OJ990531 40 


.9C03. 


,C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9913 








End 


10629 



8580 



GI 


none 




Score 


292 




Exons 


9913. . 10161, 9913. . 


10164, 9918.. 10166, 


9993. .10172, 






10144 . . 10275, 10155 


1 A A A £ 

. . 1034 6, 


10155. .10334, 1034 9. .10372, 






10351 10422, 10354 


. . 10629, 


10355. .10612 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531 40.9C03.C3 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


10863 




End 


11155 




GI 


none 




Score 


75 




Exons 


10863 10934 , 10864 


1 1 1 C A 

. . 11154 , 


10864. .11154, 10940. .11155 




Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531_40.9C03.C3 


. ol4 . tm 


Method 


TBLASTX : Maize 




Start 


1 A "J A O 

12708 




End 


13338 




GI 


none 




Score 


64 




Exons 


*t A T A A T A "-7 IT A 1 A A A /" 

12708 12758, 13036 


1 A A A A 

. . 13233, 


13064. .13234, 13288. .13338, 






1 A 1 A -1 A ^ 

13289 . . 13327 










Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531 40.9C03.C3 


. ol4 . ts 


Method 


TBLASTX : Soybean 




Start 


13048 




End 


13204 




GI 


none 




Score 


132 




Exons 


1304 8 . .13203, . 13064 


. . 13204 








Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531_40 - 9C03 . C3 


. olO . tc 


Method 


TBLASTX: Cress 




Start 


13066 




End 


13225 




GI ■ 


none 




Score 


132 




Exons 


13066 13221, 13067 


-i A A A C 

. . 13225 








Seq. No. 


8152 




■ Seq. ID 


OJ990531_40. 9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531_40.9C03.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13882 




End 


28331 




GI. 


none 




Score 


54 




Exons 


13882 .. 13926, 14057 


. . 14095, 


27572. .27667, 27573 .. 27 668 , 






28151. .28330, 28152 


. . 28331 








Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


/ATAAACA1 jIA AO A O O A 

OJ990531 40.9C03.C3 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


16518 




End 


18276 




GI 


none 




Score 


111 




Exons 


16518. .16622, 16518 


. .16622, 


16519. .16623, 16525. .16623, 






16714. .16791, 16726 


. .16791, 


17118. .17204, 17119. .17205, 






17952. .18266, 17953 


. .18276, 


17959. .18276 





8581 



OJ990531 40.9C03.C3 



Seq. No. 8152 Seq. ID 

Gene No. 17336 Strand 

Start 42374 End 

Name OJ990531_40 . 9C03 . C3 . ol 9 . tm Method 

Start 18553 End 

GI none Score 

Exons 18553. .18762, 18557 18763, 18579 18767, 18598 .. 18759, 
18783. .18839 



44626 

TBLASTX: Maize 

18839 

120 



Seq. No. 8152 . 

Gene No. 17336 

Start 42374 

Name OJ990531_4 0 . 9C03 . C3 . ol 6 . tm 

Start 21883 

GI none 

Exons 21883. .22044, 21885 .. 22061 , 
23654. .23728 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_40. 9C03.C3 
44626 

TBLASTX: Maize 

23728 

248 



21886. .22089, 23650 .. 23688 , 



Seq. No. 


8152 








Seq. ID 


OJ990531 


_40.9C03 


. Co 


Gene No . 


17336 








Strand 








Start 


42374 








End 


44626 






Name 


OJ990531 40.9C03.C3. 


oil . tc 


Method 


TBLASTX : 


Cress 




Start 


21889 








End 


22062 






GI 


none 








Score 


192 






Exons 


21889. 


.22062,, 


21892. 


. 22044 , 


21894. .22061 






Seq. No. 


8152 








Seq. ID 


OJ990531 


_40.9C03 


.C3 


Gene No. 


17336 








Strand 








Start 


42374 








End 


44626 






Name 


OJ990531 40.9C03.C3. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


21889 








End 


24222 






GI 


none 








Score 


179 






Exons 


21889. 


.22089, 


21894. 


.22061, 


23650. .23688, 23808 


. .23858, 






23862. 


.24221, 


23863. 












Seq. No. 


8152 








Seq. ID 


OJ990531 


_40.9C03 


.C3 


Gene No. 


17336 








Strand 








Start . . 


42374 








End 


44626 






Name 


OJ990531 40.9C03.C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


23906 








End 


26383 






GI 


none 








Score 


106 






Exons 


23906. 


.24094, 


23907. 


.24002, 


23908. .24 


387, 23910 


. .24380, 






23929. 


.24066, 


24140. 


.24400, 


24492. .24605, 24526 


. .24609, 






24579. 


.24707, 


24597. 


.24710, 


24598.-24723, 24631 


. .24711, 






24806. 


.24922, 


24806. 


.24922, 


24989. .25045, 24990 


. .25022, 






24990. 


.25046, 


25016. 


.25051, 


25797. .25868, 25797 


. .25883, 






25798. 


.25878, 


26005. 


.26172, 


26010. .26183, 26012 


. .26191, 






26016. 


.26174, 


26027. 


.26179, 


26215. .26238, 26215 


. .26238, 






26347. 


.26382, 


26351. 


.26383 










Seq. No. 


8152 








Seq. ID 


OJ990531 


_40.9C03 


.C3 


Gene No. 


17336 








Strand 








Start 


42374 








End 


44626 






Name 


OJ990531 40.9C03.C3. 


08 . tc 


Method 


TBLASTX: 


Cress 




Start 


23935 








End 


26158 






GI 


none 








Score 


101 






Exons 


23935. 


.24066, 


24604. 


.24723, 


24631. .24723, 24806 


. .24922, 





8582 



24808. .24 921, 26010 26153, * 26054 . .26158 



Seq. No. 8152 

Gene No. 17336 

Start 42374 

Name OJ990531_40 . 9C03 . C3 . olO . ts 

Start 24827 

GI none 
Exons 



Seq. ID OJ990531_40. 9C03.C3 
Strand 

End 44626 

Method TBLASTX : Soybean 

End 26185 

Score 80 



24827. .24922, 248 62 .. 24 921, 24 990 .. 25040, 26013 26177 , 
26027. .26185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8152 

17336 

42374 

OJ990531_40. 9C03.C3.o8 .tw 

26010 

none 



Seq. ID OJ990531_40.9C03.C3 
Strand 
End 

Method 
End 
Score 



44626 

TBLASTX: Wheat 

26166 

210 



26010. .26153, 26012 .. 26158 , 26014 26166, 26030. .26158 



Seq. No. 

Gene No. 

Start 

■Name 

Start 

GI 

Exons 



8152 

17336 

42374 

OJ990531_40 . 9C03 . C3 . ol . tm 

27420 

none 



Seq. ID OJ990531_40.9C03.C3 
Strand 

End 44626 

Method TBLASTX : Mai ze 

End 30159 

Score 44 



27420. .27473, 27454 27471, 27567 .. 27668, 27569 27 667 , 

28151. .29296, 28152 .. 29306, 29648 .. 29734 , 29652 29735, 

29680. .29736, 29832 .. 29936, 29845 29952, 29845 2994 6, 

30059. .30145, 30064. .30159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8152 

17336 

42374 

OJ990531_40.9C03.C3.ol.tc 

27436 

none 



Seq. ID OJ990531_40. 9C03.C3 
Strand 

End 44626 

Method TBLASTX: Cress 

End 30127 

Score 43 



27436. .27471, 27567 27668 , 27572 .. 27667, 28151 .. 29110, 

28152. .29111, 29106. .29306, 29171 .. 29314 , 29651 29734 , 

29652. .29735, 29844 .. 29951 , 29845 .. 29952, 30059 30127 , 
30061. .30117 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



8152 
17336 
42374 

OJ990531_4 0.9C03.C3.ol.ts 
27448 



End 

Method 
End 

none Score 
27448. .27474, 27454 .. 27471 , 27567 .. 27668 , 27572 .. 27 667 , 
28151. .29128, 28152 29306, 29171 .. 29314 , 29651 .. 29734 , 
29652. .29735, 29845 .. 29952, 29845 .. 29946, 30059.. 30121 



Seq. ID OJ990531_40. 9C03.C3 
Strand 

44626 

TBLASTX: Soybean 
30121 
43 



Seq. No. 8152 Seq. ID 

Gene No. 17336 Strand 

Start 42374 End 

Name OJ990531_40 . 9C03 . C3 . ol . tw Method 

Start 28470 End 

GI none Score 



OJ990531_40.9C03.C3 
44626 

TBLASTX : Wheat 

29278 

1181 



8583 




Exons 


* rt rt J n A /"l /"\ /-\ ■— 1 y— rt A >l ""J A 

28470 29276, 28472 


. .29128, 


29171. .29278 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531 40.9CU3.CJ 


_ rt o_ _ 

. oo . tc 


.Method 


TBLASTX: Cress 




Start 


37 695 




End 


38111 




GI 


none 




Score 


386 




Exons 


rt -7 rt rr rt rt i -i -i rt "7 "7 1 O 

37695 .. 38111, 37718 


. . 37777, 


37817. .37924, 37985. .38104 




Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


/~\ TrtAAC 11 /A A /"■• A O /"■< rt 

OJ990531_40 . 9C03 . C3 


— T FT 4__ 

. olo . tm 


Method 


TBLASTX: Maize 




Start 


37698 




End 


37967 




GI 


none 




Score 


282 




Exons 


37 698 37 967 , 37704 


"D T O O C 

. . 37835, 


37712. .37924 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


/"^TAAACOI VIA A A "3 rt 

OJ990531 40.9C03.C3 


. OD . tS 


Method 


TBLASTX : Soybean 




Start 


^ r\ 

37707 




End 


38020 




GI 


none 




Score 


306 




Exons 


37707 38012, 37817 


*^ rt rt rt rt 

. . 38020 








Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531 40.9C03.C3 


. o 6 . tm 


Method 


TBLASTX: Maize 




Start 


37973 




End 


38801 




GI 


none 




Score 


199 




Exons 


rt rt rt. ~7 rt rt rt T rt rt T T m /I 

37973 .. 38128 , 37974 


. . 38111 , 


37979. .38113, 38330 .. 3838 6, 






rt rt rt » rt rt rt rt rt rt rt rt rt rt ,* 

38330 .. 38389, 38334 


. . 38399, 


38455. .38523, 384 60 .. 38525, 






rt rt j| 1 rt A t A /" rt A C A /* 

38461 .. 38526, 38526 


. . 38801, 


38527. .38799, 38673.. 38801 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


/-! rt 

. C3 


Gene No. 


17336 




Strand 






Start 


■ 42374 




End 


44626 




Name 


/-\ T A A A I - rt 1 Jl A A /■> A rt y-i rt 

OJ990531_40 . 9C03.C3 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


38461 




End 


38877 




GI 


none 




Score 


117 




Exons 


o n < /" 1 rt rt f - /~ rt rt rt ji rt /" 

38461 .. 38568, 38496 


. . 38570, 


38 614. .38877, 38 619. .38 87 6 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03 


. C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


/-v i- A rt rt r~ rt i jirt A /i rt rt /"^ rt 

OJ990531 40.9C03.C3, 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


38674 




End 


38969 




GI 


none 




Score 


202 




Exons 


38 67 4.. 38856, 38682, 


. . 38840, 


38859.-38969, 38860.. 38967 




Seq. No. 


8152 




Seq. ID 


OJ990531_40. 9C03 


.C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626- 




Name 


. OJ990531 40.9C03.C3, 


. ol7 . tm 


Method 


TBLASTX: Maize 




Start 


38947 




End 


40062 





8584 




GI ' 


none 






Score 


69 






Exons 


38947 . . 


39036, 39399 


. .39506, 


39400. .39492, 39876 


. .40007, 






39877. . 


40062, 39877 


. .40053 










Seq. No. 


8152 






Seq. ID 


OJ990531 


_40 . 9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 






End 


44626 






Name 


OJ990531 40.9C03.C3 


.ol2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


39876 






■End 


40011 






GI 


none 






Score 


195 






Exons 


39876. . 


40010, 39877 


. .40011 










Seq. No. 


8152 






Seq. ID 


OJ990531 


_40 . 9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 






End 


44626 






Name 


OJ990531 40.9C03.C3 


.oll.ts 


Method 


TBLASTX: 


Soybean 




Start 


40495 






End 


40701 






GI 


none 






Score 


200 






Exons 


40495. . 


40701, 40599 


. .40694 










Seq. No. 


8152 






Seq. ID 


OJ990531 


_40 . 9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 . 






End 


44626 






Name 


OJ990531 40.9C03.C3 


.o9. tc 


Method 


TBLASTX: 


Cress 




Start 


40573 






End 


40776 






GI 


none 






Score 


199 






Exons 


40573. . 


40776, 40599 


. .40772 










Seq. No. 


8152 






Seq. ID 


OJ990531 


_40. 9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 






End 


44626 






Name 


OJ990531 40.9C03.C3 


. o 6 . np 


Method 


AAT/NAP 






Start 


42356 






End 


44626 






GI 


4584345 




Score 


582 






Exons 


42356. . 


42777, 43531 


. .43654, 


43748. .43890, 44301 


. .44626 




GI Descrip. 


(AC007127) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


8152 






Seq. ID 


OJ990531 


_40. 9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 






End 


4 4 626 






Name 


OJ990531 40.9C03.C3 


. o7 . gs 


Method 


GEN SCAN 






Start 


42374 






End 


43887 






GI 


none 






Score 


.79 






Exons 


42374. . 


42777, 43531 


. .'43887 










Seq. No. 


8152 






Seq. ID 


OJ990531 


_40. 9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 






End 


4 4 626 






Name 


OJ990531 40.9C03.C3 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


42626 






End 


43870 






GI 


none 






Score 


86 






Exons 


42626. . 


42781, 42651 


. .42779, 


43529.-43654, 43530 


. . 43655, 






43742. . 


43849, 43772 


. .43870 










Seq. No. 


8152 






Seq. ID 


OJ990531 


_4 0.9C03 


.C3 


Gene No. 


17336 






Strand 








Start 


42374 






End 


44626 







8585 



Name 


OJ990531 40.9C03.C3. 


ol3.tm 


Method 


TBLASTX: Maize 




Start 


■ 42656 




End 


43880 




GI 


none 




Score 


63 




Exons 


42656. .42748, 42656. 


.42739, 


42743. .42781, 42744 .. 4277 9, 






43529. .43654, 43530. 


.43652, 


43752. .43880, 43769. .43873 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03. 


C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531 40.9C03.C3. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


42698 




End 


43873 




GI 


none 




Score 


124 




Exons 


42698. .42781, 43496. 


.43666, 


43518. .43655, 43772. .43873 




Seq. No. 


8152 




Seq. ID 


OJ990531_40.9C03. 


C3 


Gene No. 


17336 




Strand 






Start 


42374 




End 


44626 




Name 


OJ990531 40.9C03.C3. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


42713 




End 


43876 




GI 


none 




Score 


136 




Exons 


42713. .42781, 43529. 


.43666, 


43530. .43655, 43746 4-3817, 






43769. .43876 










Seq. No. 


8153 




Seq. ID 


OJ990531_43.9C03. 


- 

CI 


Gene No. 


17337 




Strand 


+ 




Start 


1 




End 


738 




Name 


OJ990531 43.9C03.C1. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


738 




GI 


6465806 




Score 


78 




Exons 


1..154, 542. .738 










GI Descrip. 


(AJ130878) GCN4 -complementing protein 


(GCP1 ) [Arabidopsis 




thaliana] 










Seq. No. 


8153 




Seq. ID 


OJ990531_43.9C03. 


CI 


Gene No. 


17337 




Strand 


+ 




Start 


1 




. End 


738 




Name 


OJ990531 43.9C03.C1. 


ol .gs 


Method 


GENSCAN 




Start 


'80 




End 


156 




GI 


none 




Score 


.65 




Exons 


80. .156 










Seq. No. 


8154 




Seq. ID 


OJ990531_43. 9C03. 


C2 


Gene No. 


17338 




Strand 






Start 


1 




End 


1925 




Name 


OJ990531 43.9C03.C2. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1783 




GI 


6093778 




Score 


237 




Exons 


1..303, 427. .473, 583. .647, 


1567. .1643 


, 1743. .1783 





GI Descrip. PROTEASOME COMPONENT C3 (MACRO PAIN SUBUNIT C3) (MULTICATALYTIC 
ENDOPEPTIDASE COMPLEX SUBUNIT C3) gi I 2511574 | emb | CAA73619 . 1 1 
(Y13176) multicatalytic endopeptidase [Arabidopsis thaliana] 
gi 1 3421075 (AF043520) 20S proteasome subunit PAB1 [Arabidopsis 
thaliana] gi | 4 966368 | gb | AAD34 699 . 1 | AC00634 1_27 (AC006341) 
Identical to gb|Y13176 Arabidopsis thaliana mRNA for proteaso 



Seq. No. 
Gene No. 



8154 
17338 



Seq. ID 
Strand 



OJ990531 43.9C03.C2 



8586 



Start i: 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 



1925 



OJ990531_43.9C03.C2.ol.gp 



Method AAT/GAP. 



427 End 1925 

20015_1.R1084 Score 619 

427. .473, 583. .647, 1567. .1643, 1743. .1925 
'2570505 1.0e-119 (AF022735) proteasome component [Oryza 
sativa] ' 



OJ990531 43.9C03.C2 



Seq. No. 8154 Seq. ID 

Gene No. 17338 Strand 

Start 1 \ End 

Name OJ990531_43 . 9C03 . C2 . ol . tw Method 

Start 427 End 

GI none Score 

Exons 427. .462, 427. .480, 428. .481, 429. .482, 553. .648, 554 . .649, 



1925 

TBLASTX: Wheat 

1791 

52 



582. .650, 1547. .1645, 1559. 
1743. .1790, 1744. .1791 



,1645, 1563. .1649, 1743. .1784, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



8154 Seq. ID 

17338 Strand 

1 End 

OJ990531_43. 9C03 . C2 . ol . gs Method 

583 End 

none Score 

583.-647, 1567. .1643, 1743. .1783 



OJ990531_43.9C03.C2 

1925 
GENSCAN 
1783 
.85 



8155 

17339 

1 

OJ990531_43.9C03.C3.ol.gp 
1 

7786 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1..47, 704. .750, 1457. .1576, 1667. .1795, 2100. .2229, 3381. .3562 
, 3915186/sp|O60015|UBCX_PICAN 7.0e-27 UBIQUITIN-CONJUGATING 
ENZYME E2-21 KD (UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 
PROTEIN) (PEROXIN-4) >gi_3128447 (AF061604) 

ubiquit in-conjugating enzyme homolog peroxin -4 [Pichia angusta] 1 



OJ990531_43. 9C03.C3 
+ 

3562 
AAT/GAP 
3562 
1179 



8155 

17339 

1 

OJ990531_43 . 9C03 . C3 . ol . gs 

187 

none 



Seq. ID OJ990531_43.9C03.C3 

Strand + 

End 3562 

Method GENSCAN 

End 2336 

Score .74 



187. .351, 1321. .1576, 1667. .1879, 2100. .2336 



8155 Seq. ID 

17339 Strand 

1 End 

OJ990531_43 . 9C03 . C3 . ol . np Method 

1454 End 

5381319 Score 



OJ990531_43.9C03.C3 
+ 

3562 
AAT/NAP 
2489 
184 



1454. .1576, 1667. .1792, 2100. .2264, 2446. .2489 

(AF091621) ubiquit in-conjugating enzyme E2 [Catharanthus roseus] 



8155 
17340 



Seq. ID OJ990531_43,9C03.C3 
Strand + 



8587 



Start 21481 End 21578 

Name OJ990531_43. 9C03.C3.o5.gp Method AAT/GAP 

Start 21481 End 21578 . 

GI 2702_1.R1084 Score 196 

Exons 21481. .21578 

GI Descrip. ' 5002357/gb | AAD37435 . 1 | AF150957_2 1.0e-34 (AF150957) heat-shock 
protein ClpP [Azospirillum brasilense] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8155 Seq. ID OJ990531_43 . 9C03 . C3 

17341 Strand . - 

3927 End 11079 

OJ990531_43. 9C03 . C3 . o2 . gp Method AAT/GAP 

3927 End 5226 

4481_1.R1084 Score 1622 

3927. .4274, 4351 .. 4456, 4565 .. 4 657 , 4752. .4888, 4980. .5157, 
5206. .5226 

'2493493/sp| P55747 |CP21_HORVU 2.0e-56 SERINE CARBOX YPE PT I DAS E 
II-l PRECURSOR (CP-MII.l) >gi^619352_bbs_153538 CP-MII . l=serine 
carboxypeptidase [Hordeum vulgare^barley, cv. Alexis, aleurone, 
Peptide, 324 aa] >gi_6093206_emb_CAB58 992 . 1_ (X78876) serine 
carboxypeptidase II-l [Hordeum vulgare] 1 



'.3 

W 

! H 

si 

O 
I'll 



i ss i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8155 

17341 

3927 

OJ990531_43.9C03.C3.o2.gs 

4122 

none 

4122. .4325, 
5362. .5450, 



OJ990531_43.9C03.C3 

11079 
GENSCAN 
5645 
.83 



4351. .4456, 4565. 
5543. .5645 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.4657, 4752. .4888, 4980. .5276, 



8155 Seq. ID 

17341 Strand. 
3927 End 11079 

0 J990531_4 3 . 9C03 . C3 . o2 . np Method AAT/NAP 

4131 End 11079 

2443888 Score 891 . 

4131. .4256, 4351. .4456, 4565. .4660, 4752. .4871, 
5323. .5450, 5543. .5635, 5738. .5833, 5959. .6066, 
(AC002294) similar to serine carboxypeptidases 
thaliana] 



OJ990531 43.9C03.C3 



4998. . 
10809. 



5276, 
.11079 



[Arabidopsis 



Seq. No. 8155 Seq. ID 

Gene No. 17342 Strand 

Start 16204 End 

Name OJ990531_43 . 9C03 . C3 . o2 . ts Method 

Start 1454 End 

GI none Score 
Exons 



OJ990531_43.9C03.C3 
20413 

TBLASTX : Soybean 

2176 

199 



1454. .1576, 1455. .1577, 1456. .1575, 1491. .1577, 1492. .1578, 
1666. .1794, 1667. .1795, 2053. .2160, 2076. .2174, 2093. .2176, 
2093. .2176 



Seq. No. 8155 Seq. ID 

Gene No. 17342 Strand 

Start 16204 End 

Name OJ990531_43 . 9C03 . C3 . o3 . tc Method 

Start 1454 End 



OJ990531_43.9C03.C3 
20413 

TBLASTX: Cress 
3466 



8588 



GI 

Exons 



none Score 195 

1454. .1576, 1455. .1577, 1456. .1584, 1456. .1575, 1634. .1795, 

1666. .1794, 1671.. 1796, 2061.. 2234, 2082.. 2228, 2093.. 2230, 

3368.-3466, 3373.-3465 



Seq. No. 8155 
Gene No. 17342 
Start 16204 

Name OJ990531_4 3 . 9C03 . C3 . o5 . tm 

Start 1454 
GI none 

Exons 1454. .1576, 1456. .1584, 1456. 

1667.. 1795, 2061.. 2234, 2075. 
3379.. 3468, 3380.. 3472, 3380. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 43.9C03.C3 



20413 

TBLASTX: Maize 
3541. 
207 

1575, 1520.. 1588, 1666. 
2233, 3376..3468, 3378. 
3475, 3488.. 3541 



.1794, 
.3467, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8155 

17342 

16204 

OJ990531_43. 9C03 . C3 . ol . ts 

4140 

none 

4140. .4277, 4141. .4281, 4348. 
4571. .4693, 4746.-4898, 4754. 
5154.. 5276, 5188.. 5277, 5330. 
5542. .5649, 5698. .5835, 5721, 
10807. .10998, 10808.. 10963 



Seq. ID OJ990531_43.9C03.C3 
Strand 

End 20413 

Method TBLASTX : Soybean 

End 10998 

Score 118 

.4458, 4349.-4459, 4567. .4662, 
.4885, 5043. .5150, 5068. .5169, 
.5452, 5359. .5454, 5538. .5636, 
.5831, 6005.. 6067, 6012.. 6068, 



Seq. No. 8155 

Gene No. 17342 

Start 16204 

Name OJ990531_4 3 . 9C03 . C3 . o4 . tm 

Start 4140 

GI none 

Exons 4140.. 4274, 4158.. 4274, 4186. 

4565. .4666, 4567. .4665, 4737, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 43.9C03.C3 



20413 

TBLASTX: Maize 
4871 
105 

4275, 4348.. 4458, 4361. .4459, 
4871, 4754.. 4870 



Seq. No. 8155 
Gene No. 17342 
Start 16204 

Name OJ990531_4 3 . 9C03 . C3 . ol . tc 

Start 4366 
GI none 

Exons 4366.. 4458, 4565.. 4663, 4567. 

5037.. 5276, 5050.. 5277, 5330, 
5542. .5637 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 43.9C03.C3 



20413 

TBLASTX: Cress 
5637 
58 

4662, 4752. .4886, 4754. .4885, 
5452, 5359.-5454, 5538.. 5636, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



8155 
17342 
16204 

OJ990531_4 3 . 9C03 . C3 . ol . tm 
5175 



OJ990531 43.9C03.C3 



none 
5175. 
5538. 
5931. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5276, 5176. .5274, 5330. .5452, 5359. .5454, 5538. .5636, 
5636, 5542. .5649, 5739. .5840, 5740. .5835, 5930. .6067, 
6068 



20413 

TBLASTX: Maize 

6068 

149 



Seq. No. 



8155 



Seq.' ID OJ990531_43. 9C03.C3 



8589 




Gene No. 


17342 


Strand 




Start 


16204 


End 


20413 


Name 


OJ990531 43.9C03.C3.o4.tc 


Method 


1 Db/ib 1 a : Lress 


Start 


5939 


End 


1 r\ O "7 A 

i u y / 4 


GI 


none 


Score 


y i 


Exons 


5939. .6067, 5943. .6086, 10807 .. 10974 , 


lUoUo . . lUyb 5 


Seq. No. 


8155 


Seq. ID 


ujyyuoji 4 j . youo . j 


Gene No. 


17342 


Strand 




Start 


16204 


End 


20413 


Name 


OJ990531 43.9C03.C3.o7.tm 


Method 


i bixRb i a : Mai ze 


Start 


10807 


End 


i u y / 4 


GI 


none 


Score 


1 1 A 


Exons 


10807. .10974, 10808. .10960 






Seq. No. 


8155 


Seq. ID 


ujyyuooi 4j.you^.co 


Gene No . 


17342 


Strand 




Start 


16204 


' End 


ZU4 1 J 


Name 


OJ990531 43. 9C03 . C3 . o3 . gp 


Method 


7\7\T /CA D 
riril / Lj.rt.rr 


Start 


13251 


End 


13329 


GI 


LIB3477-003-P1-K1-E9 


Score 


101 


Exons 


13251. .13329 






GI Descrip. 


! 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 






S 1 PRECURSOR (ORYS I) >gi 


JL173557 (l 


U0I//I) Ory s 1 LO^y^a 




sativa] ' 






Seq. No. 


8155 


Seq. ID 


ojyyoooi_4 j . ycu 0 . cj 


Gene No. 


17342 


Strand 




Start 


16204 


End 


20413 


Name 


OJ990531 43.9C03.C3.o2.tc 


Method 


TBLASTX: Cress 


Start 


16204 


End 


16527 


GI 


none 


Score 


130 


Exons 


16204. .16356, 16205 .. 16357 , 


16360. .16434, 16375 .. 16413, 




16423. .16482, 16486. .16527 






Seq. No. 


8155 


Seq. ID 


OJ990531_43.9C03.C3 


Gene No. 


17342 


Strand 




Start 


16204 


End 


20413 


Name 


OJ990531 43.9C03.C3.o4.gs 


Method 


GEN SCAN 


Start 


16204 


End 


20413 


GI 


none 


Score 


.79 


Exons 


16204. .17021, 17559. .17815, 


18232. .18344, 18671 .. 18856, 




20408. .20413 






Seq. No. 


8155 


Seq. ID 


OJ990531_43.9C03.C3 


Gene No. 


17342 


Strand 




Start 


16204 


End 


20413 


Name 


OJ990531 43.9C03.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


16207 


End 


16545 


GI 


none 


Score 


221 


Exons 


16207. .16443, 16207 .. 16434 , 


16426. .16545,- 16432.. 16545 


Seq. No. 


8155 


Seq. ID 


OJ990531_43.9C03.C3 


Gene No. 


17342 


Strand 




Start 


16204 


End 


20413 


Name 


OJ990531 43. 9C03 . C3 . o4 . gp 


• Method 


AAT/GAP 


Start 


16328 


End 


16775 



8590 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

16328. .16775 



Score 852 



8155 Seq. ID 

17342 Strand 

16204 End 

OJ990531_43 . 9C03 . C3 . o4 . ts Method 

16499 End 

none Score 

16499. .16585, 16501 .. 16608, 16609 1 6674 , 16699 
16700- .16762 



OJ990531 43.9C03.C3 



20413 

TBLASTX : Soybean 
16762 
89 

16761, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8155 
17342 
16204 . 

OJ990531_4 3 . 9C03 . C3 . 06 . tm 

16555 

none 



Seq. ID OJ990531_43.9C03.C3 
Strand 
End 

Method 
End 
Score 



20413 

TBLASTX: Maize 

16744 

178 



16555. .16743, 16555 16743, 16565. .16744 



8155 

17342 

16204 

OJ990531_43 . 9C03 . C3 . o3 . tm 

16745 

none 



Seq. ID OJ990531_43.9C03.C3 



Strand 
End 

Method 

End 

Score 



20413 

TBLASTX: Maize 

17805 ' 

338 



16745. .17029, 16747 .. 17028 , 17548 17 583, 17558 17578 , 
17587. .17655, 17588 .. 17647 , 17 631 17801, 17 631 17801, 
17632. .17805, 17665.. 17805 



8155 

17342 

16204 

OJ990531 

16805 

none 



Seq. ID OJ990531_43.9C03.C3 



43.9C03.C3.o3.ts 



Strand 
End 

Method 

End 

Score 



20413 

TBLASTX: Soybean 

17011 ' 

141 



16805. .16933, 16807 .. 17010, 16808. .17011 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 43.9C03.C4 



508 

AAT/GAP 

508 

878 



8156 
17343 
1 

OJ990531__43.9C03.C4.ol.gp 
1 

2798641 
1. .508 

5921799/sp|088696|CLPP_MOUSE 3.0e-13 PUTATIVE ATP-DEPENDENT 
PROTEASE PROTEOLYTIC SUBUNIT, MITOCHONDRIAL PRECURSOR 
(ENDOPEPTIDASE CLP) >gi_3559935_emb_CAA0644 3_ (AJ005253) ClpP 
protease [Mus musculus] >gi_4 4 54 289_emb_CAA09966_ (AJ012249) 
ClpP protease [Mus musculus] 



CLP 



Seq. No. 8156 Seq. ID 

Gene No. 17343 Strand 

Start 1 End 

Name .OJ990531_43.9C03-C4.ol.-np 'Method 

Start 1 End 

GI 5921799 Score 



OJ990531_43.9C03.C4 
508 

AAT/NAP 

410 

270 



8591 




Exons 1..410 

GI Descrip. PUTATIVE ATP- DEPENDENT. CLP PROTEASE PROTEOLYTIC SUBUNIT, 
MITOCHONDRIAL PRECURSOR (ENDOPEPTIDASE CLP) 

gi|3559935|emb|CAA06443| (AJ005253) ClpP protease [Mus musculus] 
gil 4454289|emb|CAA09966| (AJ012249) ClpP protease [Mus musculus] 



Seq. No. 


O T C £ 

bl 30 






Seq. ID 


O TO G A C "3 1 A "3 O/TiQ 


A 

. C4 


Gene No . 


1 ^ "3 A "3 
1 / 34 3 






Strand 






Start 


1 






hina 


OUo 




Name 


OJ990531 43.9C03. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2 






End 


244 




GI 


none 






Score 






Exons 


O O A A "3 O *3 "3 

Z . . Z44 , 3 . . zoo 












Seq. No. 


olob 






Seq. ID 




r* a 
. C4 


Gene No. 


1 TO/ O 






Strand 






Start 


1 






End 


c; r» o 




Name 


OJ990531 43.9C03. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


275 




GI 


none 






Score 


365 




Exons 


2 . . 247 , 3 . . 275 












Seq. No. 


8156 






Seq. ID •■ 


OJ990531 43.9C03 


. C4 


Gene No. 


17343 






Strand 






Start 


1 






End 


C A o 

508 




Name 


OJ990531 43.9C03. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2 






End 


238 




GI 


none 






Score 


o n n 

299 




Exons 


2 . . 238 , 3 . . 236 












Seq. No. 


8156 






Seq. ID 


OJ9yU531_43. 9CU3 


. C4 


Gene No. 


17343 






Strand 






Start 


1 






i-i j 

End 


508 




Name 


OJ990531 43.9C03. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


238 




GI 


none 






Score 


306 




Exons 


2 . .238 , 3 . .236 












Seq. No. 


8156 






Seq. ID 


OJyy0531 43.9C03 


. C4 


Gene No. 


1 H "3 A O 

1/343 






Strand 






Start 


1 






End 


r AO 

508 




Name 


OJ990531 43.9C03. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


32 






End 


448 




GI 


none 






Score 


. 84 




Exons 


32 . .448 












Seq. No. 


8157 






Seq. ID 


OJ990531_43.9C03 


.C5 


Gene No. 


17344 






Strand 


+ 




Start 


2273 






End 


6123 




Name 


OJ990531 43.9C03. 


C5.ol. 


gs 


Method 


GENSCAN 




Start 


2273 






End 


6123 




GI 


none 






Score 


.78 




Exons 


2273.. 2828, 3998. 


.4927, 


6047. 


. 6123 






Seq. No. 


8157 






Seq. ID 


OJ990531_43.9C03 


.C5 


Gene No. 


17344 






Strand 


+ 




Start 


2273 






End 


6123 





8592 



Name 


OJ990531_43 


.9C03 


.C5.ol. 


np 


Method 


AAT/NAP 


Start 


4393 








End 


4993 


GI 


4140026 








Score 


311 


Exons 


4393 . .4993 












GI Descrip. 


(AB009370) 


flavonoid 3- 


■O-galactosyl transferase [Vigna mum 


Seq. No. 


8157 








Seq. ID 


OJ990531_43.9C03.C5 


Gene No. 


17345 








Strand 




Start 


6645 








End 


7119 


Name 


OJ990531_43 


.9C03 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


6645 








End 


7119 


GI 


none 








Score 


.5 


Exons 


6645 . . 6766, 


6914 


. .6988, 


7066. 


.7119 




Seq. No. 


8157 








Seq. ID 


OJ990531_43.9C03.C5 


Gene No. 


17346 








Strand 




Start 


7534 








End 


7896 


Name 


OJ990531_43 


.9C03 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2330 








End 


4875 


GI 


none 








Score 


82 


Exons 


2330. .2407, 


4399 


. .4470, 


4474. 


.4563, 4503. .4550, 4576. .4875 




4633. .4764, 


4638 


. .4856 








Seq. No. 


8157 








Seq. ID 


OJ990531_43.9C03.C5 


Gene No. 


17346 








Strand 




Start 


7534 








End 


7896 


Name 


OJ990531_43 


.9C03 


.C5.ol! 


ts 


Method 


TBLASTX : Soybean 


Start . 


2339 








End 


4878 


GI 


none 








Score 


83 


Exons 


2339. .2407, 


4399 


. .4470, 


4495. 


.4563, 4582. .4878, 4617. .4805 


Seq. No. 


8157 








Seq. ID 


OJ990531_43.9C03.C5 


Gene No. 


17346 








Strand 




Start 


7534 








End 


7896 


Name 


OJ990531_43 


.9C03 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4516 








End 


4900 


GI 


none 








Score 


52 


Exons 


4516. . 4557, 


4525 


. .4554, 


4582.. 


.4824, 4584. .4781, 4862. .4900 


Seq. No. 


8157 








Seq. ID 


OJ990531_43. 9C03.C5 


Gene No. 


17346 








Strand 




Start 


7534 








End 


7896 


Name 


OJ990531_43 


. 9C03 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4636 








End 


4986 


GI 


none 








Score 


368 


Exons 


4636. .4986, 


4636, 


. .4767, 


4638. 


.4985 




Seq. No. 


8157 








Seq. ID 


OJ990531_43.9C03.C5 


Gene No. 


17346 








Strand 




Start 


7534 








End 


7896 


Name - 


OJ990531 43 


.9C03, 


.C5.o2. 


np 


Method 


AAT/NAP 


Of -) — 4- 


7534 








End 


7896 


GI 


6907086 








Score 


285 


Exons 


7534. .7896 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8158 








Seq. ID 


OJ990531_43. 9C03.C6 



8593 



Gene No. 


17347 


Strand 


+ 


Start 


2730 


End 


3230 


Name 


OJ990531 43.9C03.C6.o2.gp 


Method 


AAT/GAP 


Start 


2730 


End 


3230 


GI 


38782 1.R1084 


Score 


790 


Exons 


2730. .3230 






GI Descrip. 


'6069643/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


8158 


Seq. ID 


OJ990531 


Gene No. 


17348 


Strand 


+ 


Start 


4 y do 


End 


5934 


Name 


OJ990531 43.9C03.C6.o2.gs 


Method 


GENSCAN 


Start 


4965 


End 


5912 


GI 


none 


Score 


.94 


Exons 


4965. .5912 






Seq. No. 


8158 


Seq. ID 


OJ990531 


Gene No. 


17348 


Strand 


+ 


Start 


4965 


End 


5934 


Name 


OJ990531 43.9C03.C6.o3.np 


Method 


AAT/NAP 


Start 


5160 


End 


5934 


GI 


5302796 


Score 


307 


Exons 


5160. .5934 






GI Descrip. 


(Z97341) hypothetical protein 


[Arabidopsis thai 


Seq. No. 


8158 


Seq. ID 


OJ990531 


Gene No. 


17349 


Strand 


+ 


Start 


6928 


End 


7062 


Name 


OJ990531 43. 9C03 . C6.o3. gs 


Method 


GENSCAN 


Start 


6928 


End 


7062 


GI 


none 


Score 


.48 


Exons 


6928. .7062 






Seq. No. 


8158 


Seq. ID 


OJ990531 


Gene No. 


17350 


Strand 


+ 


btar l 


8155 


End 


9114 


Name 


OJ990531 43.9C03.C6.o4.gs 


Method 


GENSCAN 


Start 


8155 


End 


9114 


GI 


none 


Score 


1 


Exons 


8155.. 9114 






Seq. No. 


8158 


Seq. ID 


OJ990531 


Gene No. 


17351 


Strand 




Start 


1 


End 


1267 


Name 


OJ990531 43.9C03.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1267 


GI 


6907086 


Score 


1165 


Exons 


1..158, 211. .464, 521. .1267 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8158 


Seq. ID 


OJ990531 


Gene No. 


•17352 


Strand 




Start 


1354 


End 


1545 


Name 


OJ990531 43.9C03.C6.ol.gp 


Method 


AAT/GAP 


Start 


1354 


End 


1545 


GI 


5667165 


Score 


360 



8594 



Exons 1354.. 1545 

GI Descrip. 5670155/gb | AF1612 69 . 1 | AF161269 4. 0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


8158 


Seq. ID 


OJ990531 


_43.9C03.C6 


Gene No. 


17353 


Strand 


— 




Start 


1979 


End 


5431 




Name 


OJ990531 43.9C03.C6.o2.np 


Method 


AAT/NAP 




Start 


1979 


End 


5431 




GI 


4680186 


Score 


225 




Exons 


1979.. 2397, 2924.. 3027, 5271. 


.5431 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 




Seq. No. 


8158 


Seq. ID 


OJ990531 


_43.9C03.C6 


Gene No. 


17354 


U L. J. CXI I \JL 






Start 


5424 


End 


9129 




Name 


OJ990531 43 9C03 C6 ol tm 




TBLASTX : ] 


Maize 


Start 


5424 ~ 


End 


9129 




GI 


none 


Score 


135 




Exons 


5424. .5630, 5673. .5828, 5841. 


.5906, 851 


31. . 9009, 


8673. . 8753, 




8823.-8873, 9049.. 9129 








Seq. No. 


8159 


Seq. ID 


OJ990531 


_43.9C03.C7 


Gene No. 


17355 


Strand 


+ 




4f Start 


330 


End 


1084 




Name 


OJ990531 43.9C03.C7.ol.gs 


Method 


GENSCAN 




ul Start 


330 


End 


1084 




I'M GI 


none 


Score 


.96 




Exons 


330.. 38 4, 621,;. 1084 








Seq. No. 


8159 


Seq. ID 


OJ990531 


_43.9C03.C7 


hJ Gene No. 


17356 


Strand 


+ 




fit Start 


1306 


End 


4786 




„ Name 


OJ990531 43.9C03.C7.ol.gp 


Method 


AAT/GAP 




Start 


1230 


End 


2144- 




7.1 GI 


uC-osflcyp002g01bl 


Score 


718 




. - Exons 


1230. .1458, 1567. .1677, 2102. 


.2144 






I s £j GI Descrip. 


'5733874/gb|AAD49762.1 IAC007932 10 5.0e-19 (AC007932) F11A17 


hl\ 


[Arabidopsis thaliana] ? 








,t=| Seq. No. 


8159 


Seq. ID 


OJ990531 


_43.9C03.C7 


!;sr Gene No. 


17356 


Strand 


+ 




Start 


1306 


End 


4786 




Name 


OJ990531 43.9C03.C7.o2.gs 


Method 


GENSCAN 




Start 


1306 


End 


4786 




GI 


none 


Score 


.74 




Exons 


1306. .1458, 1567. .1677, 2102. 


.2199, 2284. .2325, 


3452. .3530, 




3815. .3903, 4563. .4631, 4702. 


.4786 






Seq. No. 


8159 


Seq. ID 


OJ990531 


_43.9C03.C7 


Gene No. 


17356 


Strand 


+ 




Start 


1306 


End 


4786 




Name 


OJ990531 43.9C03.C7.ol.np 


Method 


AAT/NAP 




- Start 


1342 


End 


4314 




GI 


4337206 


Score 


186 




Exons 


1342. .1446, 1567. .1682, 2107. 


.2199, 2284. .2325, 


2412. .2489, 




3452. .3547, 4298. .4314 









8595 




GI Descrip. (AC006403) putative replication protein Al [Arabidopsis 
thaliana] 



beq. no. 


Q1 CQ 

oijy 




beq. lu 


A TQ QO. C *3 1 


A o Qpn Q 


. b / 


Gene No . 


1 / oj / 




b urana 


*r 






C4- -i v+- 

btart 






bna 


OUO H 






Name 


ujyyuooi 4o.ybuj.b/. 


, o2 . gp 


Method 








otart 






tna 


D u O f± 






bi 


O / DoJll 




Score 


O CO 

zoz 






Exons 














Seq. No. 


Q1 CQ '- 




Seq. ID 


OJ990531_ 


4 j . ycuj 


. b / 


Gene No. 


i T3CO 

1 / Job 




Strand 


+ 






Start 






End 


36172 






Name 


OJ990531 43.9C03.C7. 


o5.gs 


Method 


GENS CAN 






Start 


16932 




End 


36172 






bl 


none 




Score 


.66 






Exons 


i con none -\ ~ih c\c 

i by iz . . i / jud , i//ub. 


1 Q 1 T A 
. lo 114 , 


18211. .18282, 18380. 


. lo4 , 






i oc/-r i QQCft oincn 


O 1 Q n Q 

. ZloUy , 


21994. .22272, 22958. 


o o 1 n o 
. zollo, 








O A C A Q 

. Zh ouy , 


24869. .25073, 25148. 


O c; "30 /I 






OOQO o/"7/;q OTOOfl 


. Z / Zoo , 


27686. .27958, 28986. 


. zyuz4 , 






zy4bz . . zybi / , ouuyu. 


■JATrtQ 

. Juy, 


31812. .32596, 32757. 


o *D o n Q 






34704. .34843, 35533. 


.35553, 


36092. .36172 






beq. wo. 






Seq. ID 


OJ990531_ 


/i o Qr*ri "3 
4 o . yLUJ 


. b / 


Gene No . 


1 T O C O 

1 / Job 




Strand 


+ 






Start 


ibyoz 




End 


36172 






Name 


ojyyuoji 4o.ycuo.c/. 


o7.gp 


Method 


AAT/GAP 






Start 


lo / oZ 




End 


19958 






bl 


O -7 C Q Q C Q 

j/ jo yoo 




Score 


662 






Exons 


lo / oZ . . loooU , lyboo. 


. iy yob 










Seq. No. 


8159 




Seq. ID 


OJ990531_ 


43.9C03 


.C7 


Gene No. 


17358 




Strand 


+ 






Of Trf 

otart 


16932 




End 


36172 






Name 


OJ990531 43.9C03.C7. 


08 . gp 


Method 


AAT/GAP 






otart 


24845 




End 


. 25392 






bl 


uC-osflcypl24f 12bl 




Score 


904 






Exons 


24845. .25073, -25148. 


.25392 










bl uescrip. 


•5257255/dbj IAP000364.1 IAP000364 1 . Oe- 


17 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








beq. No. 


8159 




Seq. ID 


OJ990531_ 


43. 9C03 


.C7 


_ XT _ 

bene no . 


17358 




Strand 


+ 






Start 


16932 




End 


36172 






Name 


OJ990531 43.9C03.C7. 


o9.gp 


Method 


AAT/GAP 






btart 


29475 




End 


29787 






bi 


3758959 




Score 


569 






Exons 


29475. .29787 












Seq. No. 


8159 




Seq. ID 


OJ990531_ 


43. 9C03 


.C7 


Gene Noi 


17359 




Strand 


+ 






Start 


46401 




End 


50395 






Name 


OJ990531 43.9C03.C7. 


o5 . np 


Method 


AAT/NAP 






Start 


• 46401 




' End 


50395 






GI 


4966347 




Score 


890 






Exons 


46401. .47173, 47852. 


.47900, 


48024 . .48107, 48241. 


.49349, 





8596 




50282.. 50395 

GI Descrip. (AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana. 





Seq. No. 


oioy 




oeq. id 






Gene No. 


1 ^ O C C\ 




btrana 


+ 




Start 


ozUo / 






CO / TC 

jZ 4 / O 




Name 


ujyyuoji yLUj.L/ 


. 08 . gs 


Method 






Start 


o2Uo / 




bna 


OZ 4 / O 




GI 


none 




Score 


.89 




Exons 


52057. .52179, 52377 


. .52475 








Seq. No. 






oeq. iu 






Gene No. 


1 *7 O C 1 




otrana 






Start 


02641 




T7 -J 






Name 




. o9 . gs 


we rnoa 






Start 


C O C A 1 

52 64 1 




T7 „ -J 






GI 


none 




Score 


.95 




Exons 


52641. .52691, 52725 


. .52802 








■Seq. No. 


O "1 c c\ 

oioy 




Seq. ID 


OJ990531_43.9C03.C7 




Gene No . 


17362 




Strand 


+ 




Start 


C O O "J ZT 

5327 6 




End 


54526 




Name 


OJ990531 43.9C03.C7 


. olU . gs 


Method 


GENSCAN 




Start 


53276 




End 


54526 ' 




GI 


none 




Score 


.85 


1 t 




S^97fi 5^481 S^Qft4 


. .54124, 


54178. .54321, 54399. .54526 


1"! ; 


Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 


!. -J 


Gene No. 


17363 




Strand 




u! 


Start 


5390 




End 


9726 


; ' - 

! : sf 


Name 


OJ990531 43.9C03.C7 


. o3 . gp 


Method 


AAT/GAP 


r! i 


Start 


5390 




End 


5857 


! kf 


GI 


3767922 




Score 


868 




Exons 


5390. .5857 








*; af 


GI Descrip. 


5733874/gb|AAD49762 


. 1 |AC007932_10 5.0e 


-19 (AC007932) F11A17 



[Arabidopsis thaliana] 



Seq. No. 


8159 






Seq. ID 


OJ990531_ 


_43.9C03.C7 


Gene No. 


17363 






Strand 






Start 


5390 






End 


9726 




Name 


OJ990531 43 


. 9C03 


.C7.o2.np 


Method 


AAT/NAP 




Start 


5608 






End 


9552 




GI 


6686396 






Score 


2400 




Exons 


5608. .6717, 


6836 


. .7025,- 7258". 


.7392, 7491. .7588, 


7676. .7839, 




9180. .9552 












GI Descrip. 


(AC007234) 


F1E22 


.10 [Arabidopsis thaliana] 




Seq. No. 


8159 






Seq. ID 


OJ990531_ 


_43.9C03.C7 


Gene No. 


17363 






Strand 






Start 


5390 






End 


9726 




Name 


OJ990531 43 


.9C03 


.C7 .o3.gs 


Method 


GENSCAN 




Start 


5608 






End 


9666 




GI 


none 






Score 


. 67 




Exons 


5608. .6717, 


6836 


..7025, 7258. 


.7392, 7491.. 7588, 


7840. .7917, 



9034. .9666 



8597 



Seq. No. 8159 Seq. ID OJ990531_43 . 9C03 . C7 

Gene No. 17363 Strand 

Start 5390 End 9726 

Name OJ990531_43. 9C03.C7 .o4 . gp Method AAT/GAP 

Start 6285 End 6891 

GI 47342JL.R1084 Score 877 

Exons 6285.. 6720, 6839.. 6891 

GI Descrip. 1 4 680178/gb | AF111709. 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 8159 ' Seq. ID 

Gene No. 17363 Strand 

Start 5390 End 

Name OJ990531_4 3 . 9C03 . CI . o5 . gp Method 

Start 7753 End 

GI none Score 

Exons 77S3..8242 



OJ990531_43.9C03.C7 

9726 
AAT/GAP 
8242 
918 





Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 




Gene No. 


17363 




Strand 






Start 


5390 




End 


9726 




Name 


OJ990531 43.9C03.C7 


. o 6 . gp 


Method 


AAT/GAP 




Start 


9266 




End 


9726 


•s cr 


GI 


426105 




Score 


706 




Exons 


9266. .9726 








Hi 


Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 




Gene No. 


17364 




Strand 




'SB? 

: t 


Start 


14396 




End 


16594 


LLh 


Name 


OJ990531 43.9C03.C7 


. o4 . gs 


Method 


GENSCAN 


hl\ 


Start 


14396 




End 


16546 




GI 


none 




Score 


.46 




Exons . 


14396. .14520, 15079 


. .15108, 


15208. .16546 


□ 


Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 


•t, t 
"tl 


Gene No. 


17364 




Strand 






Start 


14396 




End 


16594 


t S 'l 
's ;? 


Name 


OJ990531 43.9C03.C7 


. o3.np 


Method 


AAT/NAP 


.; = i 


Start 


15302 




End 


16594 


u 


GI 


2632061 




Score 


694 




Exons 


15302. .16594 










GI Descrip. 


(AJ002597) membrane 


-associated salt-inducible protein like 






[Arabidopsis thaliana] 








Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 




Gene No. 


17365 




Strand 






Start 


36803 




End 


43752 




Name 


OJ990531 43.9C03.C7 


. o4.np 


Method 


AAT/NAP 




Start 


36803 




End 


4 3752 




GI 


6466937 




Score 


2344 




Exons 


36803. .36858, 37831 


. .42057, 


43707. .43752 




GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidop; 






thaliana] 










Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 




Gene No. 


17366 




Strand 





8598 



Start 
Name 
Start 
GI 

Exons 



50967 End 

OJ990531_43 . 9C03 . C7 . ol . tm Method 

5497 End 

none Score 



52654 

TBLASTX: Maize 

6890 

40 



5497. .5550, 5499. .5552, 5616. .5915, 5617. .6333, 5618. .6334, 
6128. .6334, 6334. .6720, 6337. .6717, 6342. .6725, 6815. .6886, 
6828. .6890 



Seq. No. 


8159 








Seq. ID 


OJ990531 43.9C03.C7 


Gene No. 


17366 








Strand 




Start 


50967 








End 


52654 


Name 


OJ990531 43 


.9C03. 


C7.ol. 


tw 


Method 


'TBLASTX: Wheat 


Start 


5594 








End 


6030 


GI 


none 








Score 


432 


Exons 


5594 . . 6025, 


5597 . 


. 6025, 


5617 . 


.6030 




Seq. No. 


8159 








Seq. ID 


OJ990531_43.9C03.C7 


Gene No. 


17366 








Strand 




Start 


50967 








End 


52654 


Name 


OJ990531_43 


. 9C03. 


C7 . ol . 


ts 


Metho.d 


TBLASTX : Soybean 


Start 


5608 








End 


6558 


GI 


none 








Score 


301 


Exons 


5608. .5901, 


5621. 


.5902, 


5633. 


.5902, 5637.. 5903, 5713.. 5907, 




5908 . . 6051, 


5912 . 


. 6064 , 


5914 . 


.6063, 6056.. 6241, 6058.. 6558, 




6073 . . 6549, 


6123. 


. 6557 








Seq. No. 


8159 








Seq. ID 


OJ990531_43. 9C03.C7 


Gene No. 


17366 








"Strand 




Start 


50967 








End' 


52654 


Name 


<OJ990531 43 


. 9C03. 


C7 ,o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


5633 








End 


6442 


GI 


none 








Score 


217 


Exons 


5633 . .5950, 


5654 . 


. 5896, 


C f~ C f 

5656. 


.5928, 5713.. 5979, 5959.. 6075, 




5960 . . 6052, 


6059. 


. 6241, 


6079. 


.6240, 6238.-6429, 6286, .6441, 




6323 . . 6442 












Seq. No. 


8159 








Seq. ID 


OJ990531_43.9C03.C7 


Gene No. 


17366 








Strand 




Start 


50967 








End 


.52654 


Name 


OJ990531 43 


. 9C03 . 


C7 .06. 


tc 


Method 


TBLASTX: Cress 


Start 


6619 








End 


6964 


GI 


none 








Score 


59 


Exons 


6619. . 6720, 


6638 . 


.6718, 


6651 . 


.6728, 681 


.8. .6964, 6834. .6962, 




6835. . 6963 












Seq. No. 


8159 








Seq. ID 


OJ990531_43. 9C03.C7 


Gene No. 


17366 








Strand 




Start 


50967 








End 


52654 


Name 


OJ990531 43 


.9C03. 


C7.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


6646 








End 


9495 


GI 


none 








Score 


128 


Exons 


6646. . 6720, 


6818. 


.7009, 


6828. 


.7028, 682 


18.. 7025, 7260.. 7316, 




7493. .7597, 


7499. 


.7591, 


7673. 


.7771, 7674. .7760, 7805. .7843, 




9178. .9495, 


9179. 


.9454 








Seq. No. 


8159 








Seq. ID 


OJ9'90531_43. 9C03.C7 


Gene No. 


17366 








Strand 





8599 



Start 
Name 
Start 
GI 

Exons 



50967 End 
OJ990531_43 . 9C03 . C7 . oil . tm Method 
6893 End 
none Score 
6893. .7009, 6894. .7028, 6897. .7028 



52654 

TBLASTX: Maize 

7028 

167 



Seq. No. 8159 
Gene No. 17366 
Start 50967 

Name OJ990531_43 . 9C03 . C7 . o9 . tm 

Start 7290 
GI none 
Exons 7290.. 7394, 7291. 

7487. .7591, 7667. 

9179. .9481 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990531_43.9C03.C7 
52654 

TBLASTX: Maize 

9481 

159 



.7404, 7295. .7405, 7298. .7408, 7472. .7597, 
.7843, 7677. .7841, 7741. .7851, 9178. .9480, 





Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 




Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531_43 . 


9C03 . C7 . o5 . tc 


Method 


TBLASTX: Cress 




Start 


7488 




End 


7843 




GI 


none 




Score 


87 




Exons 


7488 . . 7571, 


7490. .7597, 7673 


..7771, 7677. .7760, 7787. .7843 


n 

'3 5? 


Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 


' "I 


Gene No . 


i ^ o c £ 
1 / ODD 




Strand 




=i 

i.if 


Start 


50967 




End 


52654 


I'll 


Name 


OJ990531 43. 


9C03.C7.o4.tc 


Method 


TBLASTX: Cress 


n 


Start 


9202 




End 


9460 




GI 


none 




Score 


188 


Uf 


Exons 


9202. .9459, 


9206. .9460 






! b? 


Seq. No. 


8159 




Seq. ID 


. OJ990531_43.9C03.C7 




Gene No. 


17366 




Strand 




r 3 s 


Start 


50967 




End 


52654 


;« 


Name 


OJ990531 43. 


9C03.C7.oll.tm 


Method 


TBLASTX: Maize 


"'"A 


Start 


15284 




End 


16081 




GI 


none 




Score 


347 


Q 


"Exons 


15284. .15931 


, 15395.. 16081 








Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03.C7 


c:i 


Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531 43. 


9C03.C7.o3.tc 


Method 


TBLASTX: Cress 




Start 


15340 




End 


16444 




GI 


none 




Score 


46 




Exons 


15340. .15417 


, 15347. .15760, 


1534 8. .1547 6, 15458. .15535, 



15466. .15537, 15588 15722, 15635 .. 157 63, 15785 16033, 
15786. .16034, 15812 .. 16054 , 16034 .. 16120, 16361.. 16444 



Seq. No. 8159 - Seq. ID 

Gene No. 17366 Strand 

Start 50967 End 

Name OJ990531_4 3 . 9C03 . C7 . 06 . ts Method 

Start ■ 15398 End 

GI none Score 

Exons 15398. .16096 



OJ990531_43.9C03.C7 
52654 

TBLASTX : Soybean 

16096 

289 



8600 




Seq. No. 8159 

Gene No. 17366 

Start 50967 

Name OJ990531_4 3 . 9C03 . C7 . olO 

Start 16850 

GI none 

Exons 16850. .16897, 16911.. 17 
17189. .17257 

Seq. No. 8159 

Gene No. 17366 

Start 50967 

Name OJ990531_43 . 9C03 . C7 . o3 . 

Start 21179 

GI none 

Exons 21179. .21808, 21179.. 21 

■ 21991. .22125, 21994. .22 
22140. .22277 

Seq. No. 8159 

Gene No. 17366 

Start 50967 

Name OJ990531_43 . 9C0.3 . C7 . ol4 

Start 25095 

GI none 

Exons 25095. .25148, 25174.. 25 
25247. .25486 




Seq. ID OJ990531_43.9C03.C7 
Strand 

End 52654 

,tm Method TBLASTX : Maize 

End 17258 

Score 254 
141, 16917. .17009, 17142 .. 17258, 



Seq. ID OJ990531_43. 9C03.C7 
Strand 

End 52654 
tm Method TBLASTX: Maize 

End 22278 

Score 619 
811, 21180. .21815, 21989. .22117, 
125, 22123. .22275, 22126 .. 22278 , 



Seq. ID OJ990531_43. 9C03.C7 
Strand 

End 52654 

.tm Method TBLASTX : Maize 

End 25488 

Score 38 
236, 25175. .25237, 25243 .. 25488, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8159 Seq. ID 

17366 Strand 

50967 End 

OJ990531_4 3 . 9C03 . C7 . o5 . tm Method 

26297 End 

none Score 



OJ990531__43.9C03.C7 
52654 

TBLASTX: Maize 

27098 

108 



26297. .26404, 26297 .. 26404 , 26316 .. 26429, 26317 .. 26412, 

26412. .26861, 26412 .. 26873, 26413 .. 26877, 264 19 .. 26877 , 

26597. .26881, 26675 .. 26881, 26878 .. 27090, 26879 .. 27097 , 
26937; .27098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8159 Seq. ID 

17366 Strand 
50967 End 
OJ990531_43 . 9C03 . C7 . ol6 . tm Method 
28004 End 
none Score 

28004. .28150, 28008 .. 28157 , 

28030. .28167, 28977 .. 29024 , 



OJ990531_43.9C03.C7 
52654 

TBLASTX: Maize 
29551 
202 

28012. .28158, 28016 .. 28159, 
29449.-29547, 2 94 50 .. 29551, 



29451. .29546 



Seq. No. 8159 

Gene No. 17366 

Start 50967 

Name OJ990531_4 3 . 9C03 . C7 . ol8 . tm 

Start 31653 

GI none 
Exons 



Seq. ID OJ990531_43. 9C03.C7 
Strand 
End 

Method 
End 
Score 



52654 

TBLASTX: Maize 

46623 

89 



31653. .31721, 31690 .. 31824 , 31828 .. 31893, 31831 .. 31 920, 



8601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46445. .46621, 46466. . 46597, 46468.. 46623 



Seq. No. 8159 
Gene No. 17366 
Start 50967 

Name OJ990531_4 3 . 9C03 . C7 . ol . tc 

Start 32050 
GI none 

Exons 32050. .32208, 32783 .. 32896, 

33824. .34063, 33889 34086, 
34195. .34422, 46472 .. 46570, 
47834. .47896, 48372. .48725, 
48746. .49051, 48747 .. 4 9307 , 



8159 

17366 

50967 

OJ990531_4 3 . 9C03 . C7 . ol5 . tm 

33022 

none 



Seq. ID OJ990531_43.9C03.C7 
Strand 

End 52654 

Method TBLASTX: Cress 

End 4 9307 

Score 109 
33143. .33214, 3374 3 .. 34096, 
33948. ..34112, 34 115 34 678 , 
4675i;'V'46924 / 47 192 .. 47266, 
48447 ^.48692, 4 8527 4 8706, 
48756. .49064 

Seq. ID OJ990531_43. 9C03.C7 



Strand 
End 

Method 

End 

Score 



52654 

TBLASTX: Maize 

47914 

203 



33022. .33189, 33023 .. 33211, 47 117 .. 47 170 , 47207 .. 4 7272 , 
47710. .47904, 47711 .. 47905, 47720 .. 4 7 914 , 47722. .47907 



Seq. No. 8159 
Gene No. 17366 
Start 50967 

Name OJ990531_43 . 9C03 . C7 . o2 . tm 

Start 33692 
GI none 

Exons 33692. .34117, 33812 .. 33886, 

34195. .34440, 48321 .. 48740, 
48753. .49292, 48770 4 9105, 



Seq. ID OJ990531_43. 9C03.C7 
Strand 

End 52654 

Method TBLASTX : Mai ze 

End 49292 

Score 404 
33892. .34110, 34 124 .. 34 663, 
48438. .48716, 4 8521 .. 4 8787 , 
48795. .49283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8159 
17366 
50967 
OJ990531 
33695 
none 
33695 
34121 
48414 
48755 



43.9C03.C7.o2.ts 



.33949, 
.34492, 
.48581, 
.49072 



33800. 
34127. 
48576. 



.33901, 
.34423, 
.48725, 



Seq. ID OJ990531_43.9C03.C7 
Strand 

End 52654 

Method TBLASTX : Soybean 

End 49121 

Score 163 
33947. .34096, 33958 .. 3408 6, 
34213. .34443, 4 8324 .. 4 8578 , 
48587. .48721, 48750 .. 4 9121, 



Seq. No. 8159 
Gene No. 17366 
Start : 50967 

Name OJ990531_43 . 9C03 . C7 . o2 . tw 

Start 33752 
GI none 
Exons 33752. 

34118. 

48747. 



.34096, 33804. 
.34156, 48381, 
.48806 



.33914, 
.48725, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

33889 

48421 



OJ990531 43.9C03.C7 



52654 

TBLASTX: Wheat 
48806 
398 

34077, 33941. .34117, 
48543, 48524 . .48706, 



Seq. No. 
Gene No. 
Start 



8159 

17366 

50967 



Seq. ID 

Strand 

End 



OJ990531 43.9C03.C7 



52654 



8602 




Name 


OJ990531_43.9C03.C7. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


34198 




End 


49075 




GI 


none 




Score 


122 




Exons 


■ 34198. .34281, 34199. 


.34306, 


34307. .34444, 34321 .. 34446, 






48807. .48935, 48936. 


.49073, 


48950. .49075 




Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03 


.C7 


Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531_43.9C03.C7. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


37800 




End' 


38487 




GI 


none 




Score 


92 




Exons 


37800. . 38042, 37897. 


.38031, 


38118. .38^ 


186, 38221. .38361, 






38434. .38487 










Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03 


.C7 


Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531 43.9C03.C7. 


o5 . tw 


Method 


TBLASTX : Wheat 




Start 


38085 




End 


38420 




GI 


none 




Score 


118 




Exons 


38085. .38420, 38110. 


.38361, 


38118. .38387 




Seq. No. 


8159 




Seq. ID 


OJ990531 43.9C03 


. C7 


Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531 43.9C03.C7. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


38478 




End 


38870 




GI 


none 




Score 


94 




Exons 


38478. .38870, 38490. 


.38867 








Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03 


.C7 


Gene No . 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531 43.9C03.C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


38490 




End 


39125 




GI 


none 




Score 


353 




Exons 


38490. .39125, 38491. 


.39039 








Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03 


.C7 


Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531 43.9C03.C7. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


38718 




End 


39090 




GI 


none 




Score 


156 




Exons 


38718. .39089, 38809. 


.39090 








Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03 


.C7 


Gene No. 


17366 




Strand 






Start 


50967 




End 


52654 




Name 


OJ990531 43.9C03.C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


■ 38958 




End 


39356 




GI 


none 




Score 


62 




Exons 


38958. .39098, 38958. 


.39356 








Seq. No. 


8159 




Seq. ID 


OJ990531_43.9C03 


.C7 


Gene No. 


17366 




Strand 







8603 




Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


ol^ . tm 


Method 


TBLASTX: Maize 


Start 


39126 






End 


39551 


GI 


none 






Score 


55 


Exons 


39126. 


.39362, 39186. 




39351. .39551, 39352.. 39549 


Seq. No. 


8159 






Seq. ID 


OJ990531_43.9C03 


Gene No. 


17366 






Strand 


- 


Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


Oo . tS 


Method 


TBLASTX: Soybean 


Start 


39537 








z> y / y x 


GI 


none 






Score 


121 


Exons 


39537. 


.39791, 39586. 


o m o o 






Seq. No. 


8159 






Seq. ID 


OJ990531_43. 9C03 


Gene No. 


17366 






Strand 


- 


Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


39552 






End 


a c\ m n 
4 (JU / U 


GI 


none 






Score 


350 


Exons 


39552. 


.40070, 39556. 


a r\ rs c c 
. 4UUDO 






Seq. No. 


8159 






Seq. ID 


OJ990531_43. 9C03 


Gene No.*' 


17366 






Strand 


- 


Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


06 . tw 


Method 


TBLASTX: Wheat 


Start 


39702 






End 


401U0 


GI 


none 






Score 


132 


Exons 


39702. 


.40100, 39736. 


. 4uuy^ 






Seq. No. 


8159 






Seq. ID 


OJ990531_43.9C03 


Gene No. 


17366 






Strand 


- 


Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


ob . ts 


Method 


TBLASTX : Soybean 


Start 


39825 






End- 


40188 


GI 


none 






Score 


133 


Exons 


39825. 


.40175, 39829. 


. 40188 






Seq. No. 


8159 






Seq. ID 


OJ990531_43.9C03 


Gene No. 


17366 






Strand 




Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


40152 






End 


40634 


GI 


none 






Score 


114 


Exons 


40152. , 


.40634, 40182. 


. 40514 , 


40186. .40554 


Seq. No. 


8159 






Seq. ID 


OJ990531_43.9C03 


Gene No. 


17366 






Strand 




Start 


50967 






End 


52654 


Name 


OJ990531 43.9C03.C7. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


40255 






End 


40782 


GI 


none 






Score 


209 


Exons 


40255. , 


.40782, 40257. 


.40733 






Seq. No. 


8159 






Seq. ID 


OJ990531_43. 9C03 


Gene No. 


17366 






Strand 




Start 


50967 






End 


52654 



8604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



+ 



Name 


OJ990531_43. 9C03.C7 . 


o7 . ts 


Method 


TBLASTX : Soybean 


Start 


40284 




End 


40598 


GI 


none 




Score 


237 


Exons 


40284 . . 40598 








Seq. No. 


8159 




Seq. ID 


OJ9 90531 43 . 9C03 .C7 


Gene No. 


17366 




Strand 




Start 


50967 




End 


52654 


Name 


OJ990531_43 . 9C03 ,C7 . 


ol3 . tm 


Method 


TBLASTX: Maize 


Start 


40851 




End 


41470 


GI 


none 




Score 


134 


Exons 


40851 . .40934, 41016. 


.41264, 


41342. .41470 


Seq. No. 


8159 




Seq. ID 


OJ990531_43. 9C03.C7 


Gene No. 


17366 




Strand 




Start 


50967 




End 


52654 


Name 


OJ990531 43.9C03.C7. 


o6.np 


Method 


AAT/NAP 


Start 


50967 




End 


52654 


GI 


6063554 




Score 


82 


Exons 


50967. .51151, 52631. 


.52654 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 185C 


I (E0464) ,098611 (E0464 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativaj 



8160 Seq. ID 

17367 Strand 

12883 End 

OJ990531_43 . 9C03 . C8 . o2 . gs Method 

12883 End 

none Score 

12883. .13083, 13571.. 13807 



OJ990531_43.9C03.C8 
+ 

13807 
GENSCAN 
13807 
.75 



Seq. No. 8160 Seq. ID 

Gene No. 17368 Strand 

Start 1095 End 

Name OJ990531_43 . 9C03 . C8 . ol . gs Method 

Start 1095 :% ^ End 

GI none - Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990531_43.9C03.C8 

12884 
GENSCAN 
11482 
.75 



1095. .1215, 1822. .2237, 3479.-3569, 4197. .4318, 5197. .5445, 
5688.-5774, 6140. .6352, 6516. .6638, 6990. .7205, 7628. .7675, 
7759.-7824, 8331. .8393, 10538 .. 10608 , 11045 .. 11169, 11475. .11482 



OJ990531_43.9C03.C8 

12884 
AAT/NAP 
12884 
1455 

1104. .1215, 1822. .2237, 3479. .3569, 4197. .4318, 5197. .5451, 
5688.-5774, 6140. .6330, 6485.-6638, 7002. .7205, 7325. .7366, 
7446. .7541, 7628. .7675, 7759.-7824, 7934. .7978, 8331. .8393, 
10538. .10608, 11045. .11145, 11617. .11693, 12837 .. 12884 : 
(AJ130878) GCN4 -complementing protein (GCP1) [Arabidopsis 
thaliana] 



8160 

17368 

1095 

OJ990531_4 3 . 9C03 . C8 . ol . np 

1104 

6465806 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 



8160 
17368 



Seq. ID 
Strand 



OJ990531 43.9C03.C8 



8605 



# 



Start 


1095 






End 


12884 


Name 


OJ990531 43 


.9C03. 


C8.ol.gp 


Method 


AAT/GAP 


Start 


2050 






End 


3533 


GI 


3107662 






Score 


446 


Exons 


2050. .2239, 


3400. 


. 3533 






Seq. No. 


8160 






Seq. ID 


OJ990531 


Gene No. 


17368 






Strand 




Start 








End 


12884 


Name 


OJ990531 43 


.9C03. 


C8.o2.gp 


Method 


AAT/GAP 


Start 


5336 






End 


6316 


GI 


LIB3434-026 


-Pl-Kl 


-B6 


Score 


628 


Exons 


5336. .5445, 


5688. 


.5774, 6140. 


.6316 




GI Descrip. 


•1931654 2. 


Oe-19 


(U95973) BRCAl-associated RING 



43.9C03.C8 



isolog [Arabidopsis thaliana] ' 



Seq. No. 


8160 








Seq. ID 


OJ990531_43.9C03.C8 


Gene No. 


17369 








Strand 




Start 


14026 








End 


15855 


Name 


OJ990531 43 


. 9C03 


,C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1108 








End 


3589 


GI 


none 








Score 


162 


Exons 


1108. .1227, 


1108 


. . 1215, 


1110. 


.1238, 1801. .2238, 1820. .2068, 




1821. .2240, 


1821 


. .2240, 


3495. 


.3569, 34.97.. 3568, 3500.. 3589 


Seq. No. 


8160 








Seq. ID 


OJ990531_43.9C03.C8 


Gene No. 


17369 








Strand 




Start 


14026 








End 


15855 


Name 


OJ990531 43 


.9C03 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4250 








End 


5335 


GI 


none 








Score 


156 


Exons 


4250. .4318, 


5195 


. .5335, 


5195. 


.5323, 5203.. 5334 


Seq. No. 


8160 








Seq. ID 


OJ990531_43.9C03.C8 


Gene No. 


17369 








Strand 




Start 


14026 








End 


15855 


Name 


OJ990531 43 


.9C03 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7074 








End 


7550 


GI 


none 








Score 


94 


Exons 


7074. .7208, 


7113 


. .7199, 


7114. 


.7206, 7322..7366, 7441. .7542, 




7449. .7550, 


7449 


. .7547 








Seq. No. 


8160 








Seq. ID 


OJ990531_43.9C03.C8 


Gene No. 


17369 








Strand 




Start 


14026 








End 


15855 


Name 


OJ990531 43 


.9C03 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7158 








End 


7827 


GI 


none 








Score 


43 


Exons 


7158. .7208, 


7318 


. .7368, 


7322. 


.7369, 7322. .7366, 7413. .7541, 




7435. .7542, 


7441 


. .7545, 


7445. 


.7546, 7625..7678, 7626. .7667, 




7759. .7827 












Seq. No. 


8160 








Seq. ID 


OJ990531_43. 9C03.C8 


Gene No. 


17369 








Strand 




Start 


14026 








End 


15855 


Name 


OJ990531 43 


.9C03 


.C8.o3. 


gs 


Method 


GENSCAN 


Start 


14026 








End 


15855 



8606 

















GI 


none 




Score 


.73 




Exons 


14026. .14581 


., 14763. .14922, 


15726. .15855 




Seq. No. 


8161 




Seq. ID 


OJ990531_43.9C03.C9 




Gene No. 


17370 




Strand 


+ 




Start 


1 




End 


3191 




Name 


OJ990531 43. 


9C03.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3191 




GI 


6665543 




Score 


250 




Exons 


1..20, 2280. 


.2355, 2604. .2693, 2845..: 


3191 




GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


fti 61 




Seq. ID 


OJ990531_43.9C03.C9 




Gene No. 


1 7 ^7 n 




Strand 


+ 




Start 


1 

X 




End 


3191 




Name 


O.TQQDR^I 4^ 
UU j J Jl 4 O • 


QPO^ fQ nl rr«! 
-/LUj.^^.ui.yo 


Method 


GEN SCAN 




Start 


4 / 




End 


2240 




GI 


none 




Score 


.51 




Exons 


47. .86, 441. 


.628, 884. .1744, 


1966. .2240 




Seq. No. 


pi 6i 

01D1 




Seq. ID 


OJ990531_43.9C03.C9 




Gene No. 


1 7^70 




Strand 


+ 




Start 


J. 




End 


• 3191 




Name 


UJ? jUjjI 4 J. 


Qpn^ rt9 -H-m 

i/LU j . L/i? . oz . tin 


Method 


TBLASTX: Maize 


Q 


Start 


91 7 9 




End 


2357 




GI 


none 




Score 


184 


vt\ 


Exons 


2172. .2357, 


2174. .2335 






; S | \ 
' ; l\ 


Seq. No. 


fti 61 

0 J. O-L 




Seq. ID 


OJ990531_43.9C03.C9 


!- s E 
\ , I 


Gene No. 


1 7 *37n 

J. / O f u 




Strand 


+ 




Start 


T 

X 




End 


3191 


! 


Name 


n tqqd r^i 4 ^ 


.7^ U J.L^.Ul. LIU 


Method 


TBLASTX: Maize 


i'li 


Start 


Z D / 4 




End 


3191 




GI 


none 




Score 


92 


.is-. 


Exons 


2674. .2760, 


2675.-2758, 2843 


..3031, 2916. .3191, 2916. .3191 




Seq. No. 


PI 61 
OlOl 




Seq. ID 


OJ990531_43.9C03.C9 


lilt 


Gene No. 


1 7 ->n (\ 
1 / j / u 




Strand 


+ 


Q 


Start 


1 
1 




End 


3191 


1" = E 


Name 


uuyyujji > 4 0 . 


yuuj .ty.oi. is 


Method 


TBLASTX : Soybean 


'S s; 
;-'[ 


Start 


2922 




End 


3164 




GI 


none 




Score 


188 




Exons 


2922. .3164, 


3042.. 3116, 3122 


• .3163 






Seq. No. 


8161 




Seq. ID 


OJ990531_43.9C03.C9 




Gene No. 


17370 




Strand 


+ 




Start 


1 




End 


3191 




Name 


OJ990531 43. 


9C03.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2982 




End 


3191 




GI 


none 




Score 


198 




Exons 


2982. .3191, 


3034.. 3144, 3119 


. .3190 






Seq. No. 


8162 




Seq. ID 


OJ990531_4 3.9C03.C10 




Gene No. 


17371 




Strand 






Start 


2701 




End 


4466 




Name 


OJ990531 43. 


9C03.C10.ol.gs 


Method 


GENSCAN ' 




Start 


2701 




End 


4466 



8607 



GI 

Exons 



none Score . 7 

2701. .3638, 3698. .3803, 4035. .4138, 4418. .4466 



Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8162 

17371 

2701 

OJ990531_43.9C03.C10.ol.ts 

2928 

none 



Seq. ID OJ990531_43. 9C03.C10 
Strand 

End 4466 

Method TBLASTX: Soybean • 

End 3663 

Score 83 



2928.. 2954, 2961. .3017, 3091.. 3129, 3202.. 3261, 3325.. 3450, 
3469.. 3519, 3568.-3663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8162 

17371 

2701 

OJ990531_43.9C03.C10.ol.np 



Seq. ID OJ990531_43. 9C03.C10 
Strand 

End 4466 

Method AAT/NAP 

End 4110 

Score 543 



2932 
6850308 
2932.. 3735, 3992.. 4110 

(AC009999) Contains similarity to a Lipase-like protein from 
Ipomoea nil gb|U55867 and contains a Lipase PF 101764 domain. 





[Arabidopsis thaliana] 










beq. no. 


8162 




Seq.- ID 


OJ990531 




bene no. 


17371 




Strand 






Start 


2701 




End 


4466 




Name 


OJ990531 43.9C03.C10.ol 


.tm 


Method 


TBLASTX : 


Mai ze 


O 4- -i t- 4- 

btart 


2961 




End 


3525 




GI 


none 




Score 


69 




Exons 


2961.. 3020, 3057.. 3122, 


3092. 


.3262, 3202.. 3261, 






3325.. 3450, 3487.. 3525 










Seq. No. 


8163 




Seq. ID 


OJ990531 


_43.9C03.C11 


Gene No. 


17372 




Strand 






Start 


449 




End 


480 




Name 


OJ990531 43.9C03.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


449 




End 


480 




GI 


none 




Score 


.87 




Exons 


449. .480 










Seq. No. 


8164 




Seq. ID 


OJ990531 


_43.9C03.C13 


Gene No. 


17373 




Strand 






Start 


1 




End 


1066 




Name 


OJ990531 43.9C03.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


1066 




GI 


6006359 




Score 


82 




Exons 


1..36, 674. .775, 976. .1066 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


8164 




Seq. ID 


OJ990531 


_43.9C03.C13 


Gene No. 


17373 




Strand 






Start 


1 




End 


1066 




Name 


OJ990531 43. 9C03.C13.ol 


.gs 


Method 


GENSCAN 




Start 


670 




End 


771 




GI 


none 




Score 


.53 




Exons 


670.. 771 











8608 



Seq. No. 8165 Seq. ID 

Gene No. 17374 Strand 

Start 1 End 

Name OJ990531_4 3 . 9C03 . C15.ol.np Method 

Start 1 End 

GI 6685315 Score 

Exons 1 . .197 

GI Descrip. ATP- DEPENDENT CLP PROTEASE PROTEOLYTIC SUBUNIT (ENDOPEPTIDASE 
CLP) gi|5002357|gb|AAD37435.1|AF150957_2 (AF150957) heat-shock 
protein ClpP [Azospirillum brasilense] 



OJ990531_43.9C03.C15 
+ 

272 

AAT/NAP 

197 

185 



Seq. No. 


8165 Seq. ID 


OJ990531_43.9C03. 


C15 


Gene No. 


17374 Strand 


+ 




start 


x bna 


272 




Name 


ujyyuoJi 4 j . yuuo . tio . 01 . gs Metnoa 


GENS CAN 




Start 


h o bna 


272 




GI. 


none Score 


.56 




Exons 


AO OTO 

4 o . . Z I Z 






Seq. No. 


8165 Seq. ID 


OJ990531_43. 9C03. 


C15 


Gene No. 


17375 Strand 






Start 


1 hnd 


312 




Name 


OJyyUooi 4 J . ycuo . cio . oi . gp Method 


AAT/GAP 




Start 


1 End 


312 




GI 


ZikjZ i.RiUo4 bcore 


592 




Exons 


1 . . oiZ 






GI Descrip. 


ouu^oo / / go | aauj / 4 jj . i | At louyo / z ± . ue- 


■34 (AF150957) heat-shock 




protein ^j-pir L"^ ( -'^'P-1--^-»--'--|-'-lui Didbiicnbcj 






Seq. No. 


8165 Seq. ID 


OJ990531_43. 9C03. 


C15 


Gene No. 


17375 Strand 






Start 


1 End 


312 




Name 


OJ990531 43.9C03.C15.ol.tm Method 


TBLASTX: Maize 




Start 


1 End 


300 




GI 


none Score 


171 




Exons 


1..18, 2. .115, 2. .202, 3. .203, 117. .203 


1, 244. .300, 244 .. 


300 


Seq. No. 


8165 Seq. ID 


OJ990531_43. 9C03. 


C15 


Gene No. 


17375 Strand 






Start 


1 End 


312 




Name 


OJ990531 43.9C03.C15.ol.tw Method 


TBLASTX: Wheat 




Start 


14 End 


224 




GI 


none Score 


129 




Exons 


14. .193, 15. .221, 59. .220, 117. .224 







Seq. No. 


8166 


Gene No. 


17376 


Start 


40 


Name 


OJ990821 


Start 


40 


GI 


none 


Exons 


40. . 404,- 


Seq. No. 


8166 


Gene No. 


17377 


Start 


2750 


Name 


OJ990821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



697. .752, 1734. .1876 



Seq. ID 

Strand 

End 

Method 



OJ990821_46.9C01.C2 
+ 

1876 
GENSCAN 
1876 
.76 



OJ990821_46. 9C01.C2 
+ 

2806 
AAT/GAP 



8609 



Start 2750 * End 2806 

GI 20723_JL.R108.4 1 Score 65 

Exons 2750.. 2806 

GI Descrip. * 2149018/gb | U70541 | OSU70541 8.0e~14 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



oeg . no . 


tSIDD 








beg. lu 


n TQQfift 9 1 
UU -7 -?U 0 c. -L 


A£ Qpni 
4 d . yuu J- . 




Gene No . 


1 *7 "3*7 Q 
± / J / O 








b trana 








Start 


5979 








End 


6541 






Name 


OJ990821_46 


.9C01. 


C2.o3. 


gs 


Method 


GENSCAN 






o car l 


o y / y 










£ R A 1 
DO 4 X 






bl 


none 








Score 


. yo 






Exons 


C QTQ COCn 


OH Oft . 


. DD4 1 












beg. no. 


q i an 

olo / 








beg . i v 


n TQQDP91 

uu y y u o c. x 


a £ arm 
** d . yuu x . 


n ^ 
^ j 


Gene No . 


± / j / y 








Strand 


+ 






Start 


808 








End 


4042 






Name 


OJ990821 46 


.9C01. 


C3.ol. 


gp 


Method 


AAT/GAP 








808 








End 


Jo OU 






bl 


none 








Score 


cm 
ou / 






Exons 


808. .1098, 


3759. . 


3850 












beg. no. 


8167 








Seg. ID 


uj y y uoz i 


h. o . ybu l . 


Lj 


_ — XT _ 

bene no. 


17379 








Strand 


+ 






Start 


808 








End 


4042 






Name 


OJ990821 46 


. 9C01. 


C3.ol. 


gs 


Method 


GENSCAN 






O 4- -v- 4- 

btart 


814 








End 


A n A 0 






bi 


none 








Score 


. DO 






Exons 


814. .992, 997. .1157, 1175. .1289, 3759. 


A n A 0 






O « XT 

beg. no. 


8167 








Seg. ID 


uj y y u oz i 


*t o . yuu i . 


n^ 


Gene No . 


17380 








Strand 








Start 


3871 








End 


4240 






Name 


OJ990821 46 


.9C01. 


C3.o2. 


gp 


Method 


AAT/GAP 






Of -i >~4- 


3871 








End 


4240 






bl 


none 








Score 


662 






Exons 


3871. .4240 
















beg. no. 


8167 








Seg. ID 


OJ990821 


_46. 9C01. 




Gene No . 


17381 








Strand 








Start 


4910 








End 


5035 






Name 


OJ990821 46 


. 9C01. 


C3.ol. 


tc 


Method 


TBLASTX : < 


"ress 




O -4- -> -_~ V 

btart 


1014 








End 


3973 






GI 


none 








Score 


145 






Exons 


1014 . .1100, 


1016. 


.1099, 


3757. 


.3972, 3758.. 3973 






Seg. No. 


8167 








Seg. ID 


OJ990821_ 


_46.9C01. 


C3 


Gene No. 


17381 








Strand 








Start 


4910 








End 


5035 






Name 


OJ990821 46 


. 9C01. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1041 








End 


4075 






GI 


none 








Score 


100 






Exons 


1041. .1100, 


1043. 


.1099, 


3724. 


.4044, 3725. .4075, 


3749. .40 


45 


Seg. No. 


8167 








Seg. ID 


OJ990821_ 


_46. 9C01. 


C3 


Gene No. 


17381 








Strand 









8610 



ri 

■b sr 

Ui 



\~> i 

i k'r 



Start 


4 910 


End 


5035 




Name 


OJ990821_4 6. 9C01 .C3 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


3750 


End 


4038 




GI 


none 


Score 


138 




Exons 


3750.. 4019, 3757.. 4020, 3757 


..4038, 3758. .4036 




Seq. No. 


8167 


Seq. ID 


OJ990821 46.9C01. 


C3 


Gene No. 


17381 


Strand 


- 




Start 


4910 


End 


5035 




Name 


OJ990821 4 6 . 9C01 . C3 . o2 . gs 


. Method 


GENSCAN 




Start 


4 910 


End 


5035 




GI 


none 


Score 


.71 




Exons 


4910 . . 5035 








Seq. No. 


8168 


Seq. ID 


OJ990821_46.9C01. 


C4 


Gene No. 


17382 


Strand 


+ 




Start 


10168 


End 


14233 




Name 


OJ990821 46.9C01.C4.ol.np 


Method 


AAT/NAP 




Start 


10168 


End 


14233 




GI 


5732066 


Score 


343 




Exons 


10168. .10445, 13573. .14008, 


14150. .14233 




GI Descrip. 


(AF147263) contains similarity to Medicago truncatula N7 


protein 




(GB:Y17613) [Arabidopsis thaliana] 






Seq. No. 


8168 


Seq. ID 


OJ990821_46.9C01. 


C4 


Gene No. 


17383 


Strand 


+ 




Start 


20240 


End 


21986 




Name 


OJ990821 46.9C01.C4.o4.gs 


Method 


GENSCAN 




Start 


20240 


End 


21986 




GI 


none 


Score 


.51 




Exons 


20240. .20309, 21372 .. 21463, 


21501. .21586, 21839. .21986 




Seq. No. 


8168 


Seq. ID 


OJ990821_46.9C01. 


C4 


Gene No. 


17384 


Strand 


+ 




Start 


24541 


End 


24658 




Name 


OJ990821 46.9C01.C4.o5.gp 


Method 


AAT/GAP 




Start 


24541 


End 


24658 




GI 


91369 1.R1084 


Score 


220 




Exons 


24541. .24658 









GI Descrip. ' 5732066/gb | AAD48965 . 1 | AF147263_7 4.0e-29 (AF147263) contains 
similarity to Medicago truncatula N7 protein (GB:Y17613) 
[Arabidopsis thaliana] 1 



Seq. No. 


8168 








Seq. ID 


OJ990821 


Gene No. 


17385 








Strand 




Start 


3167 








End 


7630 


Name 


OJ990821 46. 


,9C01 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


3167 








End 


7630 


GI 


286826 








Score 


750 


Exons 


3167. .3312, 


3495 


. .3563, 


4014. 


.4079, 7217. .7295, 


Seq. No. 


8168 








Seq. ID 


OJ990821 


Gene No. 


17386 








Strand 




Start 


7622 








End 


8129 


Name 


OJ990821 46. 


, 9C01 


.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


7622 








End 


8129 


GI 


none 








Score 


999 



8611 






Exons 


IbZZ . .8129 








Seq. No. 


Ol /TO 

8168 


Seq. ID 


OJ990821_4 6 . 9C01 . C4 




Gene No. 


i -7 0 0 1 
1 / Jo / 


Strand 






Start 


9330 


End 


y4 jo 




Name 


OJ990821 46.9C01.C4.o3.gp 


Method 


AAT/GAP 




Start 


9330 


End 


9430 




GI 


LIB3477-003-P1-K1-E9 


Score 


148 




Exons 


9330. .9430 








GI Descrip. 


'2498586/sp|Q40638.|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 






sativa] ■ 








Seq. No. 


8168 


Seq. ID 


OJ990821_46. 9C01.C4 




Gene No. 


17388 


Strand 






Start 


15456 


End 


19514 




Name 


OJ990821 46.9C01.C4.o4.gp 


Method 


AAT/GAP 




Start 


15361 


End 


19460 




GI 


23495 1.R1084 


Score 


1602 




Exons 


15361. .15515, 15594. .15678, 


16926. .17003, 17094. .17241, 






18067. .18226, 18863 .. 18980, 


19291. .19460 




GI Descrip. 


•3377820 3.0e-45 (AF076275) 


contains : 


similarity to coatomer 






chains [Arabidopsis thaliana] 1 




Q 


Seq. No. 


8168 


Seq. ID 


OJ990821_46.9C01.C4 


>i3 


Gene No. 


17388 


Strand 




rr't 


Start 


15456 


End 


19514 




Name 


OJ990821 46.9C01.C4.o3.gs 


Method 


GENSCAN 


r! = 


Start 


15456 


End 


19514 


; ,s i 

hsi 


GI 


none 


Score 


.93 


; i 

i,« 


Exons 


15456. .15515, 15594 .. 15678 , 


1692 6. .17003, 17094. .17241, 






18067. .18226, 18863 18911, 


19363. .19514 


I'll 


Seq. No. 


8168 


Seq. ID 


OJ990821_46.9C01.C4 


is 


Gene No . 


17388 


Strand 






Start 


15456 


End 


19514 




Name 


OJ990821 46.9C01.C4.o2.np 


Method 


AAT/NAP 




Start 


15534 


End 


18235 


. =t 


GI 


6681338 


Score 


477 


'is? 


Exons 


15534. .15678, 16926 .. 17003, 


17094. .17241, 18067. .18235 


j!5| 


GI Descrip. 


(AC015985) putative coatomer zeta subunit (zeta-coat protein 


l !c! i 

=;cf 




[Arabidopsis thaliana] gi | 6682256 | gb | AAF23308 . 1 1 AC016661 33 






(AC016661) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8168 


Seq. ID 


OJ990821_46. 9C01.C4 




Gene No. 


17389 


Strand 






Start 


22705 


End 


24653 




Name 


OJ990821 46.9C01.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10129 


End 


24653 




GI 


none 


Score 


158 




Exons 


10129. .10311, 10188. .10307, 


10330. .10368, 24428. .24601, 






24429.-24653, 24492.. 24653 








Seq. No. 


8168 


Seq. ID 


OJ990821_46. 9C01.C4 




Gene No. 


17389 


Strand 






Start 


22705 


End 


24653 




Name 


OJ990821 46.9C01.'C4.o3.tm 


Method 


TBLASTX: Maize 



8612 




Start 


15442 






End 


18232 






GI 


none 






Score 


95 






Exons 


15442. 


.15519/ 15451. 


. 15525, 


15456. .15527, 15468 


. . 15533, 






15594. 


.15671, 15595. 


. 15678, 


15596. .15670, 18064 


. .18228, 






18068. 


.18232, 18069. 


. 18227 










Seq. No. 


8168 






Seq. ID 


OJ990821 


_46. 9C01 


.C4 


Gene No. 


17389 






Strand 








Start 


22705 






End 


24653 






Name 


OJ990821 46.9C01.C4. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


16925 






End 


17251 






GI 


none 






Score 


119 






Exons 


16925. 


.17014, 16926. 


.17006, 


16930. .17007, 16931 


. . 17008, 






17083. 


.17244, 17093. 


. 17242, 


17093. .17251 






Seq. No. 


8168 






Seq. ID 


OJ990821 


_46. 9C01 


.C4 


Gene No. 


17389 






Strand 








Start 


22705 






End 


24653 






Name 


OJ990821 46.9C01.C4. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


16925 






End 


18247 






GI 


none 






Score 


76 






Exons 


16925. 


.17032, 16926. 


. 17033, 


17093. .17248, 17093 


. . 17242, 






18068. 


.18247, 18069. 


. 18218 










Seq. No. 


8168 






Seq. ID 


OJ990821 


_4 6. 9C01 


.C4 


Gene No. 


17389 






Strand 








Start 


22705 






End 


24653 






Name 


OJ990821 46.9C01.C4. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


17091 






End 


18233 






GI 


none 






Score 


88 






Exons 


17091. 


.17243, 17093. 


. 17242, 


17144. .17245, 18065 


. . 18229, 






18068. 


.18232, 18069. 


.18233 










Seq. No. 


8168 






Seq. ID 


OJ990821 


_46. 9C01 


.C4 


Gene No. 


17389 






Strand 








Start 


22705 






End 


24653 






Name 


OJ990821 46.9C01.C4. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


17096 






End 


18891 






GI 


none 






Score 


53 






Exons 


17096. 


.17128, 17097. 


. 17132, 


17141. .17200, 17141 


. . 17200, 






17177. 


.17245, 17202. 


. 17249, 


17204. .17248, 18064 


. . 18228, 






18068. 


.18232, 18069. 


. 18227, 


18859. .186 


191 






Seq. No. 


8168 






Seq. ID 


OJ990821 


_46. 9C01 


.C4 


Gene No. 


17389 






Strand 








Start 


22705 






End 


24653 






Name 


OJ990821 46.9C01.C4. 


o5 .gs 


Method 


GENS CAN 






Start 


22705 






End 


24634 






GI 


none 






Score 


.67 






Exons 


22705. 


.22778, 22989. 


.23123, 


23805. .24017, 24370 


. .24634 




Seq. No. 


8169 






Seq. ID 


OJ990821 


_4 6.9C01 


.C6 


Gene No. 


17390 






Strand 


+ 






Start 


948 






End 


7319 






Name 


OJ990821 46.9C01.C6. 


ol .gs 


Method 


GENSCAN 






Start 


948 






End 


7319 






GI 


none 






Score 


.44 







8613 



Exons 



948. .1056, 1107. .1153, 4823. .4883, 7117.. 7319 



Seq. No. 


8169 


Seq. ID 


OJ990821_46 


.9C01 


.C6 


Gene No. 


17390 


Strand 


+ 






Q+- n 


948 


End 


7319 






Name 


OJ990821 46.9C01.C6.ol.np 


Method 


AAT /NAP 






D tart 


4431 


End 


\> O \J 






r> t 


4680186 


Score 


O -J 






U 1 V T""^ 


4431. .4531, 6199. .6396 










ui uebcr.ip . 


(AF111709) unknown [Oryza sativa subsp 


. lllUXUu J 






Seq. No. 


8169 


Seq. ID 


OJ990821_46 


.9C01 


.C6 


bene ino . 


I *7 "3Q1 

I I l 


Strand 








o Lai L. 


7567 


End 








Name 


OJ990821 46.9C01.C6.o2.gs 


Method 


b-CjlNObrtlN 








7567 


End 








bl 


none 


Score 


R4 






Exons 


7567. .7795, 7801. .8326 










Can Nn 


8170 


Seq. ID 


OJ99.0821_4 6 


.9C01 


.C7 


Gene No. 


17392 


Strand 








Start 


1 


End 


249 






Name 


OJ990821 46.9C01.C7.ol.np 


Method 


AAT /NAP 






otari 


1 


End 


249 






bl 


6630685 


Score 


197 






Exons 


1..249 










ui uescrip. 


(AP000969) . Similar to copia 


-type pol polyprotein. 


(AF105716) 




[Oryza sativa] 










Seq. No. 


8170 


Seq. ID 


OJ990821_46 


.9C01 


.C7 


bene ino • 


17392 


Strand 










1 


End 


249 






Name 


OJ990821 46.9C01.C7.ol.tm 


Method 


TBLASTX: Maize 






8 


End 


247 








none 


Score 


81 






Cjxons 


8. .241, 8. .247, 114. .245 










Seq. No. 


8170 


Seq. ID 


OJ990821_46 


.9C01 


.C7 


oene jno . 


17392 


Strand 










1 


End 


249 






Name 


OJ990821 46.9C01.C7.ol.gs 


Method 


GEN SCAN 








19 


End 


139 






C T 
bi 


none 


Score 


.66 






Exons 


19. .139 










Seq. No. 


8171 


Seq. ID 


OJ990821_46 


. 9C01 


.C8 


bene ino . 


17393 


Strand 


4- 






Of i 

otart 


48 


End 


126 






Name 


OJ990821 46.9C01.C8.ol.gs 


Method 


GENSCAN 






Q4- a r-h 


48 


End 


126 






GI 


none 


Score 


.75 






Exons 


48. .126 










Seq. No. 


8172 


Seq. ID 


OJ990821_4 6 


. 9C01 


.C9 


Gene No. 


17394 


Strand 


+ 






Start 


411 


End 


3804 






Name 


OJ990821 46.9C01.C9.ol.gs 


Method 


GENSCAN 







8614 




Start 


411 






End 


3721 








GI 


none 






Score 


.65 








Exons 


411. .474, 1683. .1758, 1814.. 


2066, 2200 


..2328, 2950. 


.2979, 




3131. .3721 
















Seq. No. 








Seq. ID 


OJ9 90o^ 1 


4 D . 


9CU1 


r*> ft 

. C9 


Gene No. 


1 T O ft A 

1 / J94 






Strand 










Start 


411 






End 


O ft A 

3804 








Name 


/"xTftftAOOl yl/T 


9CU1 . C9 . 


.ol.gp 


Method 


7\ 7\ rn / /*i "ft 

AAT / GAP 








Start 


1599 






End 


i ft a o 

1962 








GI 


none 






Score 


664 








Exons 


1599 . . 1962 
















Seq. No. 


8172 






Seq. ID 


OJ990821 


_4 6. 


9C01 


.C9 


Gene No. 


1 T "3 ft /! 

17394 






Strand 


+ 








Start 


>i i i 
411 






End 


3804 








Name 


OJ990821 46. 


9C01.C9, 


. ol .np 


Method 


AAT /NAP 








Start 


1750 






End 


3804 








GI 


T COOC/TC 

lDOODOO 






Score 


1015 








Exons 


1750 . . 2090, 


2200.. 2328, 3131 


..3619, 3748. .3804 








GI Descrip. 


alternative 


oxidase 


1 [Solanum tuberosum] 








Seq. No. 


8172 






Seq. ID 


OJ990821 


A f~ 

_4 6 . 


9C01 


ft 

. C9 


Gene No. 


17395 






Strand 


+ 








□ Start 


27561 






End 


28921 








i t *|-. Name 


OJ990821 46. 


9C01.C9, 


. o7 . gs 


Method 


GEN SCAN 








.==j Start 


27561 






End 


28921 










none 






Score 


.59 








' : ' k} Exons 

,3 Si 

; t 


27561. .27760, 28803, 


, .28921 












\A Seq. No. 


8172 






Seq. ID 


OJ990821 


a r 

4 6 . 


9C01 


r*> ft 

. C9 


}- s ) Gene No. 


17396 






Strand 










•"r- Start 


3951 






End 


4139 








Name 


OJ990821 46. 


9C01.C9. 


. o2 . gp 


Method 


AAT /GAP 








* Start 


3951 






End 


4139 








GI 


none 






Score 


362 








'Sj Exons 


3951. .4139 
















=: Seq. No . 


8172 






Seq. ID 


OJ990821_ 


a r 

_4 6 . 


9C01 


/-t ft 
- C9 


~[ Gene No. 


17397 






Strand 










Is " Start 


7050 






End 


7515 








: ==f Name 


OJ990821 46. 


9C01.C9. 


, o3 . gp 


Method 


AAT /GAP 








Start 


7050 






End 


7515 








GI 


2310526 






Score 


.738 








Exons 


7050. .7515 
















Seq. No. 


8172 






Seq. ID 


OJ990821 


_4 6 . 


9C01 


. C9 


Gene No. 


17398 






Strand 










Start 


8193 






End 


10205 








Name 


OJ990821 46. 


9C01.C9. 


o3 . gs 


Method 


GENSCAN 








Start 


8193 






End 


10205 








GI 


none 






Score 


.94 








Exons 


8193. .10205 
















Seq. No. 


8172 






Seq. ID 


OJ990821_ 


_4 6. 


9C01 


.C9 


Gene No. 


17399 " 






Strand 










Start 


12817 






End 


13341 









8615 




Name' 


OJ990821 46. 


9C01 


.C9 . o4 . 


gs 


Method 


GENSCAN 


Start 


12817 








End 


13341 


GI 


none 








Score 


. 97 


Exons 


12817. .13341 










Seq. No. 


8172 








Seq. ID 


OJ990821_4 6 . 9C01 . C9 


Gene No. 


17400 








Strand 




Start 


15064 








End 


18985 


Name 


OJ990821 46. 


9C01 


;C9.o5. 


gs 


Method 


GENSCAN 


Start 


15064 








End 


18985 


GI 


none 








Score 


.56 


Exons 


15064. .15256, 15752 .. 15902, 


16064. .16222, 17566 .. 17666, 




18960. .18985 










Seq. No. 


8172 








Seq. ID 


OJ990821_46.9C01.C9 


Gene No. 


17401 








Strand 




Start 


19961 








End 


28024 


Name 


OJ990821 46. 


9C01 


. C9. ol . 


tc 


Method 


TBLASTX: Cress 


Start . 


2018 








End 


3813 


GI 


none 








Score 


107 


Exons 


2018 . . 2086, 


2022 


. . 2090, 


2025 


..2093, 2197.. 2328, 2199.. 2327 




2203. .2328, 


3128 


. .3619, 


3130 


..3357, 3412. .3621, 3748. .3813 


Seq. No. 


8172 








Seq. ID 


OJ990821_46. 9C01.C9 


Gene No. 


17401 








Strand 




Start 


19961 








End 


28024 


Name 


OJ990821 46. 


9C01 


,C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2018 








End 


3807 


GI 


none 








Score 


100 


Exons 


2018. .2086, 


2022 


. .2087, 


2199 


..2327, 2200. .2328, 3128. .3619 




3128. .3331, 


3130 


. .3357, 


3412 


..3621, 3748.. 3807 


Seq. No. 


8172 








Seq. ID 


OJ990821_46.9C01.C9 


Gene No. 


17401 








Strand 




Start 


19961 








End 


28024 


Name 


OJ990821_46. 


9C01 


.C9.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


3157 








End 


3328 


GI 


none 








Score 


■217 


Exons 


3157. .3327, 


3158 


. .3328, 


3158 


. .3328 




Seq. No. 


8172 








Seq. ID 


OJ990821_46. 9C01.C9 


Gene No. 


17401 








Strand 




Start 


19961 








End 


28024 


Name 


OJ990821 46. 


9C01 


,C9.o2. 


tw 


Method 


TBLASTX: Wheat. 


Start 


3310 








End 


3646 


GI 


none 








Score 


188 


Exons 


3310. .3357, 


3311 


. .3475, 


3430 


..3474, 3487. .3621, 3488. .3646 


Seq. No. 


8172 








Seq. ID 


OJ990821_46. 9C01.C9 


Gene No. 


17401 








Strand 




Start 


19961 








End 


28024 


Name 


OJ990821 46. 


9C01, 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3329 








End 


3586 


GI 


none 








Score 


357 


Exons 


3329. .3586, 


3409 


. .3585 








Seq. No. 


8172 








Seq. ID 


OJ990821_46. 9C01.C9 



8616 



Gene No. 


17401 






Strand 








Start 


19961 






End 


28024 






Name 


OJ990821 46...9C01.C9. 


o5.ts 


Method 


TBLASTX : 


Soybean 




Start 


8325 






End 


8664 






GI 


none 






Score 


107 






Exons 


8325. . 


8660, 8431.. 8664 










Seq. No. 


8172 






Seq. ID 


OJ990821 


_4 6 . 9C01 


. C9 


Gene No. 


17401 






Strand 








Start 


19961 






End 


28024 






Name 


OJ990821 46.9C01.C9. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


8357 






End 


8669 






GI 


none 






Score 


92 






Exons 


8357. . 


8488, 8364. .8660, 8400. .8669 








Seq. No. 


8172 






Seq. ID 


OJ990821 


_4 6 . 9C01 


. C9 


Gene No. 


17401 






Strand 








Start 


19961 






End 


28024 






Name 


OJ990821 46.9C01.C9. 


o3. tc 


Method 


TBLASTX : 


Cress 




Start 


19949 






End 


24044 






GI 


none 






Score 


75 






Exons 


19949. 


.20107, 20115. 


.20228, 


20150. .20227, 20329 


. . 2044 8 , 






20494. 


.20586, 21121. 


.21303, 


21122. .21286, 21392 


. .21613, 






21729. 


.21881, 21784. 


.21882, 


22047. .22103, 22259 


. .22360, 






22267. 


.22323, 23967. 


.24044 










Seq. No. 


8172 






Seq. ID 


OJ990821 


_46 . 9C01 


.C9 


Gene No. 


17401 






Strand 








Start 


19961 






End 


28024 






Name 


OJ990821 46.9C01.C9. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


19952 






End 


20497 






GI 


none 






Score 


95 






Exons 


19952. 


.20107, 20139. 


.20231, 


20150. .20230, 20329 


. . 20448, 






20339. 


.20497 












Seq. No. 


8172 






Seq. ID 


OJ990821 


_4 6.9C01 


-C9 


Gene No. 


17401 






Strand 








Start 


19961 






End 


28024 






Name 


OJ990821 46.9C01.C9. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


19958 






End 


20131 






GI 


none 






Score 


100 






Exons 


19958. 


.20131, 19962. 


.20129 










Seq. No. 


8172 






Seq. ID 


OJ990821 


_46.9C01 


. C9 


Gene No. 


17401 






Strand 








Start 


19961 






End 


28024 






Name 


OJ990821 46.9C01.C9. 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


19961 






End 


24059 






GI 


none 






Score 


59 






Exons 


19961. 


.20101, 19968. 


.20087, 


20145. .20234, 20148 


. .20228, 






20150. 


.20257, 20329. 


.20448, 


20342. .20539, 20387 


. .20524, 






20494. 


.20583, 21124. 


.21300, 


21125. .2128 


16, 21386 


. .21613, 






21468. 


.21614, 21729. 


.21893, 


21784 . .21891, 21921 


. .21998, 






22047. 


.22100, 22262. 


.22510, 


22267. .22566, 22399 


. .22539, 






22639. 


.23001, 22670. 


.23002, 


23200. .23292, 23671 


. .23808, 






23938. 


.24048, 23952. 


.24059, 


23952. .24059, 23967 


. .24035 





8617 



Seq. No. 8172 
Gene No. 17401 
Start 19961 

Name OJ990821_4 6.9C01.C9.o6.gs 

Start 19961 

GI none 

Exons 19961. .20230, 21127 

22360. .22566, 22669 
23667. .23832, 23946 
25411. .25501, 25578 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 46.9C01.C9 



21298, 21384. 

23001, 23197. 

24049, 24174. 

25868, 25965. 



28024 
GEN SCAN 
26048 
.77 

21611, 21757, 
23303, 23461. 
24334, 24435. 
26048 



.21890, 
.23580, 
.24636, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8172 
17401 
19961 

0 J9 9082 1_4 6 . 9C0 1 . C9 . o2 . np 
19964 
4581139 

19964. .20230, 20326 
21757. .21890, 22047 
23197. .23385, 23667 
24435. .25333, 25411 
27962. .28024 
(AC006919) putative 



Seq. ID OJ990821_46.9C01.C9 
Strand 

End 28024 
Method AAT/NAP 
End 28024 
Score 3571 
.20580, 21127. .21298, 2 1384 .. 21611 , 
.22131, 22276. .22566, 22669. .23001, 
.23832, 23946. .24049, 24 174 .. 24 334 , 
.25501, 25578..25868, 25965 .. 2 6052, 

ABC transporter [Arabidopsis thaliana] 



8172 

17401 

19961 

OJ99082 1_4 6 . 9C01 . C9 . o4 . gp 
20099 

uC-osflcyp086h08bl 



OJ990821 46.9C01.C9 



Seq. ID 
Strand 

End 28024 
Method AAT/GAP 
End 21176 
Score 822 
20099. .20230, 20326 .. 20580, 21127.. 21176 

, 4581139/gb|AAD24623.1|AC006919_l 3.0e-37 (AC006919) putative 
ABC transporter [Arabidopsis thaliana] ' 



Seq. No. 8172 

Gene No. 17401 

Start 19961 

Name OJ990821_4 6. 9C01 . C9. ol . tw 

Start 20139 

GI none 

Exons 20139. .20234, 20148 .. 20228, 
20330. .20575, 20339 .. 20611, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20150. .20257, 
20340. .20612, 



OJ990821 46.9C01.C9 



28024 

TBLASTX: Wheat 
24035 
117 . 

20329. .20583, 
23967. .24035 



Seq. No. 


8172 






Seq. ID 


OJ990821_46.9C01 


.C9 


Gene No. 


17401 






Strand 






Start . 


19961 






End 


28024 




Name 


OJ990821 46. 


9C01.C9. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


20506 






End 


21613 




GI 


none 






Score 


83 




Exons 


20506. .20583 


, 21121. 


. .21291, 


21152. .21328, 21383.. 21613 




Seq. No. 


8172 






Seq. ID 


OJ990821_46.9C01 


.C9 


Gene No. 


17401 






Strand 






Start 


19961 






End 


28024 




Name 


OJ990821 46. 


9C01.C9, 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21124 






End 


21424 




GI 


none 






Score 


70 





8618 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21124. .21288, 2112? 21216, 21134 .. 21289, 21386. .21424 



8172 Seq. ID 

17401 Strand 

19961 End 

OJ990821__4 6 . 9C01 . C9 . o5 . gp Method 

21500 End 

LIB3474-007-P1-K1-F8 Score 



OJ990821_46.9C01.C9 

28024 
AAT/GAP 
22369 
736 



21500. .21611, 21757. .21891, 2204 8 .. 22131, 22276. .22369 
•4581139/gb|AAD24623.1 |AC006919_1 1.0e-42 (AC006919) putative 
ABC transporter [Arabidopsis thaliana] 1 



8172 

17401 

19961 

OJ990821_4 6 . 9C01 . C9\ o9 . tm 

21753 

none 

21753. .21893, 21756 .. 218 93, 
22047. .22103 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821__46.9C01.C9 
28024 

TBLASTX: Maize 

22103 

148 



21769. .21909, 21836 .. 218 98 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8172 Seq. ID 

17401 Strand 
19961 End 
OJ990821_4 6 . 9C01 . C9 . o2 . tc Method 
22367 End 
none Score 

22367. .22513, 22372 .. 22566, 22402 .. 22539, 22663 

22682. .23002, 23200 .. 23307 , 25740.. 25814 



OJ990821 46.9C01.C9 



28024 

TBLASTX: Cress 
25814 
192 

23001, 



8172 Seq. ID 

17401 Strand 

19961 End 

OJ990821_4 6 . 9C01 . C9 . ol . tm Method 

22462 End 

none Score 



OJ990821__46.9C01.C9 
28024 

TBLASTX: Maize 

25862 

92 



22462. .22566, 224 66 .. 22567 , 224 67 .. 22568, 22620 22826, 
22627. .23001, 22663 .. 23001, 22668 .. 23003, 22670 23002 , 
23192. .23305, 23197 .. 23304 , 25734. .25862 



Seq. No. 8172 Seq. ID OJ990821_4 6 . 9C01 . C9 

Gene No. 17401 Strand 

Start 19961 End 28024 

Name OJ990821_4 6 . 9C01 . C9 . 06 . gp Method AAT/GAP 

Start' 23030 End 23127 

GI LIB3477-003-P1-K1-E9 Score 136 

Exons 23030. .23127 

GI Descrip. 1 2498586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 8172 Seq. ID 

Gene No. 17401 Strand 

Start 19961 End 

Name OJ990821_4 6 . 9C01 . C9 . o4 . ts ...Method 

Start 24440 "End 

GI none Score 



OJ990821_46.9C01.C9 
28024 

TBLASTX : Soybean 

24722 

47 



8619 




Exons 


24440, 


..24529, 24441. 


OA ^19 


24518. .24721, 24543.-24722 




oeq. NO. 


8172 






Seq. ID 


OJ990821_46.9C01 


-by 


Gene No. 


17401 






Strand 






Start 


19961 






End 


28024 




Nam© 


OJ990821 46.9C01.C9. 


o 6 • tm 


Method 


TBLASTX: Maize 






24440 






End 


24618 






none 






Score 


210 




Exons 


24440. 


..24616, 24441. 


• c. 4 D ± I , 


24517. .24618, 24529. .24618 




oeq. no. 


8172 






Seq. ID 


OJ990821_46.9C01 




Gene No. 


17401 






Strand 






Start 


19961 






End 


28024 




Name 


OJ990821 46.9C01.C9. 


o4 • tc 


Method 


TBLASTX: Cress 




C4- 3 v-l- 

o tar u 


24470 






End 


24809 






none 






Score 


141 




Exons 


24470, 


..24808, 24471. 


OA QfiQ 
. c. ft 0 U ;7 








oeq . no . 


8172 






- Seq. ID 


OJ990821_46.9C01 


rq 
• b j 


bene no. 


17401 






Strand 






Start 


19961 






End 


28024 


- 


Name 


OJ990821 46.9C01.C9. 


o5 . tc 


Method 


TBLASTX: Cress 




OtaiL 


24907 






End 


25215 




bl 


none 






Score 


95 




Exons 


24907, 


..25101, 24910. 




24953. .25099, 25074 .. 25211, 






25090. 


. .25215 










oeq. NO. 


8172 






Seq. ID 


OJ990821_46.9C01 




Gene No . 


17401 






Strand 






Start 


19961 






End 


28024 




Name 


OJ990S 


J21_46.9C01.C9. 


o3 . ts 


Method 


TBLASTX : Soybean 




o tar t 


24929 






End 


25296 




bl 


none 






Score 


109 




Exons 


24929. 


,.25096, 24931. 




24931. .25101, 24935. .25099, 






25074. 


,.25283, 25074. 


0 ^9 Q9 


25090. .25296, 25171. .25293 




oeq . no . 


8172 






Seq. ID 


OJ990821_46.9C0i 


• bi? 


Gene No. 


17401 






Strand 






Start 


19961 






End 


28024 




Name 


OJ990821 46.9C01.C9. 


r\0 +- m 


Method 


TBLASTX: Maize 






25113 






End 


25501 




bl 


none 






Score 


169 




Exons 


25113. 


.25343, 25114. 


.ZJJ^ / , 


25400. .25501, 25410. .25499 




oeq. NO. 


8173 






Seq. ID 


OJ990821_46.9C01 


c\ 9 
. LIZ 


bene no. 


17402 






Strand 






Start 


2148 






End 


3202 




Name 


OJ990821 46.9C01.C12 


•ol.np 


Method 


AAT/NAP 




otdll 


2148 






End 


3202 




H T 
bl 


4581139 




Score 


176 




Exons 


2148. . 


2288, 2781.. 2902, 2942 


. .3202 






VJl L/CJ -L _L • 


(AC006919) putative ABC transporter- [Arabidopsis thaliana] 


Seq. No. 


8173 






Seq. ID 


OJ990821_46.9C01 


.C12 


Gene No. 


17402 






Strand 






Start 


2148 






End 


3202 




Name 


OJ990821_46.9C01.C12 


. ol . gs 


Method 


GENSCAN 





8620 




Of o y-f- 


9 1 £/l 
Z 1 04 




LllU 


1 Q A 








bl 


none 




Score 


. yi 








Exons 


91£/1 99QQ 9*7Q1 "31CM 
Zl04 . . ZZOO, Z / 0l . . Jlo4 














oeq. wo. 


Q 1 7/1 
0 1 / ft 




oeq, 1LJ 


Pi TQQHft 9 1 

uj y y u o z i 


A £ 
4 0. 


QPPl 1 

ybu 1 


pi ^ 

. Li j 


Gene No. 


17403 




Strand 


+ 








Start 


827 




End 


1454 








Name 


DTQQHP91 QPH1 PI? nl 


. gs 




P IT M Q P Z\ Tsl 








O L 3.17 L 


Q 9 "7 
OZ / 




Lna 


1 A R/l 

1ft 04 








pt 
bl 


none 




Score 


. O / 








HjXons 


P97 QQC 1 OCQ 1/1^/1 
OZ / , , J/ 1Z jo . • 14 04 














beg. INO. 


Q1 I/I 




beg. iu 


Pi TQQHQ 9 1 

uj y y uozi 


A £ 
4 O . 


qph i 
yuu i 


Pi *3 


bene ino. 


1 / 4 U4 




ouranu 


T 








Start 


1980 




End 


3217 








Name 


OJ990821_4 6.9C01.C13.ol, 


.np 


Method 


AAT/NAP 










1 J 0 / 




End 


9 £ft 1 
Z D 0 / 








p t 


DO 10 U 




Score 


^n9 
o u z 










1 Q£l 91 *39 991 4 99ftfl 
1 y 0 / . . ZljZ, ZZ 1 4 • .ZZOO, 


2569. 


.2687 










bi uescrip. 


^Hruuiuouj nypotne uicai 


protein [Oryza 


sat i va J 








beq. ino. 


PIT/! 
0 1/4 




Seg. ID 


Pi TQQHfi 9 1 

uj y y uo z i 


4 0 . 


Qpm 
yuu i 


PI "3 


Gene No. 


17404 




Strand 


+ 








Start 


1980 




End 


3217 








Name 


ujyyuozi 4 o . yuui . bio . oz , 


.gs 


Method 










otart 


1 q q n 

iyou 




End 


"3 9 1 T 
OZ 1 / 








P T 

bl 


none 




Score 


. 0 0 








Exons 


1QQH 9 1 "3 Q 9QQQ "3 9 1 1 

iyou..zioo, zooy. . jzi / 














beq. JNO. 


Q 1 n A 
0 1 / 4 




Seq. ID 


uj y yuoz i 


A £ 
4 0 . 


yuui 


pi o 


Gene No. 


1 H A C\ R 
1 / 4 UO 




Strand 


+ 








Start 


6231 




End 


8241 








Name 


OJ990821 46.9C01.C13.o3. 


•np 


Method 


AAT/NAP 








Start 


6231 




End 


8241 








GI 


6063554' 




Score 


181 








Exons 


6231.. 6360, 6710.. 6925, 


6970. 


.7002, 8068.. 8241 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7185C 


1 (E0464) ,098611 (E0464) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



.5 =; 



Seg. No. 


8174 


Seq. ID 


OJ990821 46, 


. 9C01 


.C13 


Gene No. 


17405 


Strand 


+ 






Start 


6231 


End 


8241 






Name 


OJ990821 46.9C01.C13.o2.np 


Method 


AAT/NAP 






Start 


6636 


End 


7532 






GI 


5852178 


Score 


287 






Exons 


6636. .6909, 6940. .7074, 7438., 


.7532 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 








Seg. No. 


8174 


Seq. ID 


OJ990821_46, 


.9C01 


.C13 


Gene No. 


17406 


Strand 








Start 


1666 


End 


1748 






Name 


OJ990821 46.9C01.C13.ol.gp 


Method 


AAT/GAP 






Start 


1666 


End 


1748 






GI 


LIB3477-003-P1-K1-E9 


Score 


115 






Exons 


1666. .1748 










GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



8621 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


8174 


Seq. ID 


. OJ990821_4 6.9C01.C13 


Gene No. 


17407 


Strand 


** 


Start 


3851 


End 


4122 


Name 


OJ99082 1_4 6 . 9C01 . C13 . o3 . gs 


Method 


GENSCAN 


Start 


3851 


End 


4122 


GI 


none 


Score 


. 56 


Exons 


3851. .3863, 4013. .4122 . 






Seq. No. 


8174 


Seq. ID 


OJ990821_4 6 . 9C01 .C13 


Gene No. 


17408 


Strand 




Start 


6700 


End 


'7047 


Name 


OJ990821 46.9C01.C13.o4.gs 


Method 


GENSCAN f 


Start 


6700 


End 


7047 


GI 


none 


Score 


1 


Exons 


6700. .7047 






Seq. No. 


8175 


Seq. ID 


OJ990821_46.9C01.C14 


Gene No. 


17409 


Strand 


+ 


Start 


1 


End 


1402 


Name 


OJ990821 46.9C01.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1402 


GI 


81286 


Score 


122 


Exons 


1..99, 380. .582, 628.-739, 


1018. .1402 




GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox 


carteri] 




Seq. No. 


8175 


Seq. ID 


OJ990821_46.9C01.C14 


Gene No. 


17410 


Strand 




Start 


177 


End 


615 


Name 


OJ990821 46.9C01.C14.ol.gs 


Method 


GENSCAN 


Start 


177 


End 


615 


GI 


none 


Score 


.59 


Exons 


177.. 615 






Seq. No. 


8176 


Seq. ID 


OJ990821_46.9C01.Ci5 


Gene No. 


17411 


Strand 


+ 


Start 


40 


End 


235 


Name 


OJ990821 46. 9C01 . CIS . ol . gs 


Method 


GENSCAN 


Start 


40 


End 


235 


GI 


none 


Score 


.84 


Exons 


40. .131, 208. .235 






Seq. No. 


8177 


Seq. ID 


OJ990821_46.9C01.C16 


Gene No. 


17412 


Strand 


+ 


Start 


488 


End 


548 


Name 


OJ990821 46. 9C01 . C16 . ol . np 


Method 


AAT/NAP 


Start 


488 


End 


548 


GI 


2498930 


Score 


69 


Exons 


488. .548 






GI Descrip. 


'DORSAL-VENTRAL PATTERNING ] 


PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) Sog [Drosophila melanogaster] 


Seq. No. 


8177 


Seq. ID 


OJ990821_46.9C01.C16 


Gene No. 


17413 


Strand 


+ 



8622 




Start 


489 






End 


548 


Name 


OJ990821 46. 


9C01 


.C16.ol.gs 


Method 


GENSCAN 


Start 


489 




End 


548 


GI 


none 






Score 


.94 


Exons 


489.-548 










Seq. No. 


8178 






Seq. ID 


OJ990821_44.9C20.C1 


Gene No. 


17414 






Strand 




Start 


1 






End 


540 


Name 


OJ990821 44.. 


9C20 


CI .ol .np 


Method 


AAT/NAP 


Start 


1 






End 


540 


GI 


2498930 






Score 


549 


Exons 


1..309, 477. 


.540 









GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RUL AT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


. 8178 






Seq. ID 


OJ990821_ 


_44. 


9C20 


.CI 










^t" t;=i n H 










Start 


1 






End 


540 








Name 


OJ990821 44.9C20.C1 


ol 


.gs 


Method 


GENSCAN 








Start 


107 






End 


536 








GI 


none 






Score 


.83 








Exons 


107. .309, 477. .536 
















Seq. No. 


8179 






Seq. ID 


OJ990821_ 


_4 4 . 


9C20 


.C2 


(?ono No 


17415 






O LI al IU 










Start 


120 






End 


634 








Name 


OJ990821 44.9C20.C2, 


ol 


.gs 


Method 


GENSCAN 








Start 


120 






End 


634 








GI 


none 






Score 


.67 








Exons 


120. .404, 572. .634 
















Seq. No. 


8180 






Seq. ID 


OJ990821_ 


_44 . 


9C20 


.C3 




17416 

1 / T 1 U 






OLl aliU 


-j. 








Start 


44 






End 


763 








Name 


OJ990821 44.9C20.C3. 


ol 


.gs 


Method 


GENSCAN 








Start 


44 






End 


763 








GI 


none 






Score 


.81 








Exons 


44. .98, 747. .763 
















Seq. No. 


8180 






Seq. ID 


OJ990821_ 


_4 4. 


9C20 


.C3 


Gene No. 


17417 






Strand 


+ 








Start 


24228 






End 


25545 








Name 


OJ990821 44.9C20.C3. 


o4 


. gs 


Method 


GENSCAN 








Start 


24228 




End 


25545 








GI 


none 






Score 


.41 








Exons 


24228. .24355, 25539. 


.25545 












Seq. No. 


8180 






Seq. ID 


OJ990821_ 


_44. 


9C20 


.C3 


Gene No. 


17418 






Strand 


+ 








Start 


29817 






End 


30518 








Name 


OJ990821 44.9C20.C3. 


o5 


.gs 


Method 


GENSCAN 








Start 


29817 




End 


30518 








GI 


none 






Score 


.84 








Exons 


29817.. 30518 
















Seq. No. 


8180 






Seq. ID 


OJ990821_ 


_44. 


9C20 


.C3 



8623 






Gene No. 


17419 


Strand 


+ 






Start 


32381 


End 


32835 






Name 


OJ990821 44.9C20.C3.ol.gp 


Method 


AAT/GAP 






Start 


32381 


End 


32835 






GI 


36280 1.R1084 


Score 


842 






Exons 


32381. .32835 










GI Descrip. 


1 529597 1/dbj I BAA81872.il 1. 


0e-81 (AB026295) EST 


D24315 (R17: 






corresponds to a region of 


the predicted gene.; 


Similar to 






Tobacco DNA for retroviral- 


like transposon Tnt 


1-94 . (X1377' 






. [Oryza sativa] 1 










Seq. No. 


8180 


Seq. ID 


OJ990821 


_44.9C20.C3 




Gene No . 


17420 


Strand 


+ 






Start 


38167 


End 


39604 






Name 


OJ990821 44.9C20.C3.o7.gs 


Method 


GENSCAN 






Start 


38167 


End 


39486 






GI 


none 


Score 


.72 






Exons 


38167. .38403, 384 95 38621, 


39281. .39486 






Seq. No. 


8180 


Seq. ID 


OJ990821 


_44.9C20.C3 




Gene No. 


17420 


Strand 


+ 






Start 


38167 


End 


39604 






Name 


OJ990821 44.9C20.C3.o5.np 


Method 


AAT/NAP 






Start 


38318 


End 


39426 






GI 


6735324 


Score 


115 




i. i 
n sr 


Exons 


38318. .38403, 384 95 .. 38621, 


39281. .39426 




en 


GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


ru 


Seq. No. 


8180 


Seq. ID 


OJ990821 


_44.9C20.C3 




Gene j^o . 


17420 


Strand 


+ 




! si 


Start 


38167 


End 


39604 






Name 


OJ990821 44.9C20.C3.o2.gp 


Method 


AAT/GAP 




j L| 


Start 


39251 


End 


39604 




;s 


GI 


287121 


Score 


617 




.5 31 

: t 
! :af 


Exons 


39251. .39604 








; f. t t 
"i 


Seq. No. 


8180 


Seq. ID 


OJ990821 


_44.9C20.C3 




Gene No . 


17421 


Strand 


+ 




. =i 


Start 


39624 


End 


40110 






Name 


OJ990821 44.9C20.C3.o3.gp 


Method 


AAT/GAP 






Start 


39624 


End 


40110 




; 5(Xf 


GI 


3761059 


Score 


898 






Exons 


39624. .40110 










Seq. No. 


8180 


Seq. ID 


OJ990821 


_44.9C20.C3 




Gene No. 


17422 


Strand 


+ 






Start 


43677 


End 


57177 






Name 


OJ990821 44.9C20.C3.o9.gs 


Method 


GENSCAN 






Start 


43677 


End 


53815 






GI 


none 


Score 


.73 






Exons 


43677. .43979, 4 6408 .. 4 6521, 


46641. .46931, 50974 


. .51051, 






51817 51899, 52125 .. 52224 , 


52734. .52908, 53715 


. .53815 




Seq. No. 


8180 


Seq. ID 


OJ990821^ 


_44 .9C20.C3 




Gene No. 


17422 


Strand 


+ 






Start 


43677 


End 


57177 






Name 


OJ990821 44.9C20.C3.o7.np 


Method 


AAT/NAP 





8624 



Start 43725 End 52414 

GI 2160170 Score 507 

Exons 4372S..43979, 50974 .. 51051 , 51523 .. 51576, 51817 51976, " 

52123. .52224, 52298.. 52414 
GI Descrip. (AC000132) No definition line found [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8180 Seq. ID 

17422 Strand 

43677 End 

0 J9908 2 1_4 4 . 9C2 0 . C3 . 08 . np Method 

52728 End 

2160171 Score 
52728. .53103, 57137. .57177 

(AC000132) No definition line found [Arabidopsis thaliana] 



OJ990821_44.9C20.C3 
+ 

57177 
AAT/NAP 
57177 
124 



8180 

17423 

1 

OJ990821_4 4.9C20.C3.ol.np 
1 

4680207 



OJ990821 44.9C20.C3 



Seq. ID _ 
Strand 

End 25740 

Method AAT/NAP 

End 25740 

Score 1026 

1..37, 17433. .19148, 20279 204 91, 21381 .. 21961, 25699. .25740 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 8180 Seq. ID 

Gene No. 17423 Strand 

Start 1 End 

Name OJ990821_4 4 . 9C20 . C3 . o2 . gs Method 

Start 924 End 

GI none Score 

Exons 924.. 972; 1710.. 2491 



OJ990821_44 . 9C20.C3 

25740 
GENSCAN 
2491 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8180 Seq. ID 

17423 Strand 
1 End 25740 

OJ990821_44 . 9C20 .C3 . o2 . np Method AAT/NAP 

12487 End 14455 

4680184 Score 885 

12487. .13271, 13383 .. 13969, 14013. .14455 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990821 44.9C20.C3 



8180 Seq. ID 

17423 Strand 

1 End 

OJ990821_4 4 . 9C20 .C3 . o3 .np Method 

14028 End 

6907088 Score 



OJ990821_44.9C20.C3 

25740 
AAT/NAP 
15907 
347 



14028. .14426, 15352 15594 , 15770.. 15907 
(AP001129) hypothetical protein [Oryza sativa] 



8180 . Seq. ID 

17424 Strand 

32004 End 

OJ99082 1_4 4 . 9C20 . C3 . 06 . gs Method 

32004 End 

none Score 



OJ990821_44.9C20.C3 

36749 
GENSCAN 
36749 
.58 



8625 



Exons 



32004. .33538, 33560 .. 33895, 33961 35016, 35078 .. 36188 , 
36252. .36749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8180 Seq. ID OJ990821_44 . 9C20 . C3 

17424 Strand 

32004 End 36749 

OJ990821_4 4 . 9C20 . C3 . o4 . np Method AAT/NAP 

32007 End 36749 

5295971 Score 7825 

32007. .36749 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



8180 Seq. ID 

17425 Strand 

40842 End 

OJ990821_44 . 9C20 . C3 . o4 . gp Method 

40755 End 

LIB3434-025-P1-K1-E9 Score 



OJ990821_44.9C20.C3 

43466 
AAT/GAP 
43466 
869 



40755. .40990, 41463 .. 41539, 43175 .. 43291, 43421. .43466 
'2144183/pir | IJC4847 2.0e-28 DNA-directed RNA polymerase (EC 
2.7.7.6) chain III - Ecotype Columbia >gi_1184686 (U35049) RNA 
polymerase 1(A) and III(C) 14 kDa subunit [Arabidopsis thaliana] 
>gi_1184688 (U35050) Arabidopsis thaliana RNA polymerase 1(A) 
and III(C) 14 kDa subunit [Arabidopsis thaliana] >gi_3980382 
(AC004561) RNA polymerase 1(A) and III (C) 14 kDa subunit 
(AtRPAC14) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8180 

17425 

40842 

OJ990821_44.9C20.C3.o6.np 

40807 

2144183 



OJ990821 44.9C20.C3 



Seq. ID 
Strand 

End 43466 
Method AAT/NAP 
End 43275 
Score 239 
40807. .40990, 4 1463 .. 4 1539, 43175.. 43275 

DNA-directed RNA polymerase (EC 2.7.7.6) chain III - Ecotype 
Columbia gi 11184.686 (U35049) RNA polymerase 1(A) and III(C) 14 
kDa subunit [Arabidopsis thaliana] gi 11184688 (U35050) 
Arabidopsis thaliana RNA polymerase 1(A) and III (C) 14 kDa 
subunit [Arabidopsis thaliana] gi I 3980382 | gb | AAC95185 . 1 1 
(AC004561) DNA-directed RNA polymerase 14 kDa subunit (AtRPAC14) 
[Arabidopsis tha 



Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20 


.C3 


Gene No. 


17425 




Strand 






Start 


40842 




End 


43466 




Name 


OJ990821 44.9C20.C3. 


08 .gs 


Method 


GENSCAN 




Start 


40842 




End 


43275 




GI 


none 




Score 


.83 




Exons 


40842. .40990, 41463. 


.41539, 


43175. .43275 




Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20 


.C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


OJ990821 44.9C20.C3. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


20496 





8626 



GI none Score 58 

Exons 2. .100, 389. .493, 1784. .1876, 1883. .1945, 184 97 18577 , 

18698. .18871, 18905 .. 19042, 19133 .. 19234 , 20356 20436, 

20452. .20496 



OJ990821 44.9C20.C3 



Seq. No. 8180 Seq. ID 

Gene No. 17426 Strand 

Start 56534 End 

Name OJ990821_44 . 9C20 . C3 . o4 . ts Method 

Start 2. End 

GI none - Score 
Exons 2. .148, 3. .56, 168. .260, 200. .256, 269. .448, 18518 .. 18667 , 

18690. .18824, 18692 .. 18895, 18872 .. 19003, 18915 .. 18983, 

19019. .19204 



56814 

TBLASTX: Soybean 

19204 

66 



Seq. No. 


8180 




Seq. ID 


OJ990821_44 . 9C20.C3 


Gene No. 


17426 




Strand 




Start 


56534 




End 


56814 


Name 


OJ990821 44.9C20.C3 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


2 




End 


18799 


GI 


none 




Score 


60 


Exons 


2. .55, 18503. .18664 


, 18548.. 


18664, 18665. .18799, 18696. .18785 


Seq. No. 


8180 




Seq. ID 


OJ990821_44~.9C20.C3 * 


Gene No. 


17426 




Strand 




Start 


56534 




End 


56814 


Name 


OJ990821 44.9C20.C3 


.08. tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


18985 


GI 


none 




Score 


43 


Exons 


2. .82, 2. .82, 174.. 


266, 200. 


.241, 18509. .18664, 18515 18 664 , 




18692. .18823, 18693 


. .18800, 


18848. .18985 


Seq. No. 


8180 




Seq. ID 


OJ990821_44 .9C20.C3 


Gene No. 


17426 




Strand 




Start 


56534 




End 


56814 


Name 


OJ990821 44.9C20.C3 


.o7. tw 


Method 


TBLASTX: Wheat 


Start 


266 




End 


■ .19220 


GI 


none 




Score 


62 


Exons 


266. .472, 269. .475, 


369. .473 


, 19013..: 


L9219, 19113.. 19220 


Seq. No. 


8180 




Seq. ID 


OJ990821_44 .9C20.C3 


Gene No. 


17426 




Strand 




Start 


56534 




End 


56814 


Name 


OJ990821 44.9C20.C3 


.o9. tm 


Method 


TBLASTX: Maize 


Start 


1970 




End 


21790 


GI 


none 




Score 


99 


Exons 


1970.. 2053, 2081. .2212, 2231 


..2329, 2330. .2458, 21695. .21790 


Seq. No. 


8180 




Seq. ID 


OJ990821_44 .9C20.C3 


Gene No. 


17426 




Strand 




Start 


56534 




End 


56814 


Name 


OJ990821 44.9C20.C3 


,o3.ts 


• Method 


TBLASTX : Soybean 


Start 


32031 




End 


46928 


GI 


none 




Score 


49 


Exons 


32031. .32264, 32164 


. .32238, 


32319. .32507, 32347 .. 32508, 




32520. .32681, 46390 


. .46581, 


46776. .46928 



8627 



Seq. No. 


8180 




Seq. ID 


y»v ^ rt rt rt rt rt i A A /*i rt rt 

OJ990821_44 . 9C20 . 


C3 


Gene No. 


1742*6 




Strand 






Start 


56534 




End 


56814 




Name 


OJ9.90821 44.9C20.C3. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


32040 




End 


46930 




GI 


none 




Score 


85 




Exons 


32040. .32258, 32074. 


. 32238, 


32325. .32405, 32329 .. 32406, 






rt rt a -* rt rt rt ^ rt rt rt rt a *\ ^\ 

32412. .32702, 32413. 


. 32508, 


32530. .32640, 4 6378 .. 4 6575, 






46384 . .46581, 46391 . 


. 46579, 


46755. .46928, 46817.. 46930 




Seq. No. 


8180 




Seq. ID 


OJ990821_44 .9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


OJ990821_44.9C20.C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


32041 




End 


46573 




GI 


none 




Score 


349 




Exons 


rt. rt rt A rt. /"\ A f\ *"» rt A J ^ 

32041. .32427, 32043. 


. 32399, 


32043. .32429, 32323 .. 32430, 






46388. .46573, 46390. 


. 46572, 


46415. .46573 




Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


OJ990821_44.9C20.C3. 


oS.tw 


Method 


TBLASTX: Wheat 




Start 


32070 




End 


46581 




GI 


none 




Score 


73 ■ 




Exons 


32070. .32273, 32082. 


. 32264, 


32319. .32489, 32329 .. 32406, 






46417. .46581, 46429. 


.46578 








Seq. No. 


8180 




Seq. ID 


OJ990821_44 .9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


f\ T f\ f\ /"\ f\ ^\ *1 A A rtl rt rt. rt 

OJ990821_44 .9C20.C3. 


ol3. tm 


Method 


TBLASTX: Maize 




Start 


32436 




End 


46928 




GI 


none 




Score 


120 




Exons 


32436. .32615, 32437. 


. 32613, 


46839.. 46928 




Seq. No. 


8180 




Seq. ID 


OJ990821_44 .9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


y"* t rt rt rt rt; rt *t i d rti rt /*\ jrt> rt 

OJ990821_44 . 9C20.C3. 


06. tw 


Method " 


TBLASTX: Wheat 




Start 


32523 




End 


46907 




GI 


none 




Score 


143 




Exons 


-^v rt ^ rt -^i rt rt ^ rt rt rt rt ^ rt ^ 

32523. .32702, 32727. 


. 32834, 


46755. .46907 




Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


OJ990821 44.9C20.C3. 


o3 . tm 


* Method 


TBLASTX: Maize 




Start 


32617 




End 


46838 




GI 


none 




Score 


372 




Exons 


32617. .32904, 32619. 


. 32891, 


32619. .33008, 32689 .. 33006, 






46575. .46640, 46581. 


.46628, 


46617. .4 6838, 4 6618. .4 6821, 






46623. .46838 










Seq. No. 


8180 




S&q. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 





8628 



Name 


y*\ t rt rt /"V rt rt 1 A A /™\ rt rt — > 

OJ990821_44 . 9C20.C3 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


32835 




End 


33374 




GI 


none 




Score 


74 




Exons 


rt rt rt rt f rt *-\ ^ rt rt rt j r~ 

32835. .33059, 33045 


. . 33374, 


33069. .33209, 33301.. 33372 




Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


OJ990821_44.9C20.C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


33060 




End 


33557 




GI 


^ rt rt rt /" rt 

5509260 




Score 


130 




Exons 


rt rt rt A rt rt l~ ^ rt^ rt /"V ^ /*N 

33060. .33557, 33079 


. . 33237, 


33301. .33510 




GI Descrip. 


~ 










Seq. No. 


8180 




Seq. ID 


OJ990821_4 4 . 9C20 . 


C3 


Gene No. 


17426 




Strand' 






Start 


56534 




End 


56814 




Name 


OJ990821 44.9C20.C3 


. o3 . tc 


Method 


TBLASTX : Cress 




Start 


33171 




End 


33435 




GI 


none 




Score 


83 




Exons 


33171. .33434, 33304 


. . 33435 








Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


^ rt rt, rt rt rt -1 A A rt y— » rt rt rti rt 

OJ990821_44 . 9C20.C3 


.06. tm 


Method 


TBLASTX: Maize 




Start 


33210 




■End 


33518 




Gi 


none 




Score 


179 




Exons 


33210 . . 33518, 33211 


. .33516 : 








Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


rt. T rt rt rt rt rt 1 A A rt rt rt rt 

OJ990821_44 . 9C20.C3 


. o2. tc 


Method 


TBLASTX: Cress 




Start 


34034 




End 


34474 




GI 


none 




Score 


60 




Exons 


34034 . .34156, 34178, 


. .34474, 


34188. .34334, 34392. .34424 




Seq. No. 


■' : % 
8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


rt\ t f\ rt rt rt rt *1 ji x rt rt* rt rt y»i rt 

OJ990821 4 4 . 9C20.C3, 


. o2. ts 


Method 


TBLASTX: Soybean 




Start 


34034 




■ End 


34489 




GI 


none 




Score 


161 




Exons 


34034 . .34156, 34181, 


. . 34489, 


34194. .3441 


34 




Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 




Name 


OJ990821_44 . 9C20.C3. 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


34094 




End 


34504 




GI 


none 




Score 


549 




Exons 


34094. .34504, 34095. 


. .34502 








Seq. No. 


8180 




Seq. ID 


OJ990821_44.9C20. 


C3 


Gene No. 


17426 




Strand 






Start 


56534 




End 


56814 





8629 



Name 

Start 

GI 

Exons 



OJ990821_44 . 9C20 . C3 . o2 . tw 

34172 

none 

34172. .34252, 34 185 34256, 
34583. .34723 



Method TBLASTX : Wheat 
End 34723 
Score 42 
34259.-34525, 34359. . 34508, 



Seq. No. 8180 

Gene No. 17426 

Start 56534 

Name OJ990821_44 . 9C20 . C3 . o5 . ts 

Start 34583 

GI ' none 

Exons 34583. .34858, 34682.. 34762 



Seq. ID OJ990821_44.9C20.C3 
Strand 

End 56814 

Method TBLASTX : Soybean 

End 34858 

Score 195 



Seq. No. 8180 

Gene No. 17426 

Start 56534 

Name OJ990821_44 . 9C20 . C3 . o3 . tw 

Start 34796 

GI none 

Exons 34796. .34876, 34796. . 34876, 
34968. .35192, 34 968 .. 35195, 



Seq. ID OJ990821_44 . 9C20.C3 
Strand 

End 56814 

Method TBLASTX : Wheat 

End 35196 

Score 55 
34868.-34957, 34883. . 34963, 
34969. .35196 



Ui 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8180 

17426 

56534 

OJ99082 1_4 4 . 9C20 . C3 . ol 1 . tm 

34919 

none 

34919. .34975, 34 921 .. 35106, 
34968. .35105 

8180 

17426 

56534 

OJ990821_44.9C20.C3.ol.tm 

35121 

none 

35121. .35369, 35121 .. 35372 , 
35386. .35529, 354 13 35541 , 
35550. .35645, 35562 . .35837, 



Seq. ID OJ990821_44. 9C20.C3 
Strand 

End 56814 

Method TBLASTX : Mai ze 

End 35106 

- Score 185 
34964. .35056, 34966 .. 35103, 



Seq. ID OJ990821_44.9C20.C3 
Strand 

End 56814 

Method TBLASTX : Mai ze 

End 35837 . . 

Score 285 
35222. .35374, 35352 .. 35483, 
35414 . .35542, 35548 .. 35580, 
35563. .35820 



Seq. No. 8180 

Gene No. 17426 

Start 56534 

Name OJ990821_44 . 9C20 . C3 . o7 . tm 

Start 36071 

GI none 

Exons 36071. .36133, 36072 .. 36362 , 



Seq. ID OJ990821_44. 9C20.C3 
Strand 

End 56814 

Method TBLASTX : Maize 

End 36363 

Score 213 
36072. .36362, 36148.. 36363 



Seq. No. 8180 

Gene No. 17426 

Start 56534 

Name OJ990821_44 . 9C20 . C3 . o5 . tm 

Start 38324 

GI none 

Exons 38324. .38404, 38326 .. 38433, 



Seq. ID OJ990821_44. 9C20.C3 
Strand 

End 56814 

Method TBLASTX : Maize 

End 39947 

Score 67 
38328. .38441, 38331 .. 38438 , 



8630 








38485. .38622, 38488 38619, 


38489. .38635, 38492 


. .38632, 








39268. .39522, 39282.-39329, 


39372. .39521, 39538 


. .39633, 








39539. .39634, 39567 .. 39638, 


39631. .39708, 39632 


. .39712, 








39647. .39712, 39710 39775, 


39713. .39775, 39715 


. .39786, 








39791. .39811, 39930.. 39947 












Seq. No. 


8180 


Seq. ID 


OJ990821 


_4 4.9C20 


.C3 




Gene No. 


17426 


Strand 










Start 


56534 


End 


56814 








Name 


OJ990821 44.9C20.C3.ol0.tm 


Method 


TBLASTX : 


Maize . 






Start 


43713 


End 


51025 








GI 


none 


Score 


54 








Exons 


43713. .43769, 43827 .. 43979, 


43859. .43981, 50436 


. .50501, 








50444. .50503, 50952 .. 51014 , 


50972. .51025, 50974 


. .51024 






Seq. No. 


8180 


Seq. ID 


OJ990821 


_44. 9C20 


.C3 




Gene No. 


17426 


Strand 










Start 


56534 


End 


56814 








Name 


OJ990821 44 9C20 . C3 . ol2 . tm 


Method 


TBLASTX: 


Slai ze 






Start 


52852 


End 


53832 








GI 


none 


Score 


54 








Exons 


52852. .52911, 52856 .. 52909, 


52898. .53014, 52914 


. .53012, 








53529. .53606, 53529 .. 53606, 


53545. .53607, 53545 


. .53685, 








53707. .53832, 53714 .. 53824 , 


53716. .53826 






= i 


Seq. No. 


8180 


Seq. ID 


OJ990821 


_44. 9C20 


.C3 




Gene No . 


17426 


Strand 








LI 


Start 


56534 


End 


56814 






a: 


Name 


OJ990821 44.9C20.C3.ol0.gs 


Method 


GEN SCAN 






si 


Start 


56534 


End 


56814 








GI 


none 


Score 


.83 






i 


Exons 


56534. .56695, 56758.. 56814 










LI 


Seq. No. 


8181 


Seq. ID 


OJ990821 


_4 4. 9C20 


.C4 




Gene No . 


17427 


Strand 


+ 








Start 


2993 


End 


6418 








Name 


OJ990821 44.9C20.C4.ol.gs 


Method 


GENSCAN 






at 


Start 


2993 


End 


4571 






s? 


GI 


none 


Score 


.9 






II 


Exons 


2993.. 3050, 3620.. 3853, 3974 


. .4067, 4094 . .4167, 


4462. .4571 




Seq. No. 


8181 


Seq. ID 


OJ990821 


_44 . 9C20 


.C4 




Gene No. 


17427 


Strand 


+ 








Start 


2993 


End 


6418 








Name 


OJ990821 44.9C20.C4.ol.np 


Method 


AAT/NAP 








Start 


3566 


End 


6418 








GI 


1076290 


Score 


1074 








Exons 


3566. .3853, 3974. .4067, 5319 


..5901, 5984. .6418 








GI Descrip. 


amino acid transporter AAP4 


- Arabidopsis thaliana 








gi| 608671 | emb | CAA54 631 | (X77500) amino 


acid transporter 








[Arabidopsis thaliana] 












Seq. No. 


8181 


Seq. ID 


OJ990821 


_44.9C20 


.C4 




Gene No. 


17427 


Strand 


+ 








Start 


2993 


End 


6418 








Name 


OJ990821 44.9C20.C4.ol.gp 


Method 


AAT/GAP 








Start 


4042 


End 


5748 







8631 




GI uC-osflcyp061e04bl Score 837 

Exons 4042.. 4067, 5319.. 5748 

GI Descrip. ' 1769887/emb | CAA65051 I 7.0e-30 (X95736) amino acid permease 6 
[Arabidopsis thaliana] ' 





Seq. No. 


O 1 O 1 

olol 








Seq. ID 


OJ990821_44.9C20.C4 




Gene No. 


17428 








Strand 






Start 


c "3 a o 

5302 








End 


8529 




Name 


ATflOnOOl A A 

ojyyuo2i_44 




. C4 . Ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3olo 








End 


6418 




GI 


none 








Score 


180 




Exons 


3616 . . 3855, 


3olo 


•3 O C A 

. .3854, 


O O A C 

394 6 . 


.4089, 3969. .4073, 5367. .5534, 






5368 . . 5526, 


5596 


c a a a 

. . 5904, 


5616 . 


.5903, 5981. .6082, 5983. .6081, 






6113. .6418, 


6157 


. .6267 










Seq. No. 


olol 








Seq. ID 


OJ990821_44 .9C20.C4 




Gene No. 


17428 








Strand 






Start 


5302 








End 


8529 




Name 


s-\ -t r\ a a o o i a a 

OJ990821 44 


. 9C20 


. C4 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


3616 








End 


6409 




GI 


none 








Score 


162 




Exons 


3616. .3855, 


3618 


. .3812, 


3946. 


.4089, 3966. .4085, 5320.. 5358, 






5371. .5580, 


5430 


. .5570, 


5592. 


.5894, 5593. .5904, 5981. .60.82, 


,3 St 




6103 . . 6249, 


6104 


. . 6409, 


6298 . 


.6408 




u 


Seq. No. 


8181 








Seq. ID 


OJ990821_44 . 9C20.C4 




Gene No. 


17428 








Strand 




IJ i 


Start 


C *5 A A 

5302 








End 


8529 


n \ 

r\ 


Name 


OJ990821 44 


. 9C20 


. C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


3618 








End 


4089 




GI 


none 








Score 


215 


Q 


Exons 


3618 . . 3839, 


A tl 1 A 

3619 


A A C A 

. . 3852 , 


A A A C 

394 6 . 


.4089, 3975. .4064 


i"Lf 


Seq. No. 


8181 








Seq. ID 


OJ990821_44 .9C20.C4 




Gene No. 


1 "1 A A O 

17428 








Strand 




r = i 


Start 


c o a a 

5302 








End 


8529 


'sl 


Name 


OJ990821 ,44 


. 9G20 


. C4 . o2 . 


gs 


Method 


GENSCAN . 




Start . 


5302 








End 


8529 


, = : 


GI 


none 








Score 


.8 


"i ;f 
.: Z' t 


Exons 


c o a a c a a *3 

5302 . . 5923, 


5925 


. .6443, 


T A A A 

7930 . 


.8008, 8526..8S29 




Seq. No. 


8181 








Seq. ID 


OJ990821_44 .9C20.C4 




Gene No. ' 


17428 








Strand 






Start 


5302 








End 


8529 




Name 


OJ990821 44 


. 9C20 


. C4 .o2 . 


tm r 


Method 


TBLASTX: Maize 




Start 


5316 








End 


5538 




GI 


none 








Score 


334 




Exons 


5316. .5537, 


5320 


. .5538 










Seq. No. 


8181 








Seq. ID 


OJ990821__44.9C20.C4 




Gene No. 


17428 








Strand 






Start 


5302 








End 


8529 




Name 


OJ990821 44 


.9C20 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5541 








End 


6400 1 




GI 


none 








Score 


314 




Exons 


5541. .5816, 


5542 


. .5817, 


5838. 


.5903, 5839. .5904, 5983. .6057, 






5984. .6400, 


6106 


. .6393 









8632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8181 

17428 

5302 

OJ990821_4 4 . 9C20 . C4 . ol . tw 

5811 

none 



Seq. ID OJ990821_44.9C20.C4 
Strand 

End 8529 

Method TBLASTX : Wheat 

End 6286 

Score 145 



5811. .5912, 5812. .5904, 5981. .6070, 6125. .6286, 6127. .6252 



8182 

17429 

1189 

OJ990821_44 . 9C20 .C5.ol.gs 

1189 

none 

1189. .1372 



Seq. ID OJ990821_44.9C20.C5 
Strand 

End 1372 

Method GEN SCAN 

End 1372 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8183 

17430 

6721 

OJ990821_4 4 . 9C20 . C6 . o3 . gs 

6721 

none 



Seq. ID OJ990821_44.9C20.C6 



Strand 
End 

Method 

End 

Score 



+ 

8574 
GENSCAN 
8304 
.85 



6721. .6832, 6917. .7051, 7361. .7954, 8033. .8304 



Seq. No. 8183 Seq. ID 

Gene No. 17430 Strand 

Start " 6721 End 

Name OJ990821_44 . 9C20 . C6 . o3 . np Method 

Start 7222 End 

GI 3386534 Score 

Exons 7222.. 7961, 8031.. 8574 

GI Descrip. (AF078934) mariner transposase [Glycine max] 



OJ990821_44.9C20.C6 
+ 

8574 
AAT/NAP 
8574 
967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8183 
17431 
908 

OJ990821 
908 

5922636 
908. .1037, 
(AP000492) 
region of 



44 . 9C20.C6.ol.np 



Seq. ID OJ990821_44.9C20.C6 
Strand 

End 2136 
Method AAT/NAP 
End 2136 
Score 430 
1329. .1563, 2058. .2136 

ESTs C99517 (E20319) ,AU078130 (E20319) correspond 
the predicted gene.; hypothetical protein [Oryza 



to a 



sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 '(E20319) correspond to a region 
predicted gene.; hypothetical protein [Oryza sativa] 



of the 



Seq. No. 8183 ■ Seq. ID 

Gene No. 17432 Strand 

Start 4275 End 

Name OJ990821_4 4 . 9C20 . C6 . o2 . np Method 

Start 4272 End 

GI 3293031 Score 

Exons 4272.. 5709 

GI Descrip. (AJ007574) amino acid carrier [Ricinus communis] 



OJ990821_44.9C20.C6 

5709 
AAT/NAP 
5709 
1460 



Seq. No. 



8183 



Seq. ID OJ990821 44.9C20.C6 



8633 



Gene No. 17432 Strand 

Start 4275 End 5709 

Name OJ990821_44 . 9C20 .C6. o2 . gs Method GENSCAN 

Start 4275 End 5681 

GI none Score 1 

Exons 4275.. 5681 



Seq. No. 8183 Seq. ID 

Gene No. 17433 Strand 

Start 8774 End 

Name OJ990821_44 . 9C20 .C6 . o4 . gs Method * 

Start 8774 End 

GI none Score 

Exons 8774.. 9067, 9185.. 9241 



OJ990821_44.9C20.C6 

9241 
GENSCAN 
9241 
.49 



Seq. No. 8183 

Gene No.. 17434 

Start 11185 

Name OJ990821_4 4 . 9C20 . C6 . ol . tc 

Start 4377 

GI none 

Exons 4377.. 4583, 4423.. 4584, 4590. 
5037. .5615 



OJ990821_44.9C20.C6 
13619 

TBLASTX: Cress 

5615 

115 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5006, 4618.. 5010, 5002.. 5607, 



Seq. No. 8183 

Gene No. 17434 

Start 11185 

Name OJ99082 1_44 . 9C20 . C6 . ol . ts 

Start 4377 

GI none 

Exons 4377.. 4583, 4420.. 4584, 4599. 

4888. .5004, 5020. .5607, 5037. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 44.9C20.C6 



13619 

TBLASTX : Soybean 
5615 
102 

4889, 4600. .4890, 4887. .5006, 
5615 



OJ990821 44.9C20.C6 



Seq. No. 8183 Seq. ID 

Gene No. 17434 Strand 

. Start ill85 End 

Name OJ990821_44 . 9C20 . C6 . ol . tw Method 

Start 4398 End 

GI none . - Score 

Exons 4398. .4583, 4420 .. 4575, . 4594 .. 4 686, 4608. .4682, 4608. .4769, 
4624. .4764 



13619 

TBLASTX: Wheat 

4769 

151 



Seq. No. 8183 . Seq. ID 

Gene No. 17434 Strand 

Start 11185 End 

Name OJ990821_44 . 9C20 . C6 . ol . tm Method 

Start 4503 End 

GI none Score 

Exons 4503.. 5060, 4504.. 5007 



OJ990821_44.9C20.C6 
13619 

TBLASTX: Maize 

5060 

512 



Seq. No. 8183 

Gene No. 17434 

Start 11185 

Name OJ990821_44 . 9C20 . C6 . o2 . tm 

Start 5085 

GI none 

Exons 5085. .5240, 5086 . . 5238, *511f 



Seq. ID OJ990821_44.9C20.C6 
Strand 

End 13619 

Method TBLASTX: Maize 

End 5595 

Score 142 

.5249, 5244..S594, 5284. .5595 



8634 




Seq. No. 


8183 


Seq. ID 


OJ990821_44.9C20.C6 


Gene No. 


17434 


Strand 




Start 


1 1 1 o c 

11185 


End 


13ol9 


Name 


a Tfifinooi a a noon (z — o +- * » 

OJyyOozl 44 . .Co . o2 . tw 


Method 


TBLASTX : wheat 


Start 


8077 


End 


O *3 C 1 

83ol 


GI 


none 


Score 


o c c 

2oo 


Exons 


QCk~ii q-jci onoo qitc qioi 


. 828 8 




Seq. No. 


8183 


Seq. ID 


OJ990821_44.9C20.C6 


Gene No. 


17434 . 


Strand 




Start 




hna 


l odi y 


Name 


uuyyuo2i 4 4 . yo2u . uo . oo . gs 


Method 




Start 


i i i o a 

11180 


End 


lobi y 


GI 


none 


Score 


. / y 


Exons 








Seq. No. * 


8184 


Seq. ID 


OJ990821_44 . 9C20.C7 


Gene No. 


17435 


Strand 


+ 


Start 


T ft 1 O 

121 y 


hnd 


4 2 y / 


Name 


ojyyoo^i 44 . yczu . c / . oi . gs 


Method 


GENSCAN 


Start 


1219 


End 


3891 


GI 


none 


Score 


C ft 

.59 


Exons 


1 ft 1 ft 1 /l ft ft /t /I ft ft E C "D oooo 

1219. .1462, 2440. .2ooo, .3233. 


T O ft 1 

. Joy 1 




Seq. No. 


O 1 Q A 

8184 


Seq. ID 


/ftTftftftOOl A A ft/™<Oft 

oj yyo8 2i_4 4 . yc2U - c / 


Gene No. 


1 / 4 JO 


Strand 


+ 


Start 


1219 


End 


4297 


Name 


OJ990821 44.9C20.C7.ol.np 


Method 


AAT/NAP 


Start 


3205 


End 


4297 


GI 


6539555 


Score 


1046 


Exons 


3205. .3882, 3986. .4297 






GI Descrip. 


(AP000836) Similar to mariner 


transposase (AF078934) [Oryza 




sativa] gi | 6539592 | dbj | BAA88208 .1 | (AP000837) Similar to ma] 




transposase (AF078934) [Oryza 


sativa] 




Seq. No. 


8184 


Seq. ID 


OJ990821_44.9C20.C7 


Gene No. 


17436 


Strand 


+ 


Start 


15885 


End 


18643 


Name 


OJ990821 44.9C20.C7.o4.gs 


Method 


GENSCAN 


Start 


15885 


End 


18643 


GI 


none 


Score 


.77 


Exons 


15885. .16036, 16303 .. 16436, 16461 .. 16562, 16910 .. 17088 , 




18189. .18392, 18437. .18643 






Seq. No. 


8184 


Seq. ID 


OJ990821_44 . 9C20.C7 


Gene No. 


17437 


Strand 




Start 


5136 


End 


6839 


Name 


OJ990821 44.9C20.C7.o2.gs 


Method 


GENSCAN 


Start 


5136 


End 


6839 


GI 


none 


Score 


.92 


Exons 


5136. .5424, 6331. .6839 






Seq. No. 


8184 


Seq. ID 


OJ990821_44.9C2O.C7 


Gene No. 


17438 


Strand 




Start 


10709 


End 


12250 


Name 


OJ990821 44.9C20.C7.o2.np 


Method 


AAT/NAP 



8635 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

'Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10709 End 12250 

6539577 Score 107 

10709. .10751, 12088.. 12250 

(AP000837) hypothetical protein [Oryza sativa] 

8184 Seq. ID OJ990821_44 . 9C20 . C7 

17439 Strand 

16219 End 18580 

OJ990821_4 4 . 9C20 . C7 . o3 . np Method AAT/NAP 

16219 End 18580 

5922634 Score 106 

16219. .16244, 18441. .18580 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 





Seq. No. 


8184 


Seq. ID 


OJ990821_44 


.9C20. 


C7 




Gene No. 


17440 


Strand 










Start 


18880 


End 


19145 








Name 


OJ990821 44.9C20.C7.ol.tw 


Method 


TBLASTX: Wheat 






Start 


4073 


End 


4321 








GI 


none 


Score 


235 








Exons - 


•4073.. 4321, 4216.. 4293 










: a: 
i 


Seq. No. 


8184 


Seq. ID 


OJ990821_44 


.9C20. 


C7 


il\ 


Gene No. 


17440 


Strand 








. : : 


Start 


18880 


End 


19145 






: y 


Name 


OJ990821 44.9C20.C7.o5.gs 


Method 


GENSCAN 






■•I 


Start 


18880 


End 


19145 








GI 


none 


Score 


.44 






. j 


Exons 


18880. .19002, 19060. .19145 












Seq. No. 


8185 


Seq. ID 


OJ990821 44 


.9C20. 


C8 


i 


Gene No. 


17441 


Strand 


+ 






: ei 


Start 


1 


End 


7573 






:J 


Name 


OJ990821 44.9C20.C8.ol.np 


Method 


AAT/NAP 






l *! 


Start 


1 


End 


3696 






: SI 


GI 


5777623 


Score * 


288 








Exons 


1..49, 343. .568, 2846. .2957, 


3675. .3696 






J 


GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 







Seq. No. 8185 

Gene No. 17441 

Start 1 

Name OJ990821_44 . 9C20 . C8 . ol . gs 

Start 69 

GI none 
Exons 



Seq. ID OJ990821_44.9C20.C8 

Strand + 

End 7573 

Method GENSCAN 

End 7120 

Score .54 

69. .262, 290. .456, 465. .617, 2920. .3080, 3906. .4184, 4300. .4334, 
4421.. 5250, 5722.. 7120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8185 Seq. ID 

17441 Strand 

1 End 

OJ99082 1_4 4 . 9C20 . C8 . o2 . np Method 

3452 End 

6630696 Score 

3452. .4336, 4581. .5323, 5408. .7573 



OJ990821_44.9C20.C8 
+ 

7573 
AAT/NAP 
7573 
6087 



8636 



GI Descrip. (AP000969) ESTs 022114(010364), AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990821_44.9C20.C8 

Strand + 

End 7573 

Method AAT/GAP 

End 4184 

Score 1247 



8185 
17441 
1 

OJ990821_44.9C20.C8.ol.gp 
3486 

101595_1.R1084 
3486. .4184 

•3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



8185 

17442 

8179 

OJ99082 1_4 4 . 9C20 . C8 . o4 . tw 

3346 

none 



Seq. ID OJ990821_44.9C20.C8 
Strand 

End 15961 

Method TBLASTX : Wheat 

End 3735 

Score 117 



3346. .3420, 3347. .3463, 3476. .3715, 3513. .3734, 3553.-3735, 
3553. .3735 



Seq. No. 8185 

Gene No. 17442 

Start 8179 

Name OJ990821_44 . 9C20 . C8 . o4 . tm 

Start 3485 

GI none 

Exons 3485.. 3796, 3486.. 3794 



Seq. ID OJ990821_44 .9C20.C8 
Strand 

End 15961 

Method TBLASTX : Mai ze 

End 3796 

Score 307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8185 

17442 

8179 

OJ990821_4 4 . 9C20 . C8 . o3 . tm 

4574 

none 



Seq. ID OJ990821_44.9C20.C8 
Strand 

End 15961 

Method TBLASTX : Mai ze 

End 4915 

Score 207 



4574 . .4831, 4585. .4806, 4586. .4861, 4591. .4833, 4862.. 4915 



Seq. No. 8185 

Gene No. 17442 

Start 8179 

Name OJ990821_44 . 9C20 . C8 . o5 . tm 

Start 5045 

GI none 

Exons 5045.. 5323, 5405.. 5563 



Seq. ID OJ990821_44.9C20.C8 
Strand 

End 15961 

Method TBLASTX : Mai ze 

End 5563 

Score 150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8185 

17442 

8179 

OJ990821_4 4 . 9C20 . C8 . 06 . tw 

5122 

none 



Seq. ID OJ990821_44.9C20.C8 
Strand 

End 15961 

Method TBLASTX : Wheat 

End 5391 

Score 274 



5122.. 5322, 5123.. .5323, 5335.. 5391, 5337.. 5381 



8185 
17442 



Seq. ID OJ990821_44.9C2O.C8 
Strand 



8637 





Start 


8179 








End 


15961 






Name 


a, T A A A A 1 1 A A 

OJ990821 44 


A At A A 

. 9C20 


At A _ A 

. Co . o3 . 


ts 


Method 


TBLASTX : Soybean 






Start 


5398 








End 


574 9 






GI 


none 








Score 


ICC 

lob 






Exons 


5398 . . 5568 , 


5405 


C C T A 

. . 5572, 


C C "7 H 

5576 . 


.5/49 








Seq. No. 


8185 








Seq. ID 


/ATAAAOA1 A A A A 1 o a 

OJ99Uozl 44.9C20 


. Co 




Gene No. 


17442 








Strand 








Start 


8179 








End 


15961 






Name 


OJy90o21 44 


A/-* O A 

. 9C2U 


. Co . Ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


c a t a 

5410 








End 


6154 






GI 


none 








Score 


290 






Exons 


5410 . . 5868, 


C VI 1 A 

5410 


^ 1 C A 

. . 6150, 


C. A 1 A 

5414 . 


.6154, 5963. .6154 






Seq. No. 


0 185 








Seq. ID 


OJ990821_44.9C20 


r~> O 

. Lo 




Gene No . 


T H A A O 
1 /442 








Strand 


- 






Start 


8179 








End 


15961 






Name 


OJ990821_44 


.9C20 


.C8.0I. 


ts 


Method 


TBLASTX : Soybean 






Start 


oU / 4 








End 


6538 






GI 


C C A A A /~ A 

5509260 








Score 


382 






Exons 


/"mx /"coo 

6074 . . 6538, 


6169 


. . 6330, 


6361 . 


.6393 








GI Descrip. 
















Q 


Seq. No. 


8185 








Seq. ID 


OJ990821_44.9C20 


At A 

. Co 




Gene No. 


17442 








Strand 






w 


Start 


8179 








End 


15961 ■ 




u \ 


Name 


OJ99Q821 44 


A At A A 

. 9C20 


At A 1 

. Co . ol . 


tc 


Method 


TBLASTX: Cress 




\ fcf 


Start 


6167 


... 






End 


6427 




,15; 


GI 


none 








Score 


288 




Uf 


Exons 


A -I A ~7 /" vl A 'I 

6167 . . 6427 , 


/* 1 /"A 

6169 


. . 6339 










<»:» 


Seq. No. 


O *1 o c 

8185 








Seq. ID 


OJ990821_44.9C20 


. Co 


rii 


Gene No. 


17442 








Strand 








Start 


8179 








End 


15961 




* 


Name 


OJ990821 44 


. 9C20 


. Co . o2 . 


tm 


Method 


TBLASTX: Maize 




! i £ 


Start 


6208 








End 


6673 




I.J. 


GI 


none 








Score 


350 




CI, 

'--! 


Exons 


/"AAA /* *5 "5 A 

6208 . . 6339, 


/-AAA 

6209 


. . 6673, 


A A 

6344 . 


.6424, 6460. .6513 






Seq. No. 










Seq. ID 


OJ990821_44.9C20 


. Co 


.SCI 

: t 
, : 


Gene No. 


17442 








Strand 






Start 


8179 ■ 








End 


15961 






Name 


OJ99Uo21_44 


A /-! A A 

. 9C2U 


. Co . o3 . 


tw 


Method 


TBLASTX: Wheat 






Start 


/"AAA 

6209 








End 


6754 






GI 


none 








Score 


318 






Exons 


/"AAA /- C C "3 

6209 . . 6553, 


A A A A 

6226 . 


. . 6393, 


c n. a c 

6545 . 


.6754, 6622.. 6744 






Seq. No. 


8185 








Seq. ID 


OJ990821_44. 9C20 


r> ft 

. C8 




Gene No. 


17442 








Strand 








Start 


8179 








End 


15961 






Name 


/"\ T A A A A A 1 4 jt 

OJ990821 44 


. 9C20 , 


. C8 . o2 . 


ts 


Method 


TBLASTX : Soybean 






Start 


6607 








End 


6955 






GI 


none 








Score 


141 






Exons 


6607. .6771, 


6608, 


. .6766, 


6766. 


.6954, 6767.. 6955 






Seq. No. 


8185 








Seq. ID 


OJ990821_44. 9C20 


.C8 




Gene No. 


17442 








Strand 







8638 




Start 


8179 




End 


15961 




Name 


OJ990821 44. 


9C20.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


6757 




End 


7106 




GI 


none 




Score 


3.54 




Exons 


6757. .7104, 


6758.. 7105, 6858 


. .7106 






Seq. No. 


8185 




Seq. ID 


OJ990821_44 . 9C20 


,C8 


UCl 1C 1^1 \J • 


1744? 




Strand 






Start 


8179 




End 


15961 




Name 


OJ990821 44. 


9C20.C8.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


6956 




End 


7309 




GI 


none 




Score 


107 




Exons 


6956. .7081, 


6956.. 7081, 7099 


..7305, 7100. .7309 




Seq. No. ■ 


8185 




Seq. ID 


OJ990821_44 . 9C20 


.C8 


f^onn Mo 


17442 




Strand 






Start 


8179 




End 


15961 




Name 


OJ990821 44. 


9C20.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6961 




End 


7437 




GI 


none 




Score 


105 




Exons 


6961. .7035, 


6962.. 7036, 7051 


..7437, 7052. .7435 




Seq. No. 


8185 




Seq. ID 


OJ990821_44.9C20 


.C8 


Gene No. 


17442 




Strand 






Start 


8179 




End 


15961 




Name 


n.TQQDft?! 44 




Method 


GENSCAN 




Start 


8179 ^ 




End 


15961 




GI 


none 




Score 


.69 




Exons 


8179. .8198, 


8379. .8476, 8647 


..8809, 9375.-9487, 9940. .10014 




11666. .11839 


11937. .12658, 


14 681. .147 92, 14 821. .14857, 






15056. .15148 


, 15895. .15961 








Seq. No. 


8185 




Seq. ID 


OJ990821_44 .9C20 


.C8 




A. i H H £. 




Strand 






Start . 


8179 




End 


15961 




Name 


OJ990821 44. 


9C20.C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9160 




End 


9549 




GI 


none 




Score 


320 




Exons 


9160. .9549, 


9169.. 9327, 9171 


. .9482 






Seq. No. 


8186 




Seq. ID 


OJ990821_44.9C20 


.C10 




17443 




Strand 






Start 


1653 




End 


1750 




Name 


OJ990821 44. 


9C20.C10.ol.gs 


Method 


GENSCAN 




Start 


1653 




End 


1750 




GI 


none 




Score 


.51 




Exons 


1653. .1750 










Seq. No. 


8186 




Seq. ID 


OJ990821_44.9C20 


.C10 


Gene No. 


17444 




Strand 






Start 


1656 




End 


1989 




Name 


OJ990821 44. 


9C20.C10.ol.np 


Method 


AAT/NAP 




Start 


1656 




End 


1989 




GI 


5852178 




Score 


117 




Exons 


1656. .1750, 


1962.. 1989 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza ; 


sativa] 







8639 




Seq. No. 


O 1 O T 




beq. iu 


^ TQQnooi a a aeon i 

ujyyuo^i 44.yi_zu.un 


Gene No. 


1 "1 A A C 

1 /4 4o 




Strand 




Start 


627 




End 


1704 


Name 


OJ990821_44.9C20.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


coo 




End 


1704 


GI 


4 boui / y 




Score 


1644 


Exons 


COO 1 *7 Ci A 

Ojj . . 1 /U4 








GI Descrip. 


(AFlll/uy) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


olo / 




Seq. ID 


OJ990821_44.9C20.C11 


Gene No. 


17445 




Strand 




Start 


627 




End 


1704 


Name 


ojyyucfzi 4 4 . yczu . cii . oz 


. tw 


Method 


TBLASTX: Wheat 


Start 


con 
boU 




End 


913 


GI 


none 




Score 


56 


Exons 


COn CO CO A Q1Q TCQ 

D0U..000, oo4..olo, /by 


Q 1 O 


818. .913, 


837. .911 


Seq. No. 


olo/ 




Seq. ID 


OJ990821_44 . 9C20.C11 


Gene No. 


17445 




Strand 




Start 


627 




End 


1704 


Name 


OJ990821 44.9C20.Cll.ol 


. gs 


Method 


GENSCAN 


Start 


627 




End 


1571 


GI 


none 




Score 


.7 • 


Exons 


627. .794, 1066.. 1320, 1503. .1571 




Seq. No. 


8187 




Seq. ID 


OJ990821_44.9C20.C11 


Gene No. 


17445 




Strand 




Start 


627 




End • 


1704 


Name 


OJ990821 44.9C20.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


771 




End 


1327 


GI 


none 




Score 


47 


Exons 


771. .818, 818. .928, 831 


. .914, 


896. .1159, 916. .1194, 1031. .1195, 




1192. .1326, 1199. .1327 








Seq. No. 


8187 




Seq. ID 


OJ990821_44.9C20.C11 


Gene No. 


17445 




Strand 




Start 


627 




End ' 


1704 


Name 


OJ990821 44.9C20.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


916 




End 


1532 


GI 


none 




Score 


156 


Exons 


916. .1326, 949. .1326, 1028. .1333, 1329. 


.1532, 1333. .1476 


Seq. No. 


8187 




Seq. ID 


OJ990821_44.9C20.C11 


Gene No. 


17445 




Strand- 




Start 


627 




End 


1704 


Name 


OJ990821 44.9C20.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1401 




End 


1692 


GI 


none 




Score 


206 


Exons 


1401. .1580, 1405. .1578, 


1574. . 


,1690, 1575. .1691, 1594. .1692 


Seq. No. 


8187 




Seq. ID 


OJ990821_44.9C20.C11 


Gene No . 


■ 17445 




Strand- 




Start 


627 




End 


1704 


Name 


OJ990821 44.9C20.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1491 




End 


1703 


GI 


none 




Score 


42 


Exons 


1491. .1559, 1491. .1580, 


1541. . 


1591, 1583.. 1693, 1584.. 1703 



8640 



Seq. No. 


8187 






Seq. ID 


OJ990821 


Gene No. 


17445 






Strand 






697 








1704 


Name 


P»TQQnfi91 44 QP90 


pi 1 o"} 


. L W 


rlcLflUU 


TRT AQTY • ' 


o tart 


1 








1 70"^ 
1 / Uj 


PT 


none 






Score 


141 


Exons 


1 r^q i ^ro i ^74 






1 70^ 




Q /-s i~i NT/"\ 

oeq. ino. 


OlOO 








O TQQOfi 9 1 


Gene No. 


17446 






Strand 




Start 


1 






End 


1124 


Name 


OJ990821 44.9C20. 


C13.ol, 


.np 


Method 


AAT /MAP 


otart 


1 






End 


1 1 94 
11^4 




6815109 






Score 


Q7 


Exons 


1..207, 275. .366, 


1102. , 


.1124 






tj± uescrip. 


(AP001081) hypothetical 


protein [Oryza 


sat i va J 


Seq. No. 


8189 






Seq. ID 


OJ990821 


Gene No. 


17447 






Strand 




Q+- a t-+- 


81 






End 


Djj 


Naitie 


OJ990821 44.9C20. 


C14 .ol, 


.gs 


Method 




otart 


81 






End 




P T 


none 






Score 


Q 9 


Exons 


81. .633 










Seq. No. 


8190 






Seq. ID 


OJ990821 


Gene No. 


17448 






Strand 




Otait 


144 






"■"End , 


901 


Name 


OJ990821 44.9C20. 


CIS.ol. 


.gs 


Method 




Q -J- — 4- 


144 






End 


901 
Z U X 




none 






Score 




Exons 


144. .201 












8191 






Seq. ID 


D.TQQ0R91 


Gene No. 


17449 






Strand 




Start 


1208 






.. End 


1720 


Name 


OJ990821 44.9C20. 


C17;ol. 


,np 


Method 


AAT /NAP 


Start 


987 






End 


1720 


GI 


1705534 






Score 


35 


Exons 


987.. 1156, 1669.. 


1720 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



COLLAGEN ALPHA 2(1) CHAIN PRECURSOR gi | 179596 (J03464) 
pre-pro-alpha-2 type I collagen [Homo sapiens] 



8191 

17449 

1208 

OJ990821_44. 9C20.C17.ol.gs 

1208 

none 

1208. .1424 



Seq. ID OJ990821_44.9C20.C17 
Strand 

End 1720 

Method GENS CAN 

End 1424 

Score .68 



Seq. No. 8192 

Gene No. 17450 

Start 115 

Name OJ990821_4 4 . 9C20 . C18 . ol . gs 

Start 115 



Seq. ID OJ990821_44.9C20.C18 

Strand 

End 314 

Method GENSCAN 

End 314 



8641 



GI 

Exons 



none 
115. .314 



Score 



.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8193 

17451 

95 

OJ990821_44.9C20.C20.ol.gs 
95 

none 
95.-325 



Seq. ID OJ990821_44.9C20.C20 
Strand 

End 325 

Method GENSCAN 

End 325 

Score .46 



8194 
17452 
712 

OJ99082 1_4 4 . 9C20 . C21 . ol . np 
712 

4680179 
712.. 895, 1382.. 1435 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990821_44.9C20.C21 
Strand 

End 1435 

Method AAT/NAP 

End 1435 

Score 99 



8194 
17452 
712 

OJ99082 1_4 4 . 9C20 . C21 . ol . gp 
905 

2309880 
905. .1270 

4521194/dbj | AB013613 . 1 | AB013613 - 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. ID OJ990821_44.9C20.C21 
Strand 

End 1435 

Method AAT/GAP 

End 1270 

Score 655 



8194 
17453 
1370 

OJ990821_44.9C20.C21.o2.gp 

1370 
3106852 
1370. .1435 

4521194/dbj | AB013613 . 1 | AB013613 1.0e-25 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. ID OJ990821_44.9C20.C21 
Strand 

End 1435 

Method AAT/GAP 

End 1435 

Score 102 



8195 
17454 
1 

OJ990821_44 . 9C20 . C22 . ol . np 
1 

4680179 
1..132 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990821_44.9C20.C22 
Strand 

End 132 

Method AAT/NAP 

End 132 

Score 215 



8195 

17454 

1 

OJ990821_44.9C20.C22.ol.tw 
1 

none 

1..132, 2. .130 



Seq. ID OJ990821_44.9C20.C22 
Strand 

End 132 

Method TBLASTX : Wheat 

End 132 

Score 128 



8642 




Seq- No. 


8195 




Seq. ID 


OJ990821_44.9C20.C22 


Gene No . 


17454 




Strand 




Start 


1 




End 


132 


Name 


OJ990821 44.9C20.C22.ol.tm 




Method 


TBLASTX: Maize 


Start 


1 




End 


132 


GI 


none 




Score 


104 


Exons 


1..132, 2. .127 








Seq. No. 


8196 




Seq. ID 


OJ990821_44 . 9C20.C24 


Gpnp No . 


17455 




Strand 


+ 


Start 


1017 




End 


1131 


Name 


OJ990821 44.9C20.C24.ol.gs 




Method 


GENSCAN 


Start 


1017 




End 


1131 


GI 


none 




Score 


.59 


Exons 


1017. .1131 








Seq. No. 


8196 




Seq. ID 


OJ990821_44.9C20.C24 


Gene No. 


17456 




Strand 




Start 


867 




End 


1210 


Name 


OJ990821 44 . 9C20.C24 .ol.np 




Method 


AAT/NAP 


Start 


867 




End 


1210 


GI 


81286 




Score 


73 


Exons 


867. .1210 








GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox < 


carteri] 




Seq. No. 


8197 




Seq. ID 


OJ990821_47.9C21.C1 


Gpne No 


17457 




Strand " 




Start 


398 




End 


'703 


Name 


OJ990821 47.9C21.Cl.ol.gs 




Method 


GENSCAN 


Start 


398 




End 


703 


GI 


none 




Score 


.85 


Exons 


398. .703 








Seq. No. 


8198 




Seq. ID 


OJ990821_47.9C21.C2 


Gene No. 


17458 




Strand 




Start 


1 




End 


1082 


Name 


OJ990821 47. 9C21.C2. ol.np 




Method 


AAT/NAP 


Start 


1 




End 


1082 


GI 


4680207 




Score 


416 


Exons 


1..602, 993. .1082 








GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor] 








Seq. No. 


8198 




Seq. ID 


OJ990821_47.9C21.C2 


Gene No. 


17458 




Strand 




Start 


1 




End 


1082 


Name 


OJ990821 47. 9C21 . C2 . ol . ts 




Method 


TBLASTX : Soybean 


Start 


10 




End 


642 


GI 


none 




Score 


118 


Exons 


10. .45, 67. .114, 112. .345, 


143. .280, 154. .345, 358. .447, 




361. .414, 389. .427, 553. .642 






Seq. No. 


8198 




Seq. ID 


OJ990821_47.9C21.C2 


Gene No. 


17458 




Strand 




Start 


1 




End 


1082 


Name 


OJ990821 47. 9C21 . C2 . ol . tm 




Method 


TBLASTX: Maize 



8643 






Start 


106 


End 


360 




GI 


none 


Score 


153 




Exons 


106. .348, 107. .343, 130. .360 








Seq. No. 


8198 


Seq. ID 


OJ990821_47.9C21.C2 




Gene No . 


17458 


Strand 






Start 


1 


End 


1082 




Name 


OJ990821 47.9C21.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


145 


End 


684 




GI 


none 


Score 


50 




Exons 


145. .321, 197. .274, 316. .444, 


317. .427, 


631.. 684 




.Seq. No. 


8198 


Seq. ID 


OJ990821_47 . 9C21.C2 




Gene No . 


17458 


Strand 






Start 


1 


End 


1082 




Name 


OJ990821 47.9C21.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


149 


End 


448 




GI 


none 


Score 


104 




Exons 


149. .349, 151. .348, 299. .448, 


346. .438 






Seq. No. 


8198 


Seq. ID 


OJ990821_47. 9C21.C2 




Gene No . 


17458 


Strand 






Start 


1 , : . 


End 


1082 




Name 


OJ990821 47.9C21.C2.o2.tm 


Method 


TBLASTX: Maize 


i 3 ,i 

I 3 * 


Start 


361 


End 


687 


,ssi 


GI 


none 


Score 


53 


I'M 


Exons 


361. .438, 362. .436, 473. .541, 


488. .550, 


562. .684, 586. .687 




Seq. No. 


8198 


Seq. ID 


OJ990821_47.9C21.C2 




Gene No. 


17458 


Strand 






Start 


1 


End 


1082 




Name 


OJ990821 47.9C21.C2.o2.np 


Method 


AAT/NAP 


ri E 
: 1 : 
: sr 


Start 


391 


End 


1082 


i2 


GI 


3982612 


Score 


139 


U el 


Exons 


391. .682, 995. .1082 






HI 


GI Descrip. . 


(AF056150) disease resistance 


gene analog PIC11 [Zea mays] 


_, 


Seq. No. 


8199 


Seq. ID . 


OJ99'0821_47.9C21.C3 




Gene No. 


17459 


Strand 


+ 




Start 


9713 


End 


11538 


.? 3 J, 


Name 


OJ990821 47.9C21.C3.o3.np 


Method 


AAT/NAP 


•ssr 


Start 


9713 


End 


11538 




GI 


6523547 


Score 


95 




Exons 


9713. .9850, 10442. .10741, 11504. .11538 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 






carteri f. nagariensis] 








Seq. No. 


8199 


Seq. ID 


OJ990821_47.9C21.C3 




Gene No. 


17460 


Strand 




- 


Start 


1 


End 


1429 




Name 


OJ990821 47.9C21.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1429 




GI 


5902376 


Score 


101 




Exons 


1..36, 1041. .1163, 1400. .1429 








. GI . Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8199 


Seq. ID 


OJ990821_47. 9C21.C3 



8644 




Gene No. 


17461 








Strand 




Start 


3637 








End 


4823 


Name 


ojyyuozl 4 / 


ft/-» ft 1 


. C3 . Oz . 


gs 


Method 


C XI C TV XT 

GENSCAN 


Start 


3637 








End 


A ft O ft 

4 823 


GI 


none 








Score 


C 7 

. 51 


Exons 


3637 . . 3814 , 


474 4 


>l ft O ft 

. . 4823 








Seq. No. 


8199 








Seq. ID 


/~\ TAAAflOl A ~"7 ft /~* ft *1 ft 

OJ990821 47.9C21.C3 


Gene No. 


17462 








Strand 




Start 


6393 








End 


11489 


Name 




np o 1 

. 9Czi 


. C3 . o3 . 


gs 


Method 


GENSCAN 


Start 


6393 






End 


11489 


GI 


none 








Score 


.49 


Exons 


^ o ft o a r a a 

6393 . . 6644 , 


6839 


"7 1 C *7 

. . 7157, 


"7 1 ft A 

7194 . 


.9739, 9826. .11053, 11092. .11489 


Seq. No. 


O 1 ftft 

8199 








Seq. ID 


OJ990821_47.9C21.C3 


Gene No. 


17462 








Strand 




Start 


6393 








End 


11489 


Name 






. C3 . 00 . 


tm 


Method 


TBLASTX: Maize 


Start 


6809 








End 


7171 


GI 


none 








Score 


49 


Exons 


C Oftft COC O 

6809 . . 6868 , 


c o *3 *3 

6833 


. .6868, 


/*" O "7 ft 

6872 . 


.7171, 6876. .7067, 6878. .7171 


Seq. No. 


o 1 ft ft 

8199 








Seq. ID 


OJ990821_47.9C21.C3 


Gene No. 


1 1 A C ft 

17462 








Strand 




start 


6393 








End 


11489 


Name 


OJ990821 47 


.9C21 


.C3.o2. 


np 


Method 


AAT/NAP 


Start 


6826 








End 


11357 


GI 


*3 Cf\f\ ft A A 

3600044 








Score 


2031 


Exons 


6826. . 8344 , 


8609 


. .8724, 


8857. 


.10211, : 


L0499. .11357 


GI Descrip. 


(AF080119) 


contains similarity to proteases [Arabidopsis 




thaliana] 












Seq. No. 


o i ft ft 

8199 








Seq. ID 


OJ990821_47.9C21.C3 


Gene No. 


17462 








Strand 




Start 


6393 








End 


11489 


Name 


OJy90ozl_4 / 


.9C21 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


c a c ft 

6869 








End 


7474 


GI 


none 








Score 


139 


Exons 


6869 . . 7474 , 


6987 


. .7280 








Seq. No. 


O 1 ft ft 

8199 








Seq. ID 


OJ990821_47.9C21.C3 


Gene No. 


17462 








Strand 




Start 


6393 








End 


11489 


Name 


ojyyobzi 47 


.9C21 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7181 








End 


7639 


GI 


none 








Score 


121 


Exons 


7181 . . 7639, 


7182 


. .7340, 


7319. 


.7624, 7395. .7628 


Seq. No. 


8199 








Seq. ID 


OJ990821_47.9C21.C3 


Gene No . 


1 "7 A CO 

1 / 4 oZ 








Strand 




Start 


6393 








End 


11489 


Name 


OJ990821 47 


.9C21, 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7238 








End 


7669 


GI 


none 








Score 


50 


Exons 


7238. .7498, 


7239, 


. .7334, 


7306. 


.7479, 7395. .7496, 7508. .7669, 



7509. .7661 



8645 




Seq. No. 


8199 








Seq. ID 


OJ990821 47.9C21 


.C3 


Gene No. 


17462 








Strand 


- 




Start 


6393 








End 


11489 




Name 


OJ990821_47 


. 9C21 


.C3.o3. 


tm 


Method 


TBLASTX:Maize 




Start 


7646 








End 


8051 




GI 


none 








Score 


346 




Exons 


7646. . 8050, 


7653 


. .8051 










Seq. No. 


8199 








Seq. ID 


OJ990821 47.9C21 


. C3 


Gene No. 


17462 








Strand 






Start 


6393 








End 


11489 




Name 


OJ990821_47 


. 9C21 


,C3 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


7853 








End 


8347 




GI 


5509260 








Score 


111 




Exons 


7853 . . 8347, 


7854 


. . 8024 










GI Descrip. 
















Seq. No. 


8199 








Seq. ID 


OJ990821 47.9C21 


.C3 


Gene No. 


17462 








Strand 


- 




Start 


6393 








End 


11489 




Name 


OJ990821_47 


. 9C21 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7866 








End ' 


8206 




GI 


none 








Score 


126 




Exons 


7866. . 8024, 


7874 


. . 8200, 


7874 ... 


. 8206 






Seq. No. 


8199 








Seq. ID 


OJ990821- 47.9C21 


.C3 


Gene No. 


17462 








Strand 


- 




Start 


6393 








End 


11489 




Name 


OJ990821_47 


. 9C21 


. C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7964 








End 


8216 




GI 


none 








Score 


113 




Exons 


7964 . . 8215, 


7998 


. . 8216 










Seq. No. 


8199 








Seq. ID 


OJ990821 47.9C21 


.C3 


Gene No. 


17462 








Strand 


- 




Start 


6393 








End 


11489 




Name 


OJ990821_47 


. 9C21 


.C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8051 








End 


8303 




GI 


none 








Score 


208 




Exons 


8051 . . 8302, 


8085 


. . 8303 










Seq. No. 


8199 








Seq. ID 


OJ990821 47.9C21 


.C3 


Gene No. 


17462 








Strand 


- 




Start 


6393 








End 


11489 




Name 


OJ990821_47 


. 9C21 


. C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8864 








End 


9244 




GI 


none 








Score 


128 




Exons 


8864 . . 9244, 


8895 


. . 9197 










Seq. No. 


8199 








Seq. ID 


OJ990821 47.9C21 


. C3 


Gene No. 


17462 








Strand 






Start 


6393 








End 


11489 




Name 


OJ990821 47, 


..9C21 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8885 








End 


9334 




GI 


none 








Score 


88 




Exons 


8885. .9334, 


8892 


. .9083 











8646 




o e q . in u . 


fil QQ 










O.TQQDRPI 47 Qf?1 




Gene No. 


17462 








Strand 






Start ' 


6393 








End 


11489 




Name 


OJ990821 47 


.9C21 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


8906 








End 


9364 




GI 


none 








Score 


91 




Exons 


8906. .9364, 


9057, 


. .9212 










OClj< IN \ J • 


fll QQ 

O J. Z7 3* 








Seq. ID 


OJ990821_47.9C21 


.C3 


Gene No. 


17462 








Strand 






Start 


6393 








End 


11489 




Name 


OJ990821 47 


.9C21, 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8915 








End 


9374 




GI 


none 








Score 


206 




Exons 


8915. .9292, 


8916, 


. .9197, 


8930. . 


,9265, 9267.. 9374, 9269.. 9370 


Cpn Mo 


R1QQ 








Seq. ID 


OJ990821_47.9C21 


.C3 


Gene No. 


17462 








Strand 






Start 


6393 








End 


11489 




Name 


OJ990821 47 


.9C21. 


.C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start ' 


9377 








End 


9697 




GI 


none 








Score 


52 




Exons 


9377. .9475, 


9405. 


. .9482, 


9488. . 


.9697, 9492. . 9653 






fi 1 QQ 

O -L _7 _7 








Seq. ID 


OJ990821_47.9C21 


.C3 


Gene No. 


17462 








Strand 






Start 


6393 








End 


11489 




Name 


OJ990821 47 


.9C21. 


.C3.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


9810 








End 


10164 




GI 


none 








Score 


36 




Exons 


9810. .9845, 


9856. 


. .9987, 


9878. . 


,9976, 9997.. 10164, 10013. 






8199 








Seq. ID 


OJ990821_47.9C21 


.C3 


Gene No. 


17462 








Strand 






Start 


6393 








End 


11489 




Name 


OJ990821 47 


.9C21, 


,C3.o4. 


tm 


Method 


- TBLASTX: Maize 




Start 


10828 








End 


11288 




GI 


none 








Score 


189 




Exons 


10828. .11088, 10829. .11068, 11139 .. 11195 , 11214. .11288 






8200 








Seq. ID 


OJ990821_47.9C21 


.C4 


Gene No. 


17463 








Strand 


+ 




Start 


874 








End 


1067 




Name 


OJ990821 47 


.9C21. 


,C4.ol. 


gs 


Method 


GEN SCAN 




Start 


874 








End 


1067 




GI 


none 








Score 


.54 




Exons 


874. .1067 














Seq. No. 


8201 








Seq. ID 


OJ990821_47. 9C21 


.C5 


Gene No. 


17464 








Strand 


+ 




Start 


1 








End 


2518 




Name 


OJ990821 47 


.9C21. 


,C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2411 




GI 


4972686 








Score 


139 




Exons 


1..37, 1370 


..1455, 1876 


. .1999, 


2179. .2411 





GI Descrip. (AF132150) unknown [Drosophila melanogaster] 



8647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8201 

17464 

1 

OJ990821_47 . 9C21 .C5.ol.gs 

470 

none 



Seq. ID OJ990821_47. 9C21.C5 

Strand . + 

End 2518 

Method GENSCAN 

End 2518 

Score .89 



470. .522, 636. .761, 1354. .1455, 1876. .1995, 2177. .2518 



8201 
17464 
1 

OJ990821_47. 9C21 . C5 . ol . gp 
623 

LIB3474-008-P1-K1-H1 
623. .695, 1354. .1455, 1876. .1996, 2177. .2317 
, 287403/dbj | D10838 | RICSBE1 4.0e-66 Rice gene for starch 
branching enzyme 1 



Seq. ID OJ990821_47.9C21.C5 

Strand + 

End 2518 

Method AAT/GAP 

End 2317 

Score 7 60 



oeq . no . 


oZU 1 


oeq. id 




Gene No. 


17465 


Strand . 


+ ~ 


Start 


4229 


End 


4416 


Name 


OJ990821 47.9C21.C5.o2.gp 


Method 


AAT/GAP 


Start 


4229 


End 


4416 


GI 


3761317 


Score 


267 


Exons 


4229. .4416 






GI Descrip. 


287403/dbj ID10838 IRICSBE1 4. 


Oe-66 Rice 


gene for starch brai 




enzyme 






Seq. No. 


8201 


Seq. ID 


OJ990821 47.9C21.C5 


Gene No. 


17466 


Strand 


- 


Start 


3799 


End 


4527 


Name 


OJ990821 47.9C21.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1841 


End 


1998 


GI 


none 


Score 


132 


Exons 


1841.. 1993, 1857.. 1997, 1864 


. .1998 




Seq. No.' 


8201 


Seq. ID 


OJ990821_47.9C21.C5 


Gene No. 


17466 


Strand 




Start 


3799 


End 


4527 


Name 


OJ990821 47.9C21.C5.o2.gs 


Method 


GENSCAN 


Start 


3799 


End 


4527 


GI 


none 


Score 


.96 


Exons 


3799. .3876, 4426. .4527 






Seq. No. 


8202 


Seq. ID 


OJ990821_47.9C21.C6 


Gene No. 


17467 


Strand 


+ 


Start 


110 


End 


766 


Name 


OJ990821 47.9C21.C6.ol.gs 


Method 


GENSCAN 


Start 


110 


End 


766 


GI 


none 


Score 


.59 


Exons 


110. .180, 337. .456, 549. .766 






Seq. No. 


8203 


Seq. ID 


OJ990821_47 .9C21.C7 


Gene No. 


17468 


Strand 




Start 


275 


End 


1194 


Name 


OJ990821 47.9C21.C7.ol.gs 


Method 


GENSCAN 



8648 




Start 


275 


End 


1194 






GI 


none 


Score 


.8 






Exons 


275. .448, 1090. .1194 










Seq. No. 


8204 


Seq. ID 


OJ990821_47. 


9C21. 


C8 




17469 


rsnd 
o i_ i- aiiu 


+ 






Start 


104 


End 


261 






Name 


OJ990821 47.9C21.C8.ol.gs 


Method 


GEN SCAN 






Start 


104 


End 


261 






GI 


none 


Score 


.76 






Exons 


104. .261 










Seq. No. 


8205 


Seq. ID 


OJ990821_47. 


9C21. 


C9 




17470 


Strand 


+ 






Start 


1469 


End 


2925 






Name 


OJ990821 47.9C21.C9.ol.gs 


Method 


GENSCAN 






Start 


1469 


End 


2925 






GI 


none 


Score 


.76 






Exons 


1469. .1659, 1742. .1878, 2081 


..2168, 2789. .2925 






Seq. No. 


8206 


Seq. * ID 


OJ990821_47. 


9C21. 


Cll 


CanQ Met 


1 7471 


Strand 








Start 


195 


End 


2574 






Name 


OJ990821 47.9C21.Cll.ol.gs 


Method 


GENSCAN 






Start 


195 


End 


2103 






GI 


none 


Score 


.78 






Exons 


195. .690, 1186. .1371, 1805.. 


2103 








Seq. No. 


8206 


Seq. ID 


OJ990821_47. 


9C21. 


Cll 


Gene No. 


17471 


Strand 








Start 


195 


End 


2574 






Name 


OJ990821 47.9C21.Cll.ol.np 


Method 


AAT/NAP 






Start 


195 


End 


2574 






GI 


6911873 


Score 


580 






Exons 


195. .690, 1186. .1457, 1805.. 


2029, 2511. 


.2574 






GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


8206 


Seq. ID 


OJ990821_47. 


9C21. 


Cll 


VJC11C L\\J . 


17472 


Strand 








Start 


3735 


End 


6523 






Name 


OJ990821 47.9C21.Cll.o2.gs 


Method 


GENSCAN 






Start 


3735 


End 


6523 






GI 


none 


Score 


.59 






Exons 


3735. .3873, 3997 .. 4054 , -4513 


. .4673, 6516. .6523 






Seq. No. 


8206 


Seq. ID 


OJ990821_47. 


9C21. 


Cll 


Gene No. 


17473 


Strand 








o lai u 


791ft 


End 


9182 






Name 


OJ990821 47.9C21.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


204 


End 


1896 






GI 


none 


Score 


72 






Exons 


204.. 272, 402. v . 680, 409.. 513 


, 559. .648, 


1185. .1229, 


1239 


► . .1433, 




1240. .1434, 1855. .1896 










Seq. No. 


8206 


Seq. ID 


OJ990821^47. 


9C21. 


Cll 


Gene No. 


17473 


Strand 








Start 


7218 


End 


9182 







8649 






Name 


OJ990821 47 


. 9C21.Cll.o3, 


. ts 


Method 


TBLASTX : Soybean 






Start 


390 






End 


611 






GI 


* none 






Score 


89 






Exons 


390. .611, 409. .585 












Seq. No. 


8206 






Seq. ID 


OJ990821_47.9C21 


.Cll 




Gene No. 


17473 






Strand 








Start 


7218 






End 


9182 






Name 


OJ990821 47 


. 9C21.Cll.o2, 


.tc 


Method 


TBLASTX: Cress 






Start 


420 






End 


1956 






GI 


none 






Score 


61 






Exons 


420. .662, 445. .513, 559. 


. .663, 


1194. .1406, 1204. .1404,' 








1855 . . 1956, 


1877 . .1954 












Seq. No. 


8206 






Seq. ID 


OJ990821_47.9C21 


.Cll 




UC11C IxU » 


17473 






Strand 








Start 


7218 






End 


9182 






Name 


OJ990821 47 


.9C21.Cll.o2, 


.ts 


Method 


TBLASTX : Soybean 






Start 


1185 






End 


1421 






GI 


none 






Score 


36 






Exons 


1185 1229 


1192 1230 


1239. 


.1421, 1240. .1416 






Seq. No. 


8206 






Seq. ID 


OJ990821_47.9C21 


.Cll 


□ 


Gene No. 


17473 






Strand 








Start 


7218 






End 


9182 






Name 


OJ990821 47 


.9C21.Cll.o2, 




Method 


AAT/NAP 






Start 


7218 






End 


9182 




ru 


GI 


2980765 






Score 


572 






Exons 


7218. .7255, 


8334. .8497, 


8530. 


.8794, 8 


956. .9182 




! ! ! 


GI Descrip. 


{ AT.D221 98 ) 1 


k \mnt" hot" "i c ^ 1 


protein [Arabidopsis thaliana] 




; ~i 

"s isF 


Seq. No. 


8206 






Seq. ID 


OJ990821_47.9C21 


.Cll 






17473 






Strand 








Start 


7218 






End 


9182 




r* 


Name 


OJ990821 47 


.9C21.Cll.o3. 


.gs 


Method 


GEN SCAN 




t. i 
. t 


Start 


8014 






End 


9060 




ij 


GI 


none 






Score 


.87 




= ; 


Exons 


8014 8277 


8^65 84 92 


8569. 


.8794, 8 


956.. 9060 




C3 


Seq. No. 


8206 






Seq. ID 


OJ990821__47.9C21 


.Cll 


! ,= i 


Gene No. 


17473 






Strand 






■sar 


J Lai L 


7218 






End 


9182 






Name 


OJ990821 47 


.9C21.Cll.ol, 


,tm 


Method 


TBLASTX: Maize 






Start 


8227 






End 


9081 






GI 


none 






Score 


37 






Exons 


8227. .8289, 


8228. .8290, 


8350. 


.8490, 8351.. 8491, 8565.. 8750, 






8570. .8833, 


8603. .8833, 


8956. 


.9081, 8981. .9076 






Seq. No. 


8206 






Seq. ID 


OJ990821_47.9C21 


.Cll 




n^T"i*a Mo 


17473 






Strand 








Start 


7218 






End 


9182 






Name 


OJ990821 47 


.9C21.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


8431 






End 


8774 






GI 


none 






Score 


51 






Exons 


8431. .8493, 


8432. .84.94, 


8573. 


.8773, 8. 


580. .8774 






Seq. No. 


8206 






Seq. ID 


OJ990821_47.9C21 


.Cll 



8650 






Gene No. 


17473 


Strand 






Start 


7218 


End 


9182 




Name 


OJ990821_47 . 9C21 . Cll . ol . tc 


Method 


TBLASTX: Cress 




Start 


8565 


End 


8752 




GI 


none 


Score 


130 




Exons 


8565.-8744, 8570. .8752 








Seq. No. 


8207 


Seq. ID 


OJ990821_47 . 9C21 .CI 3 




Gene No. 


17474 


Strand 






Start 


1 


End 


164 2 




Name 


OJ990821 47.9C21.C13.ol;np 


Method 


AAT/NAP 




Start 


1 


End 


1642 




GI 


4680207 


Score 


308 




Exons 


1. .620, 1604. .1642 








GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 






bicolor] 








Seq. No. 


8207 


Seq. ID 


OJ990821_47 . 9C21 .CI 3 




Gene No. 


17474 


Strand 






Start 


1 


End 


1642 




Name 


OJ990821_47 . 9C21 . C13 . ol . gs 


Method 


GENSCAN 




Start 


14 


End 


-614 




GI 


none' 


Score 


. 67 


•a 51 


Exons 


14 . . 614 






U 

i. i 


Seq. No. 


8208 


Seq. ID 


OJ990821_4 7 . 9C21 .CI 4 


! 


Gene No . 


17475 


Strand 


+ 


? \ I 


Start 


427 


End 


819 


r 3 i 


Name 


OJ990821 47. 9C21.C14 .ol.gs 


Method 


GENSCAN 




Start 


427 


End 


819 


ui 


GI 


none 


Score 


. 64 




Exons 


427 . . 819 






: ; i ; 

■ ~r 


Seq. No. 


8208 


Seq. ID 


OJ990821_47 . 9C21.C14 


.!3i 


Gene No. 


17476 


Strand 






Start 


606 


End 


1138 


tm . : 
^ j 


Name 


OJ990821 47.9C21.C14.ol.np 


Method 


AAT/NAP 




Start 


606 


End 


1138 




GI 


2224911 


Score 


330 




Exons 


606. .680, 890. .1138 






:.-£ 

r " 


GI Descrip. 


(U93048) somatic embryogenesis receptor-like kinase [Daucus 






carota] 








Seq. No. 


8208 


Seq. ID 


OJ990821_47.9C21.C14 




Gene No. 


17476 


Strand 






Start 


606 


End 


1138 




Name 


OJ990821 47.9C21.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


674 


End 


1134 




GI 


none 


Score 


183 




Exons 


674. .718, 890. .1087, 891. .1127, 897. .1127, 943. .1134 




Seq. No. 


8208 


Seq. ID 


OJ990821_47.9C21.C14 




Gene No. 


17476 


Strand 






Start 


606 


End 


1138 




Name 


OJ990821 47.9C21.C14.ol..ts 


Method 


TBLASTX : Soybean 




Start 


674 


End 


1137 




GI 


none 


Score 


183 



8651 



Exons 


674. .718, 863. .1087, 891. .1127, 891. .1127, 952. .1137 




Seq. No. 


8208 


Seq. ID 


OJ990821_47 . 9C21 


. C14 


Gene No. 


17476 


Strand 






Start 


606 


End 


1138 




Name 


OJ990821 47.9C21.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


900 


End 


1127 




GI 


none 


Score 


86 




Exons 


900.. 1127, 911.. 1087 








Seq. No. 


8208 


Seq. ID 


OJ99082l_47 . 9C21 


. C14 


Gene No. 


17476 


Strand 






Start 


606 


End 


H38 




Name 


OJ990821 47.9C21.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


914 


End 


H09 




GI 


none 


Score 


89 




Exons 


914. .1087, 915. .1088, 972. .1109 






Seq. No. 


8209 


Seq. ID 


OJ99082l_47.9C2l 


. C15 


Gene No. 


17477 


Strand 


+ 




Start 


176 


End 


387 




Name 


OJ990821 47.9C21.C15.ol.gp 


Method 


AAT/GAP 




Start 


176 


End 


387 




GI 


17923 1.R1084 


Score 


388 




Exons 


176. .387 








GI Descrip. 


•2224911 2.0e-80 (U93048) somatic embryogenesis receptor-like 




kinase [Daucus carota] 1 








Seq. No. 


8209 


Seq. ID 


OJ99082l_47.9C2l 


.C15 


Gene No. 


17478 


Strand 






Start 


216 


End 


1793 




Name 


OJ990821 47.9C21.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


172 


End 


1005 




GI 


none 


Score 


187 




Exons 


172. .351, 175. .363, 362. .568, 


365. .574, 


369.. 578, 370.. 


591, 




649. .777, 650. .772, 667. .777, 


769. .792, 


849. .908, 854.. 


904, 




908. .979, 909. .992, 910. .1005 








Seq. No. 


8209 


Seq. ID 


OJ99082l_47.9C21 


.C15 


Gene No. 


17478 


Strand 






Start 


216 


End 


1793 




Name 


OJ990821 47.9C21.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


183 


End 


979 




GI 


none 


Score 


81 




Exons 


183. .302, 193. .351, 193. .363, 


206. .370, 


284. .364, 369.. 


578, 




370. .591, 442. .549, 649. .777, 


665. .772, 


667. .777, 769.. 


792, 




849. .905, 854. .904, 908. .979 








Seq. No. 


8209 


Seq. ID 


OJ990821_47. 9C21 


.C15 


Gene No. 


17478 


Strand 






Start 


216 


End 


1793 




Name 


OJ990821 47.9C21.C15..ol.np 


Method 


AAT/NAP ' 




Start 


184 


End 


1793 




GI 


4490310 


Score 


701 




Exons 


184. .578, 661. .1020, 1676. .1793 







GI Descrip. (AL035678) somatic embryogenesis receptor-like kinase-like 
protein [Arabidopsis thaliana] 



8652 



Sea No 


8209 




Seq. ID 


OJ990821 47.9C21.C15 


Gene No. 


17478 




Strand 




Start 


216 




End 


1793 


Name 


OJ990821 


47. 9C21.C15.ol.gs 


Method 


GEN SCAN 


Start 


216 




End 


1654 


GI 


none 




Score 


.85 


Exons 


216. .577, 


1021.. 1045, 1418.. 1654 




Seq. No. 


8209 




Seq. ID 


OJ990821 47.9C21.C15 


Gene No. 


17478 




Strand 




Start 


216 




End 


1793 


Name 


OJ990821 


47. 9C21.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


220 




End 


557 


GI 


none 




Score 


146 


Exons 


220. .348, 


390. .557 






Seq. No. 


8209 




Seq. ID 


OJ990821_47 . 9C21 .C15 


Gene No . 


17478 




Strand 




Start 


216 




End 


1793 


Name 


OJ990821 


47.9C21.C15.ol.tc ■ 


Method 


TBLASTX: Cress 


Start 


256 




End 


905 


GI 


none 




Score 


87 


Exons 


256. .363, 


284. .364, 365. .499, 


369. .584, 


380. .493, 442. .549, 




661. .777, 


668. .757, 849. .905, 


854. .904 




Seq. No. 


8210 




Seq. ID 


OJ990821_47 . 9C21 .CI 6 


Gene No . 


17479 




Strand 




Start 


443 




End 


717 


Name 


OJ990821 


47.9C21.C16.ol.np 


Method 


AAT/NAP 


Start 


443 




End 


717 


GI 


3980401 




Score 


82 


Exons 


443. .717 








GI Descrip. 


(AC004561 


) putative tropinone 


reductase [Arabidopsis thaliana] 


Seq. No. 


8210 




Seq. ID 


OJ990821_47 . 9C21 .CI 6 


Gene No. 


17479 




Strand 




Start 


443 




End 


717 


Name 


OJ990821 


47.9C21.C16.ol.gs 


Method 


GENSCAN 


Start 


447 




End 


670 - 


GI 


none 




Score 


.9 


Exons 


447. .670 









:Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



8211 

17480 

1 

OJ990821_47. 
1 

5091623 
1..326, 409. 



9C21.C17.ol.np 



.802, 996. .1306 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821 
+ 

2456 
AAT/NAP 
1306 
1348 



47.9C21.C17 



(AC007454) Similar to gb|U93048 somatic embryogenesis 
receptor-like kinase from Daucus carota, contains 4 PF 100560 
Leucine Rich Repeat domains and a PF| 00069 Eukaryotic protein 
kinase domain. [Arabidopsis thaliana] 



8211 
17480 



Seq. ID OJ990821_47.9C21.C17 
Strand + 



8653 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 



OJ990821_47 . 9C21 .C17 . ol . tm 
1 

none 



End 

Method 

End 

Score 



2456 

TBLASTX: Maize 

876 

516 



1..81, 2. .352, 5. .319, 6. .326, 118. .348, 391. .759, 395. .772, 
408. .773, 779. .811, 820. .876, 820. .858 



8211 

17480 

1 

OJ990821_47.9C21.C17.ol.ts 
1 

none 



Seq. ID OJ990821_47.9C21.C17 

Strand + 

End 2456 

Method -TBLASTX : Soybean 

End 776 

Score 513 



1..81, 2. .352, 2. .319, 3. .335, 118. .354, 395. .772, 408. .773, 
685. .774, 687. .776 



8211 

17480 

1 

OJ990821_47.9C21.C17.ol.tc 
74 

none 



Seq. ID OJ990821_47.9C21.C17 

Strand ■+ 

End 2456 

Method TBLASTX : Cress 

End 536 

Score 356 



74. .325, 74. .319, 121. .327, 121. .321, 398.-529, 401. .535, 
408. .536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8211 

17480 

1 

OJ990821_47 . 9C21 . C17 . ol . gs 
90 

none 



Seq. ID OJ990821_47.9C21.C17 

Strand + 

End 2456 

Method GENSCAN 

End 2456 

Score . 8 



90. .326, 409. .776, 996. .1305, 1657. .1711, 1747. .1837, 
2249. .2286, 2402. .2456 



8211 

17480 

1 

OJ990821_47.9C21.C17.ol.tw 

431 

none 

431. .667, 432. .749 



Seq. ID OJ990821_47.9C21.C17 

Strand + 

End 2456 

Method TBLASTX: Wheat 

End 749 

Score 315 



Seq. ID OJ990821_47.9C21.C17 
Strand + 

2456 
AAT/GAP 
748 
589 



8211 
17480 
1 

OJ990821_47.9C21.C17.ol.gp 
451 

428891 
451. .748 

4490310/emb | CAB38801 . 1 1 2.0e-45 (AL035678) somatic embryogenesis 
receptor-like kinase-like protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



8211 

17480 

1 

OJ990821_47 . 9C21 . C17 . o2 . tc 
536 



Seq. ID OJ990821_47.9C21.C17 

Strand + 

End 2456 

Method TBLASTX : Cress 

End 1190 



8654 



GI 

Exons 



none . Score 292 

536. .757, 537. .758, 1038. .1163, 1070. .1162, 1160. .1189, 

1164. .1190 



Seq. No. 8211 

Gene No. 17480 

Start 1 

Name 0 J9 9 0 8 2 1_4 7 . 9C2 1 . C 1 7 . o2 . tm 

Start 979 

GI none 
Exons 



Seq. ID OJ990821_47.9C21.C17 

Strand + 

End 2456 

Method TBLASTX: Maize 

End 1309 

Score 160 



979. .1170, 1038. .1163, 1144. .1245, 1164. .1238, 1253. .1309, 
1255.. 1308 



Seq. No. 8211 

Gene No. 17480 

Start 1 

Name OJ990821_47 . 9C21 . C17 . o2 . ts 

Start 1038 

GI none 

Exons 1038.. 1163, 1056.. 1160, 1061. 

1252.. 1308, 1253. .1309 



Seq. ID OJ990821_47.9C21.C17 

Strand + 

End 2456 

Method TBLASTX : Soybean 

End 1309 

Score 169 

.1162, 1160. .1189, 1164. .1235, 



hi 

\ ss \ 



Seq. No. 8211 Seq. ID 

Gene No. 17480 Strand 

Start 1 End 
Name ■ OJ990821_47 . 9C21 .C17 . o2 . gp Method 

Start 1169 End 

GI none Score 

Exons 1169.. 1732 



OJ990821_47.9C21.C17 
+ 

2456 
AAT/GAP 
1732 
1071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8212 Seq. ID OJ990821_47.9C21.C19 

17481 Strand + 

9759 End 15697 

OJ990821_47 . 9C21 . C19 . o5 . np Method AAT/NAP 

9759 End 15697 

4680207 Score 455 

9759. .9781, 11946. . 12793, 15652. .15697 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 8212 Seq. ID 

Gene No. 17481 Strand 

Start 9759 End 

Name OJ990821_47 . 9C21 .C19.o2 .gs Method 

Start 11961 End 

GI none Score 

Exons 11961.. 12827 



OJ990821_47.9C21.C19 
+ 

15697 
GEN SCAN 
12827 
.47 



Seq. No. 8212 
Gene No. 17482 
Start 1137 

Name O J9 9 0 8 2 1_4 7 . 9C2 1 . C 1 9 . o 1 . gs 

Start 1137 
GI none 

Exons 1137.. 1293, 4623.. 4770, 4956. 

6363.. 6667, 6779.. 6871, 6916. 
8558. .9618, 9699. .9812, 9912. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 47.9C21.C19 



10933 
GENSCAN 
10933 
.43 

,5084, 5520. .5965, 6001. .6095, 
,7156, 7481. .7677, 8319. .8466, 
.10141, 10189. .10333, 10562 .. 10820, 



8655 



10850. .10933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17482 
1137 

OJ990821_47 . 9C21 . C19 . ol . np 

3309 

6069646 



8212 Seq. ID OJ990821_47.9C21.C19 

Strand 

End 10933 
Method AAT/NAP 
End 9706 
Score 962 
3309. .3352, 4400. .5336, 5617. .6413, 9687. .9706 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


8212 








Seq. ID 


OJ990821_47 . 9C21 .CI 9 


Gene No. 


17483 








Strand 




Start 


13750 








End 


15637 


Name 


OJ990821 47 


.9C21 


.C19.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4416 








End 


4934 


GI 


none 








Score 


84 


Exons 


4416. .4934, 


4630 


. .4866 








Seq. No. 


8212 








Seq. ID 


OJ990821_47.9C21.C19 


Gene No. 


17483 








Strand 




Start 


13750 








End 


15637 


Name 


OJ990821 47 


. 9C21 


.C19.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5160 








End 


5393 


GI 


none 








Score 


114 


Exons 


5160. .5393, 


5161 


. .5382 








Seq. No. 


8212 








Seq. ID 


OJ990821_47.9C21.C19 


Gene No. 


17483 








Strand 




Start 


13750 








End 


15637 


Name 


OJ990821 47 


.9C21 


.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5316 








End 


5755 


GI 


none 








Score 


50 


Exons 


5316. .5477, 


5317 


. .5439, 


5446. 


.5754, 5453. .5755 


Seq. No. 


8212 








Seq. ID 


OJ990821_47.9C21.C19 


Gene No. 


17483 








Strand 




Start 


13750 








End 


15637 


Name 


OJ990821 47 


.9C21 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5397 








End 


6079 


GI 


none 








Score 


68 


Exons 


5397. .5438, 


5434 


. .5958, 


5519. 


.5647, 5723. .5836, 5847. .5912, 




5957. .6079 












Seq. No. 


8212 








Seq. ID 


OJ990821_47.9C21.C19 


Gene No. 


17483 








Strand 




Start 


13750 








End 


15637 


Name 


OJ990821 47 


. 9C21 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6081 








End 


6578 


GI 


none 








Score 


52 


Exons 


6081. .6161, 


6116 


. .6160, 


6198. 


.6410, 6198. .6422, 6444. .6578, 




6469. .6537 













8656 






Seq. No. 


O A 1 o 






Seq. ID 


ojyyuo2i 4/.yc2i 


pi A 

. ci y 




Gene No. 


17483 






Strand 








Start 


13750 






End 


15637 






Name 


OJy yUo21_4 / . 


yc2i . ciy . od 


. tm 


Method 


TBIiAbTX : Mai ze 






Start 


od91 






End 


n A A c 






GI 


none 






Score 


a a 
DO 






Exons 


ooyl . . bob4 , 


ooyy. . /uub 












Seq. No. 


Q O 1 O 

8 2 12 






beq. id 


f\ TQQDQOI A 1 QpOl 

ujyyuozi 4/.yL^i 


. y 




Gene No. 


17483 






Strand 








Start 


13750 






End 


15637 






Name 


ATQQH001 /I "7 


yuzi . ciy . oz 


. tw 


Metnoa 


i biiAb i a : wneat 






Start 


/ 001 






End 


"7 "0 A A 

/ j yu 






GI 


none 






Score 


TOO 

loo 






Exons 


THAI "7 O A A 

/uui . . / jyu 














beq. no. 


QOI O 






beq. id 




C 1 Q 




Gene No. 


17483 






Strand 








Start 


13750 






End 


15637 






Name 


ujy yuozi 4 / . 


A/"" A 1 pi Q -7 

yczi . ciy . o / 


. tm 


Metnod 


1 BLAb IX : Maize 






Start 


1 A A ^ 

-7226 






End 


n a c a 
74 b2 






GI 


none 






Score 


lib 






Exons 


TOO/" "I O O A 

7226 . . 7330, 


7328 . .7462 












Seq. No. 


o o i a 

o212 






Seq. ID 


/A.TAAAOA1 ^ T QpOl 


. ciy 




Gene No. 


17483 






Strand 






en 


Start 


13750 






End 


15637 






Name 


OJ990821 47. 


9C21.C19.o8 


. tm 


Method 


TBLASTX : Mai ze 




\ Li 


Start 


11946 






v. End 


12230 






GI 


none 






Score 


1 A A 

190 






Exons 


11946. .12230 










W 
1 M 


Seq . No . 


8212 






Seq. ID 


/^taaaoai nroi 

ojyyubzi 4/.yc2i 


. ciy 




Gene No. 


17483 






Strand 






fS 


Start 


13750 






End 


15637 






Name 


OJ990821 47. 


9C21.C19.o5 


.tm 


Method 


TBLASTX: Maize 




"i 


Start 


12423 






End 


12695 






GI 


none 






Score 


87 






Exons 


12423. . 12512 


, 12424. .12474, 


12537. .12695, 12557.. 12694 




a 


Seq. No. 


8212 






Seq. ID 


OJ990821_47.9C21 


. ciy 


Q 


Gene No. 


17483 






Strand 








Start 


13750 






End 


15637 






Name 


OJ990821 47. 


9C21.C19.o3 


. gs 


Method 


GENSCAN 






Start 


13750 






End- 


15637 






GI 


none 






Score 


.53 






Exons 


13750. .13836, 14342 .. 14375, 


15423. .15637 






Seq. No. 


8213 






Seq. ID 


OJ990821_47. 9C21 


p O A 

. C20 




Gene No. 


17484 






• Strand 


+ 






Start 


1322 






End 


3759 






Name 


OJ990821 47. 


9C21.C20.o2 


.gs 


Method 


GENSCAN 






Start 


1322 






End 


3759 






GI 


none 






Score 


.57 






Exons 


1322. .1383, 


1622. .2934, 


314 


0. .3759 








Seq. No. 


8213 






Seq. ID 


OJ990821_47. 9C21 


.C20 



8657 






Gene No . 


1 ^ A O A 

1 /4o4 








btrana 


+ 




btart 


1 *3 0 0 








CjUQ 






Name 


OJ990821 47 


.9C21. 


C20.ol 


.np 


Method 


AAT/NAP 




Start 


1702 








End 


3524 




bl 


a ZQd'ynH 








Score 


DDO 




Exons 


1 / [)Z . . Jo^4 














GI Descrip. 


( Ar 1141/1) 


disease resistance 


protein 


RPM1 noinolocf [Sorcfnum 






bicolor ] 














beq. no. 


Q01 T 








oeq. liJ 






Gene No. 


17485 








Strand 






Start 


204 








End 


765 




Name 


OJ990821 47 


.9C21. 


C20.ol 


.gs 


Method 


P T? M q p a KT 




Start 


204 








L.na 


t c 

/DO 




GI 


none 








Score 


Q ^ 




Exons 


204. .548, 763. .765 










Seq. No. 


8213 








beq. iu 


ujyyuo^i fi/.yu^i.czu 




Gene No . 


17486 








Strand 






Start . 


1608 








End 


2805 




Name 


ojyyubzi 4 / 


. yc^ i . 


. Ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1608 








End 


2678 




GI 


none 








Score 


79 




Exons 


1608. .1676, 


1806. 


.1988, 


1 O C O 


.1987, 1983. .2159, 2030. .2107, 


" s 




2271. .2342, 


2580. 


.2678 








y 

rjfl 


Seq. No. 


8213 








Seq. ID 


OJ990821_47.9C21.C20 




Gene No. 


17486 








Strand 




ry 


Start 


1608 








End 


2805 


: s sr. 


Name 


ATfifi^OOl A ""7 

OJyyUozi 4 / 


. yczi . 


CzU . Ol , 


.ts 


Method 


TBLASTX: Soybean 


; t 
i ; i 

''" k J. 


Start 


1662 








End 


2741 


! ? s? 


GI 


none 








Score 


70 


ry 


Exons 


1662. .1751, 


1857. 


.1940, 


i o o o 


.2173, 1959. .2180, 2187. .2237, 






2256. .2330, 


2448. 


.2474, 




.2741, 2604. .2702 


: — s 


Seq. No. 


8213 








Seq. ID 


OJ990821_47.9C21.C20 


'h. i 


Gene No. 


17486 








Strand 




t ; 
si 


Start 


1608 








End 


2805 


Q 


Name 


OJ990821 47 


. 9C21. 


C20.O2, 


.tw 


Method 


TBLASTX: Wheat 


;" 5; 


Start 


1862 








End 


2155 




GI 


none 








Score 


101 


; i 
nr 


Exons 


1862. .1936, 


1866. 


.1958, 


1 O O A 


.2155, 1956.. 2153, 2012.. 2155 




Seq. No. 


8213 








Seq. ID 


OJ990821_47.9C21.C20 




Gene No . 


17486 








Strand 






Start 


1608 








End 


2805 




Name 


OJ990821 47 


.9C21. 


C20.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


1865 








End 


2339 




GI 


none 








Score 


86 




Exons 


1865. .1942, 


1866. 


.1946, 


2010. 


.2174, 2021. .2158, 2160. .2261, 






2274. .2339 














Seq. No. 


8213 








Seq. ID 


OJ990821_47.9C21.C20 




Gene No. 


17486 








Strand 






Start 


1608 








End 


2805 




Name 


OJ990821 47 


.9C21. 


C20.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2403 








End 


2805 



8658 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 288 

2403.. 2804, 2430.. 2510, 2447.. 2800, 2668.. 2805 



8214 

17487 

32 

OJ990821_47. 9C21 . C21 . ol . gs 
32 

none 



Seq. ID OJ990821_47.9C21.C21 

Strand + 

End 1205 

Method GENSCAN 

End 1205 

Score .72 



32. .81, 640. .739, 746. .929, 1093. .1205 



8215 

17488 

1 

OJ990821_47. 9C21 . C25 . ol . gp 
1 

2800656 
1. .105 



Seq. ID OJ990821_47.9C21.C25 
Strand 

End- 105 

Method ' AAT/GAP 

End 105 

Score 206 



Seq. No. 8216 

Gene No. 17489 

Start 107 

Name OJ990821_47 . 9C21 . C27 . ol . gs 

Start 107 

GI none 

Exons 107.. 167 



Seq. ID OJ990821_47.9C21.C27 
Strand 

End 167 

Method GENSCAN 

End 167 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990821_47.9C21.C28 

Strand + 

End 413 

Method AAT/GAP 

End 375 

Score 586 



8217 
17490 
1 

OJ990821_47. 9C21 . C28 . o2 . gp 
1 

93276_1.R1084 
1. .375 

, 4490310/emb|CAB38801.1| 2.0e-45 (AL035678) somatic 
embryogenesis receptor-like kinase-like protein [Arabidopsis 
thaliana] ' 



8217 

17490 

1 

OJ990821_47 . 9C21 . C28 .ol . gs 
78 

none 
78. .413 



Seq. ID OJ990821_47.9C21.C28 

Strand + 

End 413 

Method GENSCAN 

End 413 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8217 

17491 

2305 

OJ990821_47.9C21.C28.o2.gs 

2305 

none 



Seq. ID OJ990821_47.9C21.C28 

Strand + 

End 5497 

Method GENSCAN 

End 5404 

Score . 93 



2305.. 2723, 2867. .2999, 3079.. 3182, 3856.. 4027, 4118.. 4258, 
4331. .5404 



Seq. No. 
Gene No, 



8217 
17491 



Seq. ID OJ990821_47.9C21.C28 
Strand + 



8659 




Start 


2305 


End 


5497 






Name 


OJ990821 47.9C21.C28.o3.gp 


Method 


AAT/GAP 






Start 


2597 


End 


3155 






GI 


572452 


Score 


646 






Exons 


2597. .2757, 2867. .2999, 3079 


. .3155 








GI Descrip. 


5091622/gb|AAD39610.1|AC007454 9 1 . Oe- 


17 (AC007454) F23M19. 




[Arabidopsis thaliana] 










Seq. No. 


8217 


Seq. ID 


OJ990821 


_47.9C21 


.C28 


Gene No. 


17491 


Strand 


+ 






Start 


2305 


End 


5497 






Name 


OJ990821 47.9C21.C28.6i.np 


Method 


AAT/NAP 






Start 


2690 


End 


5397 






GI 


5091622 


Score 


794 






Exons 


2690.. 2757, 2867.. 2999, 3079 


..3182, 3856. .4027, 


4118. .4258, 




4331. .4672, 4880. .4987, 5063 


. .5397 








GI Descrip. 


(AC007454) F23M19.10 [Arabidopsis thaliana] 






Seq. No. 


8217 


Seq. ID 


OJ990821 


_47 . 9C21 


.C28 


Gene No. 


17491 


Strand 


+ 






Start 


2305 


End • 


5497 






Name 


OJ990821 47.9C21.C28.o5.gp 


Method 


AAT/GAP 






Start 


5267 


■ End 


5497 






GI 


2797832 


Score 


378 






Exons 


5267 . .5497 










Seq. No. 


8217 


Seq. ID 


OJ990821 


_47 . 9C21 


.C28 


Gene No. 


17492 


Strand 


+ 






Start 


6668 


End 


8760 






Name 


OJ990821 47.9C21.C28.o3.gs 


Method 


GENSCAN 






Start 


6668 


End 


8760 






GI 


none 


Score 


.63 






Exons 


6668. .6787, 7827. .7951, 8574 


. .8760 








Seq. No. 


8217 


Seq. ID 


OJ990821 


_47. 9C21 


.C28 


Gene No. 


17493 


Strand 


+ 






Start 


10045 


End 


19537 






Name 


OJ990821 47.9C21.C28.o4.gs 


Method 


GENSCAN ' 






Start 


10045 


End 


19108 






GI 


none 


Score 


.63 






Exons 


10045. .10190, 10819. .11536, 


11955. .12152, 13218 


. .13376, 






14147. .14814, 15253. .15700, 


16237. .16332, 17146 


. .17238, 






17319. .17513, 18074. .18166, 


18341. .18553, 18631 


. .18757, 






18879. .19108 










Seq. No. 


8217 


Seq. ID 


OJ990821_ 


_47.9C21 


.C28 


Gene No. 


17493 


Strand 


" + 






Start 


10045 


End 


19537 






Name 


OJ990821 47.9C21.C28.o6.gp 


Method 


AAT/GAP 






Start 


14480 


End 


14819 






GI 


286760 


Score 


648 






Exons 


14480. .14819 










Seq. No. 


8217 


Seq. ID 


OJ990821_ 


_47.9C21 


.C28 


Gene No. 


17493 


Strand 


+ 






Start 


10045 


End 


19537' 






Name 


OJ990821 47.9C21.C28.o2.np 


Method 


AAT/NAP 







8660 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16258 End 19105 

5002704 Score 235 

16258. .16332, 17146. . 17238, 17319 .. 174 53, 18092 .. 18169, 

18352. .18553, 18 631 .. 18720, 18947. .19105 

(AJ242630) DNA polymerase I [Methylobacterium sp. DM4] 



OJ990821_47.9C21.C28 
+ 

19537 
AAT/GAP 
19537 
1465 



8217 Seq. ID 

17493 Strand 
10045 End 
OJ990821_47. 9C21 . C28 . o7 . gp Method 
18786 End 
93276_1.R1084 Score 
18786. .19537 

M490310/emb|CAB38801.1| 2.0e-45 (AL035678) somatic 

embryogenesis receptor-like kinase-like protein [Arabidopsis 
thaliana] 1 

8217 Seq. ID OJ990821_47.9C21.C28 

17494 Strand 

1 End 481 

OJ990821_47. 9C21 . C28 . ol . gp Method AAT/GAP 

1 End 4 81 

93276_1.R1084 Score 587 
1..374, 451. .481 

■4490310/emb|CAB38801.'l| 2.0e-45 (AL035678) somatic 

embryogenesis receptor-like kinase-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 8217 Seq. ID 

Gene No. 174 95 Strand 

Start 4815 End 

Name OJ990 82 1_4 7 . 9C2 1 . C28 . o4 . gp Method 

Start 4815 End 

GI none Score 

Exons 4815.. 5198 



OJ990821_47.9C21.C28 

5198 
AAT/GAP 
5198 
711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8217 
17496 
20596 

OJ990821_47. 
2855 
none 

2855. .3001, 
3853. .4023, 
4334. .4462, 
4799. .4897, 
4991. .5056, 
5166. .5390, 
5591. .5650, 

8217 

17496 

20596 

OJ990821_47 . 9C21 . C28 . ol . tw 

2861 

none 



9C21.C28.ol.tm 



2856.. 3002, 3073. 

4111. .4257, 4121. 

4463. .4573, 4466. 

4807. .4881, 4901. 

5026.. 5055, 5057. 

5242.. 5391, 5507. 

5594.. 5650, 5595. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 47.9C21.C28 



20706 

TBLASTX: Maize 
5651 
129 

.3183, 3078. .3173, 3848. .4033, 
.4258, 4139. .4258, 4331. .4468, 
.4573, 4700. .4771, 4712. .4771, 
.4963, 4949.. 5002, 4950.. 5003, 
.5395, 5082.. 5417, 5159.. 5356, 
.5530, 5508.. 5534, 5509.. 5538, 
.5651 

Seq. ID OJ990821_47.9C21.C28 
Strand 
End 

Method 
End 
Score 



20706 

TBLASTX: Wheat 

3147 

124 



2861. .3001, 2868. .3002, 3073. .3147, 3078. .3146 



8661 



Sea No 


8217 




Seq. ID 


OJ990821 


47 . 9C21 


.C28 


Gene No. 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47.9C21.C28 


.o2.tc 


Method 


TBLASTX : 


Cress 




Start 


2868 




End 


3159 






GI 


none 




Score 


114 






Exons 


2868. .3002, 2951. .3001, 3073. .3159, 3078. .3158 






Seq. No. 


8217 




Seq. ID 


.OJ990821 


_47.9C21 


.C28 


(^pnp No 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47.9C21.C28 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


2868 




End 


4183 






GI 


none 




Score 


113 






Exons 


2868.. 3002, 2951. .3001, 3073 


..3183, 3078. .3173, 


3848. .4033, 




3853.. 4023, 3854. .4036, 412C 


..4146, 4139. .4183 






Seq. No. 


8217 




Seq. ID 


OJ990821 


_47. 9C21 


.C28 


Gene No. 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47 9C21 C28 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


11381 ■ 




End 


14239 






GI 


none 




Score 


125 






Exons 


11381. .11545, -11948. 


. 12028, 


11952. .12032, 12041 


. .12088, 






12042 12089, 12077 


. 12154, 


12090. .12173, 14119 


. . 14238, 






14147 14239. 14150 


. 14239 










Seq. No. 


8217 




Seq. ID 


OJ990821 


_47.9C21 


.C28 




17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47 9C21 C28 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14350 "~ 




End 


14665 






GI 


none 




Score 


303 






Exons 


14350. .14562, 14351. 


.14563, 


14351. .14563, 14557 


. .14664, 






14558. .14665, 14561. 


.14665 










Seq. No. 


8217 




Seq. ID 


OJ990821 


_47.9C21 


.C28 


Gene No. 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


- OJ990821 47.9C21.C28 


.o4 . tm 


Method 


TBLASTX: 


Maize - 




Start 


15245 




End 


15700 






GI 


none 




Score 


153 






Exons 


15245. .15385, 15256. 


.15393, 


15257. .15379, 15262 


. .15381, 






15412. .15495, 15412. 


.15495, 


15425. .15502, 15434 


. .15502, 






15521. .15700, 15577. 


.15699 










Seq. No. 


8217 




Seq. ID 


OJ990821 


_47.9C21 


.C28 


Gene No. 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47.9C21.C28 


.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


15551 




End 


17445 






GI 


none 




Score 


195 






Exons 


15551. .15673, 15554. 


.15706, 


15564 . .15701, 15565 


. .15705, 






16227. .16331, 16237. 


.16332, 


17115. .17210, 17137 


. .17184,. 






17188. .17256, 17318. 


.17368, 


17319. .17348, 17351 


. .17410, 






17358. .17411, 17415. 


.17444, 


17416. .17445 







8662 




Seq. No. 


8217 




Seq. ID 


OJ990821 


_47.9C21 


.C28 




17496 




Strand 








Start " 


20596 




End 


20706 






Name 


OJ990821 47.9C21.C28 


. ol . ts 


Method 


TBLASTX : 


Soybean 




Start 


17312 




End 


18523 






GI 


none 




Score 


103 






Exons 


17312. .17422, 17316. 


.17501, 


17319. .17513, 18064 


. . 18168, 






18072. .18167, 18074. 


.18169, 


18338. .18523, 18340 


. . 18489 




Seq. No. 


8217 




Seq. ID 


OJ990821 


_47.9C21 


.C28 


Gene No. 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47 . 9C21.C28 


. o3 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


17475 




End 


19110 






GI 


none 




Score 


68 






Exons 


17475. .17513, 18067. 


.18168, 


18074. .18K 


59, 18336 


. . 18554, 






18338. .18553, 18340. 


.18558, 


18627. .18722, 18628 


. . 18729, 






18628. .18729, 18906. 


.19037, 


18927. .19109, 18929 


. . 19072, 






18940. .19110 












Seq. No. 


8217 




Seq. ID 


OJ990821 


_47.9C21 


.C28 


VJC11C liU • 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47.9C21.C28 


-o4 . tc 


Method 


TBLASTX:' 


Cress 




Start 


18449 




End 


19072 






GI 


none 




Score 


47 






Exons 


18449. .18484, 18509. 


.18553, 


18620. .18727, 18628 


.'.18729, 






18628. .18729, 18938. 


.19072, 


18946. .19071 






Sea No 


8217 




Seq. ID 


OJ990821 


47 . 9C21 


.C28 


Gene No. 


17496 




Strand 








Start 


20596 




End 


20706 






Name 


OJ990821 47.9C21.C28 


.oS.gs 


Method 


GENSCAN 






Start : ^ 


20596 




End 


20706 






GI 


none 




Score 


.65 






Exons 


20596. .20706 












Sea. No. 


8218 




Seq. ID 


OJ990821 


47 . 9C21 


.C31 


Gene No. 


17497 




Strand 


+ 






Start 


340 




End 


461 






Name 


OJ990821 47.9C21.C31 


.ol .gs 


Method 


GENSCAN 






Start 


340 




End 


461 






GI 


none 




Score 


.75 






Exons 


340. .461 












Qpn No 


8219 




Seq. ID 


OJ990821 


47 . 9C21 


. C32 


Gene No. 


17498 - 




Strand 








Start 


10 




End 


354 - 






Name 


OJ990821 47.9C21.C32 


. ol . gs 


Method 


GENSCAN 






Start 


10 




End 


333 






GI 


none 




Score 


.97 






Exons 


10. .333 












Seq. No. 


8219 




Seq. ID 


"OJ990821 


_47.9C21 


.C32 


Gene No." 


17498 




Strand 








Start 


10 




End 


354 







8663 




Name 


OJ990821_47 . 9C21 .C32 . ol . tm 


Method 


TBLASTX: Maize 




Start 


16 


End 


354 






GI 


none 


Score 


50 






Exons 


16. .102, 16. .153, 23. .148, 


159. .341, 174. .350, 199 


. . 354 






205. . 342, 227 . . 349 










Seq. No. 


8220 


Seq. ID 


OJ990821_47 


.9C21 


. C33 


Gene No. 


17499 


Strand 








Start 


29 


End 


138 






Name 


OJ990821_47 . 9C21..C33 . ol . gs 


Method 


GENSCAN 






Start 


29 


End 


138 






GI 


none 


Score 


.74 






Exons 


29. . 138 










Seq. No. 


8221 


Seq. ID 


OJ990821_47 


.9C21 


. C34 


Gene No. 


17500 


Strand 


+ 






Start 


180 


End 


309 






Name 


OJ990821_47 . 9C21.C34 .ol.gs 


Method 


GENSCAN 






Start 


180 


End 


309 






GI 


none 


Score 


. 55 






Exons 


180. . 309 










Seq. No. 


8222 


Seq. ID 


OJ990821_47 


. 9C21 


. C36 


Gene No. 


17501 


Strand 


+ 






Start 


248 


End 


429 






Name 


OJ990821_4 7 . 9C21 .C36. ol . np 


Method 


AAT/NAP 






Start 


248 


" End 


429 






GI 


6862923 


Score 


95 






Exons 


248. .429 










GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


8222 


Seq. ID 


OJ990821_47 


. 9C21 


. C36 


Gene No . 


17501 


Strand 


+ 






Start 


248 


End 


429 






Name 


OJ990821 47 . 9C21 . C36 . ol . gs 


Method 


GENSCAN 






Start 


329 


End 


402 






GI 


none 


Score 


.43 






Exons 


329. . 402 










Seq. No. 


8223 


Seq. ID 


OJ990821_47 


. 9C21 


. C41 


Gene No . 


17502 


Strand 


+ 






Start 


297 


End 


368 






Name 


OJ990821_47 . 9C21 . C4 1 . ol . gs 


Method 


GENSCAN 






Start 


297 


End 


368 






GI 


none 


Score 


.72 






Exons 


297 . . 368 










Seq. No. 


8224 


Seq. ID 


OJ990531_36 


. 9C03 


.C5 


Gene No. 


17503 


Strand 


+ 






Start 


1 


End 


186 






Name 


OJ990531 36.9C03.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


186 . 






GI 


6815052 


Score 


82 






Exons 


1. .186 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8225 


Seq. ID 


OJ990531_36 


.9C03 


.C6 



8664 






Gene No. 


17504 




Strand 










Start 


1 




End 


638 








Name 


OJ990531_36.9C03.C6. 


ol .np 


Method 


AAT/NAP 








Start 


1 




End 


(TOO 

638 








GI 


5852180 




Score 


239 








Exons 


1 . . 79, 411 . . 638 














GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sat iva] 










Seq. No. 


8225 




Seq. ID 


OJyyObol 


. 9C03 


. Co 




Gene No. 


17504 




Strand 










Start 


1 




End 


638 








Name 


OJ990531 36.9C03.C6. 


ol . gs 


Method 


GENS CAN 








Start 


380 




End 


57 9 








GI 


none 




Score 


. 62 








Exons 


380 . .579 














Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36 . 9C03 


. C7 




Gene No. 


17505 




Strand 


+ 








Start 


1057 




End 


2461 








Name 


OJ990531 36.9C03.C7. 


ol .np 


Method 


AAT/NAP 








Start 


1057 




End 


24 61 








GI 


6721512 




Score 


57 








Exons 


1057.. 1162, 2428.. 2461 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] . 






Uf 
hit 


Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36 . 9C03 


. C7 




Gene No. 


17505 




Strand 


+ ' 








Start 


1057 




End 


2461 






Hi 


Name 


OJ990531 36.9C03.C7. 


ol . gs 


Method 


GENSCAN 






n c? 


Start 


1097 




End 


2057 






; ki 


GI 


none 




Score 


.73 






1 q? 


Exons 


1097. .1288, 1461. .1539, 1562 


..1581, 1989. .2057 






8 [| 


Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36. 9C03 


. C7 


i 


Gene No. 


17506 




Strand 


+ 








Start 


13006 




End 


18298 






"J 


Name 


OJ990531 36.9C03.C7. 


o3 . gs 


Method 


GENSCAN 








Start 


13006 




End 


18298 






a; 
*.! 


GI 


none 




Score 


.91 






; 01 


Exons 


13006. .13128, 14350. 


.14427, 


14513. .15031, 15113. 


. 15331, 








15636. .15797, 16124. 


.16492, 


16618. .17482, 17575. 


.17678, 








17775. .17972, 18071. 


.18298 












Seq. No. 


8226 




Seq. ID 


OJ990531 


36 . 9C03 


. C7 




Gene No. 


17506 




Strand 


+ 








Start 


13006 




End 


18298 








Name 


OJ990531 36.9C03.C7. 


o2 .np 


Method 


AAT/NAP 








Start 


13868 




End 


18124 








GI 


5262163 




Score 


1581 








. Exons 


13868. .13974, 14488. 


.15035, 


15117. . 15331, 15636. 


.15797, 








16124. .16492, 16618. 


.17202, 


17559. .1767 


8, 17775. 


.17972, 








18037. .18124 














GI Descrip. 


(AL080253) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36. 9C03 


.C7 




Gene No. 


17506 




Strand 


+ 








Start 


13006 




End 


18298 







8665 




Name 


OJ990531 36.9C03.C7. 


ol.gp 


Method 


AAT/GAP 






Start 


17389 




End 


18111 






GI 


LIB3434-041-P1-K1-C11 


Score 


781 






Exons 


17389. .17482, 17575. 


.17678, 


17775. .17972, 18071 


. .18111 




GI Descrip. 


'4926825/gb|AAD32935 


.1|AC004135_10 2.1 


De-35 (AC004135) T17H' 




[Arabidopsis thaliana] ' 










Seq. No. 


8226 




Seq. ID 


OJ990531 


_36.9C03 


.C7 


Gene No. 


17507 




Strand 


+ 






Start 


24350 




End 


30121 






Name 


OJ990531 36 9C03 C7 


o5 . gs 


Method 


GENSCAN 






Start 


24350 




End 


30121 






GI 


none 




Score 


.66 






Exons 


24350. .24534, 25010. 


.25035, 


25394. .25488, 25834 


. .26015, 






26088. .26435, 26785. 


.26978, 


27143. .27301, 29961 


. .30121 




Seq. No. 


8226 




Seq. ID 


OJ990531_ 


_36. 9C03 


.C7 


Gene No. 


17507 




Strand 


.+ 






Start 


24350 




End 


30121 






Name. 


OJ990531 36.9C03.C7. 


o4 . np 


Method 


AAT/NAP 






Start 


28818 




End 


29584 






GI 


4680183 




Score 


184 






Exons 


28818. .28886, 29493. 


.29584 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


8226 




Seq. ID 


OJ990531 


_36.9C03 


,C7 


Gene No. 


17508 




Strand 


+ 






Start 


30751 




End 


33903 






Name 


OJ990531 36.9C03.C7. 


o6.gs 


Method 


GENSCAN 






Start 


30751 




End 


33903 






GI 


none 




Score 


.55 






Exons 


30751. .30846, 31879. 


.32007, 


32161. .32322, 32727 


. .32975, 






33033. .33164, 33709. 


.33903 










Seq. No. 


8226 




Seq. ID 


OJ990531 




Cl 


Gene No. 


17509 




Strand 


+ 






Start 


40717 




End 


49626 






Name 


OJ990531 36.9C03.C7. 


o9.gs 


Method 


GENSCAN 






Start 


40717 




End 


49321 






GI 


none 




Score 


.46 






Exons 


40717. .40731, 41188. 


.41353, 


41426. .41562, 41696 


. .41780, 






42496. .42658, 42976. 


.43129, 


43640. .43692, 43821 


. .44035, 






44202. .44541, 44593. 


.44901, 


44990. .45192, 45294 


. .45352, 






45948. .46127, 46853. 


.46939, 


47439. .47641, 47911 


. .48190, 






48276.-48347, 48844. 


.48960, 


49055. .49120, 49205 


. .49321 




Seq. No. 


8226 




Seq. ID 


OJ990531_ 


_36. 9C03 


.C7 


Gene No. 


17509 




Strand 


+ 






Start 


40717 




End 


49626 






Name 


OJ990531 36.9C03.C7. 


o4 . gp 


Method 


AAT/GAP 






Start 


45158 




End 


49626 






GI 


10672 1.R1084 




Score 


2459 






Exons 


45158. .45254, 46872. 


.46939, 


47439. .47641, 47911 


. .48190, 






48276.-48347, 48844. 


.48960, 


49055. .49120, 49205 


. .49626 





GI Descrip. ' 82264/pir | | S20015 1.0e-132 ubiquinol — cytochrome-c reductase 
(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_4 987 89_emb_CAA56109_ (X79597) cytochrome cl 



8666 




[Solanum tuberosum] ' 



Seq. No. 


8226 


Seq. ID 


OJ990531 


_36.9C03.C7 


Gene No. 


17509 


Strand 


+ 




Start 


40717 


End 


49626 




Name 


OJ990531 36.9C03.C7.o7.np 


Method 


AAT/NAP 




Start 


47479 


End 


49318 




GI 


82263 


Score 


1103 




Exons 


47479. .47641, 47911 .. 48190, 


48276.-48347, 48844 


. .48960, 




49055. .49120, 49205. .49318 








GI Descrip. 


ubiquinol — cytochrome -c reductase (EC 


1.10.2.2) 


cytochrome cl 




precursor (clone pC(l)3II) - 


potato 






Seq. No. 


8226 


Seq. ID 


OJ990531 


_36. 9C03.C7 


Gene No. 


17510 


Strand 






Start 


3167 


End 


3503 




Name 


OJ990531 36.9C03.C7.o2.gs 


Method 


GENS CAN 




Start 


3167 


End 


3503 




GI 


none 


Score 


.54 




Exons 


3167.. 3178, 3284.. 3361, 3450 


. .3503 






Sea No 


8226 


Seq. ID 


OJ990531 


36. 9C03.C7 


Gene No. 


17511 


Strand 






Start 


18710 ' 


End 


23681 




Name 


OJ990531 36. 9C03 . C7 . o3 . np 


Method 


AAT/NAP 




Start 


18710 


End 


20954 




GI 


2213632 


Score 


606 




Exons 


18710. .18797, 20193. .20954 








GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 




Con Mr» 


8226 


Seq. ID 


OJ990531 




Gene No. 


17511 


Strand 






Start 


18710 


End 


23681 




Name 


OJ990531 36.9C03.C7.o4.gs 


Method 


GEN SCAN 




Start 


19643 


End 


23681 




GI 


none 


Score 


.41 




Exons 


19643. .19659, 20017 20229, 


20338. .20583, 20735 


. .20997, 




21048. .21564, 21820 .. 21886, 


22694. .23365, 23424 


. .23681 


Sea No 


8226 


Seq. ID 


OJ990531 


36 9C03 C7 


Gene No. 


17512 


Strand 






Start 


30989 


End 


32987 




Name 


OJ990531 36. 9C03 . C7 . o5 . np 


Method 


AAT/NAP 




Start 


30989 


End 


32987 




GI 


1666236 


Score 


234 




Exons 


30989. .31007, 32483.. 32987 








GI Descrip. 


(U762 61) unknown [Horde urn vulgare] 






Seq. No. 


8226 


Seq. ID 


OJ990531 


_36.9C03.C7 


Gene No. 


17512 


Strand 






Start 


30989 


End 


32987 




Name 


OJ990531 36.9C03.C7.o2.gp 


Method 


AAT/GAP 




Start 


31537 


End 


31643 




GI 


uC-osflcyp088bl2bl 


Score 


144 




Exons 


31537. .31643 








GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



8667 





Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36. 9C03 


.C7 




Gene No. 


17513 




' Strand 










Start 


34308 




End 


38379 








Name 


OJ990531_36. 9C03 .C7 . 


o7 . gs 


Method 


GENSCAN 








Start 


34308 




End 


38310 








GI 


none 




Score 


.87 








Exons 


34308. .34616, 35232. 


. 35518, 


36363.-36548, 37807. 


. 37976, 








■501 TQ-)1 A 

38162 . . 38310 














Seq. No. 


8226 




Seq. ID 


OJ990531 


36.9C03 


.C7 




Gene No. 


17513 




Strand 










Start 


34308 




End 


38379 








Name 


OJ990531_36 . 9C03 . C7 . 


o3.gp 


Method 


71 7\ m /nil n 

AAT/GAP 








Start 


38096 




End 


38379 








GI 


none 




Score 


375 








Exons 


38096 .. 38138 , 38196. 


. 38379 












Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36.9C03 


-C7 




Gene No. 


17514 




Strand 










Start 


38777 




End 


39603 








Name 


OJ990531_36 . 9C03 . C7 . 


08 .gs 


Method 


GENSCAN 








Start 


38777 




End 


39603 








GI 


none 




Score 


.55 








Exons 


38777. .38855, 39524 . 


. 39603 










:n 


Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36. 9C03 


,C7 


-7 


Gene No. 


17515 




Strand 








::i 


Start 


51918 




End 


53306 








Name 


OJ990531 36.9C03.C7. 


oS.gp 


Method 


AAT/GAP 






:\ 


Start 


51861 




End 


53081 






'LI 


GI 


LIB3433-034-P1-K1-D10 


Score 


701 








Exons 


51861. .52126, 52926. 


.53081 












GI Descrip. 


'4959460/gb|AF126053 


.1IAF126053 1.0e-10 Zea mays 


RACB small 


=fc 
-! 




binding protein mRNA 


complete cds ' 








==! 

if; 


Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36.9C03 


.C7 


Si. 


Gene No. 


17515 




Strand 








J 


Start 


51918 




End 


53306 






!l 


Name 


OJ990531 36.9C03.C7. 


olO .gs 


Method 


GENSCAN 






s? 


Start 


51918 




End 


53306 








GI 


none 




Score 


.98 








Exons 


51918. .52126, 52926. 


.53093, 


53191.. 53306 








Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36.9C03 


.C7 




Gene No. 


17516 




Strand 










Start 


55239 




End 


55304 








Name 


OJ990531 36.9C03.C7. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


14965 




End 


16195 








GI 


none 




Score 


88 








Exons 


14965. .15030, 14966. 


.15031, 


15099. .15152, 15112. 


.15144, 








15196. .15330, 15206. 


.15328, 


15611. .15757, 15619. 


.15783, 








15633. .15803, 15636. 


.15797, 


16124.. 16195 








Seq. No. 


8226 




Seq. ID 


OJ990531_ 


36. 9C03 


.C7 




Gene No. 


17516 




Strand 










Start 


55239 




End 


55304 







GTP 



8668 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990531_36 . 9C03 . C7 . o2 . tw 

16109 

none 

16109. .16378, 16172. .16321, 

8226 

17516 

55239 

OJ990531_36 . 9C03 . C7 . o2 . tm 

16198 

none 

16198. .16503, 16199. .16492, 
16617. .16712, 16713. .16787, 



Method TBLASTX : Wheat 
End 16383 
Score 225 
16186. .16383 

Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX : Mai ze 

End 16788 

Score 415 
16612. .16710, 16616. .16726, 
16713. .16787, 16714.. 16788 



8226 
17516 
55239 

OJ990531_36 . 9C03 . C7 . o4 . ts 
16242 
none 

16242. .16361, 16243 .. 16368 , 1624 4 .. 1 6369, 16442 .. 164 92, 
16444. .16491 



Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX : Soybean 

End 16492 

Score 103 



Seq. No. 8226 

Gene No. 17516 

Start 55239 

Name OJ990531_36 . 9C03 . C7 . o7 . tm 

Start 17562 

GI none 

Exons 17562. .17681, 17570 .. 17668, 

Seq. No. 8226 

Gene No. 17516 

Start 55239 

Name OJ990531_36 . 9C03 . C7 . 08 . tm 

Start 20231 

GI - none' 

Exons 20231. .20269, 20234. . 20269, 
20339.. 20500 



Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX : Mai ze 

End 17957 

Score 99 
17774. .17950, 17775.. 17957 

Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX: Maize 

End 20503 

Score 40 
20276. .20338, 20336 .. 20503, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
' Start 
Name . 
Start 
GI 

Exons 



8226 

17516 

55239 

OJ990531_36. 9C03 . C7 . ol . tw 

20432 

none 

20432. .20599, 20433 .. 20603, 
20676. .20840, 20677.. 20829 

8226 

17516 

55239 

OJ990531_36 . 9C03 -C7.o4.tm 

20507 

none 

20507. .20599, 20596 .. 20655, 
20730. .21035, 21032.. 21148 



Seq. ID OJ990531J36. 9C03.C7 
Strand 

End .55304 

Method TBLASTX : Wheat 

End 20840 

Score 121 
20595. .20669, 20596 20652 , 



Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX : Mai ze 

End 21148 

Score 60 
20596. .20658, 20707 .. 21015, 



8669 



Seq. No. 8226 

Gene No. 17516 

Start 55239 

Name OJ990531_36 . 9C03 . C7 . 06 . tm 

Start 22951 

GI none 

Exons 22951. .23037, 22952 .. 23038 , 
23041. .23145, 23190 .. 23213, 



Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX : Mai ze 

End 23237 

Score 81 
22952. .23047, 23037 .. 23150, 
23202. .23231, 23202.. 23237 



Seq. No. 8226 Seq. ID 

Gene No. 17516 - Strand 

Start 55239 End 

Name OJ990531_36 . 9C03 . C7 . o3 . tw Method 

Start . 32485 End ■ 

GI none Score 

Exons 32485. .32604, 32613 32687 , 32703 

44122. .44223, 44229 .. 44300, 44297 



OJ990531 36.9C03.C7 



55304 

TBLASTX: Wheat 
44392 
94 

32819, 43990. .44106, 
44392 



Seq. No. 8226 
Gene No. 17516 
Start 55239 

Name OJ990531_36 . 9C03 ; C7 . ol . tm 

Start 46873 
GI none 
Exons 46873 . 

47444, 

47926. 

48840, 

49052, 

49401, 



,46926, 46880. 

,47647, 47563. 

,48192, 48072. 

,48959, 48843. 

,49123, 49054. 

.49415, 49433. 



.46939, 
.47673, 
.48197, 
.48959, 
.49119, 
.49474 



Seq. ID 
Strand 
End 

Method 
- End ' 
Score 

47405. .47641, 47439, 
47909. .48190, 47911. 
48258. .48350, 48273, 
48844. .48963, 49008. 
49204. .49416, 49205. 



OJ990531_36.9C03.C7 
55304 

TBLASTX: Maize 
49474 
68 

,47642, 
,48195, 
,48347, 
,49112, 
,49360, 



Seq. No. 8226 

Gene No. 17516 

Start 55239 

Name OJ990531_36. 9C03.C7 .ol.ts 

Start 47495 . 
GI ■ none 

Exons " 47495. .47641, 47517 .. 47672 , 

• : 47911. .48186, 48258 .. 48350, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
47541. .47642, 
48284. .48343, 



OJ990531 36.9C03.C7 



55304 

TBLASTX : Soybean 
48906 
153 

47909. .48190, 
48850. .48906 



Seq. No. 8226 
Gene No. 17516 
Start 55239 

Name OJ990531_36 . 9C03 . C7 . ol . tc 

Start 47523 
GI none 

Exons 47523. .47642, 4754 1 .. 47642 , 

47911. .48186, 47917 .. 48192, 
48284. .48355, 48843 .. 48950, 
49050. .49118, 49051 .. 49119, 
49198. .49290, 49204 49317, 



Seq. ID OJ990531_36.9C03.C7 
Strand 

End 55304 

Method TBLASTX : Cress 

End 49321 

Score 158 
47563. .47673, 47909 .. 48190, 
48258. .48353, 4 8275 .. 4 8403, " 
48843. .48956, 4 884 4 .. 4 8963, 
49052. .49123, 4 9052 .. 4 9123, 
49205.. 49321 



Seq. No. 8226 Seq. ID 

Gene No. 17516 Strand 

Start 55239 End 

Name OJ990531 36 . 9C03 . C7 . o2 . ts Method 



OJ990531_36.9C03.C7 
55304 

TBLASTX : Soybean 



8670 



Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48937 
none 



End 
Score 



49351 
42 



48937. .48963, 49052 .. 49123, 49054 .. 4 9119, 4 9204 .. 4 9317 , 
49205. .49351, 49205.. 49351 



8226 
17516 
55239 

OJ990531_36 . 9C03 . C7 . o3 . tm 
51879 



End 

Method 
End 

none Score 
51879. .52121, 51882 52127 , 51887 .. 52132 , 52931 .. 53092, 
52982. .53095, 52996 53094 , 53172 .. 53306, 53177 .. 53299, 
53189. .53308, 53190.. 53303 



Seq. ID OJ990531_36. 9C03.C7 
Strand 

55304 

TBLASTX: Maize 
53308 
117 



8226 

17516 

55239 

OJ990531_36 . 9C03 .C7 . o4 . tw 

51942 

none 

51942. .52121, 51948 52127, 
52982.. 53047 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_36.9C03.C7 
55304 

TBLASTX: Wheat 

53047 

120 



51950. .52132, 52934 .. 5304 4 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 36.9C03.C7 



8226 
17516 
55239 

OJ990531_36 . 9C03 . C7 . o3 . ts 
52991 
none 

52991. .53071, 52993 .. 53070, 53172 .. 53300, 53174 .. 53299, 
53189. .53302 



55304 

TBLASTX: Soybean 

53302 

56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8226 Seq. ID 

17516 Strand 

55239 End 

OJ990531_36 . 9C03 . C7 . o2 . tc Method 

52996 End 

none Score 



OJ990531_36.9C03.C7 
55304 

TBLASTX: Cress 

53307 

139 



52996. .53076, 53163 .. 53300, 53177 53299, 53179.. 53307 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 36.9C03.C7 



8226 
17516 

55239 ' . 

OJ990531_36. 9C03 . C7 . 06 . gp 
55239 

LIB3477-003-P1-K1-E9 
55239. .55304 

■2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



55304 
AAT/GAP 
55304 
88 



8227 Seq. ID 

17517 Strand 

757 End 

OJ990531_36 . 9C03 . C8 . ol . gs Method 

757 End 



OJ990531_36.9C03.C8 

2443 
GEN SCAN 
2435 



8671 



GI 


none 




Score 


. 57 






Exons 


7 57. . 114 4, 2270. .2308, 


2325. . 


2435 








Seq. No. 


8227 




Seq. ID 


OJ990531 


36. 9C03 


.C8 


Gene No. 


17517 




Strand 








Start 


757 




End 


2443 






Name 


OJ990531 36.9C03.C8.ol. 


gp 


Method 


AAT/GAP 






Start 


2033 




End 


2443 






GI 


35940 1.R1084 




Score 


789 






Exons 


2033. .2443 












GI Descrip. 


, 5918187/emb|CAB56225.1| 3.0e 


-58 (AJ133278) ribophorin 


I 




[Hordeum vulgare] ' 












Seq. No. 


8227 




Seq. ID 


OJ990531 


_36.9C03 


. C8 


Gene No. 


17517 




Strand 








Start 


757 




End 


2443 






Name 


OJ990531_36. 9C03.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2111 




End 


2441 






GI 


none 




Score 


46 






Exons 


2111.. 2149, 22 65.. 2441, 


2269. 


.2439- 








Seq. No. 


8227 




Seq. ID 


OJ990531 


_36.9C03 


. C8 


Gene No. 


17517 




Strand 








Start 


757 




End 


2443 






Name 


OJ990531_36. 9C03.C8.ol. 


np 


Method 


AAT/NAP 






Start 


2292 




End 


2443 






GI 


5918187 




Score 


201 






Exons 


2292 . .2443 












GI Descrip. 


(AJ133278) ribophorin I 


; [Hordeum vulgare] 






Seq. No. 


8228 




Seq. ID 


OJ990531 


_36.9C03 


.C9 


Gene No. 


17518 




Strand 


+ 






Start 


5591 




End 


9910 






Name 


OJ990531 36.9C03.C9.o2. 


gs 


Method 


GENS CAN 






Start 


5591 




End 


9910 






GI 


none 




Score 


.48 






Exons 


5591. .5744, 5826. .5900, 


6182. 


.6299, 6304. .6398, 


7774 . .7997, 




8430. .8565, 8614. .9351, 


9433. 


.9507, 9789.. 9910 






Seq. No. 


8228 




Seq. ID 


OJ990531 


_36.9C03 


.C9 


Gene No. 


17518 




Strand 


+ 






Start 


5591 




End 


9910 






Name 


OJ990531 36.9C03.C9.o2. 


np 


Method 


AAT/NAP 






Start 


5591 




End 


9907 






GI 


6815052 




Score 


2594 






Exons 


5591.. 5744, 5826.. 5900, 


6182. 


.6299, 6597. .6696, 


7555. .7647, 




8430. .8565, 8614:. 9351, 


9433. 


.9507, 9789.. 9907 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8228 




Seq. ID 


OJ990531 


_36.9C03 


.C9 


Gene No. 


17519 




Strand 








Start 


100 




End 


5487 






Name 


OJ990531 36.9C03.C9.o2. 


tm 


Method 


TBLASTX : 1 


Maize 




Start 


1 




End 


224 






GI 


none 




Score 


138 






Exons 


1..207, 3. .224, 50. .184 


, 61. . 


186 









8672 





Seq. No. 


8228 








Seq. ID 


OJ990531_36.9C03.C9 




Gene No. 


17519 








Strand 






Start 


100 








End 


5487 




Name 


OJ990531 36 


.9C03 


.C9.ol. 


gs 


Method 


GEN SCAN 




Start 


100 








End 


5487 




GI 


none 








Score 


.71 




Exons 


100. .223, 1444.. 


1533, 1637.. 


1705, 2085. 


.2261, 2881.. 3228, 






3798.-3842, 


4470 


. .4652, 


4830 


..4968, 5161. .5287, 5307. .5487 




Seq. No. 


822.8 








Seq. ID 


OJ990531_36. 9C03.C9 




Gene No. 


17519 








Strand 






Start 


100 








End 


5487 




Name 


OJ990531 36 


. 9C03 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


187 








End 


1664 




GI 


428347 








Score 


560 




Exons 


187.. 223, 1074.. 


1232, 1444.. 


1533, 1637. 


.1664 




GI Descrip. 


5918187/emb | CAB56225 . 1 1 


4.0e 


-44 (AJ133278) ribophorin I [Ho 




' 


vulgare] 














Seq. No. 


8228 








Seq. ID 


OJ990531_36. 9C03.C9 




Gene No. 


17519 








Strand 






Start 


100 








End 


5487 




Name 


OJ990531 36 


.9C03 


.C9.ol. 


ts 


Method 


.TBLASTX: Soybean 




Start ' 


1071 








End 


2815 


□ 


GI 


none 








Score 


144 




Exons 


1071. .1241, 


1072 


. .1233, 


1073 


..1234, 1073. .1243, 1441. .1536, 


in 




1442. .1531, 


1637 


. .1717, 


1638 


..1706, 2071. .2256, 2073. .2264, 


I'-ii 




2085. .2264, 


2347 


. .2478, 


2349 


..2516, 2366. .2479, 2570. .2689, 


□ 




2597. .2815, 


2599 


. .2814, 


2729 


. .2815 




! i! 


Seq. No. 


8228 








Seq. ID 


OJ990531_36.9C03.C9 




Gene No. 


17519 








Strand 




rn 


Start 


100 








End 


5487 




Name 


, OJ990531 36 


.9C03 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1074 








End 


4074 


1; -J 


GI 


2894378 








Score 


1901 




Exons 


1074. .1232, 


1444 


. .1527, 


1637 


..1705, 2085. .2261, 2358. .2505, 






2600. .3228, 


3798 


. .3842, 


3961 


. .4074 




, s i 
W 


GI Descrip. 


(Y14573) putative ribophorin 


I homologue [Hordeum vulgare] 




Seq. No. 


8228 








Seq. ID 


OJ990531_36.9C03.C9 




Gene No. 


17519 








Strand 






Start 


100 








End 


5487 




Name 


OJ990531 36 


.9C03 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1081 








End 


3994 




GI 


none 








Score 


71 




Exons 


1081. .1137, 


1083 


. .1136, 


1147 


..1233, 114 


19. .1235, 1150. .1239, 






1155. .1241, 


1441 


. .1536, 


1442 


..1534, 1634. .1717, 1635. .1706, 






1636. .1713, 


1652 


. .1717, 


2071 


..2256, 2073. .2267, 2347. .2511, 






2349. .2516, 


2595 


. .2843, 


2599 


..2844, 2599. .2850, 2848. .3225, 






2849. .3226, 


2849 


. .3229, 


2851 


..3243, 3757. .3861, 3759. .3845, 






3958. .3993, 


3959 


. .3994 










Seq. No. 


8228 








Seq. ID 


OJ990531_36. 9C03.C9 




Gene No. 


17519 








Strand 






Start 


100 








End 


5487 




Name 


OJ990531 36 


.9C03 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 



8673 




Start 


2175 


End 


2829 


GI 


none 


Score 


94 


Exons 


2175. .2264, .2185. .2256, 2346. 


.2516, 2347. .2490, 2599.. 2718, 




2599.. 2736, 2767.. 2829, 2768. 


.2821 




Seq. No. 


8228 


Seq. ID 


OJ990531_36.9C03.C9 


Gene No. 


17519 


Strand 




Start 


100 


End 


5487 


Name 


OJ990531 36. 9C03 . C9 . o2 . gp 


Method 


AAT/GAP 


Start 


2592 


End 


2977 


GI 


2312454 


Score 


706 


Exons 


2592. .2977 






GI Descrip. 


2894378/emb|CAA74910.1| 2.0e- 


51 (Y14573) putative ribophorin 




homologue [Hordeum vulgar e] 






Seq. No. 


8228 


Seq. ID 


OJ990531_36.9C03.C9 


fiipnp No 


17519 


Strand 




Start 


100 


End 


5487 


Name 


OJ990531 36.9C03.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2818 


End 


3072 


GI 


none 


Score 


138 


Exons 


2818.. 3072, 2819.. 3049, 2829. 


.3056, 2830. .3060 


Seq. No. 


8228 


Seq. ID 


OJ990531_36.9C03.C9 




17519 


Strand 




Start ■ 


100 


End 


5487 


Name 


OJ990531 36.9C03.C9.o2.tc 


Method 


TBLASTX: Cress 


Start - 


2830 


End 


3228 


GI 


none 


Score 


79 


Exons 


2830. .3126, 2831. .3049, 3088. 


.3228 




Seq. No. 


8228 


Seq. ID 


OJ990531_36.9C03.C9 


Gene No. 


17519 


Strand 




Start 


100 


End 


5487- 


Name 


OJ990531 36.9C03.C9.o3.gp 


Method 


AAT/GAP 


Start 


2996 


End 


4123 


GI 


■32381 1.R1084 


Score 


786 


Exons 


2996.. 3228, 3798.. 3842, 3961. 


.4123 




GI Descrip. 


f 2894378/emb|CAA74910.1| 6.0e 


-38 (Y14573) putative ribophorin 




homologue [Hordeum vulgare] 1 






Seq. No. 


8228 


Seq. ID 


OJ990531_36.9C03.C9 


Gphp No 


17520 


Strand 




Start 


7881 


End 


8375 


Name 


OJ990531 36.9C03.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7881 


End 


8375 


GI 


none 


Score 


304 


Exons 


7881. .8375, 7905. .8171, 8153. 


.8275 




Seq. No. 


8229 


Seq. ID 


OJ990531 36.9C03.C10 


Gene No. 


17521 


Strand 


+ 


Start 


5025 


End 


5761 


Name 


OJ990531 36.9C03.C10.o2.gs 


Method 


. GEN SCAN 


Start 


5025 


End 


5761 


GI 


none 


Score 


.9 


Exons 


5025. .5091, 5129... 5334, 5666. 


.5761 





8674 




Seq. No. 


tizzy 








Seq. ID 


ujyyuoJi jb.ycuj 


.LIU 


Gene No. 










Strand 






Start 


4152 








End 


4575 




Name 


OJ990531_36 


.9C03. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


h Id/. 








End 


/I CTC 




GI 


dj jyo / u 








Score 


Q *5 

y o 




Exons 


yi i CO / Ol Q 

4 1DZ . . 4 Z ±0 , 


4374. 


.4575 










GI Descrip. 


( ArUUUooD J 


hypothetical 


protein [Oryza 


sat iva ] 




Seq. No. 










Seq. ID 


uj yyuoJi Jo.yuuo 




Gene No. 


17523 








Strand 


+ ~~ 




Start 


1703 








End 


4215 




Name 


vjjyyuoji Jo 


.9C03. 


Cll.ol 


.gs 


Method 


GEN SCAN 




Start 


1 /Do 








End 


4215 




GI 


none 








Score 


.81 




Exons 


1 i Ton 


2356. 


.2561, 


3458. 


.3585, 3727. .3953, 4060. .4215 


Seq. No. 


q o o r\ 








Seq. ID 


OJ990531_36.9C03 


.Cll 


Gene No. 


17524 








Strand 


+ 




Start . 


5080 








End 


5737 




Name 


ojyyuooi Jb 


.9C03. 


Cll.o2 


.gs 


Method 


GENSCAN 




Start 


c n q o 








End 


5737 




GI 


none 








Score 


.9 




Exons 


cnon ci to 


5289. 


.5431, 


5600. 


.5737 






Seq. No. 


o o *3 r\ 

o2 JO 








Seq. ID 


OJ990531 36.9C03 


.Cll 


Gene No. 


17525 








Strand 


+ 




Start 


7677 








End 


12774. 




Name 


ATQQHC31 

ojyyuboi Jo 


.9C03. 


Cll.o3 


.gs 


Method 


GENSCAN 




Start 


1 oil 








End 


12774 




GI 


none 








Score 


.48 




Exons 




8415. 


.8628, 


10230 


. .10314, 


12668. .12774 




Seq. No. 


o o o n 








Seq. ID 


OJ990531_36.9C03 


.Cll 


Gene No. 


17525 








Strand 


+ 




Start 


7677 








End 


12774 




Name 


OJ990531 36 


.9C03. 


Cll.o2 


.np 


Method 


AAT/NAP 




Start 


10663 








; End 


10877 




GI 


4538624 








Score 


71 




Exons 


10663. .10877 












GI Descrip. 


(AJ133502) : 


hypothetical 


protein [Nicotiana tabacum] 




C* « « XT a 

Seq. No. 


8230 








Seq. ID 


OJ990531_36.9C03 


.Cll 


Gene No. 


17526 








Strand 






Start 


7352 








End 


11998 




Name 


OJ990531 36 


.9C03. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4847 








End 


7863 






none 








Score 


71 




Exons 


4847. .4918, 


4972. 


.5166, 


5002. , 


.5151, 5015. .5209, 5165. .5212, 




5165. .5221, 


7389. 


.7430, 


7455. , 


.7811, 7486. .7803, 7807. .7! 


363, 




7808. .7858 














Seq. No. 


8230 








Seq. ID 


OJ990531_36. 9C03 


.Cll 


Gene No . 


17526 








Strand 






Start 


7352 








End 


11998' 




Name 


OJ990531 36 


.9C03. 


Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4871 








End 


7808 





8675 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 201 

4871. .4915, 5011. .5169, 5165. .5200, 7482. .7529, 7638. .7808 



OJ990531_36.9C03.C11 

11998 
AAT/NAP 
11998 
361 



8230 Seq. ID 

17526 Strand 
7352 End 
OJ990531_36.9C03.Cll.ol.np Method 
7352 End 
6069646 Score 
7352. .8338, 8805. .8874, 11913. .11998 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
* [Oryza sativa] 



8230 
17526 
7352 

OJ990531_36. 9C03.Cll.o2.tm 
8213 
none 

8213. .8359, 8437. .8595, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8438. .8590 



OJ990531_36.9C03.C11 
11998 

TBLASTX: Maize 

8595 

74 



Seq. No. 8231 Seq. ID 

Gene No. 17527 Strand 

Start 172 End 

Name OJ990531_36 . 9C03 . C12 . ol . gs Method 

Start 172 End 

GI none Score 

Exons 172.. 623 



OJ990531_36 . 9C03 . C12 
+ 

623 

GENSCAN 

623 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



8231 Seq. ID OJ990531_36.9C03.C12 

17528 Strand + 

1630 End 2216 

OJ990531_36 . 9C03 . C12 . o2 . np Method AAT/NAP 

1630, End 2216 

3283026 Score 265 

1630.. 2216 

(AF051562) putative transposase [Arabidopsis thaliana] 



8231 
17529 
1 

OJ990531_36. 9C03 . C12 . ol . np 
1 

1076211 
1..535 

hypothetical protein VSP-3 
(L29029) amino acid feature 

amino acid feature: globular protein domain, aa 32 
[Chlamydomonas reinhardtii] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 36.9C03.C12 



535 

AAT/NAP 

535 

203 



Chlamydomonas reinhardtii gi I 530876 
Rod protein domain, aa 266 .. 468; 

265 



8231 Seq. ID 

17530 Strand 
1614 End 

OJ990531 36.9C03.C12.ol.tc Method 



OJ990531_36.9C03.C12 
2618 

TBLASTX: Cress 



8676 




Start 


1614 








End 


2469 




GI 


none 








Score 


61 




Exons 


1614 . . 1706, 


1711 . 


. 2229, 


2234 . 


.2263, 2365.. 2469 




Seq. No. 


8231 








Seq. ID 


OJ990531 


JO . ycuo . Clz 


Gene No . 


1 / OjU 








Strand 






Start 


1614 








End 


2618 




Name 


OJ990531 36. 


9C03. 


C12.ol. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1708 








End 


2049 




GI 


none 








Score 


70 




Exons 


1708. .1785, 


1715. 


.1786, 


1723. 


.1824, 1861. .2049, 


1863. .1961, 



1936. .2049 



Seq. No. 8231 

Gene No. 17530 

Start 1614 

Name OJ990531_36 . 9C03 . C12 . o2 . tm 

Start 2229 

GI none 

Exons 2229.. 2267, 2234.. 2269, 
2480.. 2560, 2481.. 2561, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2367. .2483, 2368. .2484, 
2559. .2615, 2571. .2618 



OJ990531 36.9C03.C12 



2618 

TBLASTX : Maize 
2618 
47 

2368. .2484, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8232 -.- . 

17531 

1 

OJ990531_36 . 9C03.. C13 . ol . np 
1 

3283026 



Seq. ID OJ990531_36.9C03.C13 

Strand + 

End 1355 

Method AAT/NAP 

End 1355 

Score 41 



1.-27, 79. .164, 263. .363, 1322. .1355 

(AF051562) putative transposase [Arabidopsis thaliana] 



Seq. No. 8232 

Gene No. 17532 

Start 440 

Name OJ990531_36. 9C03.C13.ol . tm 

Start 124 

GI none 

Exons 124.. 162, 129.. 164, 262.. 378, 
454. .510, 466. .513 



Seq. ID OJ990531_36.9C03.C13 
Strand 

End 1145 

Method TBLASTX : Maize 

End 51 '3 

Score 47 

263. .379, 375.-455, 376. .456, 



Seq. No. 


8232 


Seq. ID 


OJ990531 


Gene No. 


17532 . 


Strand 




Start 


440 


End 


1145 


Name 


OJ990531 36.9C03.C13.ol.gs 


Method 


GENS CAN 


Start 


440 


End 


1145 


GI 


none 


Score 


.45 


Exons 


440. .592, 1094. .1145 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8233 

17533 

121 

OJ990531_36.9C03.C14 .ol.gs 

121 

none 



Seq. ID OJ990531_36.9C03.C14 



Strand 
End 

Method 

End 

Score 



+ 

3393 
GEN SCAN 
3393 - 
.47 



121. .221, 452. .576, 919. .1133, 1930... 2057, 3321. .3393 



Seq. No. 



8233 



Seq. ID OJ990531_36.9C03.C14 



8677 




Gene No. 


17534 


Strand 






Start 


4231 


End 


12674 




Name 


OJ990531_36 . 9C03 . C14 . o2 . gs 


Method 


GENSCAN 




Start 


4231 


End 


12580 




GI 


none 


Score 


.86 




Exons 


4231. .4342, 7801. .7894, 8255 


..8399, 8720. .8831, 


8910 . . 904 9, 




10991 .. 11281, 11398 .. 11548, 


11648. .11734, 11829 


i o c o r\ 

. .12580 


Seq. No. 


8233 


Seq. ID 


OJ990531 


36 . 9C03 - C14 


Gene No. 


17534 


Strand 






Start 


4231 


End • 


12674 




Name 


OJ990531 36.9C03.C14.ol.gp 


Method 


AAT/GAP 




Start 


5501 


End 


6424 




GI 


85912 1.R1084 


Score 


764 




Exons 


5501. .5871, 63S9..6424 








GI Descrip. 


, 4324 617/gb|AF106619|AF106619 4.0e-36 


Cloning vector pDR114 




complete sequence 1 








Seq. No. 


8233 


Seq. ID 


OJ990531 


_36. 9C03.C14 


Gene No. 


17534 


Strand 






Start 


4231 


End 


12674 '"' 




Name 


OJ990531 36.9C03.C14.ol.np 


Method 


AAT/NAP 




Start 


7755 


End 


12259 




GI 


6728879 


Score 


409- 




Exons 


7755. .7894, 7983. .8144, 8285 


..8399, 8' 


476. .8548, 


8640. .8825, 




8910. .9049, 10991. .11253, 11398. .11541 


8, 11648.. 


11764, 




11829. .11929, 12149. .12259 








GI Descrip. 


(AC008113) F12A21.7 [Arabidopsis thaliana] 




Seq. No. 


8233 


Seq. ID 


OJ990531 


_36. 9C03.C14 


Gene No. 


17534 


Strand 






Start 


4231 


End 


12674 




Name 


OJ990531 36.9C03.C14.ol.tm 


Method 


TBLASTX :J 


Maize 


Start 


8636 


End 


8833 




GI 


none 


Score 


115 




Exons 


8636.. 8782, 8638.. 8817, 8639 


..8833, 8640. .8816, 


8641. .8817 


Seq. No. 


8233 


Seq. ID 


OJ990531 


_36.9C03.C14 


Gene No. 


17534 


Strand 






Start 


4231 


End 


12674 




Name 


OJ990531 36.9C03.C14.o2.tm 


Method 


TBLASTX : ] 


Maize 


Start 


11435 


End 


12209 




GI 


none 


Score 


116 




Exons 


11435. .11551, 11437. .11556, 


11648. .11764, 11650 


. .11736, 




11651. .11737, 11822. .11902, 


11877. .11930, 11879 


. . 11932, 




1214 9. .12208, 12150. .12209 








Seq. No. 


8233 


Seq. ID 


OJ990531 


_36.9C03.C14 


Gene No. 


17534 


Strand 






Start 


4231 


End 


12674 




Name 


OJ990531 36.9C03.C14.o2.gp 


Method 


AAT/GAP 




Start 


12220 


End 


12674 




GI 


55683 1.R1084 


Score 


864 




Exons 


12220. .12674 









GI Descrip. ' 4521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



8678 






Seq. No. 


8234 


Seq. ID 


OJ990531_ 


36. 9C03. 


C15 




Gene No. 


17535 


Strand 


+ 








Start 


6737 


End 


8162 








Name 


OJ990531_36.9C03.C15.ol.np 


Method 


AAT/NAP 








Start 


6737 


End 


8162 








GI 


5852084 


Score 


81 








Exons 


6737. .6763, 8022. .8162 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


8234 


Seq. ID 


OJ990531_ 


36. 9C03. 


C15 




Gene No . 


17536 


Strand 


+ 








Start 


15376 


End 


15914 








Name 


OJ990531 36.9C03.C15.o3.gs 


Method 


GENSCAN 








Start 


15376 


End 


15914 








GI 


none 


Score 


.83 








Exons 


15376. .15386, 15800. .15914 












Seq. No. 


8234 . 


Seq. ID 


OJ990531_ 


36* 9C03. 


C15 




Gene No. 


17537 


Strand 


+ 








Start 


16860 


End 


22627 








Name 


OJ990531 36.9C03.C15.o4 .gs 


Method 


GENSCAN 








Start 


16860 


End 


21248 








GI 


none 


Score 


.82 








Exons 


16860. .16862, 17442. .17507, 


17637. . 17745, 17792. 


. 17829, 




: i 

■5 3f 




18337. .18553, 19016. .19174, 


19269. .19393, 19462. 


.19656, 




. B i 




19948. .20482, 20717 .. 20917, 


21001. .21248 






:=F: 
: s : : 

I s t i 


Seq. No. 


8234 


Seq. ID 


OJ990531_ 


36. 9C03. 


C15 




Gene No. 


17537 


Strand 


+ 






Q 


Start 


16860 


End 


22627 






i ; ! 


Name 


OJ990531 36.9C03.C15.o3.np 


Method 


AAT/NAP 








Start 


17501 


End 


17832 








GI 


6721512 


Score 


136 








Exons 


17501. .17579, 17607. .17749, 


17792. .17832 






i: 

J " : 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






: i 1 

' ''I 


Seq. No. 


8234 


Seq. ID 


OJ990531_ 


36. 9C03. 


CIS 


iss: 


Gene No. 


17537 


Strand 


+ 






. "i 


Start 


16860 


End 


22627 








Name 


OJ990531 36.9C03.C15.o4.np 


Method 


AAT/NAP 






q 


Start 


18548 


End 


22627 






'is? 


GI 


6907089 


Score 


254 








Exons 


18548. .19174, 22583.. 22627 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


8234 


Seq. ID 


OJ990531 


36. 9C03. 


C15 




Gene No. 


17537 


Strand 


+ 








Start 


16860 


End 


22627 








Name 


OJ990531 36.9C03.C15.o5.np 


Method 


AAT/NAP 








Start 


19053 


End 


20614 








GI 


6721561 


Score 


399 








Exons 


19053. .19125, 19466. .19618, 


19698. .19792, 19866. 


.20614 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a 


region 


of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



8679 



Seq. No. 


8234 




Seq. ID 


OJ990531_36.9C03. 


C15 


Gene No. 


17538 




Strand 






Start 


1152 




End 


16749 




Name 


OJ990531 36. 


9C03.C15.ol.gs 


Method 


GEN SCAN 




Start 


1152 




End 


12027 




GI 


none 




Score 


.48 




Exons 


1152. .1301, 


2332.. 2536, 3554 


..3671, 3712. .3815, 3943. .40 


89, 




7509. .7563, 


8943.. 9002, 10237 .. 10348 , 


11544. .12027 




Seq. No. 


8234 




Seq. ID 


OJ990531_36.9C03. 


C15 


Gene No. 


17538 




Strand 






Start 


1152 




End 


16749 




Name 


OJ990531 36. 


9C03.C15.ol.gp 


Method 


AAT/GAP 




Start 


8593 




End 


8842 




GI 


3761181 




Score 


404 




Exons 


8593. .8842 










GI Descrip. 


4521193/dbj | 


AB013450.1 | AB013450 1.0e-99 Oryza sativa DNA 






similar sequence to Pib gene 








Seq. No. 


8234 




Seq. ID 


OJ990531_36.9C03. 


C15 


Gene No. 


17538 




Strand 






Start 


1152 




End 


16749 




Name 


OJ990531 36. 


9C03.C15.o2.np 


Method 


AAT/NAP 




Start 


10152 




End 


16749 




GI 


5091513 




Score 


1480 




Exons 


10152. .10620, 10772. .10975, 


11428. .11750, 11806. .12539, 






13293. .13918, 16723. .16749 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


8234 




Seq. ID 


OJ990531_36.9C03. 


C15 


Gene No. 


17538 




Strand 






Start 


1152 




End 


16749 




Name 


OJ990531 36. 


9C03..C15.o2.gs 


Method 


GEN SCAN 




Start 


12144 




End 


13840 




GI 


none 




Score 


.95 




Exons 


12144. .12554 


, 13345. .13593, 


13685.. 13840 




Seq. No. 


8234 




Seq. ID 


OJ990531_36. 9C03. 


C15 


Gene No. 


17538 




Strand 






Start 


1152 




End 


16749 




Name 


OJ990531 36. 


9C03.C15.o2.gp 


Method 


AAT/GAP 




Start 


15105 




End 


15412 




GI 


72524 1.R1084 


Score 


428 




Exons 


15105. .15412 










GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 





Seq. No. 8234 Seq. ID OJ990531_36.9C03.C15 

Gene No. 17538 Strand 

Start 1152 End 16749 

Name OJ990531_36 . 9C03 . C15 . o3 . gp Method AAT/GAP 

Start 15411 End 15628 

GI 8022_1.R1084 Score 288 

Exons 15411. .15628 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



8680 



Seq. No. 


8234 


Seq. ID 


OJ990531_36.9C03.C15 


Gene No. 


17539 


Strand 




Start 


22359 


End 


23483 


Name 


OJ990531 3o . 9C03 . C15 . 05 . gs 


Method 


GENSCAN 


Start 


O O O C ft 

22359 


End 


23483 


GI 


none 


Score 


.67 


Exons 


22359 .. 22554 , z^y 1 / . . ZoU5o , 


23409. .23483 


Seq. No. 


O O O CL 

S235 


Seq. ID 


OJ990421 30.9C03.C2 


Gene No. 


17540 


Strand 


+ 


Start 


474 


End 


673 


Name 


OJ990421 30.9C03.C2.ol.np 


Method 


AAT/NAP 


Start 


474 


End 


673 


GI 


2498930 


Score 


53 


Exons 


474. .537, 645. .673 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULAT ION 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8235 


Seq. ID 


OJ990421_30.9C03.C2 


Gene No. 


17540 


Strand 


+ 


Start 


474 


End 


673" 


Name 


OJ990421 30.9C03.C2.ol.gs 


Method 


GENSCAN 


Start 


478 


End 


537 


GI 


none 


Score 


.94 


Exons 


. 478. .537 






Seq. No. 


8236 


Seq. ID 


OJ990421_30.9C03.C3 


Gene No . 


17541 


Strand 


+ 


Start 


1 


End 


634 


Name 


OJ990421 30.9C03.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


634 


GI 


2498930 


Score 


1072 


Exons 


1. .634 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULAT ION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8236 


Seq. ID 


OJ990421_30.9C03.C3 


Gene No. 


17541 


Strand 


+ 


Start 


1 


End 


634 


Name 


OJ990421 30.9C03.C3.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


600 


GI 


none 


Score 


.86 


Exons 


61. .600 






Seq. No. 


8237 


Seq. ID 


OJ990421_30.9C03.C4 


Gene No. 


17542 


Strand 




Start 


82 


End 


174 


Name 


OJ990421 30.9C03.C4.ol.gp 


Method 


AAT/GAP 


Start 


82 


End 


174 


GI 


21474 1.R1084 


Score 


143 


Exons 


82. .174 






GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidops 




thaliana] 1 






Seq. No. 


8238 


Seq. ID 


OJ990421_30.9C03.C6 


Gene No. 


17543 


Strand 


+ 



8681 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



982 End 

OJ9904 21_30 . 9C03 . C6 . ol . np Method 

982 End 

4680204 Score 



4429 
AAT/NAP 
4099 
1000 



982. .2415, 2490. .3589, 3699.-3872, 3969.. 4099 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 


8238 








Seq. ID 


OJ990421 


_30. 9C03.C6 


Gene No. 


17543 








Strand 


+ 




Start 


982 








End 


4429 




Name 


OJ990421 30 


. 9C03. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


1073 








End 


4429 




GI 


none 








Score 


.61 




Exons 


1073. .2415, 


2490 . 


.2631, 


2808. 


.2902, 2904.. 3589, 


3699. .3872, 




3969. .4079, 


4164 . 


.4236, 


4331. 


.4429 






Seq. No. 


8238 








Seq. ID 


OJ990421 


_30. 9C03.C6 


Gene No. 


17543 








Strand 


+ 




Start 


982 








End 


4429 




Name 


OJ990421 30 


. 9C03. 


C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1622 








End 


2025 




GI 


none 








Score 


62 




Exons 


.1622. .1762, 


1622. 


.1738, 


1624. 


.1860, 1624.. 1773, 


1725. .1865, 




1855. .2025, 


1930. 


.2025 










Seq. No. 


8238 








Seq. ID 


OJ990421 


_30.9C03.C6 


Gene No. 


17543 








Strand 


+ 




Start 


982 








End 


4429 




Name 


OJ990421 30 


. 9C03. 


C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2026 








End 


2702 




GI 


none 








Score 


69 




Exons 


2026. .2106, 


2347. 


.2418, 


2481. 


.2702, 2483.. 2557 




Seq. No. 


8238 








Seq. ID 


OJ990421 


_30. 9C03.C6 


Gene No. 


17543 








Strand 


+ 




Start 


982 








End 


4429 




Name 


OJ990421 30 


.9C03. 


C6.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3516 








End 


4038 




GI 


none 








Score 


61 




Exons 


3516. .3596, 


3685. 


.3867, 


3735. 


.3860, 3967.. 4038 




Seq. No. 


8239 








Seq. ID 


OJ990421 


_30. 9C03.C7 


Gene No. 


17544 








Strand 






Start ' 


1 








End 


1733 




Name 


OJ990421 30 


.9C03. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


1733 




GI 


342 1.R1084 








Score 


1865 




Exons 


1..269, 347 


. .368, 


513. . 


1317, 


1713. .1733 




GI Descrip. 


. '4574406/gb|AAD24042.1| 


0.0e+00 (AF121139) RIM2 


protein [Oryza 




sativa] ' 














Seq. No. 


8239 








Seq. ID 


OJ990421 


_30.9C03*.C7 


Gene No. 


17544 








Strand 






Start 


1 








End 


1733 




Name 


OJ990421 30 


.9C03. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


584 








End 


1704 




GI 


none 








Score 


.42 





8682 



Exons 



584. .1174, 1246. .1704 



Seq. No. 


8239 


Seq. ID 


OJ990421_30.9C03.C7 


Gene No. 


17544 


Strand 




Start 


1 


End 


1733 


Name 


OJ990421 30. 9C03.C7.ol.np 


Method 


AAT/NAP 


Start 


605 


End 


1319 


GI 


4680203 


Score 


671 


Exons 


605. . 1319 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


8239 


Seq. ID 


OJ990421_30.9C03.C7 


Gene No. 


17544 


Strand 




Start 


1 


End 


1733 


Name 


OJ990421 30. 9C03.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


659 


End 


1310 


GI 


none 


Score 


52 


Exons 


659. .751, 660. .725, 740. .820 


, 825. .905, 833. .973, 834. .974, 




921. .1016, 953.. 1012, 1019.. 


1063, 1024 


..1059, 1058. .1309, 




1074 . . 1310 






Seq. No. 


8240 


Seq. ID 


OJ990421_30.9C03.C8 


Gene No . 


17545 


Strand 




Start 


1 


End 


965 


Name 


OJ990421 30.9C03.C8.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


965 


GI 


342 1.R1084 


Score 


1755 


Exons 


1..965 






GI Descrip. 


'4574406/gb|AAD24042.1 | 0.0e+00 (AF121139) RIM2 protein [Or; 




sativa] ' 






Seq. No. 


8240 


Seq. ID 


OJ990421_30. 9C03.C8 


Gene No. 


17545 


Strand 




Start 


1 


End 


965 


Name 


OJ990421 30.9C03.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


965 


GI 


4680203 


Score 


1365 


Exons 


1..965 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


8240 


Seq. ID 


OJ990421_30. 9C03.C8 


Gene No. 


17545 


Strand 




Start 


1 


End 


965 


Name 


OJ990421 30.9C03.C8.ol.gs 


Method 


GENSCAN 


Start 


50 


End 


711 


GI 


none 


Score 


.57 ' 


Exons 


50. .711 






Seq. No. 


8240 


Seq. ID 


OJ990421_30. 9C03.C8 


Gene No. 


17545 


Strand 




Start 


1 


End 


965 


Name 


OJ990421" 30.9C03.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


94 


End 


336 


GI 


none 


Score 


56 


Exons 


94. .336, 152. .250 







Seq. No. 



8240 



Seq. ID OJ990421_30. 9C03.C8 



8683 




Gene No; 


17545 




Strand 




Start 


1 




End 


965 


Name 


y«V T rt rt rt Jl rt ^ rt /\ A J~m A *"V y*N 

OJ990421_30 . 9C03 . C8 . 


ol . tm 


Method 


m T TV O m \ T » jt • _ 

TBLASTX: Maize 


Start 


166 




End 


624 


GI 


none 




Score 


97 


Exons 


166. .360, 370. .624, 


rt rt i rt 

370 . . 612 






Seq. No. 


8240 




Seq. ID 


/-v -T rt rt rt A O 1 rt rt C\/~* f\ ~i S~f O 

OJ9904 21_30 . 9C03 . C8 


Gene No. 


17545 




Strand 




Start 


1 




End 


965 


Name 


OJ990421_30.9C03.C8. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


200 




End 




GI 


none 




Score 


167 


Exons 


rt) rt rt Art/*" rt rt [— Jt rt rt 

200 . . 406, 205 . .408, 


rt rt f— Jt rt rt 

205 . .429, 


409 . . 507 


i 1 A r - rt rt r~ 1-1 y— -n r- 

, 410 . . 502, 511 . . 615 




515 . . 604 , 616 . . 669, 


617 . . 661 






Seq. No. 


8240 




Seq. ID 


z~\ ^ rt rt rt A rt "1 rt rt rt /— i rt rt yi rt 

OJ990421 30.9C03.C8 


Gene No. 


17545 




Strand 




Start 


1 




End 


965 


Name 


rt rt rt J rt; 4 rt /\ rt /*\ rt 

OJ990421_30 . 9C03.C8 . 


ol . tc 


Method 


TBLASTX : Cress 


Start 


457 




End 


805 


GI 


none 




Score 


88 


Exons 


jt^^l rt rt Jl ^ /" -| rt 

457 . .798, 476 . . 613, 


653 . . 805 






= Seq. No. 


8240 




Seq. ID 


rt. *r rt )i ^ 1 rt /\ rt rt\ rt v"i rt 

OJ99042l_30 . 9C03 . C8 


.si Gene No. 


17545 




Strand 




f| Start 


1 




End 


965 


M Name 


y-v -r A A A 4 rt "1 rt /A /-I rt /-I 

OJ990421_30 . 9C03 . C8 . 


ol . ts 


Method 


TBLASTX : Soybean 


^ Start 


538 




End 


964 


% GI 


none 




Score 


I2l 


^ Exons 


^ rt rt a^i i— i~ "7 rt rt 

538 . . 834, 556. .780, 


rt rt rt. rt rt -i 

829. .891, 


884 . . 964 


rt rt rt rt /■* rt 

, 892 . . 963 


s? 

jj Seq. No. 


8240 




Seq. ID 


rt rt rt A rt 1 rt rt rt jrt rt rt rt 

OJ990421_30 . 9C03 . C8 


Gene No. 


17545 




Strand 




Start 


1 




End 


965 


'[ Name 


y~v -r rt rt rt jl rt -1 rt /*\ *»* rt rt j~\ rt 

OJ990421_30 . 9C03 . C8 . 


o2 . tw 


Method 


TBLASTX : Wheat 


H Start 


679 




End 


963 


GI 


none 




Score 


4 5 


'! Exons 


^ rt ^1 rt rt ^ jf rt rt rt rt 

679. .798, 740. .802, 


rt rt rt rt rt M 

823 . .894, 


rt rt a rt ^ ^ 

824 . . 871 


rt rt rt rt y— *-\ 

, 880 . . 963 


-! 

7, Seq. No. 


8241 




Seq. ID 


rt ^rtrtrtjirt^ rt rt rt ^> rt rt rt 

OJ990421 30. 9C03.C9 


Gene No. 


17546 




Strand 




Start 


39 




End 


3024 


Name 


OJ990421_30.9C03.C9. 


ol . gs 


Method 


GEN SCAN 


Start 


39 




End 


3024 


GI 


none 




Score 


. 4 


Exons 


rt rt rt rt rt *m rt * ^ jr* * 

39. . 399, 1604 . . 1660, 


2095.. 2173, 2297. 


rt rt rt rt rt /*" ^ rt rt ^1 

. 2372, 2567 . .2797, 




rt rt »— l /» rt. rt rt ji 

2976 . . 3024 








Seq. No. 


8241 




Seq. ID 


OJ990421_30. 9C03.C9 


Gene No. 


17546, 




Strand 




o tart 


jy 




End 


"3 n o >i 


Name 


OJ990421 30.9C03.C9. 


ol . np 


Method 


AAT/NAP 


Start 


70 




End 


399 


GI 


5852182 




Score 


427 


Exons 


70.. 399 








GI Descrip. 


(AL117265) zhb0012.1 


[Oryza sativa] 





8684 




Seq. No. 


8241 






Seq. ID 


OJ990421_30.9C03.C9 


Gene No. 


17546 






Strand 




Start 


39 






End 


3024 


Name 


OJ990421 30.9C03 


.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


258 






End 


847 


GI 


2310235 






Score 


302 


Exons 


258. .399, 810. .847 








GI Descrip. 


5852182/emb ICAB55420.il 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


8242 






Seq. ID 


OJ990421_30.9C03.C11 


Rpnp" No . 


17547 






Strand 




Start 


618 






End 


5986 


Name 


OJ990421 30.9C03 


.Cll.ol 


.gs 


Method 


GENS CAN 


Start 


618 






End 


4183 


GI 


none 






Score 


.59 


Exons 


618. .638, 1173.. 


1196, 1593.. 1638, 1737. 


.1839, 2131. .2187, 




2835.. 3093, 3602 


. .4183 








Seq. No. 


8242 






Seq. ID 


OJ990421_30.9C03.C11 


Gene No . 


17 547 






Strand 




Start 


618 






End 


5986 


Name 


OJ990421 30.9C03 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


2475 






End 


5536 


GI 


5734776 






Score 


662 


Exons 


2475. .3441, 3629 


. .3893, 


3921. 


.3989, 5475. .5536 


GI Descrip. 


(AC007980) 53021 


[Arabidopsis 


thaliana] 




Sea No 


8242 






Seq. ID 


OJ990421_30.9C03.C11 


Gene No. 


17547 






Strand 




Start 


618 






End 


5986 


Name 


OJ990421 30.9C03 


.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


5043 






End 


5986 


GI 


none 






Score 


818 


Exons 


5043.. 5292, 5688 


. .5743, 


5831. 


.5986 




Seq. No. . 


8242 






Seq. ID 


OJ990421_30.9C03.C11 


Gene No. 


17548 






Strand 




Start 


770Q 






End 


8447 


Name 


OJ990421 30.9C03 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2512 






End 


3797 


GI 


none 






Score 


104 


Exons 


2512.. 3078, 2534 


. .2932, 


2617. 


.3084, 3170. .3319, 3176. .3325, 




3176.. 3322, 3322 


. .3531, 


3334. 


.3528, 3343. .3549, 3460. .3567, 




3461.. 3568, 3602 


. .3661, 


3620. 


.3667, 3680. .3727, 3747. .3797 


Sea No 


8242 






Seq. ID 


OJ990421_30.9C03.C11 


Gene No. 


17548 






Strand 




Start 


7709 






End 


8447 


Name 


OJ990421 30.9C03 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2527 






End 


3061 


GI 


none 






Score 


174 


Exons 


2527.. 3060, 2549 


. .3061 








Seq. No. 


8242 






Seq. ID 


OJ990421_30. 9C03^C11 


Gene No. 


17548 






Strand 





8685 



Start 


7709 




' End 


8447 




Name 


OJyyU4zl_30 . 9C03 . Cll . ol . 


tc 


Method 


TBLASTX : 


Cress 


Start 


O C O O 

zo 00 




End 


o n q o 

juy J 




GI 


none 




Score 


z y b 




Exons 


O C O O O ft G O 

^jjj . . juy 3 










Seq. No. 


oZ4z 




Seq. ID 


oj yyu4zi 


o n Qpn o n i 

3U . ycu J -Cll 


Gene No. 


1 I t>4o 




Strand 






Start 


/ /uy 




End 


8447 




Name 


OJ990421 30.9C03.Cll.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2962 




End 


3709 




GI 


none 




Score 


59 




Exons 


OQCO taqc OQ1Q "3n."7Q 

zybz..3uyb, zy/o..ju/y, 


-51 CO 
JlDZ . 


.3362, 3176.. 3322, 


QQOQ -lei ft 

3 JZo . . 331U, 




TOOi *3/1QO *>1Cn "3 /I Q 0 


34 Z / . 


.3528, 3460.. 3567, 


3oyu . .ooy / , 


* . 


obi4 . . 0 / uy 










C 1 ^ y~w VT _ 

Seq. No. 


8Z4Z 




beq. lu 


uj y y U4 z i 


o n Qpn o oil 
3U . ycu j . Cll 


Gene No. 


17548 




Strand 






Start 


7709 






Q A A n 
O 4 4 / 




Name 


ujyyu^zi ju . ycu j . ci i . oz . 


gs 


Method 


GENS CAN 




Start 


/ /uy 




End 


8447 




GI 


none 




Score 


.82 




Exons 


/Uy . . 844 / 










Seq. No. 


oz4 3 




Seq. ID 


OJ990421 


on qpa'3 pi o 
3y . yCUo . Clz 


Gene No. 


17549 




Strand 


+ 




Start 


237 




End 


1433 




Name 


ojyyu4zi ou . ycu j . ciz . 01 . 


gs 


Method 


GEN SCAN 




Start 


Z3 / 




End 


1433 




GI 


none 




Score 


.62 




Exons 


z3/. .418, lzlb.,1433 










O n XT 

Seq. No. 






Seq. ID 


OJ990421 


on Qpm pi o 
3U . ycu3 . ClZ 


Gene No. 


17550 




Strand 


+ 




Start 


3056 




End 


8278 




Name 


ojyyu4zi ju . ycu 3 . ciz . oz . 


gs 


Method 


GENSCAN 




Start 


once 
JUDO 




End 


8278 




GI 


none 




Score 


.59 




Exons 


once 010*7 ocm 000/ 
3Uob..31z/, 3oU/..3oz4, 


o o o n 
JOO/. 


.6149, 6228. .7888, 


o lzz . . oz / o 


Seq. No. 


Q O vl O 

oz43 




Seq. ID 


OJ990421 


on oono oi o 
3U . ycu j . Clz 


Gene No . 


1 /ooU 




Strand 


-f 




Start 


3056 




End 


8278 




Name 


OJ990421_30.9C03.C12.ol. 


np 


Method 


AAT/NAP 




Start 


O C O 1 

3o31 




End 


7892 




x 
GI 


^jo bUoz 




Score 


4967 




Exons 


Jo31..olb9, bzU/../oyz 










GI Descrip. 


(U/z/zo) retroiit [Oryza 


. longistaminata] 




Seq. No. 


O O A O 

8243 




Seq. ID 


OJ990421 


30 . 9CU3 . CIZ 


bene jno. 


17551 




Strand 


+ 




Start 


15873 




End 


16491 




Name 


OJ990421 30.9C03.C12.o4. 


gs 


Method 


GENSCAN 




Start 


15873 




End 


16491 




GI 


none 




Score 


.86 




Exons 


15873. .15950, 16003.. 16491 









8686 




Seq. No.' 


8243 








Seq. ID 


OJ990421_30. 9C03.C12 


Gene No . 


17552 








Strand 




Start 


3172 








End 


3484 


Name 


OJ990421 30, 


. 9C03. 


C12.ol 


• gp 


Method 


AAT/GAP 


Start 


3172 








End 


3484 


GI 


none 








Score 


594 


Exons 


3172. .3484 












Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03.C12 


Gene No. 


17553 








Strand 




Start 


7900 








End 


8218 


Name 


OJ990421 30, 


. 9C03. 


C12 ,o2 


• gp 


Method 


AAT/GAP 


Start 


7900 








End 


8218 


GI 


none 








Score 


603 


Exons 


7900. .8218 












Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03.C12 


Gene No . 


17554 








Strand 




Start 


8686 








End 


16753 


Name 


OJ990421 30. 


. 9C03. 


C12.o5 


.tw 


Method 


TBLASTX: Wheat 


Start. 


3570 








End 


3926 


GI 


none - 








Score 


236 


Exons 


3570. .3926, 


3701. 


.3925 








Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03.C12 


Gene No . 


17554 








Strand 




Start 


8686 








End 


16753 


Name 


OJ990421 30. 


. 9C03. 


C12.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3621 








End 


4040 


GI 


none 








Score 


100 


Exons 


3621. .3713, 


3629. 


.3709, 


3741. 


.4040, 3743. .4018, 3756. .4037 


Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03.C12 


Gene No. 


17554 








Strand 




Start 


8686 








End 


16753 


Name 


OJ990421 30. 


. 9C03. 


C12.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4041 








End 


4601 


GI 


none 








Score 


81 


Exons 


4041. .4172, 


4356. 


.4601, 


4479. 


.4601 




Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03.C12 


Gene No . 


17554 








Strand 




Start 


8686 








End 


16753 


Name 


OJ990421 30, 


,9C03. 


C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4419 








End 


4811 


GI 


none 








Score 


264 


Exons 


4419. .4652, 


4470. 


.4604, 


4632. 


.4811, 4646. .4810 


Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03.C12 


Gene No . 


17554 








Strand 




Start 


8686 








End 


16753 


Name " 


OJ9904zl 3U . 


, ycoo . 


Clz . O J 


. ts 


Method 


TBLASTX: Soybean 


Start 


4878 








End 


5301 


GI 


none 








Score 


186 


Exons 


4878. .5093, 


4984 . 


.5097, 


5000. 


.5044, 5118. .5288, 5161. .5301 


Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03.C12 



8687 



belle LNO • 


± 1 JJ 4 








U LI CLiiVJ. 






Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


.C12.o7 


,tw 


Method 


TBLASTX: Wheat 




Start 


5097 








End 


5387 




GI 


none 








Score 


165 




Exons 


5097. .5285, 


5304 


. .5387 










Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03 


.C12 




1 7SS4 














Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


■C12.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


5298 








End 


5747 




GI 


none 








Score 


362 




Exons 


5298. .5747 














Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03 


.C12 


f^Qn o Mo 
Uciic \St\J • 


1 7^4 

1 / JJ 1 ! 














Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


.C12.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


5310 








End 


5729 




GI 


none 








Score 


264 




Exons 


5310. .5729 














Seq. No. 


8243 




- 




Seq. ID 


OJ990421_30.9C03 


.C12 




1 7 R R4 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


.C12.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5388 








End 


5747 




GI 


none 








Score 


292 




Exons 


5388.-5747, 


5414 


. .5509, 


5421. 


.5735, 5531. .5740 




Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03 


.C12 




1 7 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


.C12.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


5403 








End 


5726 




GI 


none 








Score 


285 




Exons 


5403. .5726, 


5534 


. .5722 










Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03 


.C12 


Gene No. 


17554 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


.C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


6348 








End 


6866 




GI 


5509260 








Score 


442 




Exons 


6348. .6866, 


6362 


. .6463, 


6488. 


.6643, 6689. .6853 




GI Descrip. 


- 














Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03 


.C12 


Don q Mo 


1 7 SSd 

X f J -J 4 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30. 


9C03 


.C12.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


6390 








End 


6659 




GI 


none 








Score 


218 




Exons 


6390. .6659, 


6401 


. .6619, 


6453. 


. 6623 






Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03 


.C12 



8688 



UC11C LiU • 


17SS4 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30 


.9C03 


.C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6479 








End 


6749 




GI 


none 








Score 


299 




Exons 


6479. .6748, 


6480 


. .6749 










Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03. 


C12 


VJCliC Vi \J . 


17554 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30 


.9C03 


.C12.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6530 








End 


7043 




GI 


none 








Score 


309 




Exons 


6530. .6649, 


6531 


. .6875, 


6683. 


.6835, 6867. .7043 




Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03. 


C12 




17554 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30 


.9C03 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6663 








End 


7103 




GI 


none 








Score 


393 




Exons 


6663. .7103, 


6683 


. .6832, 


6869. 


.697.3, 7016. .7063 




Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03. 


C12 




1 7SS4 








Strand 






Start 


8686 








End 


16753 " 




Name 


OJ990421 30 


.9C03 


.C12.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


6930 








End 


7178 




GI 


none. 








Score 


198 




Exons 


6930. .7178 














Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03. 


C12 




17554 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30 


.9C03 


.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7044 








End 


7481 




GI 


none 








Score 


439 




Exons 


7044. .7481, 


7049 


. .7366, 


7218. 


.7373, 7394. .7480 




Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03. 


C12 




17554 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30 


.9C03 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7236 








End 


7892 




GI 


none 








Score 


290 




Exons 


7236. .7634, 


7250 


. .7582, 


7670. 


.7735, 7671. .7892 




Seq. No. 


8243 








Seq. ID 


OJ990421_30.9C03. 


C12 




17554 








Strand 






Start 


8686 








End 


16753 




Name 


OJ990421 30 


.9C03 


.C12.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


7245 








End 


7841 




GI 


none 








Score 


546 




Exons 


" 7245. .7841, 


7247 


. .7372, 


7433. 


.7636, 7671. .7760 




Seq. No. 


8243 








Seq. ID 


OJ990421_30. 9C03. 


C12 


Gene No. 


17554 








Strand 







8689 




Start 


8686 


End 


16753 


Name 


OJ99042 1_30 . 9C03 . C12 . o3 . gs 


Method 


GENS CAN 


otart 


o bo b 


End 


1 "2 n Q G 


GI 


none 


Score 


. /4 


Exons 


OD0D..0/OZ, 1012b . . 10o21, 


1U394 . . 1Uoo4 


, 11 331 . . llbbJb, 




i i qoc T on G Q 






beq. no. 


oZ 4 .3 


beq. lu 




Gene No. 


1 /004 


Strand 




Start 


8686 


End 


16753 


Name 


OJ990421 30.9C03.C12.o3.np 


Method 


AAT/NAP 


C4- -> v- +- 


9821 


End 


Id / dj 




2943742 


Score 


DO 1 


Exons 


9821... 9848, 11354 12447, 


12478. .12525 




GI Descrip. 


(AB002266) XA1 [Oryza sativa] 




beq. iNo. 


8243 


Seq. ID 




Gene No. 


17554 


Strand 




Start 


8686 


End 


16753 


Name 


OJ990421 30. 9C03.C12.o6.tw 


Method 


TBLAbTX : wneat 


btart 


10344 


End 


i n "7 1 i 
1U / 11 


GI 


none 


Score 


1 n c 
105 


Exons 


10344. .10655, 10355.. 10711 






Seq. No. 


8243 


Seq. ID 


OJ990421 30.9C0J.C12 


Gene No . 


17554 


Strand 




Start 


8686 


End 


16753 


Name 


OJ990421 30. 9C03.C12.o2.np 


Method 


AAT/NAP 


btart 


10838 


End 


12612 


"GI 


2792220 


Score 


734 


Exons 


10838. .10999, 11029.. 12612 






GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


8243 


Seq. ID 


OJ990421_30.9C03.C12 


Gene No. 


17554 


Strand 




Start 


8686 


End 


16753 


Name 


OJ990421 30.9C03.C12.o4.tm 


Method 


TBLASTX: Maize 


d tar z 


11500 


End 


14729 ■ 


bl 


none 


Score 


137 - 


Exons 


11500. .11559, 11566. .12027, 11633 .. 1194 1, 12037 .. 12093, 




14628. .14729 






Seq. No. 


8243 


Seq. ID 


OJ990421_30.9C03.C12 


Gene No . 


17554 


Strand 




btarr 


8686 


End 


16753 


Name 


OJ990421 30.9C03.C12.o6.ts 


Method 


TBLASTX : Soybean 


Start 


11638 


End 


11862 


GI 


4397495 


Score 


104 


Exons 


11638. .11862, 11642.. 11842 






GI Descrip. 


4234955 2.0e-22 (AF098971) 


NBS-LRR-like protein cD8 [Phaseo! 




vulgaris] 






Seq. No. 


8243 


Seq. ID 


OJ990421_30.9C03.C12 


Gene No. 


17554 


Strand 




Start 


8686 


End 


16753 


Name - 


OJ990421 30.9C03.C12.o5.ts 


Method 


TBLASTX : Soybean 


Start 


11863 


End 


12408 



8690 






GI 


none 


Score 


99 




Exons 


11863. .12168, 11863. .12168, 


12157. .12267, 12271 .. 12348 , 






12346. .12408 








Seq. No- 


8244 


Seq. ID 


OJ990421_30.9C03.C13 




Gene No. 


17555 


Strand 


+ 




Start 


8794 


End 


15004 




Name 


OJ990421 30.9C03.C13.o3.gs 


Method 


GENSCAN 




Start 


8794 


End 


15004 




GI 


none 


Score 


.62 




Exons 


8794. .8956, 9641. .9844, 9945 


. .10186, 


11575. .11673, 12665.. i; 






13195. .13457, 13980. .14076, 


14260. .14322, 14 472 .. 14536, 






14667. .14759, 14972. .15004 








Seq. No. 


8244 


Seq. ID 


OJ990421_30.9C03.C13 




Gene No. 


17555 


Strand 


+ 




Start 


8794 


End 


15004 




Name 


OJ990421 30.9C03.C13.ol.gp 


Method 


AAT/GAP 




Start 


11106 


End 


11658 




GI 


LIB3431-055-P1-N1-G3 


Score 


1087 




Exons 


11106. .11658 








GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 l.Oe- 


76 Oryza sativa subsp. 






japonica BAG clone 34K24, complete sequence 1 


,3 Oi 


Seq. No. 


8244 


Seq. ID 


OJ990421_30. 9C03.C13 


. -s 


Gene No. 


17555 


Strand 


+ 


tfl 


Start 


8794 


End 


15004 




Name 


OJ990421 30.9C03.C13.o2.gp 


Method 


AAT/GAP 


! Lf 

: 3tt i 


Start 


12493 


End 


12738 


-5 


GI 


none 


Score 


269 


! ; I 


Exons 


12493. .12658, 12690.. 12738 






m 


Seq. No. 


8244 


Seq. ID 


OJ990421_30.9C03.C13 




Gene No. 


17556 


Strand 




13 

,: 13 - 


Start 


1287 


End 


13394 




Name 


OJ990421 30.9C03.C13.o2.np 


Method 


AAT/NAP 




Start . 


1287 


End 


13394 


.. „, 


GI 


6523547 


Score 


375 


CI 


Exons 


1287. .1385, 1991.. 2198, 2466 


..2623, 5360. .5513, 7659. .7843, 


□ 




13194. .13394 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 


'asF 




carteri f. nagariensis] . 








Seq. No. 


8244 


Seq. ID 


OJ990421_30.9C03.C13 




Gene No. 


17556 


Strand 






Start 


1287 


End 


13394 




Name 


OJ990421 30.9C03.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1701 


End 


5343 




GI 


none 


Score 


46 




Exons 


1701. .1757, 1797. .1928, 4753 


..4938, 4951. .5136, 4954. .5133, 






4961.. 5176, 5164.. 5343, 5167 


. .5337 






Seq. No. 


8244 


Seq. ID 


OJ990421_30.9C03.C13 




Gene No. 


17556 


Strand 






Start 


1287 ' 


' End 


13394 




Name 


OJ990421 30.9C03.C13.ol.np 


Method 


AAT/NAP 




Start 


4648 


End 


5892 



8691 




GI 2351097 Score 954 

Exons 4648. .4692, 4744. .5892 

GI Descrip. (AB006810) ATMRK1 [Arabidopsis thaliana] 



Seq. No. 8244 

Gene No. 17556 

Start 1287 

Name OJ990421_30 . 9C03 . C13 . o2 

Start 4651 

GI none 

Exons 4651.. 5899, 5980. .6169, 

Seq. No. 8244 

Gene No. 17556 

Start 1287 

Name OJ990421_30.9C03.C13.ol 

Start 4663 

GI none 

Exons 4663. .4680, 4744. .4938, 
5164.. 5388, 5165.. 5353, 

Seq. No. 8244 

Gene No. 17556 

Start 1287 

Name OJ9904 21_30 . 9C03 . C13 . ol 

Start 4666 

GI none 

Exons 4666.. 4680, 4750.. 4941, 
5164.. 5274, 5165.. 5260 

Seq. No. 8244 

Gene No. 17556 

Start 1287 

Name OJ9904 21_30 . 9C03 . C13 . ol 

Start 4741 

GI none 

Exons 4741.. 4941, 4742.. 4867, 
5165.. 5353, 5410.. 5676, 



Seq. ID OJ990421_30.9C03.C13 
Strand 

End 13394 

. gs Method GENSCAN 

End 7492 

Score .87 
6292. .6421, 7236. .7400, 7445.-7492 

Seq. ID OJ990421_30.9C03.C13 
Strand 

End 13394 
.tc Method TBLASTX: Cress 

End 5676 

Score 60 
4745. .4867, 4951. .5136, 4955. .5131, 
5386. .5676, 5387. .5641 

Seq. ID OJ990421_30.9C03.C13 
Strand 

End 13394 

.ts Method TBLASTX: Soybean 

End 5274 

Score 37 
4754. .4861, 4951. .5136, 4955. .5182, 



Seq. ID OJ990421_30.9C03.C13 
Strand 

End 13394 

.tm Method TBLASTX: Maize 

End 5676 

Score 51 
4913. .5176, 4951. .5139, 5164. .5349, 
5414. .5659 



Seq. No. 8244 Seq. ID 

Gene No. 17557 Strand 

Start 13392 End 

Name OJ990421_30 . 9C03 . C13 . o2 . tm Method 

Start 13392 End 

GI none Score 
Exons 



OJ990421_30.9C03.C13 
14753 

TBLASTX: Maize 

14753 

118 



13392. .13466, 13400 .. 134 65, 14025 .. 14096, 14027 .. 14080, 
14258. .14326, 14259. . 14321, 14261 14323, 14469 .. 14537, 
14471. .14539, 14472 .. 14534 , 14661 14753, 14666. .14752 



Seq. No. 8245 Seq. ID 

Gene No. 17558 Strand 

Start 1 - End 

Name OJ990421_30 . 9C03 . C14 . ol . gp Method 

Start 1 End 

GI none Score 

Exons - 1..113, 1512.. 1617 



OJ990421_30.9C03.C14 

1617 
AAT/GAP 
1617 
371 



8692 




C r-\ /-t Mn 

o6q. wo. 


OZ *t 0 


oeq. 1U 




Gen© No . 


11CCQ 

1 / jOO 


Q-f- va 




O Lai L 


1 


End 


1U1 / 


Name 


OJ990421 30.9C03.C14.ol.np 


Method 


AAT/NAP 


Start 


75 


End 


1617 


P T 


6671947 


Score 


1 


Exons 


75. .113, 1512. .1617 






bi uescrip. 


(AC016795) putative ubiquitin carboxyl 


ceriuinai nyaroiaSc 




[maDiaopSIS LflallanaJ 






oeq. ino . 


ft 9 4 £ 
0 Z fi 0 


oeq . 1 u 


n TQQHil 91 Tfi QpH'? PI £ 

uuyyufi^x JU . ytuj .lid 


Gene No. 


17559 


Strand 




Start 


508 


End 


555 


Name 




i v ie inou 




OtalC 


jU O 




RR R 
JJJ 


P T 


none 


Score 


7 /l 
. / fl 


C V /""k T"\ O 


OUO . . jjj 






o e q * in o . 


ft 9 A 1 


Oct]. ±U 


PTQQn/i9i "^n qpo^ pi q 
ujyyufizi JU. yuuj.Lio 


Gene No. 


1 / ODU 


0 trana 


+ ~~ 


Start 


958 


End 


1770 


Name 


OJ990421 30.9C03.C18.ol.gs 


Method 




o t ar r. 


958 


End 


1 / / u 


P T 


none 


Score 


. 0 0 


I* 1 V /"V T"l 


958. .1008, 1105. .1770 






OC4. LN O ■ 


8247 


Seq. ID 


nTQQnzi9i qph^ pi ft 


Gene No . 


17561 


Strand 




Of- a r +- 
OLalL 


6121 


End 


DZ. jj 


Name 


OJ990421 30.9C03.C18.ol.gp 


Method 


AAT/GAP 


Start 


6121 


End 


6233 




uC-osflcyp088b!2bl 


Score 


1 C(T 

10 0 


Exons 


6121. .6233 






bi uescrip . 


•5257255/dbj IAP000364.il AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 




Oct] . INO ■ 


8247 


Seq. ID 




bene ino • 


17562 


Strand 


T 


Start 


7633 


End 


14525 


Name 


OJ990421 30.9C03.C18.ol.np 


Method 


AAT/NAP 


Of- -3 y-J- 


7633 


End 


1 / c 9 c 
1 H D£ D 


pt 

bl 


4206306 


Score 


Z / j! 




7633.-8428, 11518. .14525 






bi uescrip. 


(AF049110) prpol [Zea mays] 






oeq . ino . 


8247 


Seq. ID 


PiTQQft/191 ^Pl QPm PI Q 


bene no . 


17563 


Strand 




Start 


22002 


End 




Name 


OJ990421 30.9C03.C18.o2.gp 


Method 


AAT/GAP 


Start 


22002 


End 


22382 


GI 


uC-osflcyp033a04bl 


Score 


650 


Exons 


22002. .22382 






GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 8247 Seq. ID OJ990421_30.9C03.C18 

Gene No. 17564 Strand + 

8693 






Start 


29889 




End 


30110 






Name 


OJ990421 30.9C03.C18 


.06. gs 


Method 


GENSCAN 






Start 


29889 




End 


30110 






GI 


none 




Score 


. 63 






Exons 


29889. . 30110 












Seq. No. 


8247 




Seq. ID 


OJ990421_30. 9C03 


.C18 




Gene No. 


17565 




Strand 








Start 


15156 




End 


27700 






Name 


OJ990421_30.9C03.C18 


.o3.gs . 


Method 


GENSCAN 






Start 


15156 




End 


18711 






GI 


none 




Score 


.62 






Exons 


15156. .15593, 15876. 


.16013, 


16152. .16700, 16801. .17572, 








17590. .17806, 17874. 


. 18711 










Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 




Gene No. 


17565 




Strand 








Start 


15156 




End 


27700 






Name 


OJ990421 30.9C03.C18 


. o2 . np 


Method 


AAT/NAP 






Start 


15379 




End 


22301 






GI 


5852180 




Score 


421 






Exons 


15379. . 15413, 19123. 


.19194, 


20678. .21109, 21169. . 21254, 








22231. .22301 












GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


l sativa] 






In 


Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


' ! i 


Gene No. 


17565 




Strand 






3? 


Start 


15156 




End 


27700 




; sf 


Name 


OJ990421 30.9C03.C18 


. o3 .np 


Method 


AAT/NAP 




, t 
: a 


Start 


19682 




End 


27083 




=11 


GI 


4544372 




Score 


556 




1! 


Exons 


19682. .19759, 23080. 


.23961, 


24263. .24392, 27017. .27083 






GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabiclopsis 


I 3*. 
t 

: =f 




thaliana] 










! J 


Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


:=: 


Gene No. 


17565 




Strand 








Start 


15156 




End 


27700 






Name 


OJ990421 30.9C03.C18 


.o5 . gs 


Method 


GENSCAN 




.-i 


Start 


21932 




End 


27700 




a! 


GI 


none 




Score 


.57 






Exons 


21932. .22134, 22231. 


.22284, 


22392. .22584, 23018 .. 24047, 








24163. .25793, 26141. 


.26406, 


26624. .26806, 27292.. 27700 






Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 




Gene No. 


17566 




Strand 








Start 


31865 




End 


36728 






Name 


OJ990421 30.9C03.C18 


. o7 . tw 


Method 


TBLASTX: Wheat 






Start 


6747 




End 


7091 






GI 


none 




Score 


181 






Exons 


6747. .7091 












Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 




Gene No. 


17566 




Strand 








Start 


31865 




End 


36728 






Name 


OJ990421 30.9C03.C18 


. o3. ts 


Method 


TBLASTX : Soybean 






Start 


7803 




End 


24545 





8694 




GI 


none 




Score 


78 




Exons 


7803.. 8072, 24207.. 24545 








Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No . 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


7884 




End 


24533 




GI 


none 




Score 


79 




Exons 


7884. .8015, 8021. .8242, 8022. .8243, 24407 24448, 24429 


. .24533 


Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No . 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


11560 ~ 




End 


23872 




GI 


none 




Score 


211 




Exons 


11560. . 11811/ 23636. 


.23872 








Seq. No. 


8247 




Seq. ID 


OJ990421__30.9C03 


.C18 


Gene No. 


17566 -& £ v 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


.o2 . ts 


Method 


TBLASTX: Soybean 




Start 


11602 ~ 




End 


23797 




GI 


none 




Score 


97 




Exons 


11602 . . 11826, 11833. 


. 11967, 


23432. .23566, 23573 .. 23797, 






• 23607 . .23786 










Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No. 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11691 




End 


23704 




GI 


none 




Score 


419 




Exons 


11691. .12047, 11692. 


. 12048, 


23375.-23662, 23378 .. 23704 , 






23481 . .23693 










Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No. 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


11815 




End 


23635 




GI 


none 




Score 


178 




Exons 


11815. .12012, 11823. 


.12011, 


12025. . 12162, 23231. .23575, 






23231. .23584, 23274. 


.23576, 


23479. .23586, 23579. . 23635, 






23589. .23630 










Seq. No. 


8247 




Seq. ID 


OJ990421_30. 9C03 


.C18 


Gene No. 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12052 




End 


23362 




GI 


none 




Score 


291 




Exons 


12052. .12426, 12054. 


.12077, 


12085. .12192, 12207. .12308, 






23082. .23213, 23087. 


.23362, 


23096.. 23362 




Seq. No. 


8247 




Seq. ID 


OJ990421_30. 9C03 


.C18 



8695 




f^pnp Mrs 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12178 




End 


23215 




GI 


none 




Score 


253 




Exons 


12178. .12552, 12231. 


.12386, 


23082. .23177, 23087.. 23215 




Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No. 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12186 




End 


23230 




GI 


none 




Score 


87 




Exons 


12186. .12329, 12186. 


.12446, 


12187. .12552, 12187 .. 12450, 






23079. .23213, 23087. 


.23230 








Seq. No. 


8247 




Seq. ID 


OJ990421_30. 9C03 


.C18 


Gene No . 


17566 




Strand 


- 




Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


:\ 12692 




End 


13124 






none 




Score 


307 




Exons 


12692 ., v 13123, 12693.. 


.13124 








Seq. No. 


8247 




Seq. ID 


OJ990421_30. 9C03 


.C18 


Gpnp Mo 

W\^ll^ LI * 


17566 




Strand 


— 




Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


13326 




End 


13592 




GI 


none 




Score 


234 




Exons 


13326. .13592, 13451. 


.13591 








Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No . 


17566 




Strand 


— 




Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


.o4 . tw 


Method 


TBLASTX : Wheat 




Start 


13434 




End 


13823 




GI 


none 




Score 


263 




Exons 


13434. .13823, 13478. 


.13741 








Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No . 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30.9C03.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13593 




End 


13946 




GI 


none 




Score 


368 




Exons 


13593. .13946, 13685. 


.13945 








Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 


flpnp Mo 


17566 




Strand 






Start 


31865 




End 


36728 




Name 


OJ990421 30. 9C03.C18 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13710 




End 


14054 




GI 


none 




Score 


46 




Exons 


13710. .13745, 13764. 


.14054 








Seq. No. 


8247 




Seq. ID 


OJ990421_30.9C03 


.C18 



8696 



UC11C Vi\J ■ 


17566 






Strand 




Start 


31865 






End 


36728 


Name 


OJ990421 30.9C03.C18 


. 06. tm 


Method 


TBLASTXtMaize 


Start 


14214 






End 


14474 


GI 


■ none 






Score 


190 


Exons 


14214. 


.14474, 14282. 


.14449 






Seq. No. 


8247 






Seq. ID 


OJ990421_30.9C03 


Gene No. 


17566 






Strand 




Start . 


31865 






End 


36728 


Name 


OJ990421 30.9C03.C18 


. o7 . gs 


Method 


GENSCAN 


Start 


31865 






End 


35807 


GI 


none 






Score 


.69 


Exons 


31865. 


.31924, 32194. 


.32400, 


33346.-34326, 34893 35392, 




35636. 


.35807 









p 
m 



Seq. No. 8247 

Gene No. 17566 

Start 31865 

Name OJ99042 1_30 . 9C03 . C18 . o4 . np 

Start 32269 

GI 625973 

Exons 32269.-34326, 34893 35043, 
GI Descrip. 



OJ990421 30.9C03.C18 



Seq. ID _ 
Strand 

End 36728 
Method AAT/NAP 
End 36728 
Score 601 
36685. .36728 

disease resistance protein RPS2 - Arabidopsis thaliana gi 1548086 
(U14158) RPS2 [Arabidopsis thaliana] gi 1549979 (U12860) RPS2 
[Arabidopsis thaliana] gi | 4538938 | emb | CAB39674 . 1 | (AL049483) 
disease resistance protein RPS2 [Arabidopsis thaliana] 



Seq. No. 


8247 








Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No. 


17566 








Strand 






Start 


31865 








End 


36728 




Name 


OJ990421 30. 


9C03.C18 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


32383 








End 


35024 




GI 


none 








Score 


70 




Exons 


32383. 


.32511 


, 32578. 


.32733, 


33199. .33387, 33481 33807, 






33496. 


.33636 


, 33719. 


.33808, 


33859. .34074, 34 171 .. 34290, 






34965. 


.35024 












Seq. No. 


8247 








Seq. ID 


OJ990421_30.9C03 


.C18 


Gene No. 


17566 








Strand 






Start 


31865 








End 


36728 




Name 


OJ990421 30. 


9C03.C18 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


33952 








End 


34275 




GI 


none 








Score 


55 




Exons 


33952. 


.34074 


, 34001. 


.34075, 


34081. .34275, 34172. .34246 




Seq. No. 


8248 








Seq. ID 


OJ990421_30.9C03 


.C19 


Gene No. 


17567 








Strand 


+ 




Start 


1857 








End 


.4010 




Name 


OJ990421 30. 


9C03.C19 


ol . gs 


Method 


GENSCAN 




Start 


1857 








End 


4010 




GI 


none 








Score 


.89 




Exons 


1857. . 


1971, 


2007. .2111, 3892 


. .4010 






Seq. No. 


8248 








Seq. ID 


OJ990421_30. 9C03 


.C19 


Gene No. 


17568 








Strand 






Start 


6016 








End 


6898 





8697 




Name 


OJ990421 30. 


9C03.C19.o3.gs 


Method 


GENSCAN 








Start 


6016 




End 


6898 








GI 


none 




Score 


.47 








Exons 


6016. .6302, 


6763. .6898 












Seq. No. 


8248 




Seq. ID 


OJ990421 


_30 


.9C03. 


C19 




17569 




Strand 


+ 








Start 


7354 




End 


7686 








Name 


OJ990421 30. 


9C03.C19.o4.gs 


Method 


GENSCAN 








Start 


7354 




End 


7686 








GI 


none 




Score 


.82 








Exons 


7354. .7395, 


7401.. 7686 












Seq. No. 


8248 




Seq. ID 


OJ990421 


_30 


.9C03. 


C19 


Gene No. 


17570 




Strand 










Start 


1 




End 


8529 








Name 


OJ990421 30. 


9C03.C19.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


8529 








GI 


5852175 




Score 


111 








Exons 


1..28, 5526. 


.5558, 6174. .6271, 6845. .6894, 8491 


. .8 


529 




GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 










Seq. No. 


8248 




Seq. ID 


OJ990421 


_30 


.9C03. 


C19 


^pnp Mo 
OCUC 1>U ■ 


17570 




Strand 










Start 


1 




End 


8529 








Name 


OJ990421 30. 


9C03.C19.o2.gs 


Method 


GENSCAN 








Start 


4527 




End 


5139 








GI 


none 




Score 


.82 








Exons 


4527. .4584, 


4633.. 4863, 4970 


. .5139 










Seq. No. 


8249 




Seq. ID 


OJ990421 


_30 


.9C03. 


C20 


Gene No. 


17571 




Strand 


+ 








Start 


1 




End 


453 








Name 


• OJ990421 30. 


9C03.C20.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


453 








GI 


6498434 




Score 


78 








Exons 


1..33, 372.. 


453 












GI Descrip. 

- 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


8249 




Seq. ID 


OJ990421 


_30 


.9C03. 


C20 


Gpnp No 
\j die l i \j » 


17572 




Strand 










Start 


63 




End 


1121 








Name 


OJ990421 30. 


9C03.C20.ol.gs 


Method 


GENSCAN 








Start 


63 




End 


1121 








GI 


none 




Score 


.44 








Exons 


63. .163, 411 


..560, 875. .988, 


1039. .1064, 1093. . 


1121 




Seq. No. 


8250 




Seq. ID 


OJ990421 


_30 


. 9C03. 


C24 


Gene No. 


17573 




Strand 










Start 


1 




End 


561 








Name 


OJ990421 30. 


9C03.C24.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


561 








GI 


106322 




Score 


439 








Exons 


1. .561 














GI Descrip. 


hypothetical 


' protein (L1H 3' 


region) - 


human 








Seq. No. 


8251 




Seq. ID 


OJ990501_ 


_24 


. 9C03. 


C2 



8698 




Gpnp No 


17574 


Strand 


+ 








Start 


2360 


End 


2439 








Name 


OJ990501 24.9C03.C2.ol.gs 


Method 


GENSCAN 








Start 


2360 


End 


2439 








GI 


none 


Score 


.67 








Exons 


2360. .2439 












Seq. No. 


8251 


Seq. ID 


OJ990501_ 


24 , 


. 9C03 


.C2 


Gene No . 


17575 


Strand 










Start 


3823 


End 


4298 








Name 


OJ990501 24.9C03;C2.o2.gs 


Method 


GENSCAN 








Start 


3823 


End 


4298 








GI 


none 


Score 


.88 








Exons 


3823.. 3914, 4292. .4298 












Seq. No. 


8252 


Seq. ID 


OJ990501_ 


24 . 


. 9C03 


.C3 


Gene No. 


17576 


Strand 


+ 








Start 


11761 


End 


13309 








Name 


OJ990501 24.9C03.C3.ol.gp 


Method 


AAT/GAP 








Start 


11761 


End 


13309 








GI 


LIB3432-047-P2-K11-A9 


Score 


672 








Exons 


11761. .11911, 12624. .12822, 


13254. .13309 








GI Descrip. 


' 4 959460/gb| AF126053.il AF126053 3.0e- 


11 Zea mays 


RACB small 



binding protein mRNA, complete cds ' 



Seq. No. 


8252 


Seq. ID 


OJ990501_24, 


. 9C03. 


C3 


Gene No. 


17577 


Strand 








Start 


317 


End 


5114 






Name 


OJ990501 24.9C03..C3.ol.gs 


Method 


GENSCAN 






Start 


317 


End 


5114 






GI 


none 


Score 


.69 






Exons 


317. .418, 3237. .3650, 4074. 


.4667, 4744 


. .4897, 5038. 


. .5114 




Seq. No. 


8252 


Seq. ID 


OJ990501_24. 


.9C03. 


C3 


Gene No. 


17577 


Strand 








Start 


317 


End 


5114 






Name 


OJ990501 24.9C03.C3.ol.np 


Method 


AAT/NAP 






Start 


3554 


End 


4157 






GI 


100921 


Score 


42 






Exons 


3554. .3647, 4071. .4157 










GI Descrip. 


regulatory protein B-Peru - 


maize gi | 22195 | emb | CAA40544 | 






(X57276) regulatory protein 


[Zea mays] 








Seq. No. 


8252 


Seq. ID 


OJ990501_24. 


-9C03. 


C3 


Gene No. 


17578 


Strand 








Start 


13853 


End 


16392 






Name 


OJ990501 24.9C03.C3.o3.gs 


Method 


GENSCAN 






Start 


13853 


End 


•16392 






GI - 


none 


Score 


.63 






Exons 


13853. .14062, 14078 14 140, 


16094. .16392 






Seq. No. 


8252 


Seq. ID 


OJ990501_24. 


.9C03. 


C3 


Gene No. 


17578 


Strand 








Start 


13853 


End 


16392 






Name 


OJ990501 24.9C03.C3.o2.gp 


Method 


AAT/GAP 






Start 


15153 


End 


15261 






GI 


uC-osflcyp022c06b2 


Score 


125 







8699 




Exons 15153.. 15261 

GI Descrip. • 5042437/gb | AC007789 . 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 


8253 


Seq. ID 


OJ990501_24 . 9C03 


.C4 


Gene No. 


17579 


Strand 


+ 




Start 


526 


End 


777 




Name 


OJ990501_24 . 9C03 . C4 . ol . tm 


Method 


TBLASTX: Maize 




Start 


523 


End 


675 




GI 


none 


Score 


199 




Exons 


523. .675, 524. .670 








Seq. No. 


8253 


Seq. ID 


OJ990501_24 . 9C03 


.C4 


Gene No. 


17579 


Strand 


+ 




Start 


526 


End 


777 




Name 


OJ990501 24.9C03.C4.ol.gs 


Method 


GENS CAN 




Start 


526 


End 


67 9 




GI 


none 


Score 


. 49 




Exons 


526. .679 








Seq. No. 


8253 


Seq. ID 


OJ990501_24.9C03 


.C4 


Gene No. 


17579 


Strand 


+ 




Start 


526 


End ■ 


777 




Name 


OJ990501 24.9C03.C4.ol.np 


Method 


AAT/NAP 




Start 


526 


End 


777 




GI 


3413704 


Score 


90 




Exons 


526. . 777 








GI Descrip. 


(AC004747) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03 


.C5 


Gene No. 


17580 


Strand 


+ 




Start 


24 


End 


1304 




Name 


OJ990501 24.9C03.C5.ol.gs 


Method 


GENSCAN 




Start 


24 


End 


784 




GI 


none 


Score 


.74 




Exons 


24. .58, 408. .550, 729. .784 








Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03 


. C5 


Gene No. 


17580 


Strand 


+ 




Start 


24 


End 


1304 




Name 


OJ990501 24.9C03.C5.ol.np 


Method 


AAT/NAP 




Start 


408 


End 


1304 




GI 


3413704 


Score 


221 




Exons 


408. .550, 1213. .1304 








GI Descrip. 


(AC004747) unknown protein 


[Arabidopsis 


i thaliana] 




Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03 


-C5 


Gene No. 


17581 


Strand 


+ 




Start 


3327 


End 


13215 




Name 


OJ990501 24.9C03.C5.o3.gs 


Method 


GENSCAN 




Start 


3327 


End 


9160 




GI 


none 


Score 


.63 




Exons 


3327. .5084, 5095. .5273, 5309. .6313, 6520. .6720, 6972. .7161, 




7448.. 7932, 8329.. 8586, 8995.. 9160 






Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03 


.C5 


Gene No. 


17581 


Strand 


+ 





8700 






Start 


3327 


End 


13215 






Name 


OJ990501 24.9C03.C5.o2.np 


Method 


AAT/NAP 






Start 


5224 


End 


9157 






GI 


4206306 


Score 


3000 






Exons 


5224. .9157 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03. 


C5 




Gene No. 


17581 


Strand 


+ 






Start 


3327 


End 


13215 






Name 


OJ990501 24.9C03.C5.o3.np 


Method 


AAT/NAP 






Start 


5651 


End 


13215 






GI 


134780 


Score 


94 






Exons 


5651. .5746, 10440 .. 10537 , 12003 .. 12111, 


12963. .13215 






GI Descrip. 


SPORE COAT PROTEIN SP96 gi | 84 145 | pir | | S07 638 spore coat 


protein 






SP96 precursor - slime mold (Dictyostelium discoideum) 








gi| 295736 | emb | CAA34508 | (X16491) spore 


coat protein sp96 






[Dictyostelium discoideum] 










Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03. 


C5 




Gene No. 


17582 


Strand 


+ 






Start 


15776 * 


End 


19014 






Name 


OJ990501 24.9C03.C5.o4.np 


Method 


AAT/NAP 






Start 


15776 • 


End 


19014 




. - 1 


GI 


5852093 


Score 


57 




i'J 


Exons 


15776. .15810, 17142. .17267, 11 


3981. .19014 




' rs 

; 1 1 
s : £ 


GI Descrip; 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03. 


C5 


. 


Rpna "Mo 


17583 


Strand 


+ 




.J 


Start 


19056 


End 


19443 




:J 


Name 


OJ990501 24.9C03.C5.o6.gs 


Method 


GENSCAN 




: ! E 


Start 


19056 


End 


19443 






GI 


none 


Score 


.8 




... 

; 


Exons 


19056. .19121, 19345.. 19443 








. E 
"xl 


Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03. 


C5 


j m 


fipriA No 


17584 


Strand 






"l 


Start 


1247 


End 


3198 






Name 


OJ990501 24.9C03.C5.o2.gs 


Method 


GENSCAN 




= : 

t 


Start 


1247 


End 


3198 




:sJ 


GI 


none 


Score 


.75 






Exons 


1247. .1287, 1395. .1569, 1890. 


.2074, 3033. .3198 






Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03. 


C5 




Gene No. 


17585 


Strand 








Start 


10444 


End 


13274 






Name 


OJ990501 24.9C03.C5.o4.tm 


Method 


TBLASTX: Maize 






Start 


405 


End 


1327 






GI 


none 


Score - . 


251 






Exons 


405. .548, 406. .549, 409. .552, 


411. .557, 


1201.. 1299, 1211 


. .1300, 






1215. .1307, 1218. .1301, 1220., 


.1327 








Seq. No. 


8254 


Seq. ID 


OJ990501_24.9C03. 


C5 




Gene No. 


17585 


Strand 








Start 


10444 


End 


■ 13274 






Name 


OJ990501 24.9C03.C5.o7.tw 


Method 


TBLASTX: Wheat 





8701 



Start 
GI 

Exons 



4338 
none 

4338. .4628 



End 
Score 



4628 
180 



Seq. No. 8254 Seq. ID 

Gene No. 17585 Strand 

Start 10444 End 

Name OJ99050 1_24 . 9C03 . C5 . o5 . tw Method 

Start 5475 End 

GI none Score 

Exons 5475.. 5606, 5612.. 5833, 5613.. 5834 



OJ990501_24.9C03.C5 
13274 

TBLASTX : Wheat 

5834 

86 



U 



ry 
n 

: : 
; : : 

rli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8254 

17585 

10444 

OJ990501_24. 

6039 

none 

6039. .6497, 

8254 

17585 

10444 

OJ990501_24, 

6167 

none 

6167. .6493, 

8254 

17585 

10444 

OJ990501_24, 

6551 

none 

6551. .6934, 

8254 

17585 

10444 

OJ990501_24. 

6608 

none 

6608. .7027, 



9C03.C5.ol. tw 



6065. .6493 



9C03.C5.o2.tm 



6168. .6509 



9C03.C5.ol.tm 



6661. .6921 



9C03.C5.o2.tw 



6661. .6921 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_24.9C03.C5 
13274 

TBLASTX : Wheat 

6497 

461 



OJ990501_24.9C03.C5 
13274 

TBLASTX: Maize 

6509 

370 



OJ990501_24.9C03.C5 
13274 

TBLASTX: Maize 

6934 

386 



OJ990501_24.9C03.C5 
13274 

TBLASTX: Wheat 

7027 

427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8254 ■ 

17585 

10444 

OJ990501_24, 

6653 

none 

6653. .7036, 



9C03.C5.ol.ts 



6706. .6846 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_24.9C03.C5 
13274 

TBLASTX : Soybean 

7036 

263 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8254 

17585 

10444 

OJ990501_24, 
7303 



9C03.C5.o3. tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990501_24.9C03.C5 
13274 

TBLASTX: Wheat* 
7735 



8702 



GI 


none 








Score 


316 


Exons 


7303. .7725, 


7304. 


.7735 








Seq. No. 


8254 








Seq. ID 


OJ990501_24.9C03 


flonn Mo 


J. / -J O J 












Start 


10444 








End 


13274 


Name 


OJ990501 24 


.9C03. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7936 








End 


8203 


GI 


none 








Score 


228 


Exons 


7936. .8010, 


7937. 


.8203, 


8062. 


.8202 




Seq. No. 


8254 








Seq. . ID 


OJ990501_24.9C03 




J. / JO J 








C+- -r a n H 




Start 


10444 








End 


13274 


Name 


OJ990501 24 


.9C03. 


C5.o4. 


tw 


■ Method 


TBLASTX: Wheat 


Start 


8045 








End 


8434 


GI 


none 








Score 


261 


Exons 


8045. .8434, 


8089. 


.8256, 


8311. 


.8352 




Seq. No. 


8254 








Seq. ID 


OJ990501_24.9C03 


Gene No. 


17585 








Strand 




Start 


10444 








End 


13274 


Name 


OJ990501 24 


.9C03. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


• 8204 








End 


8563 


GI 


none 








Score 


353 


Exons 


8204. .8563, 


8296. 


.8556 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8254 

17585 

10444 

OJ990501_24. 9C03.C5.o2.ts 

8207 

none 



Seq. ID OJ990501_24 . 9C03.C5 
Strand 
End 

Method 
End 
Score 



13274 

TBLASTX : Soybean 

8581 

92 



8207. .8350, 8314. .8349, 8356.-8574, 8357. .8581 



8254 

17585 

10444 

OJ990501_24. 9C03.C5.o6.tw 

8552 

none 



Seq. ID OJ990501_24 . 9C03.C5 
Strand 
End 

Method 
End 
Score 



13274 

TBLASTX: Wheat 

9148 

90 



8552. .8671, 8696. .8830, 8698. .8922, 9023. .9148 



Seq. No. 8254 Seq. ID 

Gene No. 17585 Strand 

Start 10444 End 

Name OJ990501_24 . 9C03 . C5 . 06 . tm Method 

Start 8597 End 

GI none Score 

Exons 8597.. 8839 



OJ990501_24.9C03.C5 
13274 

TBLASTX : Maize 

8839 

188 



Seq. No. 8254 

Gene No. 17585 

Start 10444 

Name OJ990501_24 . 9C03 . C5 . o4 . gs 

Start 10444 

GI none 



Seq. ID OJ990501_24.9C03.C5 
Strand 

End 13274 

Method GENSCAN 

End 13274- 

Score .64 



8703 



Exons 


10444. .11196, 11469. .11793, 


11802. .123 


Seq. No. 


8255 


Seq. ID 


Gene No. 


.17586 


Strand 


Start 


1 


End 


Name 


OJ990501 24.9C03.C6.o2.np 


Method 


Start 


1 


End 


GI 


4680183 


Score 


Exons 


1..101, 14082. . 14150, 14760 


. .14851 


GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sati 


Seq. No. 


8255 


Seq. ID 


Gene No . 


17586 


Strand 


Start 


1 


End 


Name 


OJ990501 24 . 9C03.C6.o2.gp 


Method 


Start 


3673 


End 


GI 


none 


Score 


Exons 


3673. .3991 




Seq. No. 


8255 


Seq. ID 


Gene No . 


17586 


Strand 


Start 


1 


End 


Name 


OJ990501 24 . 9C03.C6.o3.gp 


Method 


Start 


...4465 


End 


GI 


none 


Score 


Exons 


4465. .4914 




Seq. No. 


8255 


Seq. ID 


Gene No . 


17586 


Strand 


Start 


1 


End 


Name 


OJ990501 24 . 9C03.C6.o3.gs 


Method 


Start 


10075 


End 


GI 


none 


Score 


Exons 


10075. .10295, 10395. .10418, 


11556. .121 


Seq. No. 


8255 


Seq. ID 




17586 


Strand 


Start • 


. 1 


End 


Name 


OJ990501 24 . 9C03.C6.o4 . gs 


Method 


Start 


13143 


End 


GI 


none 


Score 


Exons 


13143. .13308, 13444. .13577 




Seq. No. 


8255 


Seq. ID 


Gene No. 


17587 


Strand 


Start 


15655 


End 


Name 


OJ990501 24.9C03.C6.o3.np 


Method 


Start 


15564 


End 


GI 


6721560 


Score 


Exons 


15564. .1567 6, 15712. .15821, 


16345. .165 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 




gil 6815085 | db j | BAA90371.il 


(AP001081) ] 




[Oryza sativa] 




Seq. No. 


8255 


Seq. ID 


Gene No. 


17587 


Strand 


Start 


15655 


End 



OJ990501_24.9C03.C6 
+ 

14851 
AAT/NAP 
14851 
197 



OJ990501_24 .9C03.C6 
+ 

14851 
AAT/GAP 
3991 
556 



OJ990501_24 .9C03.C6 
+ 

14851 
AAT/GAP 
4914 
807 



OJ990501_24.9C03.C6 
+ 

14851 
GENS CAN 
12141 
.74 



OJ990501_24.9C03.C6 
+ 

14851 
GENSCAN 
13577 
.47 



OJ990501_24.9C03.C6 
+ 

21081 
AAT/NAP 
16539 
188 



hypothetical protein 



OJ990501_24.9C03.C6 
+ 

21081 



8704- 





Name 


OJ990501_24 . 9C03 . C6 . o5 . gs 


Method 


GENSCAN 






Start 


15655 


End 


21081 






GI 


none 


Score 


.48 






Exons 


15655. .16036, 16042. .16277, 


17020. .17117, 17380. .17544, 








18458. .18592, 18928. .19000, 


20260. .21081 






Seq. No. 


8255 


Seq. ID 


OJ990501_24.9C03. 


C6 




Gene No. 


17588 


Strand 








Start 


486 


End 


755 






Name 


OJ990501 24.9C03.C6..ol.gp 


Method 


AAT/GAP 






Start 


486 


End 


755 






GI 


28898 2.R1084 


Score 


352 






Exons 


486. .628, 650. .755 










GI Descrip. 


'5042437/gb|AC007789.1|AC007789 l.Oe- 


69 Oryza sativa BAC 


: T- 






genomic sequence, complete 


sequence 1 








Seq. No. 


8255 


Seq. ID 


OJ990501_24.9C03. 


C6 




Gene No. 


17589 


Strand 








Start 


22051 


End 


34813 






Name 


OJ990501 24. 9C03.C6.ol.tm 


Method 


TBLASTX: Maize 






Start 


3753 


. End 


4644 






GI 


none 


Score 


60 






Exons 


3753. .3800, 383.7.. 3869, 3838. .3900, 4003. .4365, 4029. .4373 






4344. .4454, 4345. .4455, 4587. .4640, 4588. .4644 






Seq. No. 


8255 


Seq. ID 


OJ990501_24.9C03. 


C6 


m 


Gene No. 


17589 


Strand 






i : 


Start 


22051 


End 


34813 




i |,j 


Name 


OJ990501 24.9C03.C6.o6.gs 


Method 


GENSCAN 




!.,: 


Start 


22051 


End 


34813 




! ;l 


GI 


none 


Score 


.5 




s; 

i.. _S 


Exons 


22051. .22185, 22913 .. 23131 , 


23314. .23405, 23743 .. 23781, 




; e 




24709. .24752, 28601 28 693, 


30611. .30669, 30765 .. 30908 , 




i ef 




31094. .31117, 31770. .31842, 


31847. .31925, 32562 .. 32675, 




!E 




33491. .33618, 33712 .. 33755, 


34318. .34440, 34710. .34813 




i 


Seq. No. 


8255 


Seq. ID 


OJ990501_24.9C03. 


C6 




Gene No . 


17589 


Strand 






si 
:. 1 


Start 


2205T , 


End 


34813 




; st 

Q 


Name 


OJ990501 24.9C03.C6.ol.tc 


Method 


TBLASTX: Cress 






Start 


33433 


End 


33747 






GI 


none 


Score 


138 






Exons 


33433.-33642, 33444 .. 33635, 


33709. .33747, 33711.. 33746 






Seq. No. 


8255 


Seq. ID 


OJ990501_24.9C03. 


C6 




Gene No. 


17589 


Strand 








Start 


22051 


End 


34813 






Name 


OJ990501 24.9C03.C6.o2.tm 


Method 


TBLASTX: Maize 






Start 


33433 


End 


33747 






GI 


none 


Score 


245 






Exons 


33433..33624, 33447 .. 33632 , 


33450. .33638, 33703 33747, 








33714. .33746 










Seq. No. 


8255 


Seq. ID 


OJ990501_24.9C03. 


C6 




Gene No. 


17589 


Strand 








Start 


22051 


End 


34813 






Name 


OJ990501 24.9C03.C6.ol.tw 


Method 


TBLASTX: Wheat 





8705 



y 

at, 

en 
Q 

1 1 * 

rti 
b 



Start 






End 


.33629 




GI 


none 




Score 


77 




Exons 


00x00 0 0 c /1 n 0 0 >i 0 0 

J 3433 . . 3354 9 , 3343S. 


O O C C *7 

. 33557 , 


33440. .33541, 33441 


. . 3354 5 , 




O O /I /J O qtc ^ C O O C O /I 

3344-i . . 3354 b, 33534. 




33536. .33616, 33555 


. . 33bz3 


Seq. No. 


0 0 c c 




Seq. ID 


OJ990501 


^4 . yCU3 . Cb 


Gene No. 


17589 




Strand 






Start 


22051 




End 


34813 




Name 


ujyyuoui z4.ycuo.Lb. 


01 . ts 


Method 


TBLASTX: 


Soybean 


Start 


O O A A 1 

33441 




End 


33749 




GI 


none 




Score 


132 




Exons 


3344 1 . . 33b3z , 3340b. 


. 33bZy , 


33714. .33749 




Seq. No. 


8255 




Seq. ID 


OJ990501 


Z4 . 9CU3 . Cb 


Gene No. 


17589 




Strand 






Start 


22051 




End 


34813 




Name 


ujyyuoui z4.yLU3.Lb. 


o4 . gp 


Method 


AAT/GAP 




O 4- -1 -w» 4- 

btart 


33 /3U 




End 


34810 




GI 


O Q "7 n CO 

Zo /UbZ 




Score 


680 




Exons 


33 / 3U - . 33 / / b/ 3431o. 


*D A A A C 

.34445, 


34600. .34810 




Seq. No. 


825b 




Seq. ID 


OJ990501 


00 G/"*no 1 

Z 3 . ycu3 . CI 


Gene No. 


17590 




Strand 


+ 




Start 


1 VI c c 0 

14568- 




End 


19864 




Name 


OJyyOoul Z3.yCu3.Cl. 


ol . np 


Method 


AAT/NAP 




otart 


14 OUl 




End 


17555 




GI 


2459435 




Score 


1393 




Exons 


14501. .14595, 14670. 


.14829, 


15250. .15351, 15497 


. .15592, 




1 C ^ O O 1 C O O C 1 C O O O 

15683 .. 15 / /5, loo/z. 


. 15951, 


16058. .16339, 16697 


. . lbbuy, 




17192 . . 17555 










GI Descrip. 


(AC002332) putative 


serine 


carboxypeptidase II 


[Arabidopsij 




thaliana] 










Seq. No. 


0 o c c 

8256 




Seq. ID 


OJ990501 


_23 . 9C03 . CI 


Gene No . 


17590 




Strand 


+ 




Start 


1 X C (TO 

14568 




End 


19864 




Name 


OJ990501 23.9C03.C1. 


o3.gs 


Method 


GENSCAN 




Start 


14568 




End 


19864 




GI 


none 




Score 


.82 




Exons 


1 / c en 1 /i 0 0 0. 1 cocn 

14568 . . 14 ozy , 15250. 


1 C O O O 

. 15323, 


15448. .15592, 15872 


1 c 0 c 1 

. . 15951, 




16058 .. 16339, 16682. 


.16809, 


17192. .17456, 18286 


10/110 
. .18412, 




iyui3 . . lyuyb, lyyzi. 


. 1 yd 64 








Seq. No. 


O O C /T 

8256 . 




Seq. ID 


OJ990501 


00 n/->no 01 

23 . 9CU3 . CI 


Gene No . 


17591 




Strand 


+ 




O 4 . v- 4- 

0 tar l 


0 n q 0 c 
ZUo 3D 




End 


23432 




Name 


OJ990501 23.9C03.C1. 


ol . gp 


Method 


AAT/GAP 




Start 


20835 




End 


23432 




GI 


206 1.R1084 




Score 


1370 




Exons 


20835. .20930, 21910. 


.22009, 


22085. .22132, 22777 


. .22864, 




22945. .22988, 23074. 


.23432 









GI Descrip. 1 6014 901/sp | 050070 | DAD1_0RYSA 1.0e-58 DEFENDER AGAINST CELL 
DEATH 1 (DAD-1) (DEFENDER AGAINST APOPTOTIC DEATH 1 PROTEIN) 
>gi_2723473_dbj_BAA24072_ (D89726) defender against apoptotic 
death 1 protein [Oryza sativa] >gi_272388 3_dbj_BAA24104_ 
(D8 9727) defender against apoptotic death 1 protein [Oryza 
sativa] ' 



8706 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_23.9C03.C1 
+ 

23432 
AAT/NAP 
23154 
451 



Seq. No. 8256 
Gene No. 17591 
Start 20835 

Name OJ990501_23.9C03.Cl.o2.np 
Start 21929 
GI 6014901 

Exons 21929. .22009, 22085 22132, 

23074. .23154 

GI Descrip, DEFENDER AGAINST CELL DEATH 1 ( DAD- 1 ) {DEFENDER AGAINST 

APOPTOTIC DEATH 1 PROTEIN) gi | 2723473 | dbj | BAA24072 | (D89726) 
defender against apoptotic death 1 protein [Oryza sativa] 
gi I 2723883 | dbj | BAA24104 | (D89727) defender against apoptotic 
death 1 protein [Oryza sativa] 



22777. .22864, 22945 .. 22988 , 





Seq. No. 


8256 




Seq. ID 


OJ990501^ 


23 . 9C03 


. CI 




Gene No. 


17592 




Strand 


+ 








Start 


33120 




End 


35234 








Name 


OJ990501_23.9C03.C1 


. 06 . gs 


Method 


GENSCAN 








Start 


33120 




End 


35.064 








GI 


none 




Score 


. 83 








Exons 


33120. .33584, 34180 


. . 35064 












Seq. No. 


8256 




Seq. ID 


OJ990501 


23. 9C03 


.CI 


u 


Gene No. 


17592 




Strand 


+ 






: B E 
'as? 


Start 


33120 




End 


35234 






i"i 


Name 


OJ990501 23.9C03.C1 


. o5.gp 


Method 


AAT/GAP, 








Start 


33528 




End 


34521 






\ Lf 


GI 


none 




Score 


766 






n 


Exons 


33528.-33584, 34180 


. . 34521 










! :=! 


Seq. No. 


8256 




Seq. ID 


OJ990501 


_23. 9C03 


.CI 


i s < ! 
! fc? 


Gene No. 


17592 




Strand 


+ 






Start 


33120 




End 


35234 






.ssi 


Name 


OJ99050l_23 . 9C03 .CI 


.06. gp 


Method 


AAT/GAP 






i. -i 


Start 


34662 




End 


35234 






Ci 

- : 


GI 


4879396 




Score 


845 








Exons 


34662. .35234 












. =• 

;. t 
: sr 

,13* 


Seq. No. 


8256 




Seq. ID 


OJ990501_ 


_23.9C03 


.CI 




Gene No. 


17593 




Strand 


+ 






hat 


Start 


48795 




End 


56915 








Name 


OJ990501 23.9C03.Cl 


. 08. gs 


Method 


GENSCAN 








Start 


48795 




End 


56915 








GI 


none 




Score 


.69 








Exons 


48795. .48980, 49347 


. .49438, 


49864. .50045, 50167 


. .50238, 








51820. .51900, 52011 


. .52123, 


52919. .53123, 54903 


. .55034, 








56851. .56915 














Seq. No. 


8256 




Seq. ID 


OJ990501_ 


_23. 9.C03 


.CI 




Gene No. 


17594 




Strand 










Start 


20525 




End 


20953 








Name 


OJ990501 23.9C03.C1, 


. o4 . gs 


Method 


GENSCAN 








Start 


20525 




End 


20953 








GI 


none 




Score 


.99 








Exons 


20525. .20953 













8707 



r Li 



□ 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8256 

17595 

24428 

OJ990501_23 . 9C03 . CI . o2 . gp 
24080 

725 1.R1084 



OJ990501 23.9C03.C1 



Seq. ID 
Strand 

End 32164 
Method AAT/GAP 
End 27026 
_ Score 3348 

24080. .25606, 25888 25977 , 26059 .. 26134, 26975. .27026 
"399213/spl P31542 |CLAB_LYCES 0.0e+00 ATP- DEPENDENT CLP PROTEASE 
ATP-BINDING SUBUNIT CLPA HOMOLOG CD4B PRECURSOR 

>gi_100190_pir B35905 CD4B protein - tomato >gi_170435 (M32604) 

ATP-dependent protease (CD4B) [Lycopersicon esculentum] ' 



8256 

17595 

24428 

OJ990501_23. 9C03.Cl.o3.np 
24428 
399213 
24428. 
27391. 
29184. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 23.9C03.C1 



25606, 25888. .25977, 
27606, 28032. .28217, 
29736 



32164 
AAT/NAP 
29736 
3753 

26059. .26134, 2 6975 27 192 , 
28300. .28422, 28514 .. 28 629, 



ATP-DEPENDENT CLP PROTEASE ATP-BINDING SUBUNIT CLPA HOMOLOG CD4B 
PRECURSOR gi| 100190|pir| IB35905 CD4B protein - tomato gi|170435 
(M32604) ATP-dependent protease (CD4B) [Lycopersicon esculentum] 



8256 
17595 
24428 

OJ990501_23 . 9C03 . CI . o5 . gs 
24428" 
none 

24428. .25606, 25888 .. 25977 , 26059 .. 26134 , 26975 
27391. .27606, 28032 .. 28259, 28300 .. 28422, 28514 
29184. .29742, 30329 .. 30375, 31282 
31941. .32081, 32150. .32164 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501 23.9C03.C1 



32164 
GENSCAN 
32164 
.66 



,31619, 31704, 



.27192, 
,28629, 
.31840, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501 23.9C03.C1 



32164 
AAT/GAP 
27539 
347 



8256 
17595 
24428 

OJ990501_23 . 9C03 . CI . o3 . gp 
27130 

uC-osflcyp097b07bl 
27130. .27192, 27391. .27539 

'4 61753/spl P35100|CLPA_PEA 2.0e-13 ATP-DEPENDENT CLP PROTEASE 
ATP-BINDING SUBUNIT CLPA HOMOLOG PRECURSOR 

>gi_419773_pir S31164 ATP-dependent ClpB proteinase regulatory 

chain homolog precursor, chloroplast - garden pea >gi_l 69128 
(L09547) nuclear encoded precursor to chloroplast protein [Pisum 
sativum] 1 



8256 Seq. ID 

17595 Strand 

24428 End 

OJ990501_23 . 9C03 . CI . o4 . gp Method 

29388 End 

LIB3432-052-P1-K1-D7 Score 
29388. .29762 



OJ990501_23.9C03.C1 

32164 
AAT/GAP 
29762 
696 



8708 



GI Descrip." '2921158 9.0e-19 (AF022909) ClpC [Arabidopsis thaliana] 1 





8256 


Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17595 


Strand 






Start 


24428 


End 


32164 




Name 


OJ990501 23.9C03.Cl.o4.np 


Method 


AAT/NAP 




Start 


30320 


End 


■ 32080 




GI 


2605617 


Score 


240 




Exons 


30320. .30468, 31394 .. 31673, 


31701. .31856, 31971.. 32080 




GI Descrip. 


(D88617) OSMYB1 [Oryza sativa] 








8256 


Seq. ID 


OJ990501_23.9C03 




Gene No. 


17596 


Strand 






Start 


35726 


End 


44363 




Name 


OJ990501 23.9C03.Cl.o7.gs 


Method 


GENSCAN 




Start 


35726 


End 


44363 




GI 


none 


Score 


.65 




Exons 


35726. .36012, 37204 .. 37245, 


37731. .38175, 38303 .. 384 11 , 






39373. .39506, 41816 .. 4 1838 , 


44336. .44363 






8256 


Seq. ID 


OJ990501_23.9C03 


. CI 


Gene No. 


17596 


Strand 






Start 


35726 


End 


44363 




Name 


OJ990501 -23.9C03.Cl.o5.np 


• Method 


AAT/NAP 




Start 


35729 


End 


38461 




GI 


2459437 


Score 


521 




Exons 


35729. .36012, 37794 .. 38059, 


38093. .38461 




GI Descrip. 


(AC002332) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8256 


Seq. ID 


OJ990501_23. 9C03 


.CI 


Gene No. 


17597 


Strand 






Start 


56392 


End 


56485 




Name 


OJ990501 23.9C03.Cl.ol0.gp 


Method 


AAT/GAP 




Start 


56392 


End 


56485 




GI 


LIB3477-003-P1-K1-E9 


Score 


104 




Exons 


56392. .56485 








GI Descrip. 


? 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23. 


9C03.C1. 


o!2 . tm 


Method 


TBLASTX: Maize 




Start 


14637 






End 


14831 




GI 


none 






Score 


246 




Exons 


14637. .14828 


, 14649. 


.14831 








Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17598 






Strand 






Start 


57716 - 






End 


57851 




Name 


OJ990501 23. 


9C03.C1. 


o9.ts 


Method 


TBLASTX : Soybean 




Start 


14663 






End 


14831 




GI 


none 






Score 


210 




Exons 


14663. .14737 


, 14664. 


.14831, 








Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 



8709 



Gene No. 17598 
Start 57716 

Name OJ990501_23. 9C03.C1 .06. tc 

Start 14670 
GI none 
Exons 14670. 

15248. 

15496. 



,14831, 14687. 
,15346, 15253. 
,15591 



.14737, 
.15372, 



Strand 

End 57851 

Method TBLASTX : Cress 

End 15591 

Score 217 
14760. .14831, 15233. .15301, 
15279. .15422, 154 95 .. 15590, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8256 

17598 

57716 

OJ990501_23.9C03.Cl.o2.tm 

15232 

none 

15232. .15321, 15233 .. 15331, 
15342. .15422, 15495 .. 15590, 
15682. .15789, 15688 .. 15789, 
15870. .15950, 15873 15959, 
16598. .16735, 16670.. 16735 

8256 

17598 

57716 

OJ990501_23 . 9C03 . CI . o2 . ts 
15248 
none 
15248, 
15681, 
15931, 

17193. .17267 



Seq. ID OJ990501_23.9C03.C1 
Strand 

End 57851 

Method TBLASTX :Maize 

End 16735 

Score 101 
15233. .15334, 1527 9 .. 15338 , 
15496. .15591, 15681 .. 15776, 
15689. .15793, 158 65 15954 , 
16058. .16339, 16058 16339, 



Seq. ID OJ990501_23. 9C03.C1 
Strand 

End ' 57851 

Method TBLASTX : Soybean 

End 17267 

Score 109 



,15358, 15279. .15422, 154 95 .. 15590 , 154 96 .. 15591 , 
,15776, 15682. .15789, 158 65 .. 15930 , 15870 .. 15905, 
,15954, 16058. .16321, 16060 16317 , 16694 .. 16780, 



Seq. No. 8256 

Gene No. 17598 

Start 57716 

Name OJ990501_23 . 9C03 . CI . o2 . tc 

Start 15721 

GI none 

Exons 15721. .15789, 15747 .. 15776, 
16058. .16282, 16060.. 16281 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_23.9C03.C1 
57851 

TBLASTX: Cress 

16282 

80 



15856. .15957, 158 65 .. 15954 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8256 
17598 
57716 
OJ990501 
16736 
none 
16736. 
17184. 
17367. 



23.9C03.Cl.o4.tm 



16780, 16737. .16784, 
17306, 17189. .17335, 
17555 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16774. .16809, 
17190. .17369, 



OJ990501 23.9C03.C1 



57851 

TBLASTX: Maize 
17555 
58 

16781. .16807, 
17363. .17509, 



Seq. No. 8256 Seq. ID 

Gene No. 17598 Strand 

Start 57716 End 

Name OJ990501_23 . 9C03 . CI . o3 . tc Method 

Start 17189 End 

GI none Score 



OJ990501_23.9C03.C1 
57851 

TBLASTX: Cress 

17555 

219 



8710 



Exons 


17189. 


.17344, 


17193 


. .17369, 


17367. .17432, 17384 .. 174 19, 




-17432. 


.17509, 


17433 


. .17555 






Seq. No. 


8256 








Seq. ID 


OJ990501_23.9C03 


Gene No. 


17598 








Strand 




O Lai u 


57716 








End 


57851 


Name 


OJ990501 23.9C03.C1 


. 06 . ts 


Method 


TBLASTX: Soybean 


Start 


17267 








End 


17555 


GI 


none 








Score 


127 


Exons 


17267. 


.17368, 


17268 


. .17369, 


17366. .17419, 17367 .. 17432, 




17432. 


.17509, 


17433 


. .17555 






Seq. No. 


8256 








Seq. ID 


OJ990501_23.9C03 


Gene No. 


17598 








Strand 




Start 


57716 








End 


57851 


Name 


OJ990501 23.9C03.C1 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


21922 








End 


23238 


GI 


none 








Score 


109 


Exons 


21922. 


.22008, 


21922 


. .22008, 


21926. .22015, 21929 .. 22009, 




22078. 


.22134, 


22079 


. .22141, 


22773. .22856, 22774 .. 22863, 




22776. 


.22862, 


22941 


. .22988, 


22944. .22988, 23071 .. 23166, 




23073. 


.23153, 


23181 


. .23231, 


23182. .23238 


Seq. No. 


8256 








Seq. ID 


OJ990501_23.9C03 


Gene No. 


' 17598 








Strand 




C+- a rt 


57716 








End 


57851 


Name 


OJ990501 23.9C03.C1 


.08. ts 


Method 


TBLASTX : Soybean 


Start 


, /; 21938 








End 


23157 


GI 


*'"■" none 








Score 


73 


Exons 


21938. 


.22015, 


22097 


. .22135, 


22774 ; .22863, 22776.-22862, 




22941. 


.22988, 


23052 


. .23153, 


23071. .23157 


Seq. No. 


8256 








Seq. ID 


OJ990501_23.9C03 


Gene No. 


17598 








Strand 




Start 


57716 








End 


57851 


Name 


OJ990501 23:9C03.C1 


. o5 . tc 


Method 


TBLASTX: Cress 


Start. 


21940 








End 


23157 


GI 


none 








Score 


72 


Exons 


21940. 


.22008, 


21941 


. .22015, 


22078. .22140, 22097 .. 22135, 




22774. 


.22863, 


22776 


. .22862, 


22900. .23016, 22941 .. 22988, 




23052. 


.23153, 


23071 


. .23157 






Seq. No. 


8256 








Seq. ID 


OJ990501_23.9C03 


Gene No. 


17598 








Strand 




Start 


57716 








End 


57851 


Name 


OJ990501 23.9C03.C1 


. ol tm 


Method 


TBLASTX: Maize 


Start 


24233 








End 


25614 


GI 


none 








Score 


58 


Exons 


24233. 


.24319, 


24242, 


. .24319, 


24299. .24391, 24 357 .. 24392, 




24420. 


.24566, 


24423. 


. .25607, 


24425. .25609, 24 428 .. 25609,- 




24694. 


.25614 










Seq. No. 


8256" 








Seq. ID 


OJ990501_23.9C03 


Gene No. 


17598 








Strand 




Start 


57716 








End 


57851 


Name 


OJ990501 23.9C03.C1, 


.oi. ts 


Method 


TBLASTX : Soybean 


Start 


24428 








End 


25340 



8711 




GI none Score 652 

Exons 24428. .25339, 24449 25222, 25122.. 25340 



Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23.9C03.C1. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


24458 






End 


29607 




GI 


none 






Score 


828 




Exons 


24458. 


.25609, 24461. 


.25609, 


25372. .25614, 25871 .. 25921 , 






25888. 


.25980, 25888. 


. 25980, 


26056. .26142, 2 6057 .. 26137 , 






26972. 


.27016, 26977. 


.27198, 


26980. .27219, 27391 .. 27 624 , 






27391. 


.27594, 27464. 


.27607, 


28021. .28218, 28029 .. 28253, 






28029. 


.28220, 28300. 


.28353, 


28301. .28351, 28511 .. 28 630 , 






29182. 


.29478, 29182. 


.29607, 


29396. .29551 




Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


. CI 


Gene No. 


* 17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23.9C03.C1. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


24464 






End 


25078 




GI 


none 






Score 


744 




Exons 


24464. 


.25063, 24464. 


.25078, 


25017. .25070 




Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23.9C03.C1. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


25145 






End 


25502 




GI 


none 






Score 


281 




Exons 


25145. 


.25501, 25146. 


.25502 








Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


. CI 


Gene No. 


17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23.9C03.C1. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


25341 






End 


25588 




GI 


none 






Score 


321 




Exons 


25341. 


.25583, 25343. 


.25585, 


25343. .25588 




Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23.9C03.C1. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


25871 






End 


28353 




GI 


none 






Score 


50 




Exons 


25871. 


.25918, 25876. 


.25980, 


26030. .26137, 26056 26142 , 






26059. 


.26139, 26976. 


.27194, 


26977. .27219, 26977 .. 27198 , 






27391. 


.27594, 27392. 


.27607, 


27397. .27609, 274 61 .. 27607 , 






28027. 


.28218, 28029. 


.28220, 


28300. .28353, 28301. .28351 




Seq. No. 


8256 






Seq. ID 


OJ990501_23.9C03 


.CI 


Gene No. 


17598 






Strand 






Start 


57716 






End 


57851 




Name 


OJ990501 23.9C03.C1. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


25935 






End 


27621 




GI 


none 






Score 


66 





8712 






Exons 


25935 .. 25979, 25936 


o c o o a 

. . 25980, 


25938. .25979, 26030 .. 26137, 








<~\ s~ r\ c s~ o ^ i vt o omen 

26056 .. 26142 , 26059 


. . 26139, 


26976. .27194, 2697 6 .. 27194 , 








O /" O "7 "7 oil 1 f"i 

26977 27219, 26977 


. .27198, 


27391. .27621, 27391 .. 27591, 








27461 . . 27607 












Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


. CI 




Gene No. 


17598 




Strand 








Start 


57716 




End 


57851 






Name 


OJ990501_23.9C03.C1 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


O O A O T 

2802 / 




End 


28627 






GI 


none 




Score 


249 






Exons 


on aoi 000*10 o o a o o 

28027 .. 28218 , 28029 


00000 
. . 28220, 


28029. .28220, 28298 .. 28426, 








O O O A A OOVIOC O O C 1 1 

28300 .. 28425, 28511 


O O *T O A 

. . 28624 , 


28512. .28625, 28514.. 28627 






Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


. CI 




Gene No. 


i T c A o 

17598 




Strand 








Start 


57716 




End 


57851 






Name 


OJ990501 23.9C03.C1 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


28155 




End 


29466 






GI 


none 




Score 


67 






Exons 


O O 1 C C O O O O A O O 1 C 

28155 28220, 28156 


. . 28218 , 


28298. .28423, 28300 28425, 








O O A 1 O O O C 1 00*501 

28301 .. 28351, 28321 


O O A O C 

. . 28425, 


28511. .28 


630, 28512. .28667, 








00100 00000 ooioo 
29182 .. 29280, 29183 


00000 
. . 29299, 


29275. .29466 




•sof 


Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


. CI 


a-. 

] iJ 


Gene No. 


17598 




Strand 






LI i 


Start 


57716 




End 


57851 




ru 


Name 


/"\TAOACA1 OO A/*-» A O /■""» 1 

OJ990501_23 . 9C03 . CI 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


29182 




End 


29541 






GI 


none 




Score 


235 




III 


Exons 


OOIOO OOCvll 00100 

29182 .. 29541, 29183 


. . 29347 , 


29396. .29500 




1 l! 


Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


. CI 




Gene No. 


17598 




Strand 








Start 


57716 




End 


57851 






Name 


/"NTOOOCOI OO 0/""»0 1 

OJ990501 23.9C03.C1 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


O O 1 O A 

29194 




End 


29613 




L J, 


GI 


none 




Score ^ 


210 






Exons 


OOIOjI oo/~io 0010c 

29194 .. 29613, 29195 


. .29347, 


29205. .29480, 29396.. 29551 




nr. 

L J 

,:si 


Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


. CI 




Gene No. 


17598 




Strand 








Start 


57716 




End 


57851 






Name 


/-\ TOOOrOI OO O /"I O O /-"1 1 

OJ990501 23.9C03.C1 


. o7 . ts 


Method 


TBLASTX : Soybean 






Start 


31523 




End 


31853 






GI 


none 




Score 


55 






Exons 


31523 .. 31618 , 31535 


. . 31618, 


31701. .31853, 31703.. 31852 






Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


. CI 




Gene No. 


17598 




Strand 








Start ^ 


57716 




End 


57851 






Name 




• o4 . tc 


Method 


TBLASTX: Cress 






Start 


31529 




End 


31853 






GI 


none 




Score 


129 






Exons 


'31529. .31618, 31701 


. .31853, 


31703.. 31852 






Seq. No. 


8256 




Seq. ID 


OJ990501_23.9C03 


.CI 



8713 



Gene No. 


17598 




Start 


57716 




Name 


OJ990501_23 . 9C03 . CI . 


o9 . tm 


Start 


31541 




GI 


none 




Exons 


31541 .. 31618, 31571. 


. 31618, 


Seq. No. 


8256 




Gene No. 


17598 




Start 


57716 




Name 


OJ990501 23.9C03.C1. 


o3 . tw 


Start 


31562 




GI 


none 




Exons 


31562. .31618, 31563. 


. 31616, 


Seq. No. 


8256 




Gene No. 


17598 




Start 


57716 




Name 


ojyyoooi 23.9C03.ci. 


ol J . tm 


Start 


33177 




GI 


none 




Exons 


33177. .33296, 33197. 


.33295, 


Seq. No. 


8256 " ■ 




Gene No. 


17598 




Start 


57716 




Name 


OJ990501_23 . 9C03 . CI . 


08 . tm 


Start 


34184 




GI 


none 




Exons 


34 184.. 34 4 08, 34186. 


. 34410, 


Seq. No. 


8256 




Gene No. 


17598 




Start 


57716 




Name 


OJ990501_23.9C03.C1- 


oll.tm 


Start 


34534 




GI 


none 




Exons 


34534 .. 34653, 34534. 


. 34632, 




34646.-34786, 34651. 


. 34800 


Seq. No. 


8256 




Gene No. 


17598 




Start 


57716 




Name 


OJ990501_23.9C03.C1. 


olO. tm 


Start 


34843 




GI 


none 




Exons 


34843 . . 35061, 34843. 


. 35016, 




35051. . 35119, 35159. 


.35212, 


Seq. No. 


8256 




Gene No. 


17598 




Start 


57716 




Name 


OJ990501 23.9C03.C1. 


o9 . gs 


Start 


57716 




GI 


none 




Exons 


57716. .57851 





Strand 

End 57851 

Method TBLASTX : Mai ze 

End 31853 

Score 4 7 
31701. .31853, 31703.. 31852 

Seq. ID OJ990501_23.9C03.C1 
Strand 

End 57851 

Method TBLASTX : Wheat 

End 31853 

Score 80 
31701. .31853, 31703.. 31852 

Seq. ID OJ990501_23.9C03.C1 
Strand 

End 57851 

Method TBLASTX: Maize 

End 33398 

Score 183 
33353. .33379, 33354.. 33398 

Seq. ID OJ990501_23.9C03.C1 
Strand 

End. . 57851 

Method TBLASTX: Maize 

End 34410 

Score 149 
34186. .34404, 34224. .34409 

Seq. ID OJ990501_23.9C03.C1 
Strand 

End 57851 

Method TBLASTX: Maize 

End 34800 

Score 109 
34535. .34645, 34 639 34788, 



Seq. ID OJ990501_23. 9C03.C1 
Strand 

End 57851 

Method TBLASTX: Maize 

End 35212 

Score 256 
34845. .35078, 35021 .. 3508 6, 
35160. .35210 

Seq. ID OJ990501_23.9C03.C1 
Strand 

End 57851 

Method GENS CAN 

End 57851 

Score .87 



8714 




Seq. No. 


8257 


Seq. ID 


OJ990501_23'. 9C03.C2 


Gene No. 


17599 


Strand 


- 


Start 


1 


End 


627 


Name 


OJ990501 23.9C03.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


627 


GI 


2498930 


Score 


719 


Exons 


1..395, 563. .627 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8257 


Seq. ID 


OJ990501_23. 9C03 .C2 


Gene No. 


17599 


Strand 




Start 


1 


End 


627 


Name 


OJ990501 23.9C03.C2.ol.gs 


Method 


GEN SCAN 


Start 


93 


End 


622 


GI 


none 


Score 


.46 


Exons 


93.. 395, 563.-622 






Seq. No. 


8258 


Seq. ID 


OJ990501_23.9C03.C4 


Gene No. 


17600 


' Strand 


+ 


Start 


8084 


End 


11474 


Name 


OJ990501 23.9C03.C4.o2.gs 


Method 


GENSCAN 


Start 


8084 


End 


11474 


GI 


none 


Score 


.47 


Exons 


8084. .8372, 9300. .9326, 11323. .11474 




Seq. No. 


8258 


Seq. ID 


OJ990501_23.9C03.C4 


Gene No. 


17601 


Strand 


+ 


Start 


12098 


End 


16865 


Name 


OJ990501 23.9C03.C4.o3.gs 


Method 


GENSCAN 


Start 


12098 


End 


16027 


GI 


none 


Score 


. 9 


Exons 


12098. .12226, 13266 .. 13392, 


14336. .14E 


196, 15405. . 16027 


Seq. No. 


8258 


Seq. ID 


OJ990501_23.9C03.C4 


Gene No. 


17601 


Strand 


+ 


Start 


12098 


End 


16865 


Name 


OJ990501 23.9C03.C4.ol.gp 


Method 


AAT/GAP 


Start 


14305 


End 


14626 


GI 


2311184 


Score 


612 


Exons 


14305. .14626 






Seq. No. 


8258 


Seq. ID 


OJ990501 23.9C03.C4 


Gene No. 


17601 


Strand 


+ 


Start 


12098 


End 


16865 


Name 


OJ990501 23.9C03.C4.ol.np 


Method 


AAT/NAP 


Start 


14755 


End 


16865 


GI 


1707016 


Score 


249 


Exons 


14755. .14936, 15405 .. 15681, 


16843. .16865 


GI Descrip. 


(U78721) putative AP2 domain 


transcription factor [Arabidopsis 




thaliana] 






Seq. No. 


8258 


Seq. ID 


OJ990501_23.9C03.C4 


Gene No. 


17601 


Strand 


+ 


Start. 


12098 


End 


16865 


Name 


OJ990501 23.9C03.C4.o2.gp 


Method 


AAT/GAP 


Start 


15414 


End 


15677 



8715 




GI 62487_1.R1084 Score 443 

Exons 15414. .15677 

GI Descrip. '1707016 1.0e-24 (U78721) cadmium- induced protein isolog 
[Arabidopsis thaliana] ' 



Seq. No. 


8258 




Seq. ID 


OJ990501_23. 9C03 


.C4 


Gene No. 


17601 




Strand 


+ 




Start 


12098 




End 


16865 




Name 


OJ990501 23.9C03.C4. 


o3.gp 


Method 


AAT/GAP 




Start 


16043 




End 


16303 




GI 


2280842 




Score 


501 




Exons 


16043. .16303 










Seq. No. 


8258 




Seq. ID 


OJ990501_23.9C03 


.C4 


Gene No. 


17602 




Strand 






Start 


16998 




End 


18389 




Name 


OJ990501 23.9C03.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14475 




End 


14733 




GI 


none 




Score 


69 




Exons 


14475. .14528, 14476. 


.14628, 


14476. .14532, 14477 14548, 






14659. .14733 






..• ■ 




Seq. No. 


8258 




Seq. ID 


OJ990501_23.9C03 


.C4 


Gene No. 


17602 




Strand 


— 




Start 


16998 




End 


18389 




Name 


OJ990501 23.9C03.C4. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


15406 




End 


15598 




GI 


none 




Score 


218 




Exons 


15406. .15597, 15440. 


. 15598 








Seq. No. 


8258 




Seq. ID 


OJ990501_23. 9C03 


.C4 


Gene No. 


17602 




Strand 






Start 


16998 




End 


18389 




Name 


OJ990501 23.9C03.C4. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


15406 




End 


15598 




GI 


none 




Score 


. 218 




Exons 


15406. . 15597, 15440. 


. 15598 








Seq. No. 


■ " : 

8258 




Seq. ID 


OJ990501_23. 9C03 


,C4 


Gene No. 


17602 




Strand 






Start 


16998 




End 


18389 




Name 


OJ990501 23.9C03.C4. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


15421 




End 


15610 




GI 


none 




Score 


199 




Exons 


15421. .15597, 15440. 


. 15610 








Seq. No. 


8258 




Seq. ID 


OJ990501_23. 9C03 


.C4 


Gene No. 


17602 




Strand 






Start 


16998 




End 


18389 




Name 


OJ990501 23.9C03.C4. 


o4 . gs 


Method 


GENSCAN 




Start 


16998 




End 


18389 




GI 


none 




Score 


.52 




Exons 


16998. .17022, 17889. 


.18116, 


18280. .18389 




Seq. No. 


8259 




Seq. ID 


OJ990501_23. 9C03 


.C5 


Gene No. 


17603 




Strand 


+ 




Start 


1534 




End 


4769 





8716 






Name 


OJ990501 23. 9C03.C5.ol . 


gs 


Method 


GEN SCAN 




Start 


1534 




End 


4769 




GI 


none 




Score 


.51 




Exons 


1534. .1691, 2096. .2180, 


3496. 


.3567, 4581. .4769 




Seq. No. 


8259 




Seq. ID 


OJ990501_23.9C03.C5 




Gene No. 


17603 




Strand 


+ 




Start 


1534 




End 


4769 




Name 


OJ990501 23 . 9C03 .C5 .ol . 


gp 


Method 


AAT/GAP 




Start 


3927 




End 


4026 




GI 


LIB3477-003-P1-K1-E9 




Score 


136 




Exons 


3927 . .4026 










GI Descrip. 


1 24 9858 6/sp|Q4 0638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN OR' 






S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 










Seq. No. 


8259 




Seq. ID 


OJ9905pl_23.9C03.C5 




Gene No. 


17604 




■Strand 






Start 


3981 




End 


4438 




Name 


OJ990501 23.9C03.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


3981 




End 


4438 




GI • 


LIB3432-059-P1-K1-D8 




Score 


773 




Exons 


3981. .4438 










GI Descrip. 


'5734616/dbj IAP000391.1 


IAP000391 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0538C01 1 




ill 


Seq. No. 


8259 




Seq. ID 


OJ990501_23.9C03.C5 


il 


Gene No . 


17605 




Strand 






Start 


5808 




End 


13759 


« SI" 


Name 


OJ990501 23.9C03.C5.o2. 


gs 


Method 


GEN SCAN 


t I 

•XI 


Start 


5808 




End 


13759 




GI 


none 




Score 


.56 


:: I 

! 1 


Exons 


5808. .5912, 6064. .6226, 


6748. 


.6835, 11097. .11210, 13541. .13759 




Seq. No.* 


8260 




Seq. ID 


OJ990501_23. 9C03.C6 


::\ 


Gene No. 


17606 




Strand 


+ 


"} 


Start 


6490 




End 


7842 


;ss 


Name 


OJ990501 23.9C03.C6.o2. 


gs 


Method 


, GENSCAN 




Start 


6490 




End 


7728 




GI 


none 




Score 


.61 




Exons 


6490.. 6946, 7206.. 7315, 


7593. 


.7728 






Seq. No. 


8260 




Seq. ID 


OJ990501_23.9C03.C6 




Gene No. 


17606 




Strand 


+ 




Start 


6490 




End 


7842 




Name 


OJ990501 23.9C03.C6.ol. 


np 


Method 


AAT/NAP 




Start 


6506 


End 


7842 




GI 


3334349 




Score 


476 




Exons 


6506. .6684, 7593. .7842 










GI Descrip. 


GLYCYL-TRNA SYNTHETASE 


(GLYCINE — TRNA 


LIGASE) (GLYRS) 






gil 2564215 | emb | CAA05162 


I (AJ002062) glycyl-tRNA synthetase 






[Arabidopsis thaliana] 










Seq. No. 


8260 




Seq. ID 


OJ990501_23.9C03.C6 




Gene No. 


17606 




Strand 


+ 




Start 


6490 




End 


7842 




Name 


OJ990501 23.9C03.C6.ol. 


tc 


Method 


TBLASTX: Cress 



8717 




Start 


6529 




End 


■7763 


GI 


none 




Score 


250 


Exons 


6529.. 6684, 6531. .6680, 


7588. 


.7749, 7589. .7732, 7593. .7763 




7606. .7752 








Seq. No. 


8260 




Seq. ID 


OJ990501_23.9C03.C6 


Cpnp Mo 


17606 




Strand 


+ 


Start 


6490 




End 


7842 


Name 


OJ990501 23.9C03.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6529 




End, 


7763 


GI 


none 




Score 


238 


Exons 


6529. .6684, 6531. .6683, 


7592. 


.7732, 7593. .7763, 7594. .7758 


Seq. No. 


8260 




Seq. ID 


OJ990501_23.9C03.C6 




17606 




Strand 


+ 


Start 


6490 




End 


7842 


Name 


OJ990501 23.9C03.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6529 




End 


7763 


GI 


none 




Score 


263 


Exons 


6529. .6684, 6531. .6683, 


7591. 


.7761, 7592. .7732, 7593. .7763 


Seq. No. 


8261 




Seq. ID 


OJ990501_22.9C10.C1 


Gene No. 


17607 




Strand 




Start 


1 




End 


447 


Name 


OJ990501 22.9C10.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


447 


GI 


3482940 




Score 


212 


Exons 


1. .447 








GI Descrip. 


(AC005315) putative ligand-gated ion channel protein 




[Arabidopsis thaliana] 








Seq. No. 


8261 




Seq. ID 


OJ990501_22.9C10.C1 




17607 




Strand 




Start 


1 




End 


447 


Name 


OJ990501 22.9C10.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


114 




End 


425 


GI 


none 




Score 


57 


Exons 


114. .293, 327. .425, 340 


. .417 






Seq. No. 


8261 




Seq. ID 


OJ990501_22.9C1Q.C1 




17607 




Strand 




Start 


1 




End 


447 


Name 


OJ990501 22.9C10.Cl.ol. 


tm ■ . 


Method 


TBLASTX: Maize 


Start 


114 




End 


434 


GI 


none 




Score 


74 


Exons 


114. .293, 321. .434 








Seq. No. 


8262 




Seq. ID 


OJ990501_22. 9C10.C2 


Gene No. 


17608 




Strand 


+ 


Start 


1 




End 


167 


Name 


OJ990501 22.9C10.C2.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


167 . 


GI 


5922623 




Score 


69 


Exons 


1. .167 









GI Descrip. (AP000492) hypothetical protein [Oryza -sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
"[Oryza sativa] 



8718 






Seq. No. 


8262 


Seq. ID 


OJ990501_22.9C10.C2 




Gene No. 


17609 


Strand 


+ 




Start 




End 


A 1 1 H 

4 31/ 




Name 


OJ990501 22 . 9C10 . C2 . ol . gs 


Method 


GENSCAN 




Start 


1 A A A 

1009 


End 


A O 1 *7 




GI 


none 


Score 


. Ol 




Exons 


1009 . . 4317 








Seq. No. 




beq. ID 


ojyyuoui zz.yLiu.cz 




Gene No. 


17609 


Strand 


+ 




Start 


1009 


End 


4317 




Name 


OJ990501 22.9C10.C2.o2.np 


Method 


7\ TV m / VI 7\ Oj 

AAT / NAP 




Start 


1009 


End 


4314 




GI 


6907089 


Score 


4254 




Exons 


1009.. 2270, 2370.. 4314 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8262 


Seq. ID 


OJ990501_22.9C10.C2 




Gene No. 


17610 


Strand. 


+ 




o tart 


11166 


End 


12005 




Name 


OJ990501 22.9C10.C2.o4.np 


Method 


AAT /NAP 




Start 


11166 


End 


12005 




GI 


5922623 


Score 


266 




Exons 


11166. .11246, 11604 .. 11762,' 


11930. .12005 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 


r ri 




gi|6016856|dbj IBAA85199.il (AP000570) ] 


hypothetical protein 


: B : t 

|3 I I 
\ l\ 




[Oryza sativa] 






,33; 


Seq. No. 


8262 


Seq. ID 


OJ990501_22.9C10.C2 


I S 

Uf 


Gene No. 


17611 


Strand 




j. _J 


Start 


4937 


End 


10583 


!'! i 


Name 


OJ990501 22.9C10.C2.o3.tw 


Method 


TBLASTX: Wheat 


: cr 


Start 


1141 


End 


9305 




GI 


none 


Score 


165 




Exons 


1141. .1245, 8822. .9304, 8850 


. .9110, 9132. .9305 


i . 


Seq. No. 


8262 


Seq. ID 


OJ990501_22.9C10.C2 


. K i 


Gene No. 


17611 


Strand 




',' -h 


Start 


4937 


End 


10583 


:__( 


Name 


OJ990501 22.9C10.C2.o5.tm 


Method 


TBLASTX: Maize 


;!s; 


Start 


4896 


End 


5077 




GI 


none 


Score 


129 




Exons 


4896.. 5072, 4910.. 5077 








Seq. No. 


8262 


Seq. ID 


OJ990501_22. 9C10.C2 




Gene No. 


17611 


Strand 






Of 3 v+- 
Otait 


4937 


End 


10583 




Name 


OJ990501 22.9C10.C2.o3.np 


Method 


AAT /NAP 




Start 


4937 


End 


'10583 




GI 


6498441 


Score 


6811 




Exons 


4937. .5218, 5312. .6709, 6881 


..7342, 7535.-7796, 7971. .8105, 






8289. .8662, 8726. .9189, 9520 


. .10583 






GI Descrip. 


(AP000815) EST-.C72786(E2258) 


corresponds to a .region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



8719 



WJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8262 

17611 

4937 

OJ990501_22 . 9C10 . C2 . o7 . tw 

4946 

none 



Seq. ID OJ990501_22.9C10.C2 
Strand 

End 10583 

Method TBLASTX : Wheat 

End 5548 

Score 83 



4946. .5071, 4950. .5072, 5257. .5547, 5264. .5548, 5265. .5543 



Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . o4 . tw 

Start 5549 

GI none 
Exons 



Seq. No. 8262 

Gene No. 17611 

Start 4 937 

Name OJ990501_22 . 9C10 . C2 . o2 . tm 

Start 5744 

GI none 

Exons 5744.. 6067, 5757.. 6038 



Seq. ID OJ990501_22. 9C10.C2 
Strand 

End 10583 

Method TBLASTX : Wheat 

End 5930 

Score 165 



5549. .5929, 5580. .5828, 5874. .5930 



Seq. ID OJ990501_22.9C10.C2 
Strand 

End 10583 

Method TBLASTX : Maize 

End 6067 

Score 192 



Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . 08 . tw 

Start 6260 

GI none 

Exons 6260.. 6520, 6396.-6572 



Seq. ID OJ990501_22. 9C10.C2 
Strand 

End 10583 

Method TBLASTX : Wheat 

End 6572 

Score 67 



Seq. No. 8262 

Gene No. 17611 

Start 4 937 

Name OJ990501_22. 9C10 . C2 . o2 . ts 

Start 6320 

GI 5666795 

Exons 6320.. 6520, 6575.. 6712, 6788.-6886 
GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ990501_22. 9C10.C2 
Strand 

End 10583 

Method TBLASTX : Soybean 

End 6886 

Score 68 



Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . o5 . tw 

Start 6575 

GI none 
Exons 



Seq. ID OJ990501_22. 9C10.C2 
Strand 

End 10583 

Method TBLASTX : Wheat 

End 10035 

Score 92 



6575.-6724, 6576. .6713, 6578. .6715, 6771. .6944, 6785. .7036, 
6785.. 7009, 9982.. 10035 



Seq. No. 8262 

Gene No. 17611 

Start :4937 

Name OJ990501_22 . 9C10 . C2 . ol . ts 

Start 7634' 

GI none 

Exons 7634.. 8005, 7845.. 7988 



Seq. ID OJ990501_22.9C10.C2 
Strand 

End 10583 

Method TBLASTX : Soybean 

End • 8005 

Score 90 



8720 



Seq. No. 8262 Seq. ID 

Gene No. 17611 Strand 

Start 4937 End 

Name OJ990501_22 . 9C10 . C2 . o2 . tw Method 

Start 7 659 End 

GI none Score 

Exons 7659.. 8084, 7664.. 8083 



Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . o3 . tm 

Start 7757 

GI none 

Exons 7757.. 8140, 7776.. 8141 

Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . ol . tm 

Start 8168 

GI none 

Exons 8168.. 8473, 8168.. 8524, 817* 

Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name 0 J990501_22 . 9C10 . C2 . ol . tw 

Start 8192 

GI none 

Exons 8192.. 8653, 8193.. 8654 

Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501__22 . 9C10 . C2 . o3 . ts 

Start 8249 

GI none 

Exons 8249.. 8383, 8390.. 8614 

Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . 06 . tw 

Start 10043 

GI none 

Exons 10043. .10300, 10155 .. 10316, 

Seq. No. 8262 

Gene No. 17611 

Start 4937 

Name OJ990501_22 . 9C10 . C2 . o4 . tm . 

Start 10145 

GI none 

Exons 10145. .10393, 10146.. 10430 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22.9C10.C2 
10583 

TBLASTX: Wheat 

8084 

333 



OJ990501_22.9C10.C2 
10583 

TBLASTX: Maize 

8141 

226 



Seq. ID OJ990501_22. 9C10.C2 
Strand 

10583 

TBLASTX: Maize 
8524 
116 



End 

Method 
End 
Score 
.8489 



Seq. ID OJ990501_22. 9C10.C2 
Strand 

End 10583 

Method TBLASTX : Wheat 

End 8654 

Score 400 



Seq. ID OJ990501_22. 9C1CL.C2 

Strand - 

End 10583 

Method TBLASTX : Soybean 

End 8 614 

Score 117 



Seq. ID OJ990501_22.9C10.C2 
Strand 

End 10583 

Method TBLASTX : Wheat 

End 10381 

Score 83 
10283. .10381, 10284. .10364 

Seq. ID OJ990501_22.9C10.C2 
Strand 

End 10583 

Method TBLASTX : Mai ze 

End 10430 

"Score 8 9 



8721 



Seq. No. 8263 Seq. ID 

Gene No. 17612 Strand 

Start 1075 End 

Name OJ990501_22 . 9C10 . C3 . ol . gs Method 

Start 1075 End 

GI none Score 

Exons 1075.. 1813 



OJ990501_22.9C10.C3 
+' 

1813 
GEN SCAN 
1813 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8263 
17613 
1138 

OJ990501 
1138 
119714 
1138. .1817, 



OJ990501 22.9C10.C3 



Seq. ID _ 
Strand 

End 3229 
Method AAT/NAP 
End 3125 
Score 122 
.3125 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 |pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



22.9C10.C3.ol.np. 



2689. .2742, 2961. 



8263 Seq. ID 

17613 Strand 

1138. End 

OJ990501_22 . 9C10 . C3 . o2 . gs Method 

2793 End 

none Score 
2793. .3229 



OJ990501_22.9C10.C3 
3229 

GENSCAN . 

3229 

.95 



Seq. No. 


8264 








Seq. ID 


OJ990501_ 


_22. 


9C10 


.C4 


Gene No. 


17614 








Strand 










Start 


1312 








End 


1566 








Name 


OJ990501 22. 


9C10 


.C4.ol, 


.gs 


Method 


GENSCAN 








Start 


1312 








End 


1566 








GI 


none 








Score 


.81 








Exons 


1312. .1343, 


1394 


. .1566 














Seq. No. 


8265 








Seq. ID 


OJ990501_ 


_22. 


9C10 


.C5 


Gene No. 


17615 








Strand 


+ 








Start 


43 








End 


124 








Name 


OJ990501 22. 


9C10 


.CS.ol, 


• gp 


Method 


AAT/GAP 








Start 


43 








End 


124 








GI 


none 








Score 


119 








Exons 


43. .124 



















Seq. No. 8265 Seq. ID 

Gene No. 17 616 Strand 

Start 206 End 

Name OJ990501_22 . 9C10 .C5.ol.np Method 

Start 206 End 

GI 5922623 Score 
Exons 206.. 284 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990501_22. 9C10.C5 
+ 

284 

AAT/NAP 

284 

58 



Seq. No. 
Gene No. 



8265 
17617 



Seq. ID 
Strand 



OJ990501 22.9C10.C5 



8722 



Start 


423 








End 


470 




Name 


OJ990501_22 . 


. 9C10 


.CS.ol. 


gs 


Method 


GENSCAN 




Start 


423 








End 


470 




GI 


none 








Score 


.56 




Exons 


423. .470 














Seq. No. 


8266 








Seq. ID 


OJ990501_ 


22 . 9C10 . C6 


Gene No. 


17618 








Strand 


+ 




Start 


707 








End 


811 




Name 


OJ990501 22. 


. 9C10 


. C6 . ol . 


gs 


Method 


GENSCAN 




Start 


707 








End 


811 




GI 


■ none 








Score 


. 55 




Exons 


707 . . 811 














Seq. No. 


8266 








Seq. ID 


OJ990501_ 


22 . 9C10 .C6 


Gene No. 


17619 








Strand 






Start 


1134 








End 


1226 




Name 


OJ990501 22. 


, 9C10 


. C6 . o2 . 


gs 


Method 


GENSCAN 




Start 


1134 








End 


1226 




GI 


none 








Score 


. 91 




Exons 


1134 . . 1226 














Seq. No. 


8267 


-' 






Seq. ID 


OJ990501_ 


22 . 9C10 .C8 


Gene No. 


17620 








Strand 






Start 


140 








End 


358 




Name 


OJ990501 22'. 


, 9C10 


.C8 .ol . 


gs 


Method 


GENSCAN 




Start 


140 








End 


358 




GI 


none 








Score 


. 8 




Exons 


140. .358 














Seq. No. 


8268 








Seq. ID 


OJ990501_ 


22 . 9C10 .C9 


Gene No. 


17621 








Strand 


+ 




Start 


1144 








End 


1432 




Name 


OJ990501 22. 


9C10 


.C9.ol . 


gs 


Method 


GENSCAN 




Start- 


1144 








End 


1432 




GI 


none 








Score 


. 52 




Exons 


1144 . . 1306, 


1369 


. . 1432 










Seq. No. 


8269 








Seq. ID 


OJ990501_ 


22 . 9C10.C10 


Gene No. 


17622 








Strand 


+ 




Start 


2573 








End 


6642 




Name 


OJ990501_22. 


9C10 


.ClO.ol 


.gs 


Method 


GENSCAN 




Start 


2573 








End 


6642 




GI 


none 








Score 


.43 




Exons 


2573. .2655, 


4010 


. .4326, 


4351. 


.4459, 4539. .4683, 


4724 . .4813, 




5357 . . 5444, 


5844 


. . 5942, 


6545 . 


. 6642 






Seq. No. 


8269 








Seq. ID 


OJ990501_ 


_22. 9C10.C10 


Gene No. 


17623 








Strand 






Start 


1 








End 


1940 




Name 


OJ990501 22. 


9C10 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1940 




GI 


4582447 








Score 


391 





Exons 1..1208, 1849. .1940 

GI Descrip. (AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



8723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8269 Seq. ID 

17624 Strand 

24 97 End 
OJ990501_22. 9C10.C10.o2.np Method 

24 97 - End 

6498441 Score 
2497. .2523, 



OJ990501_22.9C10.C10 

11876 
AAT/NAP 
8918 ' 
101 



5563. .5625, 



5756. .5961, 8896. .8918 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



8269 Seq. ID 

"17624 Strand 

24 97 End 

OJ990501_22. 9C10.C10.o2.gs Method 

8795 End 

none Score 
8795.-9286, 9618. .10030, 10136. . 10451, 
11577. .11642, 11723. .11876 

8269 Seq. ID 

17625 Strand 

13393 End 

OJ990501_22.9C10.C10.o3.gs Method 

13393 End 

none Score 
13393.. 13608 ' 



OJ990501_22.9C10.C10 

11876 
GENSCAN 
11876 
.8 

10532. . 10785, 



OJ990501_22.9C10.C10 

13608 
GENSCAN 
13608 
.74 



Seq. No. 8269 Seq. ID 

Gene No. 17626 Strand 

Start 14844 End 

Name 0 J990501_22 . 9C10 . C10 . ol . tm Method 

Start 56 End 

GI none Score 

Exons 56.. 670, 63.. 311, 339.. 551 



OJ990501_22. 9C10.C10 
18674 

TBLASTX: Maize 

670 

111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8269 

17626 

14844 

OJ990501_22. 
60 

none 



9C10.C10.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



60. .188, 65. .187, 188. .373, 189. .305 

8269 Seq. ID 

17626 Strand 

14844 End 

OJ990501_22. 9C10.C10.o2.tw Method 

377 End 

none Score 
377. .619, 410/. 496, 444.-596 



OJ990501_22. 9C10.C10 
18674 

TBLASTX: Wheat 

373 

81 



OJ990501_22. 9C10.C10 
18674 

TBLASTX: Wheat 

619 

88 



Seq. No. 8269 Seq. ID 

Gene No. 17626 Strand 

Start 14844 End. 

Name OJ990501_22 . 9C10 . C10 . ol . tc Method 

Start 10137 End 



OJ990501_22. 9C10.C10 
18674 

TBLASTX: Cress 
17609 



8724, 



GI 

Exons 



none 



Score 



77 



10137. .10331, 10177. .10317, 10339 .. 1044 6, 10347 .. 104 48 , 

15376. .15483, 15560 .. 15682, 16186 16380, 16244 .. 16384 , 

16402. .16518, 16418. .16507, 16968 .. 17117, 17334 .. 17405 , 
17454.. 17609 



Seq. No. 8269 

Gene No. 17626 

Start 14844 

Name OJ990501_22 . 9C10 . C10 . o2 . tm 

Start 10137 

GI none 

Exons 10137. .10316, 10326. . 10445, 
16201. .16386, 16423.. 16506 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22. 9C10.C10 
18674 

TBLASTX: Maize 

16506 

62 



10354. .10446, 158 12 15925 , 



I'll 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. ID OJ990501_22.9C10.C10 
Strand 

End 18674 

Method TBLASTX : Soybean 

End 16898 

Score 81 
10362. .104 48, 10562. .10645, 
16424. .16507, 16662. .16748, 



8269 
17626 
14844 

OJ990501_22.9C10.C10.o2.ts 
10167 
none 

10167. .10316, 10339. .10446, 
16231. .16380, 16423. .16509, 
16818. .16898 

8269 
17626 
14844 

OJ990501_22 . 9C10 . C10 . ol . gp 
14844 

LIB3433-006-Q6-K6-A3 
14844. .15350 

•2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 
guanyltransf erase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22. 9C10..C10 

18674 
AAT/GAP 
15350 
946 



8269 

17626 

14844 

OJ990501_22.9C10.C10.o4 . gs 

15103 

none 

15103. .15474, 15563. . 15969, 
18257. .18326, 18470. .18547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22. 9C10.C10 

18674 
GENSCAN 
18547 
.88 



16200. .16512, 16614. .17959, 



OJ990501 22.9C10.C10 



Seq. No. 8269 Seq. ID 

Gene No. 17626 Strand 

Start 14844 End 18674 

Name OJ990501_22 . 9C10 . C10 . o3 . np Method AAT/NAP 

Start 15376 End 18674 

GI 4646232 Score 1247 

Exons 15376. .15474, 15563 .. 15969, 

17317. .17984, 18623. .18674 
GI Descrip. (AC007266) putative ligand-gated ion channel protein 

[Arabidopsis thaliana] 



16200. .16512, 16614. .17286, 



8725 



Seq. No. 


8269 


Gene No. 


17626 


Start 


14844 


Name 


OJ990501 22.9C10.C10.o2.gp 


Start 


16375 


GI 


O "7 T >! "7 "1 nl HO /I 

27 /4 / 1 . RlUo4 


Exons 


16375 16512, 16614.. 16954 


GI Descrip. 


1 5852172/emb | CAB55410 . 1 | 4 




sativa] 1 


Seq. No. 


8269 


Gene No. 


17626 


Start 


14844 


Name 


ojyyooui ii . ycio . ciu . oi . ts 


Start 


17397 


GI 


none 


Exons 


17397 .. 17582, 17658.. 17924 


Seq. No. 


8270 


Gene No. 


17627 


Start 


187 


Name 


OJ99Uoul 11 . 9C10 . Cll . 01 . gs 


Start 


187 


GI 


none 


Exons 


187 . . 296 


Seq. No. 


8271 


Gene No. 


17628 


Start 


572 


Name 


OJ990501 22 . 9C10 . C12 . ol . gs 


Start 


572 


GI 


none 


Exons 


572 . . 1051 


Seq. No. 


8271 


Gene No. 


17629 


Start 


7312 


Name 


OJ990501 22 . 9C10 . C12 . o3 . gs 


Start 


7312 


GI 


none 


Exons 


7312 . .7614 


Seq. No. 


8271 


Gene No. 


17630 


Start 


1 


Name 


OJ990501 22.9C10.C12.ol.np 


Start 


1 


GI 


4 64 6231 


Exons 


1 . . 19, 657 . . 924 


GI Descrip. 


(AC007266) putative ligand- 




[Arabidopsis thaliana] 


Seq. No. 


8271 


Gene No. 


. 17631 


Start 


5492 


Name 


OJ990501 22.9C10.C12.o4.tm 


Start 


3933 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990501_22.9C10.C10 

18674 
AAT/GAP 
16954 
938 

7265) zhb0002.1 [Oryza 



OJ990501_22.9C10.C10 
18674 

TBLASTX: Soybean 

17924 

67 



OJ990501_22.9C10.C11 
+ 

296 

GENSCAN 

296 

.79 



OJ990501_22.9C10.C12 
+ 

1051 
GENSCAN 
1051 
.83 



OJ990501_22.9C10.C12 
+ 

7614 
GENSCAN 
7614 
.52 



OJ990501_22.9C10.C12 
924 

AAT/NAP 

924 

86 



OJ990501_22.9C10.C12 
7610 

TBLASTX: Maize 
4227 



8726 






GI 


none 








Score 


154 




Exons 


3933. .4127, 


3939. 


.4151, 


3980 


..4129, 4143. .4220, 4153. .4227 




Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 




Gene No. 


17631 








Strand 






Start 


5492 








End 


7610 




Name 


OJ990501 22 


. 9C10, 


C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4884 








End 


5146 




GI 


none 








Score 


133 




Exons 


4884 . .5141, 


4897 . 


.5058, 


4907 


. .5146 






Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 




Gene No. 


17631 








Strand 






Start 


5492 








End 


7610 




Name 


OJ990501_22 


.9C10. 


C12.o2 


tm 


Method 


TBLASTX: Maize 




Start 


5279 








End 


5800 




GI 


none 








Score 


66 




Exons 


5279. . 5374, 


5331. 


. 5378, 


5478 


..5573, 5483. .5800, 5492. .5800 




Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 




Gene No. 


17631 








Strand 






Start 


5492 








End 


7610 




Name 


OJ990501 22 


. 9C10. 


C12.o2 


np . 


Method 


AAT/NAP 




Start 


5492 * 








End 


7610 




GI 


6967112 








Score 


385 


; :=! 


Exons 


5492. .6242, 


7566. 


.7610 








S 8 i j 


GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 


1 y 

.S Si 


Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 


U 


Gene No. 


17631 








Strand 




i LI 


Start 


5492 








End 


7610 


i "*! 
'c sf 


Name 


OJ990501 22 


. 9C10. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 


! i;? 


Start 


5726 








End 


6962 




GI 


none 








Score 


105 


>«»i 


Exons 


5726. .5983, 


5726. 


.6121, 


5730 


..6122, 6897. .6962 




Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 




Gene No. 


17631 








Strand 






Start 


5492 








End 


7610 




Name 


OJ990501 22 


.9C10. 


C12.o5. 


tm 


Method 


TBLASTX: Maize 


; :s : 


Start 


5804 








End 


5984 


s =: 


GI 


none 








Score 


69 




Exons 


5804. .5983, 


5806. 


.'5970, 


5810 


..5983, 58 


56. .5984 




Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 




Gene No. 


17631 








Strand 






Start 


5492 








End 


7610 




Name 


OJ990501 22 


.9C10. 


C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5813 








End 


6204 




GI 


none 








Score 


112 




Exons 


5813. .5977, 


5813. 


.5974, 


5985 


..6110, 5990. .6145, 6148. .6204 




Seq. No. 


8271 








Seq. ID 


OJ990501_22.9C10.C12 




Gene No. 


17631 








Strand 






Start 


5492 








End 


7610 




Name 


OJ990501 22 


9C10. 


C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5984 








End 


6583 



8727 



GI 


"none 


Score 


120 


Exons 


5984.. 6121, 5985.. 6122, 6130 


..6288, 6*140. .6277, 6270. .6377, 




6274.. 6375, 6385.. 6582, 6392 


. . 6583 




Seq. No. 


8272 


Seq. ID 


OJ990501_22.9C10.C13 


Gene No . 


17632 


Strand 


+ 


Start 


771 


End 


7029 


Name 


OJ990501_22. 9C10 .C13.ol .gs 


Method 


GEN SCAN 


Start 


771 


End 


6286 


GI 


none 


Score 


. 83 


Exons 


771. .800, 2098. .2167, '3749.. 


4001, 4150 


. .4345, 6182 . . 6286 


Seq. No. 


8272 


Seq. ID 


OJ990501 22.9C10.C13 


Gene No. 


17632 


Strand 


-s- 


C -1 1 v»+- 

otart 


"7*7 1 
f f 1 


End 


7029 


Name 


OJ990501 22.9C10.C13.ol.gp 


Method 


AAT/GAP 


Start 


3707 


End 


5311 


GI 


21285 1.R1084 


Score 


1421 


Exons 


3707. .4001, 4150. .4345, 5000 


. .5311 




GI Descrip. 


, 731718/sp|P38838|YHT4 YEAST 


7.0e-15 HYPOTHETICAL 30.6 KD 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



PROTEIN IN ACT5-YCK1 INTERGENIC REGION >gi_62 6657_pir S4897.8 

hypothetical protein YHR134w yeast ( Saccharomyces cerevisiae) 
>gi_500671 (U10398) Yhrl34wp [Saccharomyces cerevisiae] 1 



8272 Seq. ID 

17632 Strand 

771 End 
OJ990501_22. 9C10.C13.o2.gp Method 

6084 End 

none Score 

6084. .6302, 6637. .7029 



OJ990501_22.9C10.C13 
+ 

7029 
AAT/GAP 
7029 
1033 



Seq. No. 8272 Seq. ID 

Gene No. 17633 Strand 

Start 8219 End 

Name OJ990501_22 . 9C10 . C13 . o2 . tc Method 

Start 5066 End 

GI none Score 

Exons 5066.. 5179, 5089. .5172, 5217. .5294, 5218.. 5331, 521 

5458.-5532, 6093.. 6233, 6103.. 6234 



OJ990501_22.9C10.C13 
-f- 

9342 

TBLASTX: Cress 
6234 
89 

5295, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8272 

17633 

8219 

OJ990501_22 . 9C10 . C13 . o2 . tm 

5296 

none 



Seq. ID OJ990501_22.9C10.C13 

Strand + 

End 9342 

Method TBLASTX : Maize 

End 6281 

Score 92 



5296. .5370, 5299. .5361, 5303. .5386, 5378. .5455, 5379. .5450, 
5468. .5527, 5469. .5531, 5469. .5531, 5470. .5535, 5470. .5535, 
6084. .6281, 6087. .6275, 6103. .6276 



Seq. No. 8272 Seq. ID 

Gene~No. 17 633 Strand 

Start 8219 End 

Name OJ990501_22 . 9C10 .C13 . ol . np Method 

Start . 8138 End 

GI 3219273 Score 



OJ990501_22.9C10.C13 
+ 

9342 
AAT/NAP 
9208 
1017 



8728 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



8138. .9208 

(AB015316) MAP kinase kinase 

8272 

17633 

8219 

OJ990501_22 . 9C10 . C13 . ol . tc 

8192 

none 

8192. .8233, 8377.. 8622, 8396. 
8969. .9139, 8974. .9132 

8272 

17633 

8219 

OJ990501_22.9C10.C13.o2.gs 

8219 

none 

8219. .8960, 9056. .9342 



5 [Arabidopsis thaliana] 
Seq. ID OJ990501_22.9C10.C13 



Strand 
End 

Method 

End 

Score 



+ 

9342 

TBLASTX: Cress 

9139 

73 



,8959, 8716. .8871, 8905. .8958, 



Seq. ID OJ990501_22.9C10.C13 

Strand + 

End 9342 

Method GENSCAN 

End 9342 

Score .61 



Seq. No. 8272 

Gene No. 17633 

Start 8219 

Name OJ990501_22 . 9C10 . C13 . o3 . tm 

Start 8371 

GI none 

Exons 8371.. 8520, 8396.. 8521 

Seq. No. 8272 

Gene No. 17633 

Start 8219 

Name OJ990501_22 . 9C10 . C13 . ol . ts 

Start 8492 

GI none 

Exons 8492.. 8959, 8494.. 8958, 8926. 
8971. .9012 



Seq. ID OJ990501_22.9C10.C13 

Strand + 

End 9342 

Method TBLASTX : Mai ze 

End 8521 

Score 207 



Seq. ID OJ990501_22.9C10.C13 

Strand + 

End 9342 

Method TBLASTX : Soybean 

End 9142 

Score 626 

.8961, 8962. .9036, 8969. .9142, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



8272 

17633 

8219 

OJ990501_22.9C10.C13.ol.tm 

8524 

none 

8524. .8634, 8525. .8635, 8657. 
8711. .9139, 8716. .9144 

8273 

17634 

2453 

OJ990501_22 . 9C10 . C15 . ol . np 

2453 

3219273 

2453. .3321 

(AB015316) MAP kinase kinase 

8273 
17634 



Seq. ID OJ990501_22.9C10.C13 

Strand + 

End • 9342 

Method TBLASTX : Mai ze 

End 9145 

Score 106 

.8713, 8660. .8719, 8708. .9145, 



Seq. ID OJ990501_22.9C10.C15 

Strand + 

End 3321 

Method AAT/NAP 

End 3321 

Score 344 

5 [Arabidopsis thaliana] 

Seq. ID OJ990501_22.9C10.C15 

Strand + 



8729 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2453 End 
OJ990501_22.9C10.C15.ol.tc Method 
2639 End 
none Score 

2639.. 2719, 2834.. 3052, 2926. 

3244.. 3282, 3245.. 3283 

8273 Seq. ID 

17634 Strand 
2453 End 
OJ990501_22.9C10.C15.ol.tm Method 
2765 End 
none Score 

2765.. 2809, 2834.. 3037, 2834.. 3037 



3321 

TBLASTX: Cress 
3283 
67 

.3027, 3065.. 3109, 3134.. 3196, 



OJ990501_22.9C10.C15 
+ 

3321 

TBLASTX: Maize 

3037 

46 



22.9C10.C15 



Seq. ID OJ990501_ 

Strand + 

End 3321 

Method TBLASTX : Soybean 

End 3283 

Score 202 

3109, 3134. .3196, 3142. .3213, 



8273 
17634 
2453 

OJ990501_22.9C10.C15.ol.ts 
2834 
none 

2834.. 3052, 2926.. 3036, 3065. 
3244. .3273, 3245. .3283 

8274 
17635 
1 

OJ990501_22 . 9C10 . C17 . ol ,np 
1 

2498930 
1..366, 534. .597 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22.9C10.C17 
597 

AAT/NAP 
597 
665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8274 Seq. ID 

17635 Strand 
1 End 
OJ990501_22 . 9C10 ,C17 . ol . gs Method 
15 End 
none Score 
15. .366, 534. .593 

8275 Seq. ID 

17636 Strand 
209 End 
OJ990501_22.9C10.C19.ol.gs Method 
209 End 
none Score 
209. .403, 459. .628 

8276 Seq. ID 

17637 Strand 
300 End 
OJ990501_22.9C10.C20.ol.gs Method 
300 End 
none Score 
300.. 387 



OJ990501_22.9C10.C17 
597 

GENSCAN ^ 

593 

.95 



OJ990501_22.9C10.C19 
+ 

628 

GENSCAN 

628 

.47 



OJ990501_22.9C10.C20 
+ 

387 

GENSCAN 

387 

.66 



8730 




Seq. No. 


8277 


Seq. ID 


OJ9905Q1 22.9C1Q.CZJ 


Gene No. 


17638 


Strand 


+ 


Start 


10432 


End 


11526 


Name 


OJ990501 22.9C10.C23.o2.np 


Method 


AAT/NAP 


Start 


10432 


End 


11526 


GI 


3522946 


Score 


420 


Exons 


10432. .11106, 11406. .11526 






GI Descrip. 


(AC004411) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


8277 


Seq. ID 


OJ990501_22 . 9C10 . C23 


Gene No. 


17639 


Strand 




Start 


383 


End 


1036 


Name 


OJ990501 22.9C10.C23.ol.gs 


Method 


GENSCAN 


Start 


383 


End 


1036 


GI 


none 


Score 


.83 


Exons 


383. .521, 853. .1036 






Seq. No. 


8277 


Seq. ID 


OJ990501_22 . 9C10 .C23 


Gene No. 


17640 


Strand 




Start 


3096 


End 


9923 


Name 


OJ990501 22.9C10.C23.o2.gs 


Method 


GENSCAN 


Start 


3096 


End 


4199 


GI 


none 


Score 


.87 


Exons 


3096. .4199 






Seq. No. 


8277 


Seq. ID 


OJ990501_22.9C10.C23 


Gene No. 


17640 


Strand 




Start 


3096 


End 


9923 


Name 


OJ990501 22. 9C10.C23.o3.tm 


Method 


TBLASTX: Maize 


Start 


3421 


End 


3689 


GI 


none 


Score 


158 


Exons 


3421.. 3666, 3429.. 3623, 3645. 


.3689 




Seq. No. 


8277 


Seq. ID 


OJ990501_22.9C10.C23 


bene no. 


17640 


Strand 




Start 


3096 


End 


9923 


Name 


OJ990501 22.9C10.C23.ol.np 


Method 


AAT/NAP 


Start 


3932 


End 


9923 


GI 


4539658 


Score 


202 


Exons 


3932.. 3953, 7566.. 7669, 7940. 


.8033, 8074.. 8156, 9886.. 9923 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


8277 


Seq. ID 


OJ990501_22.9C10.C23 


Gene No. 


17640 


Strand 




Start 


3096 


End 


9923 


Name 


OJ990501 22.9C10.C23.ol.gp 


Method 


AAT/GAP 


Start 


4052 


End 


4283 


GI 


LIB3432-009.-P1-K1-H11 


Score 


400 


Exons 


4052. .4283 







GI Descrip. '2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] ' 

Seq. No. 8277 Seq. ID OJ990501_22.9C10.C23 



8731 



Gene No. 17 640 

Start 3096 

Name OJ990501_22 . 9C10 . C23 . o3 . gs 

Start 4906 

GI none 

Exons 4906.. 5038, 5458.. 5577, 5883. 
7593. .7987 



Strand 

End 9923 
Method GEN SCAN 
End 7987 
Score .8 

.5995, 6647. .6962, 7044 



.7217, 



Seq. No. 8277 
Gene No. 17640 
Start 3096 

Name OJ990501_22 . 9G10 . C23 . ol . tm 

Start 8923 
GI none 

Exons 8923.. 9060, 8930.. 9058, 8931. 

9061.. 9108, 9061.. 9114, 9209. 
9348.. 9395, 9349.. 9390 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22.9C10.C23 
9923 

TBLASTX : Maize ' 

9395 

132 



,9065, 8931. .9059, 9054. .9104, 
9328, 9218.. 9277, 9234.. 9284, 



Seq. No. 8277 

Gene No. 17641 

Start 10530 

Name OJ990501_22 . 9C10 . C23 . ol . tc 

Start 10530 

GI none 

Exons 10530. .10622, 10634 .. 1084 9, 
11030. .11101, 11035. .11094 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22.9C10.C23 
11101 ' 

TBLASTX: Cress 

11101 

69 



10846. .10953, 10850 .. 10966, 



OJ990501 22.9C10.C23 



Seq. No. 8277 Seq. ID 

Gene No. 17641 Strand 

Start 10530 End 

Name OJ990501_22 . 9C10 . C23 . o2 . tm Method 

Start 10637 End 

GI none Score 

Exons 10637. .10747, 10699 .. 10959, 10700 .. 10960, 11030 .. 11095, 
11035. .11085 



11101 

TBLASTX: Maize 

11095 

72 



Seq. No. 8277 

Gene No. 17641 

Start 10530 

Name OJ990501_22 . 9C10 .C23 . ol . tw 

Start 10837 

GI none 

Exons 10837. .10959, 10838 .. 10960, 
11033. .11086 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_22.9C10.C23 
11101 

TBLASTX: Wheat 

11086 

151 



10910. .10984, 11032. . 11085, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



8278 Seq. ID 

17642 Strand 

727 End 
OJ990501_22. 9C10.C24 .ol.np Method 

727 End 

6721512 Score 
727. .899 

(AP001072) hypothetical protein [Oryza sativa] 



OJ990501_22.9C10.C24 
+ 

899 

AAT/NAP 
899 
50 



8278 

17643 

325 



Seq. ID 

Strand 

End 



OJ990501 22.9C10.C24 



794 



8732 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990501_22 . 9C10 . C2 4 . ol . gs 

325 

none 

325.-648, 705. .794 



Method GENSCAN 
End 794 
Score .83 



8279 Seq. ID OJ990501_22.9C10.C25 

17644 Strand + 

697 End 2067 

OJ990501_22 . 9C10 . C25 . ol . gp Method AAT/GAP 

697 End 1106 

LIB3432-009-P1-K1-H11 Score 784 

697. .1106 

'2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 
guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] ' 





o c q • IN U . 


ft 97 Q 




Seq. ID 


OJ990501__22. 9C10 


.C25 




Gene No. 


17644 




Strand 


+ 






Start 


697 




End 


2067 






Name 


OJ990501 22.9C10.C25.ol 


.gs 


Method 


GENSCAN 






Start 


781 




End 


2067 






GI 


none 




Score 


.48 






Exons 


781. .2067 










•s a? 

a 


Seq. No. 


8279 




Seq. ID 


OJ990501_22. 9C10 


.C25 


:" t\ 


fllp-np lsJn 


17644 




Strand 


+ 




]" L| 


Start 


.697 




End . 


2067 






Name 


OJ990501 22.9C10.C25.ol 


.tm 


Method 


TBLASTX: Maize 




'3 B? 


Start 


1384 




End 


1654 






GI 


none 




Score 


38 




i. i 

EC,* 


Exons 


1384. .1419, 1403. .1636, 


1408 


..1641, 1408. .1653, 1490. .1654 




Seq. No. 


8280 




Seq. ID 


OJ990501_22. 9C10 


.C26 


3; 


Gene No. 


17645 




Strand 


+ 




u 


Start 


1197 




End 


1813 




M 


Name 


OJ990501 22. 9C10.C26.ol 


.gs 


Method 


GENSCAN 






Start 


1197 




End 


1813 




ill 


GI 


none 




Score 


.84 




.7 Ol 

!„ e f 


Exons 


1197. .1289, 1450. .1593, 


1673 


. .1813 






•ssl 


Seq. No. 


8281 




Seq. ID 


OJ990501_22.9C10 


.C27 




Gene No. 


17646 




Strand 


+ 






Start 


154 




End 


2178 






Name 


OJ990501 -22.9C10.C27.ol 


.np 


Method 


AAT/NAP 






Start 


154 




End 


1831 






GI 


6539588 




Score 


151 






Exons 


154. .468, 1773. .1831 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


8281 




Seq. ID 


OJ990501_22.9C10 


.C27 




Gene No. 


17646 




Strand 


+ 






Start 


154 




End 


2178 






Name 


OJ990501 22.9C10.C27.ol 


.gs 


Method 


GENSCAN xv- - 






Start 


181 




End 


2178 






GI 


none 




Score 


.47 • :\<\ ; 






Exons 


181. .426, 1242. .1419, 2108.. 


2178 







8733 






Seq. No. 


8282 Seq. ID 


OJ990501_ 


22 


.9C10 


.C28 




Gene No . 


17647 Strand 












Start 


1 End 


2819 










Name 


OJ990501 22.9C10.C28.ol.np Method 


AAT/NAP 










Start 


1 End 


707 










GI 


6907086 Score 


316 










Exons 


1. .707 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Sea No 


8282 Seq. ID 


OJ990501 


22 


. 9C10 


. C28 




Gene No. 


17647 Strand 












Start 


1 End 


2819 










Name 


OJ990501 22.9C10.C28.ol.gs Method 


GENS CAN 










Start 


73 End 


2523 










GI 


none Score 


.44 










Exons 


73.-369, 1011. .1099, 1960. .2063, 2368.. 


2523 










Seq.. No. 


8282 Seq. ID 


OJ990501_ 


_22 


. 9C10 


.C28 




Gene No . 


17647 Strand 












Start 


1 End 


2819 










Name 


OJ990501 22.9C10.C28.o2.np Method 


AAT/NAP 










Start 


1402 End 


2819 










GI 


4680186 Score 


192 








□ 


Exons 


1402. .1815, 2391. .2565, 2785. .2819 










i. B l 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 








w 

r t i 


Sea No 


8283 Sea ID 


OJ990501 


22 


. 9C10 


. C29 


1 H 


Gene No. 


17648 Strand - 


+ 








•PC? 


Start 


136 End 


989 








'■t Hi 


Name 


OJ990501 22.9C10.C29.ol.gs Method 


GENSCAN 








Q 


Start 


136 End 


989 








m 


GI 


none Score. 


.86 










Exons 


136. .208, 324. .367, 792. .989 












Seq. No. 


8283 Seq. ID 


OJ990501_ 


22 


.9C10 


.C29 


'■HA'-- 


:Gene No. 


17649 Strand 












Start 


1 End 


893 








-\ 

S3? 


Name 


OJ990501 22.9C10.C29.ol.np Method 


AAT/NAP 








:3 i 

5=1 


Start 


1 End 


893 








GI 


5922623 Score 


71 










Exons 


1..29, 816. .893 












GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 












gi I 6016856 |dbj IBAA85199.il (AP000570) hypothetical 


protein 






[Oryza sativa] 












Spa No 


8283 Seq. ID 


OJ990501_ 


22 


. 9C10 


.C29 




Gene No. 


17650 Strand 












Start 


1466 End 


2514 










Name 


OJ990501 22.9C10.C29.o2.gs Method 


GENSCAN 










Start 


1466 End 


2514 










GI 


none Score 


.56 










Exons 


1466. .1593, 1760. .2027, 2109. .2251, 237 


'8. .2514 










S;eq.- : No.- - . 


8 : 284 . Seq. ID 


OJ990501_ 


_22 


. 9C10 


.C30 




Gene No.' 


17651 ■ " " " - Strand 












Start 


1253 End 


1544 









8734 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
■Gene No. 
Start 
Name 



OJ990501_22.9C10.C30.oi:gs 

1253 

none 

1253. .1416, 1456. .1544 



Method GEN SCAN 
End 1544 
Score .44 



22.9C10.C30 



8284 Seq. ID OJ990501_ 

17652 Strand + 

3247 End 10900 

OJ990501_22 . 9C10 . C30 . o2 . np Method AAT/NAP 

3247 End 8051 

6466937 Score 1770 
3247. .3270, 4790. .8051 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



8284 

17652 

3247 

OJ990501_22.9C10.C30.o3.gs 

4544 

none 



Seq. ID OJ990501_22.9C10.C30 



Strand 
End 

Method 

End 

Score 



+ 

10900 
GENSCAN 
10900 
.83 



4544. .5228, 5304. .8628, 9047. .9149, 10833. .10900 



Seq. ID 
Strand • 
End 

Method 

End 

Score 



OJ990501 22.9C10.C30 



8284 
17653 
1234 

OJ990501_22.9C10.C30.ol.gp 
1234 
3061021 
1234. .1423 

2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 
guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4 151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 



1423 
AAT/GAP 
1423 
282 



8284 
17654 
1444 

OJ990501_22.9C10.C30.ol.np 
1444 
3482941 



4172 
AAT/NAP 
4172 
482 

1444. .1466, 2744. .3024, 3124. .3536, 3650. .3990, 4048. 
(AC005315) putative ligand-gated ion channel protein 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 22.9C10.C30 



.4172 



8284 * Seq. ID 

17654 . Strand 

1444 End 

OJ990501_22 . 9C10 . C30 . o2 . gs Method 

2601 End 

none Score 



OJ990501_22.9C10.C30 

4172 
GENSCAN 
4134 
.47 



2601. .2785, 2946. .3024, 3124. .3493, 3499.-3536, 3829. .4134 



8284 -Seq. ID 

17654 ... ■ \- Strand ■ 

1444 - End 

OJ990501 22.9C10.C30.ol.tc Method 



OJ990501_22.9C10.C30 
'4172 ' 

TBLASTX: Cress 



8735 



Start 3651 End 

GI none Score 

Exons 3651.. 3809, 3854.. 3967, 3856.. 3960 

Seq. No. 8284 Seq. ID 

Gene No. 17655 Strand 

Start 4781 End 

Name OJ990501_22 . 9C10 . C30 . o5 . tm Method 

Start 4781 End 

GI none Score 

Exons 4781.. 5014, 4786.. 5013 



3967 
86 



OJ990501_22.9C10.C30 
5014 

TBLASTX: Maize 

5014 

234 



Seq. No. 8284 Seq. ID 

Gene No. 17656 Strand 

Start 6101 End 

Name OJ990501_22 . 9C10 . C30 . ol . tw Method 

Start 6101 End 

GI none Score 

Exons 6101.. 6583, 6205.. 6540, 6266.. 6556 



OJ990501_22.9C10.C30 
6637 

TBLASTX: Wheat 

6583 

419 



rll 



Seq. No. 8284 

Gene No. 17656 

Start 6101 * 

Name OJ990501_22 . 9C10 . C30 . o3 . ts 

Start 6137 

GI none 

Exons 6137.. 6451 

Seq. No. 8284 

Gene No. 17656 

Start 6101 

Name OJ990501_22 . 9C10 . C30 . o2 . tm 

Start 6164 

GI none 

Exons 6164.. 6637, 6238.. 6636 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990501_22.9C10.C30 
6637 

TBLASTX : Soybean 

6451 

220 



OJ990501_22.9C10.C30 
6637 

TBLASTX: Maize 

6637 

519 



Seq. No. 8284 Seq. ID 

Gene No. 17.657 Strand 

Start 6560 End 

Name OJ990501_22 . 9C10 . C30 . ol . ts Method 

Start 6560 End 

GI none Score 

Exons 6560.. 6928 



OJ990501_22.9C10 ? C30 
7357 

TBLASTX : Soybean 

6928 

336 



Seq. No. 8284 Seq. ID 

Gene No. 17657 Strand 

Start 6560 End 

Name OJ990501_22 . 9C10 . C30 . o2 . tw Method 

Start 6632 End 

GI none Score 

Exons 6632., 6910, 6896.. 7030 



OJ990501_22.9C10.C30 
7357 

TBLASTX: Wheat 

7030 

249 



Seq. No. 8284 Seq. ID 

Gene No. 17657 Strand 

Start -6560 : - End 

Name OJ990501_22 . 9C10 . C30 . ol . tm Method 

Start 6710 End 



OJ990501_22.9C10.C30 

7357. ' * ' . 

TBLASTX: Maize 

7129 



8736 






GI 


none 








Score 


522 






Exons 


6710. .7129, 


6853. 


.7101 












Seq. No. 


8284 








Seq. ID 


OJ990501_22. 9C10 


.C30 




Gene No . 


17657 








Strand 








Start 


6560 








End 


7357 






Name 


OJ990501 22, 


. 9C10. 


C30.O4 


.ts 


Method 


TBLASTX: Soybean 






Start 


6941 








End 


7186 






GI 


none 








Score 


200 






Exons 


6941. .7186, 


6967 . 


.7089 












Seq. No. 


8284 








Seq. ID 


OJ990501_22.9C10 


.C30 




Gene No. 


17657 








Strand 








Start 


6560 








End 


7357 






Name 


OJ990501 22, 


. 9C10. 


C30.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


7040 








End 


7357 






GI 


none 








Score 


189 






Exons 


7040. .7357 
















Seq. No. 


8284 








Seq. ID 


OJ990501_22 . 9C10 


.C30 




Gene No . 


17658 








Strand 








Start 


7289 








End 


7591 






Name 


OJ990501 22. 


.9C10. 


C30.o6 


.tm 


Method 


TBLASTX: Maize 






Start 


7289 








End 


7591 






GI 


none 








Score 


202 




Q 


Exons 


7289. .7591 














i 


Seq. No. 


8284 








Seq. ID 


OJ990501_22. 9C10 


.C30 


; i? 


Gene No . 


17659 








Strand 






L Ij 


Start 


7598 








End 


8050 






Name 


OJ990501 22. 


. 9C10. 


C30.O4 


.tm 


Method 


TBLASTX: Maize 




"fZt 


Start 


7598 








End 


8050 




t* ; t 
i =? 


GI 


none 








Score 


43 






Exons 


7598. .7705, 


7732. 


.7917, 


7769. 


.8050, 7942. .8046 




.SCI. 

! 5 


Seq. No. 


8284 








Seq. ID 


OJ990501__22.9C10 


.C30 




Gene No . 


17659 








Strand 






i . 
is 5: 


Start 


7598 








End " 


8050 * 




\r\ 


Name 


OJ990501 22. 


. 9C10. 


C30.o2 


.ts 


Method 


TBLASTX: Soybean 




per 

□ 


Start 


7615 








End 


7999 






GI 


none 








Score 


46 






Exons 


7615. .7998, 


7616. 


.7717, 


7737. 


.7787, 7766.-7999 






Seq. No. 


8284 








Seq. ID 


OJ990501_22. 9C10 


.C30 




Gene No . 


17660 








Strand 








Start 


8060 








End 


8338 






Name 


OJ990501 22. 


. 9C10. 


C30.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


8060 








End 


8338 






GI 


none 








Score 


194 






Exons 


8060. .8338 
















Seq. No. 


8284 








Seq. ID 


OJ990501_22.9C10 


.C30 




Gene No. 


17661 








Strand 








Start 


8240 








End 


8596 






Name 


OJ9.90501 22. 


, 9C10. 


C30.O3 


.tm 


' Method 


' TBLASTX: Maize 






Start' 


824 0 ^ 








End 


8596 






GI 


none 








Score 


305 





8737 




Exons 


8240. .8596, 8302. .8589 










Seq. No. 


8285 




Seq. ID 


OJ990501_22.9C10 


.C31 


Gene No . 


17662 




Strand 


+ 




Start 


343 




End 


1048 




Name 


OJ990501 22.9C10.C31.ol. 


gs " 


Method 


GENSCAN 




Start 


343 




End 


1048 




GI 


none 




Score 


.85 




Exons 


343. .461, 858. .1048 










Seq. No. 


8286 




Seq. ID 


OJ990501_22. 9C10 


.C32 


Gene No. 


17663 




Strand 


+ 




Start 


821 




End 


1793 




Name 


OJ990501 22.9C10.C32.ol. 


gs 


Method 


GENSCAN 




Start 


821 




End 


1793 




GI 


none 




Score 


. 87 




Exons 


821. .903, 1722. .1793 










Seq. No. 


8286 




Seq. ID 


OJ990501_22. 9C10 


.C32 


Gene No . 


17664 




Strand 


+ 




Start 


9791 




End 


11259 




Name 


OJ990501 22.9C10.C32.o3. 


gs 


Method 


GENSCAN 




Start 


9791 




End £ - • 


11259 




GI 


none 




Score 


.77 




Exons - 


9791. .994 4, 10033. .10314 


; , 10635. .10899, 


11161.. 11259 




Seq. No. 


8286 




Seq. ID 


OJ990501_22. 9C10 


.C32 


Gene No. 


17665 




Strand 






Start 


1313 




End 


7538 




Name 


OJ990501 22.9C10.C32.ol. 


np 


Method 


AAT/NAP 




Start 


1313 




End 


6778 




GI 


3482940 




Score 


652 




Exons 


1313. .1366, 2506. .2856, 


2985. 


.3397, 3511.. 3838, 3891.. 4108, 




6716. .6778 










GI Descrip. 


(AC005315) putative ligand-gated ion channel protein 






[Arabidopsis thaliana] 










Seq. No. 


8286 




Seq. ID 


OJ990501_22.9C10 


.C32 


Gene No. 


17665 




Strand 






Start 


1313 




End 


7538 




Name 


OJ990501 22.9C10.C32.o2. 


gs 


Method 


GENSCAN 




Start 


2428 




End 


7538 




GI 


none 




Score 


.86 




Exons 


2428. .2856, 2985. .3397, 


3511. 


.3618, 3742.. 3826, 3909,. .4162, 




6619. .6695, 7477. .7538 










Seq. No. 


8286 




Seq. ID 


OJ990501_22.9C10, 


.C32 


Gene No. 


17666 




Strand 






Start 


9487 




End 


9941 




Name 


OJ990501 22.9C10.C32.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3240 




End 


3820 




GI 


none 




Score 


74 




Exons 


3240.. 3323, 3512.. 3691, 


3737. 


.3820 






Seq. No. 


8286- 




Seq. ID 


OJ990501_22.9C10, 


,C32. 


Gene No. 


17666 




Strand 






Start 


9487 




End 


9941 





8738 



l.-i 



m 



! I t 



Name 


OJ990501 22 


Start 


3512 


GI 


none 


Exons 


3512. .3691, 


Seq. No. 


8286 


UCllC IN(J • 


1 / DDO 


Start 


9487 


Name 


OJ990501 22 


Start 


9487 


GI 


none 


Exons 


9487. .9941 


Seq. No. 


8287 


Gene No. 


17667 


Start 


1 


Name 


OJ990501 22 




1 


GI 


3482940 


Exons 


1..21, 1254 




9975. .9999 


GI Descrip. 


(AC005315) ] 




[Arabidopsi, 


Seq. No. 


8287 


Gene No. 


17667 


C4- -a >-+- 


i 


Name 


OJ990501 22 


Start 


966 


GI 


none 


Exons 


966. .1499, 




6867. .7027, 


Seq. No. 


8287 




i 7 can 

1 / DO / 


Start 


1 


Name 


OJ990501 22 


Start 


1751 • 


GI 


none 


Exons 


1751. .1900, 


Seq. No. 


8287 




1 / DO / 


Start 


1 


Name 


OJ990501 22 


Start 


1757 


GI 


none 


Exons 


1757. .1900, 


Seq. No. 


8287 


Gene No. 


17667 


Start 


1 


Name 


OJ990501 22 


Start 


1979 


GI 


none 


Exons 


1979.'. 2077, 




4241. .4369 



Method 

End 

Score 



TBLASTX: Cress 

3827 

77 



Seq. ID OJ990501_22.9C10.C32 
Strand 

End 9941 

Method AAT/GAP 

End 9941 

Score 877 



Seq. ID OJ990501_22.9C10.C33 
Strand 

End 9999 

Method AAT/NAP 

End 9999 

Score 614 



Seq. ID OJ990501_22.9C10.C33 
Strand 

End 9999 

Method GEN SCAN 

End 7503 

Score .8 



Seq. ID OJ990501_22.9C10.C33 
Strand 

End 9999 

Method TBLASTX: Soybean . 

End 2086 

Score 139 



Seq. ID OJ990501_22.9C10.C33 
Strand 

9999 

TBLASTX: Maize 
2089 
77 



End 

Method 
End 
Score 
.2089 



Seq. ID OJ990501_22.9C10.C33 
Strand 

End 9999 

Method TBLASTX : Cress 

End 4369 

Score 39 



8739 



Seq. No. 8287 Seq. ID 

Gene No. 17667 Strand 

Start 1 ■ End 

Name OJ990501_22 . 9C10 . C33 . o2 . tm Method 

Start 2618 End 

GI none Score 

Exons 2618.. 2797, 2825.-2938 



OJ990501_22 . 9C10 . C33 
9999 

TBLASTX: Maize 

2938 

74 



Seq. No. 8288 Seq. ID OJ990501_22.9C10.C35 

Gene No. * 17 668 Strand 

Start 1 End 718 

Name OJ990501_22 . 9C10 . C35 . ol . np Method AAT/NAP 

Start 1 End 718 

GI 6466937 Score 673 

Exons 1..718 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 8288 Seq. ID 

Gene No. 17 668 Strand 

Start 1 End 

Name OJ990501_22 . 9C10 . C35 . ol . tm Method 

Start 45 End 

GI none Score 

Exons 45.. 308, 47.. 439, 48.. 296 

Seq. No. 8288 Seq. ID 

Gene No. 17668 Strand 

Start 1 End 

Name OJ990501_22 . 9C10 . C35 . ol . gs Method 

Start 86 End 

GI none Score 

Exons 86. . 658 



OJ990501_22.9C10.C35 
718 

TBLASTX: Maize 

439 

192 



OJ990501_22.9C10.C35. 
718 

GEN SCAN 

658 

.9 



Seq. No. 8288 Seq. ID 

Gene No. . 17 668 Strand 

Start .1 End 
Name ' OJ990501_22 . 9C10 . C35 . ol . tw Method 

Start 119 End 

GI none Score 

Exons 119.. 253, 239.. 517 

Seq. No. 8288 Seq. ID 

Gene No. 17 668 Strand 

Start 1 End 
Name ' OJ990501_22 . 9C10 . C35 . ol . ts Method 

Start 221 End 

GI none Score 

Exons 221.. 589 



OJ990501_22.9C10.C35 
718 

TBLASTX: Wheat 

517 

249 



OJ990501_22.9C10.C35 
718 

TBLASTX: Soybean 

589 

336 



Seq. No. 8288 ■ Seq. ID 

Gene No. 17 668 Strand 

Start 1 End 

Name . OJ990501_22 . 9C10 . C35 . o2 . tm Method 

Start 44 9 - End 

GI none Score 



OJ990501_22.9C10.C35 
718 

TBLASTX: Maize 

713 

112 



8740 



Exons 



449.. 703, 537.. 713 





Seq. No. 


8289 


Seq. ID 


OJ990421 24.9C10. 


C2 




Gene No. 


17669 


Strand 








Start 


1 


End 


466 






Name 


OJ990421 24.9C10.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


382 






GI 


5042454 


Score 


297 






Exons 


1..200, 256. .382 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


8289 


Seq. ID 


OJ990421_24.9C10. 


C2 




Gene No. 


17669 


Strand 


- 






Start 


i 

X 


End 


466 






Name 


O.TQQ0491 9 4 QP1 0 C9 nl n<? 


Method 


GENSCAN 






Start 


1 9 ~ 

J. c. 


End 


466 






GI 


1 1 wl it; 


Score 


.76 






Exons 


1 9 90D 9Sfi 4 fifi 










Qpfl Mo 

kj V3 V_J • LN V/ . 


8290 


Seq. ID 


OJ990421_24.9C10. 


C3 




Gene No'. 


17670 


Strand 


+ 






Start 


295 


End 


4361 






Name 


OJ990421 24.9C10.C3.ol.gs * 


Method 


GENSCAN 






Start 


295 


End 


4361 




U 


GI 


none 


Score 


.52 






Exons 


295. .461, 601. .725, 780. .1013 


, 1099. .1228, 1597. .1603, 




ui 




1692.. 1870, 2156.. 2686, 2909. 


.3022, 3778. .4361 




I'll 

□ 


Seq. No.. 


8290 


Seq. ID 


OJ990421_24.9C10. 


C3 


: . i 


Gene No. 


17671 


Strand 


+ 






Start 


7364 


End 


14746 




'i s f 


Name 


OJ990421 24.9C10.C3.ol.np 


Method 


AAT/NAP 




fi\ 


Start 


7364 


End 


14472 




IE 


GI 


4646231 


Score 


1341 




r c | 


Exons 


7364.. 7631, 11631 .. 12273, 12304 .. 12976, 


13078. .13390, 








13621. .14027, 14116.. 14472 










GI Descrip. 


(AC007266) putative ligand-gated ion channel protein 




Ut 

''.3 




[Arabldopsis thaliana] 










Seer No 


8290 


Seq. ID 


OJ990421_24.9C10. 


C3 


n 


Gene No. 


17671 


Strand 


+ 






Start 


7364 


End 


14746 






Name 


OJ990421 24.9C10.C3.o3.gs 


Method 


GENSCAN 






Start 


11043 


End 


14487 






GI 


none 


Score 


.88 






Exons 


11043. .11120, 11264. .11333, 11631 .. 1297 6, 13078 .. 13390, 








13621. .14027, 14116.. 14487 










Seq. No. 


8290 


Seq. ID 


OJ990421_24.9C10. 


C3 




Gene No.. 


17671 


Strand 


+ 






Start 


7364 


End 


14746 






Name 


OJ990421 24.9C10.C3.ol.gp 


Method 


AAT/GAP 






Start 


12636 


End 


13215 






GI 


27747 1.R1084 


Score 


938 






Exons 


12636. .12976, 13078.. 13215 










GI Descrip. 


? 5852172/emb|CAB55410.1| 4 . Oe 


-11 (AL117265) zhb0002.1 . [Ory; 



sativa] ' 



8741 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8290 Seq. ID 

17671 Strand 
7364 End 
OJ990421_24. 9C10.C3.o2.gp Method 
14240 End 
LIB3433-006-Q6-K6-A3 Score 
14240. .14746 

'2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 
guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4 151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] ? 



OJ990421_24.9C10.C3 
+ 

14746 
AAT/GAP 
14746 
946 



8290 Seq. ID 

17672 Strand 

15980 End 

OJ990421_24 . 9C10 . C3 . o4 . gs Method 

15980 End 

none Score 
15980. .16195 



OJ990421_24.9C10.C3 
+ 

16195 
GENSCAN 
16195 
.81 



Seq. No. 8290 

Gene No. 17673 

Start 17090 

Name OJ990421_24 . 9C10 .C3 . ol . tm 

Start 1703 

GI none 

Exons 1703.. 1894, 
1999. .2304, 



1704.. 1895, 1705. 
1999.. 2208, 2010. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1902, 
.2303 



OJ990421_24.9C10.C3 
17288 

TBLASTX: Maize 
2304 
184 

1910. .2017, 1912. .2013, 



Seq. No. 8290 

Gene No. 17673 

Start 17090 

Name OJ990421_24 . 9C10 . C3 . ol . 

Start 2083 

GI none 

Exons 2083. .2298, .2178. .2303, 

Seq. No. 8290 

Gene No. 17673 

Start 17090 

Name OJ9904 21_24 . 9C10 . C3 . ol . 

Start 2155 

GI ■ none 

Exons 2155.. 2562, 2155.. 2262, 

Seq. No. 8290 

Gene No. 17673 

Start 17090 

Name OJ990421_24 . 9C10.C3.o5. 

Start 2304 

GI none 

Exons 2304.. 2432, 2305.. 2484, 

Seq. No. ■ 8290 - 

Gene No. 17673 

Start 17090 



Seq. ID OJ990421_24. 9C10.C3 
Strand 

End 17288 

t s Method TBLASTX : Soybean 

End 2475 

Score 220 
2311. .2475, 2314. .2475 

Seq. ID OJ990421_24.9C10.C3 
Strand 

End 17288 

tw Method TBLASTX : Wheat 

End 2562 

Score 44 0 
2163.. 2558, 2305.. 2562 

Seq. ID OJ990421_24 . 9C10.C3 
' Strand 

End 17288 

tm Method TBLASTX : Maize 

End 2484 

Score 220 
2305. .2478, 2318. .2482 

Seq. ID OJ990421_24. 9C10.C3 
Strand 

End 17288 



8742 




Name 


OJ990421 24 


.9C10. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2488 








End 


3009 


GI 


none 








Score 


414 


Exons 


2488. .2805, 


2488. 


.2796, 


2715. 


.2810, 2910. .2957, 2914. .3009 


Seq. No. 


8290 








Seq. ID 


OJ990421 24.9C10 C3 




17673 








Strand 




Start 


17090 








End 


17288 


Name 


OJ990421 24 


.9C10. 


C3.o3. 


tm 


Mp1~ hod 


TBLASTX: Maize 


Start 


3142 








End 


3404 


GI 


none 








Score 


116 


Exons 


3142. .3381, 


3147. 


.3404, 


3230. 


.3391 




Seq. No. 


8290 








Seq. ID 


OJ990421_24.9C10.C3 












Strand 




Start 


17090 








End 


17288 


Name 


OJ990421 24 


.9C10. 


C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4061 








End 


4355 


GI 


none 








Score 


100 


Exons 


4061. .4135, 


4068. 


.4145, 


4137. 


.4349, 4159. .4308, 4161. .4355 


Seq. No. 


8290 








Seq. ID 


OJ990421_24. 9C10.C3 


Gene No. 


17673 








Strand 




Start 


17090 








End 


17288 


Name • 


OJ990421 24 


.9C10. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7478 








End 


14214 


GI 


none 








Score 


90 


Exons 


7478. .7630, 


11981 


..12136, 12185. .12256, 


12473. .12622, 



13050. .13094, 13072. .13188, 13083 .. 13172 , 13206 .. 1334 6, 
13210. .13404, 13908. .14030, 14107.. 14214 



Seq. No. 


8290 






Seq. ID 


OJ990421_24.9C10 


.C3 


Gene No. 


17673 






Strand 






Start 


17090 






End 


17288 




Name 


OJ990421 24.9C10.C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


11666 






End 


12193 




GI 


none 






Score 


182 




Exons 


11666. 


.11932, 11789. 


.11896, 


12008. .12193, 12068. .12160 




Seq. No. 


8290 






Seq. ID 


OJ990421_24.9C10 


.C3 


Gene No. 


17673 






Strand 






Start 


17090 






End 


17288 




Name 


OJ990421 24.9C10.C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


13107 






End 


13814 




GI 


none 






Score 


195 




Exons 


13107. 


.13178, 13108. 


.13332, 


13203. .13298, 13348 .. 13389, 






13625. 


.13801, 13665. 


.13814, 


13691. .13792 




Seq. No. 


8290 






Seq. ID 


OJ990421_24.9C10 


.C3 


Gene No. 


17673 






Strand 






Start 


17090 






End 


17288 




Name 


OJ99042-1 24.9C10.C3. 


o5 . gs 


Method 


GENSCAN 




Start 


17090 






End 


17288 




GI 


none 






Score 


.78 




Exons 


17090. 


.17288 










Seq. No. 


8291 






Seq. ID 


OJ990421_24.9C10 


.C4 



8743 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



17674 Strand 

201 End 

OJ990421_24 . 9C10 . C4 . ol . gs Method 

201 End 

none Score 



+ 

9579 
GEN SCAN 
3281 
.91 



201. .354, 435. .500, 1291. .1544, 1625. .1940, 2046. .2458, 
2790. .3281 



.i \ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8291 

17674 

201 

OJ990421_24.9C10.C4 .ol.np 
1349 
3482940 
1349. .1574, 



Seq. ID OJ990421_24.9C10.C4 

Strand + 

End 9579 

Method AAT/NAP 

End 4123 

Score 637 

4123 



1625. .1940, 2046.. 2458, 2790.. 3069, 4067 
(AC005315) putative ligand-gated ion channel protein 
[Arabidopsis thaliana] 



8291 Seq. ID 

17674 Strand 

201 End 

OJ990421_24 . 9C10 . C4 . o2 . np Method 

3158 End 

6498441 Score 



OJ990421_24.9C10.C4 
+ 

9579 
AAT/NAP 
9579 
101 



3158.. 3180, 6115.. 6320, 6451.. 6513, 9553.-9579 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



8291 Seq. ID 

17675 Strand 

10932 End 

OJ9904 2 1_24 . 9C10 . C4 . o3 . np Method 

10932 End 

2244915 Score 
10932. .11355 

(Z97339) reverse transcriptase like protein [Arabidopsis 
thaliana] 



OJ990421_24 .9C10.C4 
+ 

11355 
AAT/NAP 
11355 
82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8291 

17676 

5434 

OJ990421_24. 9C10.C4.ol. ts 

14 31 

none 



Seq. ID OJ990421_24 . 9C10.C4 
Strand 

End 9503 

Method TBLASTX : Soybean 

End 1909 

Score 83 



1431. .1514, 1628. .1714, 1630. .1737, 1760. .1909 



8291 

17676 

5434 

OJ9904 21_24 . 9C10 . C4 . ol . tc 

1628 

none 



Seq. ID OJ990421_24.9C10.C4 
Strand 

End 9503 

Method TBLASTX : Cress 

End y 1939 

Score 118 



1628. .1729, 1630. .1737, 1745. .1939, 1759. .1899 



8291 
17676 



Seq. ID OJ99'04'21_24 . 9C10.C4 
Strand 



8744 




Start - 


5434 








End 


9503 




Name 


OJ990421 24 


.9C10 


.C4.61. 


tm 


Method 


TBLASTX: Maize 




Start 


1631 








End 


1939 




GI 


none 








Score 


74 




Exons 


1631. .1750, 


1760 


. .1939 










Seq. No. 


8291 








Seq. ID 


OJ990421_24.9C10 


.C4 


Gene No. 


17676 








Strand 






buart 


R A "iA 








End 


9503 




Name 


OJ990421 24 


.9C10 


■C4.o2. 


gs 


Method 


GENS CAN 




Start , 


5434 








End 


9503 




GI 


none 








Score 


.45 




Exons 


5434. .5531, 


6134 


. .6232, 


6632. 


.6719, 7263.. 7352, 7393.. 7537 




7617. .7725, 


7750 


. .8066, 


9421. 

■-- 


.9503 






Seq. No. 


8292 








Seq. ID 


OJ990421_24.9C10 


.C5 


Gene no. 


i / b / / 








Strand 


+ 




Start 


747 








End 


4020 




Name 


OJ990421 24 


.9C10 


.C5.ol. 


gs 


Method 


GENSCAN 




Start 


747 








End 


4020 




GI 


none 








Score 


.69 




Exons 


747. .1104, 


1564. 


.1628, 


3728. . 


3890, 3953.. 4020 




,s=i Seq. No. 


' 8292 








beq. ID 




.C5 


„. bene no . 


I / O / O 








Strand 






j j3 Start 


4482 








End 


6318 




iji Name 


OJ990421 24 


.9C10 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




i s !J Start 


2 








hna 


/ITT 




Q GI 


none 








Score 


1 ID 




Exons 


2.. 238, 3.. 


245, 


223.. 411, 292 


. .363 






Seq. No. 


8292 








Seq. ID 


OJ990421_24. 9C10 


.C5 


i L? Gene No . 


1 / O / 0 








Strand 






a Start 


4482 








End 


6318 




i ! «i Name 


OJ990421 24 


.9C10 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 








End 


241 






none 






t 


Score 


100 




Exons 


2. .112, 3.. 


113, 


113.. 241, 114 


. .236 






Q Seq. No. 


8292 








Seq. ID 


OJ990421_24.9C10 


.C5 


f-t Gene No . 


17678 








Strand 






!es * Start 


4482 








End 


6318 




Name 


OJ990421 24 


.9C10 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


474 








End 


742 - 




GI 


none 








Score 


80 




Exons 


474. .560, 566. .7. 


42, 571 


. .681 








Seq. No. 


8292 








Seq. ID 


OJ990421_24.9C10 


.C5 


bene No . 


17678 








Strand 






Start 


4482 








End 


6318 




Name 


OJ990421 24 


. 9C10 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


4482 








End 


6318 




GI 


none 








Score 


.62 




Exons 


4482. .4639, 


5481 


. .5555, 


6277. 


.6318 






Seq. No. 


8293 








Seq. ID 


OJ990421_24.9C10 


.C6 


Gene No. 


17679 








Strand 


+ 





8745 




Start 


1 


End 


2316 




Name 


OJ990421 24.9C10.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2167 




GI 


3482940 


Score 


644 




Exons 


1..31, 640. .857, 910. .1237, 


1347. .1759 


, 1888. .2167 




GI Descrip. 


(AC005315) putative ligand-gated ion channel protein 






[Arabidopsis thaliana] 








Seq. No. 


8293 


Seq. ID 


OJ990421_24.9C10 


.C6 


Gene No. 


17679 


Strand 


+ 




Start 


1 


End 


2316 




Name 


OJ990421 24 . 9C10 . C6 . ol . gs 


Method 


GEN SCAN 




Start 


586 


End 


2316 




GI 


none 


Score 


. 78 




Exons 


586. .839, 922. .1059, 1421.. 


1759, 1888. 


.2316 




Seq. No. 


8293 


Seq. ID 


OJ990421_24.9C10 


.C6 


Gene No . 


17680 


Strand 


- 




Start 


2951 


End 


3773 




Name 


OJ990421 24 . 9C10.C6.ol . tc 


Method 


TBLASTX: Cress 




Start 


869 


End 


1236 




GI 


none 


Score 


63 




Exons 


869. .1015, 921. .1034, 928.. 


1032, 1036. 


. 1236 




Seq. No. 


8293 


Seq. ID 


OJ990421_24.9C10 


.C6 


Gene No . 


17680 


Strand 


- 




Start 


2951 


End 


3773 




Name 


OJ990421 24 . 9C10 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


2951 


End 


3773 




GI 


none 


Score 


.84 




Exons 


2951. .3022, 3657. .3773 








Seq. No. 


8294 


Seq. ID 


OJ990421_24.9C10 


. C7 


Gene No. 


17681 


Strand 


+ 




Start 


11606 


End 


14296 




Name 


OJ990421 24.9C10.C7.o2.np 


Method 


AAT/NAP 




Start 


11568 


End 


14296 




GI 


3482941 


Score 


482 




Exons 


11568. .11692, 11750. .12090, 


12204. .12616, 12716. .12996, 






14274 . . 14296 








GI Descrip. 


(AC005315) putative ligand- 


gated ion channel protein 






[Arabidopsis thaliana] 








Seq. No. 


8294 


Seq. ID 


OJ990421_24.9C10 


. C7 


Gene .No. 


17681 


Strand 


+ 




Start 


11606 


End 


14296 




Name 


OJ990421 24.9C10.C7.o3.gs 


Method 


GENSCAN 




Start ' 


11606 


End 


13139 




GI 


none 


Score 


.46 




Exons 


11606. .11911, 12204. .12241, 


12247. .12616, 127 16 .. 127 94 , 






12955.. 13139 








Seq. No. 


8294 


Seq: ID 


OJ990421_24.9C10 


.C7 


Gene No. 


17682 


Strand 


+ 




Start 


15653 r- 


End 


18030 - 




Name 


OJ990421 24.9C10.C7;ol.gp 


Methbd 


AAT/GAP 




Start 


14317 


End 


14506 





8746 



GI 3061021 Score 282 

Exons 14317.. 14506 

GI Descrip. 2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 



Seq. No. 


8294 




Seq. ID 


OJ990421_ 


24 . 9C10 


. C7 


Gene No. 


17682 




Strand 


+ 






Start 


15653 




End 


18030 






Name 


OJ990421 24.9C10.C7 


. o4 . gs 


Method 


GENSCAN 






Start 


15653 




End 


18030 






GI 


none 




Score 


.63 






Exons 


15653. .15808, 16791 


. . 16938 


, 17002. .17118, 17245. 


. 17387, 






17469. .17736; 17903 


. . 18030 










Seq. No. 


8294 




Seq. ID 


OJ990421_ 


24 . 9C10 


.C7 


Gene No.- 


17683 




Strand 


+ 






Start 


18358 




End 


20892 






Name 


OJ990421 24.9C10.C7 


. o3.np 


Method 


AAT/NAP 






Start 


18358 




End 


20892 






GI 


4680186 




Score 


188 






Exons 


18358. .18398, 19736 


. .19903 


, 20479. .20892; 






GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 






Seq. No. 


8294 




Seq. ID 


OJ990421_ 


24 . 9C10 


.C7 


Gene No. 


17684 




Strand 


+ 






Start 


21587 




End 


23260 






Name 


OJ990421 24.9C10.C7 


. o4 ,np 


Method 


AAT/NAP 






Start 


21587 




End 


23260 






GI 


6907086 




Score 


413 






Exons 


21587. .22376, 22423 


. .22578 


, 22729. .23110, 23165. 


.23260 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8294 




Seq. ID 


OJ990421_ 


24.9C10 


.C7 


Gene No. 


17685 




Strand 








Start 


3278 




End 


12493 






Name 


OJ990421 24.9C10.C7 


. o2.gs 


Method 


GENSCAN 






Start 


3278 




End 


11196 






GI 


none 




Score 


.89 






Exons 


3278. .3468, 3865. .3983, 48 


40. .4907, 6591. .6693, 


7112. .10436, 




10512. .11196 












Seq. No. 


8294 




Seq. ID 


OJ990421_ 


24.9C10 


.C7 


Gene No. 


17685 




Strand 








Start 


3278 




End 


12493 






Name 


OJ990421 24.9C10.C7 


. ol .np 


Method 


AAT/NAP 






Start 


7689 




End 


12493 






GI 


6466937 




Score 


1770 






Exons 


7689.. 10950, 12470. 


.12493 










GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein 


. [Arabidopsis 




thaliana] 












Seq. No. 


8294 




Seq. ID 


OJ990421_ 


24 . 9C10 


.C7 


Gene No. 


17686- ^ 




Strand 








Start 


18507 




End 


20874 






Name 


OJ990421 24.9C10.C7 


. o5 . gs 


Method 


GENSCAN 







8747 






Start 


18507 


End 


20874 






GI 


none 


Score 


.9 






Exons 


18507. .18704, 19129. .19172, 


19288. .19360, 19406 .. 19477, 








20776. .20874 










Seq. No. 


8294 


Seq. ID 


OJ990421_24.9C10. 


C7 




Gene No. 


17687 


Strand 








Start 


21742 


End 


22770 






Name 


OJ990421_24 . 9C10 ,C7 . 06. gs 


Method 


GENSCAN 






Start 


21742 


End 


22770 






GI 


none 


Score 


.79 






Exons 


21742. .22370, 22475 .. 22576, 


22698. .22770 






Seq. No. 


8294 


Seq. ID 


OJ990421_24.9C10. 


C7 




Gene No. 


17688 


Strand 








Start 


24218 


End 


30867 






Name 


OJ990421_24 . 9C10 . C7 . o7 . gs 


Method 


GENSCAN 






Start 


24218 


End 


30783 






GI 


none 


Score 


.72 






Exons 


24218 . .24288, 24 977 . .25154, 


25970. .26215, 27000 .. 27143, 








29509. .29669, 29703. .30783 










Seq. No. 


8294 


Seq. ID 


OJ990421_24.9C10. 


C7 




Gene No. ' 


17688 


Strand 








Start 


24218 


End 


30867 




■•3 


Name 


OJ990421 24.9C10.C7.o5.np 


Method 


AAT/NAP 




ui 


Start 


24565 


End 


26223 






GI 


6539588 


Score 


151 




□ 


Exons 


24565. .24623, 25928.. 26223 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




i. : 
s sr 


Seq. No. 


8294 


Seq. ID 


OJ990421_24.9C10. 


C7 


r Li 


Gene No. 


17688 


Strand 








Start 


24218 


End 


30867 






Name 


OJ990421 24.9C10.C7.o2.gp 


Method 


AAT/GAP 




U of 

v! 


Start 


30458 


End 


30867 




■i 


GI 


LIB3432-009-P1-K1-H11 


Score 


784 




: . 


Exons 


■30458. .30867 








; "I 


GI Descrip. 


'2642159 2.0e-20 (AC003000) 


putative mannose-l-phosphate 



guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108 660) CYT1 protein [Arabidopsis thaliana] 1 



Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10 


.C7 


Gene No. 


17689 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


-9C10 


.C7.o3, 


. tm 


Method 


TBLASTX : Maize 




Start 


7144 








End 


7500 




GI 


none 








Score 


116 




Exons 


7144. .7500, 


7151 


. .7438 










Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10 


.C7 


Gene No. 


17689 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


. 9C10 


.C7.o3. 


. tw * 


Method 


TBLASTX: Wheat 




Start 


7402 








End 


7680 




GI 


none 








Score 


194 





87.48 




Exons 


7402. .7680 














Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10. 


C7 


bene ino. 


1 / DO j 








OLidllU 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


-9C10 


.C7.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


7690 








End 


8008 






none 








Score 


64 




Exons 


7690. .7971, 


7694 


. .7798, 


7823. 


.8008 






Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10. 


C7 


bene lno. 


1 / DO ? 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


.9C10 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7741 








End 


8125 




GI 


none 








Score 


118 




Exons 


7741. .7974, 


7742 


. .8125, 


7953. 


.8003, 8023.. 8124 




Seq. No. 


8294 








Seq. ID 


OJ990421_24 .9C10. 


C7 


bene lno . 


1 / DO j 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


.9C10 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8021 








End 


8509 




GI 


none 








Score 


52 




Exons . 


8021. .8101, 


8023 


. .8100, 


8107. 


.8451, 8123.. 8509 




Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10. 


C7 


bene lno . 


i 7 co q 

i / DO J 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


.9C10 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8383 








End 


8700 




GI 


none 








Score 


189 




Exons 


8383. .8700 














Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10. 


C7 


bene lno . 


1 TCOQ 
-L / DO " 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


.9C10 


.C7.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


8554 








End 


8799 




GI 


none 








Score 


81 




Exons 


8554. .8799, 


8651 


. .8773 










Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10. 


C7 


bene lno . 


X / DO j 








Strand 






Start 


31490 








End 


35177 




Name 


OJ990421 24 


.9C10 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8611 








End 


9030 




GI 


none 








Score 


236 




Exons 


8611. .9030, 


8639 


. .8887 










Seq. No. 


8294 








Seq. ID 


OJ990421_24.9C10. 


C7 


Gene No. 


17689 








Strand 






Start 


31490 








.End 


35177 




Name 


OJ990421 24 


.9C10 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8710 








End 


9108 




GI 


none 








Score 


249 




Exons 


8710. .8844, 


8830 


. .9108 











8749 




O64. IN O . 


ft 9Q4 








O.TQQ0491 9 4 Qfin 


C7 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name 


OJ990421 24. 


9C10.C7 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


8812 






End 


9180 




GI 


none 






Score 


336 




Exons 


8812. .9180 












0 e q • in u . 


ft 9Q4 






q prr T n 


O.TQ9f)4?1 OA Qpl 0 


. C7 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name 


OJ990421 24. 


9C10.C7 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


9103 






End 


9576 




GI 


none 






Score 


205 




Exons 


9103. .9576, 


9104. .9502 








C /-r Ma 

0 e CJ . LN 0 . 


ft 9 Q4 










Cl 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name 


OJ990421 24. 


9C10.C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


9157. 






End 


9639 




GI 


none 






Score 


121 




Exons 


9157. .9639, 


9184.. 9474, 9200 


. .9535 






oeq. NO. 


ft 0 Q4 






Q&rr T n 
oGtJ • ± U 


n,TQQD491 OA Qnn 


Cl 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name 


OJ990421 24. 


9C10.C7 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9289 






End 


9603 




GI 


none 






Score 


220 




Exons 


9289. .9603 












oeq . jno . 


8294 








D.TQQn491 94 QP1 0 


Cl 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name 


OJ990421 24. 


9C10.-C7 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


10726 






End 


10959 




GI 


none 






Score 


121 ■ 




Exons 


10726. .10959, 10727 


. .10954 








oeq . no ■ 


8294 






Seq. ID 


OJ990421_24 . 9C10 


Cl 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name- 


OJ990421 24. 


9C10.C7 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11773 






End 


12089 




GI 


none 






Score 


110 




Exons 


11773. .11886 


, 11780 


. .11884, 


11931. .12089 




Seq. No. 


8294 






Seq. ID 


OJ990421_24 . 9C10 


.Cl 


Gene No. 


17689 






Strand 






Start 


31490 






End 


35177 




Name 


OJ990421 24. 


9C10.C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


29910 






End 


30180 




GI 


none 






Score 


204 





Exons 29910. .30074, 29911 .. 30156, 2 9923 .. 30156, 30145.. 30180 



8750 




Seq. No. 


8294 


Seq. ID 


OJ990421_ 


24.9C10.C7 


Gene No. 


17689 


Strand 






otart 


q i a on 
j ± 4 y u 


End 


35177 




Name 


OJ990421 24.9C10.C7.o8.gs 


Method 


GENSCAN 




Start 


31490 


End 


35177 




GI 


none 


Score 


.5 




Exons 


31490. .31622, 32042 .. 32161, 


32467. .32579, 32820. 


.33207, 




33463. .33603, 34524 .. 34 662, 


34994. .35177 




Seq. No. 


8294 


Seq. ID 


OJ990421_ 


24.9C10.C7 


Gene No. 


17689 


Strand 






O LCI I. L 


31490 


End 


35177 




Name 


OJ990421 24.9C10.C7.o6.np 


Method 


AAT/NAP 




Start 


32463 


End 


34399 




GI 


6721512 


Score 


100 




Exons 


32463. .32581, 32610 .. 32743, 


34346. .34399 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8295 


Seq. ID 


OJ990421_ 


24.9C10.C8 


oene no . 


17690 


Strand 


+ 




Start 


4918 


End 


5880 




Name 


OJ990421 24.9C10.C8.o3.gs 


Method 


GENSCAN 




Start 


4918 


End 


5616 




GI 


none 


Score 


.66 




Exons 


4918. .4985, 5022 .. 5214 5281 


. .5616 






Seq. No. 


8295 


Seq. ID 


OJ990421 


24.9C10.C8 


Gene No. 


17690 


Strand 


+ 




Q+- -j v+- 


4918 


End 


5880 




Name 


OJ990421 24.9C10.C8.o2.np 


Method 


AAT/NAP 




Start 


4936 


End 


5880 




GI 


3522946 


Score 


382 




Exons 


4936. .5601, 5820. .5880 








GI Descrip. 


(AC004411) putative cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


8295 


Seq, ID 


OJ990421_ 


24.9C10.C8 


kaene no . 


17691 


Strand 






Start 


2 


End 


4427 




Name 


OJ990421 24.9C10.C8.ol.gs 


Method- 


GENSCAN 




Start 


2 


End 


2491 




GI 


none 


Score 


.79 




Exons 


2. .55, 1151. .1466, 1548. .1721, 2097. .2491 




Seq. No. 


8295 


Seq. ID 


OJ990421_ 


24.9C10.C8 


Gene No. 


17691 


Strand 






Start 


2 


End 


4427 




Name 


OJ990421 24.9C10.C8.ol.np 


Method 


AAT/NAP 




Start 


2038 


End 


4427 




GI 


4539658 


Score 


204 




Exons 


2038.. 2173, 2444. .2537, 2578 


..2660, 4390. .4427 




GI Descrip. 


(AF06i282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 








Seq. No. 


8295 


Seq.* ID 


OJ990421_ 


24..9C10.C8 


Gene No. 


17691 


Strand 






Start 


2 


End 


4427 




Name 


OJ990421 24.9C10.C8.ol.tm 


Method 


TBLASTX: Maize 



8751 






Start 


3427 








End 


3899 






GI 


none 








Score 


132 






Exons 


3427. .3564, 


3434 


. .3562, 


3435. , 


,3569, 3435..3S63, 


3558 . .3608, 






3565. .3612, 


3565 


. .3618, 


3713. . 


,3832, 3722.. 3781, 


3738 . . 3788, 






3852. .3899, 


3853 


. .3894 












Seq. No. 


8295 








Seq. ID 


OJ990421 


_24 . 9C10.C8 




Gene No. 


17692 








Strand 








Start 


5063 








End 


5604 






Name - 


OJ990421_24. 


9C10 


.C8.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5063 








End 


5604 






GI 


none 








Score 


56 






Exons 


5063. . 5125, 


5137 


. .5352, 


5349. . 


,5450, 5353. .5460, 


5533. .5604, 






5538. .5597 ■ 
















Seq. No. 


8295 








Seq. ID 


OJ990421 


_24.9C10.C8 




Gene No. 


17692 








Strand 








Start 


5063 








End 


5604 






Name 


OJ990421_24 . 


9C10 


,C8.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


5140 








End 


5598 






GI 


none 








Score 


71 






Exons 


5140. .5214, 


5202 


. .5450, 


5203. . 


,5460, 5533. .5598, 


5538. .5588 




Seq. No. 


8295 








Seq. ID 


OJ990421 


_24.9C10.C8 




Gene No. 


17692 








Strand 






3L 

'bbS 


Start 


5063 






- 


End 


5604 




rfl 


Name 


OJ990421 24 . 


9C10 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


m 


Start 


5340 








End 


5589 






GI 


none 








Score 


147 




! S5 i 
ui 


Exons 


5340. .5450, 


5341 


. . 5460, 


5413. . 


,5487, 5535. .5588, 


5536. .5589 




Seq. No. 


8296 








Seq. ID 


OJ990421 


_24.9C10.C9 


: 


Gene No. 


17693 








Strand 








Start 


143 








End 


508 




.( s- 


Name 


OJ990421_24 . 


9C10 


.C9.ol. 


gs 


Method 


GENSCAN 






Start 


143 








End 


508 




i. i 

'%! 


GI 


none 








Score 


.96 






Exons 


.143. . 508 














i I 


Seq. No. 


8297 








Seq. ID 


OJ990421 


_24.9C10.C10 




Gene No. 


17694 








Strand 


+ 






Start 


1381 








End 


3583 






Name 


OJ990421_24 . 


9C10 


.ClO.ol 


.gs 


Method 


GENSCAN 






Start 


1381 








End 


3583 






GI 


none 








Score 


.62 






Exons 


1381. .1407, 


2343 


. .2439, 


3159. . 


3583 








Seq. No. 


8298 








Seq. ID 


OJ990421 


_24.9C10.C11 




Gene No. 


17695 








Strand 


+ 






Start 


23 








End 


2567 






Name 


OJ990421 24. 


9C10 


.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


23 








End 


2538 






GI 


none 








Score 


.88 






Exons 


23. .51, 1445 


..1655, 1711. .2538 








Seq. No. 


8298 








Seq. ID 


OJ990421 


_24.9C10.C11 




Gene No. 


17695 








Strand 







8752 




Start 23 End 2567 

Name OJ990421_24 . 9C10 . Cll . ol . np Method AAT/NAP 

Start 1085 End 2567 

GI 5042454 Score 1529 

Exons 1085.. 1235, 1549.. 1655, 1711.. 2567 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8299 Seq. ID OJ990421 24.9C10.C12 

17696 
1 

OJ990421_24. 9C10 . C12 . ol . np 
1 

6498441 

1..596, 927. .1390, 1454. .1827, 2011. .2145, 2320. .2581, 
2774. .3235, 3407. .4804, 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq/ ID 
Strand 
End 

Method 
End 
Score 
..1827, 2011 
4898. .5179 



OJ990421 
+ 

5182 
AAT/NAP 
5179 
6165 
2145, 2320. 





Seq. No. 


8299 








Seq. ID 


OJ990421_24 . 


9C10 


.C12 




Gene No.- 


17696 








Strand 


+ 








Start 


1 








End 


5182 








Name 


OJ990421 24 


.9C10. 


C12.ol, 


.gs 


Method 


GENSCAN 








Start 


44 








End 


1453 - 








GI 


none 








Score 


.77 






Q 


Exons 


44 . .1453 
















fil 


Seq. No. 


8299 








Seq. ID 


OJ990421_24 . 


9C10 


.C12 




Gene No. 


17696 








Strand 


+ 






t. = i 


Start 


1 








End 


5182 






Ul 


Name 


OJ990421 24 


.9C10. 


C12.o2. 


.gs 


Method 


GENSCAN 








Start 


1517 








End 


5182 






m 


GI 


none 








Score 


1 








Exons 


1517. .5182 
















,5 - V 


Seq. No. 


8299 








Seq. ID 


OJ990421_24. 


9C10 


.C12 


\\ 


Gene No. 


17697 








Strand 








i < 
jsai 


Start 


5799 








End 


9107 






: = * 


Name 


OJ990421 24 


.9C10. 


C12.o3. 


,gs 


Method 


GENSCAN 






ssf 

,3 El 


Start 


5799 








End 


9107 








GI 


none 








Score 


.52 






□ 


Exons 


5799. .9107 


















Seq. No. 


8299 








Seq. ID 


OJ990421_24. 


9C10 


.C12 




Gene No. 


17697 . 








Strand 










Start 


5799 








End 


9107 








Name 


OJ990421 24 


. 9C10. 


C12.o2. 


np 


Method 


AAT/NAP 








Start 


5802 








End 


9107 








GI 


6907089 








Score 


4254 








Exons 


5802. .7746, 


7846. 


.9107 














GI Descrip. 


(&P001129) ] 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


8299 








Seq. ID 


OJ990421_24 . 


9C10 


.C12 




Gene No. 


17698 








Strand 










Start 


9949 








End 


10027 








Name 


OJ990421 24 


.9C10. 


C12.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


81 








End 


3541 







8753 





GI 


* none 








Score 


234 






Exons 


81.. 134, 3080.. 3331, 3107.. 3331, 3172. 


.3345, 3392.. 3541 








3401. .3538, 


3403, 


. .3540 












Seq. No. 


8299 








Seq. ID 


OJ990421_24.9C10 


.C12 




Gene No . 


17698 








Strand 








Start 


9949 








End 


10027 






Name 


OJ990421 24 


.9C10, 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


811 








End 


8975 






GI 


none 








Score 


414 






Exons 


811. .984, 812. .1294, 1006. .1266, 8871. 


.8975 






Seq. No. 


8299 








Seq. ID 


OJ990421_24.9C10 


.C12 




Gene No. 


17698 








Strand 








Start 


* 9949 








End 


10027 






Name 


OJ990421 24 


. 9C10. 


.C12.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


1461 ~~ 








End 


1924 






GI 


none 








Score 


202 






Exons 


1461. .1904, 


1462, 


. .1923, 


1463. 


.1924 








Seq. No. 


8299 








Seq. ID 


OJ990421_24:9C10 


.C12 




Gene No 


17698 








Strand 








Start 


9949 








End 


10027 






Name 


OJ990421 24 


. 9C10. 


.C12.o3 


. ts 


Method 


TBLASTX : Soybean 




; c? 


Start 


1502 ~~ 








End 


1867 




i :? 


GI 


none 








Score 


117 






Exons 


1502. .1726, 


1733. 


. .1867 












Seq. No. 


8299 








Seq. ID 


OJ990421_24.9C10 


.C12 




(Zpnp Mr> 


17698 








Strand 






: -! 


Start 


9949 








End 


10027 






Name 


OJ990421 24 


. 9C10. 


,C12.ol 


. tm 


Method 


TBLASTX: Maize 




Li 


Start 


1592 ~ 








End 


1948 






GI 


none 








Score 


392 






Exons 


1592. .1948, 


1627. 


, .1938, 


1643. 


.1948 








Seq. No. 


8299 








Sea ID 


OJ990421_24.9C10 


.C12 






17698 








Strand 






=i 


Start 


9949 








End 


10027 




i 


Name 








i~TTl 


Mot" hnri 


TBLASTX: Maize 




"1 


Start 


1975 








End 


2359 






GI 


none 








Score 


360 






Exons 


1975. .2340, 


1976. 


.2359 












Seq. No. 


8299 








Seq. ID 


OJ990421_24 .9C10 


.C12 




Gene No 


17698 








Strand 








Start 


9949 








End 


10027 






Name 


OJ990421 24 


.9C10. 


C12.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


2032 








End 


2457 






GI 


none 








Score 


487 






Exons 


2032. .2457, 


2033. 


.2452 












Seq. No. 


8299 








Seq. ID 


OJ990421_24.9C10 


.C12 




Gene No. 


17698 








Strand 








Start - 


9949 








End 


10027 






Name 


OJ990421 24 


.9C10. 


C12.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


2111 . 








End 


2482 





8754 




GI 


none 








Score 


279 




Exons 


2111. .2482, 


2128 


. .2271 










Seq. No. 


8299 








Seq. ID 


OJ990421_24.9C10 


.C12 


Gene No. 


17698 








Strand 








9949 








End 


i nn°7 




Name 


OJ990421 24. 


9C10 


.C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3230 








End 


3796 




GI 


5666795 








Score 


68 




Exons 


3230. .3328, 


3404 


. .3541, 


3596. 


.3796 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


ozyy 








Seq. ID 


OJ990421_24 . 9C10 


.C12 


Gene No . 


1 / 0^0 








Strand 






Start 


9 y 4 9 








Lna 


10027 




Name 


uj y yu4zi z4 . 


yuiu 


. Liz . O / 




Method 


TBLASTX: Wheat 




Start 


O. C A A 








hna 


3856 




GI 


none 








Score 


192 




Exons 


3544. .3720, 


3596 


. .3856 










Seq. No. 


O O C\ C\ 

ozyy 








Seq. ID 


OJ990421_24.9C10 


-C12 


Gene No. 


1 T C C\ O 

i / byy 








Strand 






Start 


yy4 y 








End 


10027 




Name 


ojyyu4zi z4. 


9C1U 


/""I O a o 

. Liz . Oz 


. tm 


Method 


TBLASTX: Maize 




Start 


404 y 








End 


4372 




GI 


none 








Score 


362 




Exons 


4049. .4372, 


4078 


. .4359 










Seq. No. 


o o q q 

y y 








Seq. ID 


OJ990421_24.9C10 


.C12 


Gene No . 


1 "7 ^ Q O 

i / byb 








Strand 






Start 


y y4 y 








End 


10027 




Name 


ojy yu4zi z4 . 


9C1U 


. Clz . 04 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 loo 








End 


4567 




GI 


none 








Score 


375 




Exons 


4186. .4242, 


4187 


. .4567, 


4288. 


.4536 






Seq. No. 


oz y y 








Seq. ID 


OJ990421_24 . 9C10 


-C12 


Gene No . 


17698 








Strand 






Start 


994 9 








End 


10027 




Name 


OJ990421 24. 


9C10 


. C12 . 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


4568 








End 


5170 




GI 


none 








Score 


265 




Exons 


4568. .4852, 


4573 


. .4851, 


5044. 


.5166, 5045. .5170 




Seq. .No. 


8299 








Seq. ID 


OJ990421_24.9C10 


.C12 


Gene No . 


17698 








Strand 






Start 


9949 








End 


10027 




Name 


OJ990421 24. 


9C10 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 




Start" 


5039 








End 


5220 




GI 


none 








Score 


192 




Exons 


5039. .5206, 


5044 


. .5220 










Seq. No. 


8299 








Seq. ID 


OJ990421_24 . 9C10 


.C12 


Gene No. 


17698 








Strand 






Start 


9949 








End . 


10027 




Name 


OJ990421 24. 


9C10 


.C12.o3 


.np 


Method 


AAT/NAP 




Start 


9949 








End 


10027 





8755 





GI 


5922623 




Score 


94 






Exons 


9949. .10027 












GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi| 6016856 |dbj IBAA85199. 


11 


(AP000570) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


8300 




Seq. ID 


OJ990421_24 


.9C10.C13 




Gene No. 


17699 




Strand 


+ 






Start 


1 




End 


4344 






Name 


OJ990421 24 .9C10.C13.o2. 


np 


Method 


AAT/NAP 






Start 


1 J. 




End 


4344 






GI 


4 64 6232 




Score 


487 






Exons 


1..47, 1283. .1605, 2122. 


.2534, 2725.. 2932, 4268.. 4344 




GI Descrip. 


(AC007266) putative ligand-gated ion channel protein 






[Arabidopsis thaliana] 












Seq. No. 


8300 




Seq. ID 


OJ990421_24 


.9C10.C13 




Gene No. 


17699 




Strand 


+ 






Start 


1 




End 


4344 






Name 


OJ990421 24.9C10.C13.ol. 


gs 


Method 


GEN SCAN 






Start 


80 




End 


3258 






GI 


none 




Score 


.71 






Exons 


80.. 273, 1293.. 1605, 2122.. 


2534, 2725. 


o o c o 




\ S9 \ 


Seq. No. 


8300 




Seq. ID 


OJ990421_24 


.9C10.C13 


hl\ 


Gene No. 


17700 




Strand 


+ 




Cfi 


Start 


5969 




End 


6423 




rlf 


Name 


OJ990421 24 . 9C10.C13.ol. 


gp 


Method 


AAT/GAP 




Si 
L J 


Start 


5969- 




End 


6423 




j : S 


GI 


none 




Score 


877 






Exons 


5969. .6423 










r Li 


Seq. No. 


8300 




Seq. ID 


OJ990421_24 


. 9C10.C13 




Gene No. 


17701 




Strand 








Start 


1 




End 


598 




:, g 


Name 


OJ990421 24.9C10.C13.ol. 


np 


Method 


AAT/NAP 






otart 


1 




End 


598 




!- J. 


GI 


5922623 




Score 


179 




'.3 


Exons 


1..160, 518. .598 










□ 


GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi| 6016856 |dbj IBAA85199. 


11 


(AP000570) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


8300 




Seq.- ID 


OJ990421_24 


. 9C10.C13 




Gene No. 


17702 




Strand 








Start 


4611 




End 


8882 






Name 


OJ990421 24.9C10.C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1284 




End 


1604 






GI 


none 




Score 


74 






Exons 


1284.. 1397, 1425.. 1604 












Seq. No. 


8300 




Seq. ID 


OJ990421_24 


. 9C10.C13 




Gene No. 


17702 




Strand 








Start 


4611 




End 


8882 






Name 


OJ990421 24.9C10.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1293 




End 


2243 






GI 


none 




Score 


103 





8756 




Exons 


1293. .1391, 


1425. 


.1604, 


2145. 


.2243 




Seq. No. 


8300 








Seq. ID 


OJ990421_24.9C10.C13 


Gene No. 


1 / /UZ 








btrana 




Start 


4611 








End 


8882 


Name 


OJ990421 24 


.9C10. 


C13.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


2133 








End 


2465 


GI 


none 








Score 


162 


Exons 


2133. .2327, 


2322. 


.2465, 


2336. 


.2446 




Seq. No. 


8300 








Seq. ID 


OJ990421_24.9C10.C13 


oene wo . 


1 / / uz 












Start 


4611 








End 


8882 


Name 


OJ990421 24 


.9C10. 


C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2136 








End 


2471 


GI 


none 








Score 


139 


Exons 


2136. .2327, 


2322. 


.2471 








Seq. No. 


8300 








Seq. ID 


OJ990421_24.9C10.C13 


uene ino . 


1 7709 
1 / / UZ 








Strand 




Start 


4611 








End 


8882 


Name 


OJ990421 24 


.9C10. 


C13.o2 


. gs 


Method 


GENSCAN 


Start 


4611 








End 


8882 


GI 


none 








Score 


.71 


Exons 


4611. .4749, 


5011. 


.5275, 


5596. 


.5877, 7217. .7395, 8744. .8882 


Seq. No. 


8301 








Seq. ID 


OJ990421_24.9C10.C14 


Gene No. 


17703 








Strand 


+ 


Start 


287 








End 


1474 


Name 


OJ990421 24 


.9C10. 


C14.ol 


.gp 


Method 


AAT/GAP 


Start 


287 








End 


535 


GI 


LIB3432-009 


-Pl-Kl 


-Hll 




Score 


391 


Exons 


287. .535 












GI Descrip. 


'2642159 2. 


Oe-20 


(AC003000) putative mannose-l-phosphate 



guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 





(AF108660) 


CYT1 protein 


[Arabidopsis 


thaliana] 1 




Seq. No. 


8301 






Seq. ID 


OJ990421_24.9C10 


.C14 


Gene No. 


17703 






Strand 


+ 




Start 


287 






End 


1474 




Name 


OJ990421 24 


.9C10.C14.ol. 


gs 


Method 


GENSCAN 




Start 


371 






End 


1474 




GI 


none 






Score 


.94 




Exons 


371. .1474 












Seq. No. ■ 


8301 






Seq. ID 


OJ990421_24.9C10 


-C14 


Gene No. 


17703 






Strand 


+ 




Start 


287 






End 


1474 




Name 


OJ990421 24 


.9C10.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


881 






End 


1149 




GI 


none 






Score 


59 




Exons 


881. .925, 8 


87. .925, 904. 


.1149, 


947. .1141 




Seq. No. 


8302 






Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17704 






Strand 


+ 




Start 


3259 






End 


4202 





8757 



Name OJ990721_13 . 9C10 . C2 . o3 . np Method AAT/NAP 

Start 3259 End 4202 

GI 6006733 Score 67 

Exons 3259.. 3333, 3975.. 4202 

GI Descrip. (AF140034) histone H4 [Phr eat amoeba balamuthi] 



Seq. No. 


8302 


Seq. ID 


OJ990721_ 


13. 


9C10, 


,C2 


Gene No. 


17705 


Strand 


+ 








Start 


5743 


End 


41217 








Name 


OJ99.0721 13 


. 9C10 . C2 . 08 . np Method 


AAT/NAP 








Start 


5743 


End 


41217 








GI 


6539570 


Score 


35 








Exons 


5743. .5793, 


26347. .26512, 41187.. 41217 










GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


8302 


Seq. ID 


OJ990721_ 




9C10, 


,C2 


Gene No. 


17705 


Strand 


+ 








Start 


5743 


End 


41217 








Name 


OJ990721 13 


.9C10.C2.o4. np Method 


AAT/NAP 








Start 


5873 


End 


7178 








GI 


6815099 


Score 


77 








Exons 


5873. .5938, 


7067. .7178 










GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


8302 


Seq. ID 


OJ990721_ 


13. 


9C10, 


,C2 


Gene No. 


17705 


Strand 


+ 








Start 


5743 


End 


41217 








Name 


OJ990721 13 


. 9C10.C2.o5.np Method 


AAT/NAP 








Start 


7451 


End 


7590 








GI 


6688685 


Score 


41 








Exons 


7451. .7590 












GI Descrip. 


(AJ132139) 


2-hydroxyphytanoyl-CoA lyase 


; [Mus musculus] 





Seq. No. 8302 Seq. ID 

Gene No. 17705 Strand 

Start 5743 End 

Name OJ990721_13 . 9C10 . C2 . ol . gp Method 

Start 11235 End 

GI ' 220_15.R1084 Score 

Exons 11235. .11509 

GI Descrip. ' 398845/emb | CAA52718 | 2.0e-24 (X74654) beta3 tubulin [Zea mays] 1 



OJ990721_13.9C10.C2 
+ 

41217 
AAT/GAP 
11509 
550 



Seq. No. 


8302 








Gene No. 


17705 








Start 


5743 








Name 


OJ990721 13. 


9C10.C2. 


o2. 


Start 


11344 








GI 


none 








Exons 


11344. , 


.11737 


, 13827. 


.14 


Seq. No. 


8302 








Gene No. 


17705 








Start 


5743 








Name 


OJ990721 13. 


9C10.C2. 


o7. 


Start 


11344 








GI- 


398845 








Exons 


11344. . 


.11737 


, 13827. 


.14 



Seq. ID OJ990721_13.9C10.C2 

Strand + 

End 41217 

gs Method GEN SCAN 

End 14865 

Score .79 
096, 14189. .14865 

Seq. ID OJ990721_13.9C10.C2 

Strand + 

End 41217 

np Method AAT/NAP 

End • 14859 

Score 2179 
096, 14189. .14859 



8758 



GI Descrip. (X74654) beta3 tubulin [Zea mays] 

Seq. No. 8302 Seq. ID OJ99072 1_13 . 9C10 . C2 

Gene No. 17705 Strand + 

Start 5743 End 41217 

Name OJ990721_13 . 9C10 . C2 . o2 . gp Method AAT/GAP 

Start 11519 End 11722 

GI 568536 Score 302 

Exons 11519. .11722 

GI Descrip. 629838/pir | | S43326 2.0e-09 tubulin beta-4 chain - maize 

>gi_416145 (L10635) beta-4 tubulin [Zea mays] 



Seq. No. 


8302 


Seq. ID 


OJ990721 


_13.9C10. 


C2 


Gene No. 


17705 


Strand 


+ 






Start 


5743 


End 


41217 






Name 


OJ990721 13.9C10.C2.o3.gp 


Method 


AAT/GAP 






Start 


14780 


End 


15116 






GI 


5005357 


Score 


506 






Exons 


14780. .15116 










Seq. No. 


8302 


Seq. ID 


OJ990721 


J.3.9C10. 


C2 


Gene No. 


17705 


Strand 


+ 






Start 


5743 


End 


41217 






Name 


OJ990721 13.9C10.C2.o4.gs 


Method 


GENSCAN 






Start 


28667 


End 


29950 






GI 


none 


Score 


1 






Exons 


28667. .29950 










Seq. No. 


8302 


Seq. ID 


OJ990721 


_13. 9C10. 


C2 


OCllC LNU ■ 


17705 


Strand 


+ 






Start 


5743 


End 


41217 






Name 


OJ990721 13.9C10.C2.o4.gp 


Method 


AAT/GAP 






Start 


30094 


End 


30291 






GI 


2227 1.R1084 


Score 


275 






Exons 


30094. .30291 










GI Descrip. 


' 6006355/dbj | AP000559 . 1 1 AP000559 2.0e- 


56 Oryza 


sativa genomic 




' .DNA, chromosome 6, clone : P0493C.11 ' 








Seq. No. 


8302 


Seq. ID 


■ OJ990721 


_13. 9C10. 


C2 


Gene No. 


17706 


Strand 








Start 


704 


End 


3347 






Name 


OJ990721 13.9C10.C2.ol.np 


Method 


AAT/NAP 






Start 


704 


End 


3347 






GI 


6539570 


Score 


254 






Exons 


704. .735, 856. .958, 990. .1080 


, 1291.. 1569, 2930 


. .2996, 






3155. .3347 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8302 


Seq. ID 


OJ990721 


JL3.9C10. 


C2 


Gene No. 


17707 


Strand 








Start 


3457 


End 


3539 






Name 


OJ990721 13.9C10.C2.o2.np 


Method 


AAT/NAP 






Start 


3457 


End • 


3539 






GI 


6630699 


Score 


70 






Exons 


3457. .3539 










GI Descrip. 


(AP000969.) hypothetical protein -[Oryza 


sativa] 







gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 



8759 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 



8302 Seq. ID 

17708 Strand 

5605 End 

OJ990721_13. 9C10.C2.o6.np Method 

5605 End 

6522929 Score 

5605.. 5631, 7613.. 8033, 9169.. 9219 



OJ990721_13.9C10.C2 

9219 
AAT/NAP 
9219 
157 



GI Descrip. (AL132978) putative protein [Arabidopsis thaliana] 



.9 31 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8302 Seq. ID 

17709 Strand 
30512 End 
OJ990721_13 . 9C10 . C2 . o5 . gs Method 
30512 End 
none Score 
30512. .30537, 30905 .. 31013, 
33114. .33246, 33426. .33498 

8302 1>eq. ID 

17710 Strand 
4.0987 End 
OJ99072 1_13 . 9C10 . C2 . o5 . gp Method 
40679 ^ End 
1031_1.R1084 Score 
40679. .41734 

■4760545/dbj | BAA77333.il 4, 
sapiens] 1 

8302 Seq. ID 

17710 Strand 

40987 End 

OJ990721_13 . 9C10 . C2 . o7 . gs Method 

40987 End 

none Score 
40987. .41685 



OJ990721_13.9C10.C2 

33498 . 
GEN SCAN 
33498 
.43 

31858. .31975, 32627 .. 32695, 



OJ990721_13. 9C10.C2 

41734 
AAT/GAP 
41734 
1997 



Oe-16 (AB019492) IDN4-GGTR14 [Homo 



OJ990721_13. 9C10.C2 

41734 
GENSCAN 
41685 
1 



Seq. 'No. 8302 Seq. ID OJ990721JL3 . 9C10 . C2 

Gene No. 17710 Strand . - 

Start 40987 End 41734 

Name OJ990721_13 . 9C10 . C2 . o9 . np Method AAT/NAP 

Start 40990 End 41706 

GI 2062389 Score 1268 

Exons 40990.. 41706 

GI Descrip. (U77657) pathogenesis-related thaumatin-like protein [Oryza 
sativa] 



Seq. No. 


8302 




Seq. ID 


OJ990721_13. 9C10 


.C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13 


.9C10.C2.o8.ts 


Method 


TBLASTX : Soybean 




Start 


7458 




End 


7608 




GI 


none 




Score 


189 




Exons 


7458. .7607, 


7459. .7608 








Seq. No. 


8302 




Seq. ID 


OJ990721_13. 9C10 


C2 



8760 






17711 




Q+* ranH 




Start 


44355 




End 


50716 


Name 


OJ990721 13.9C10.C2 


.ol0 . tm 


Method 


TBLASTX: Maize 


Start 


7615 




End 


7776 


GI 


none 




Score 


119 


Exons 


7615. .7776, 7655. .7774 






Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 




17711 




c-f- r^nri 

uLi ollU 




Start 


44355 




End 


50716 


Name 


OJ990721 13.9C10.C2 


.o7.ts 


Method 


TBLASTX : Soybean 


Start 


7615 




End 


802 : 2 


GI 


none 




Score 


100 


Exons 


7615.. 7803, 7882. .8022 






Seq. No. 


8302 




Seq.. ID 


OJ990721JL3.9C10 


Ot?nt5 LNtJ • 


17711 




O L. J- allU 




Start 


44355 




End 


50716 


Name 


OJ990721 13.9C10.C2 


. o7 . tm 


Method 


TBLASTX : Maize 


Start 


7777 




End 


8022 


GI 


none 




Score 


174 


Exons 


7777. .8022, 7816. .8016 






Seq. No. 


0 JUt 




Seq. ID 


OJ990721_13.9C10 


Gene No. 


1 771 1 




Strand 




Start 


A A o c c 
41 H ODD 




• End 


50716 


Name 


OTQQ0791 1 "3 QP1 n P? 


- 

• oi • tm 


Method 


TBLASTX: Maize 


Start 


1 1 978 — 




End 


14801 


GI 


none 




Score 


247 


Exons 


11278. .11478, 11293 


. .11451, 


11298. .11477, 11452. .11739, 




11472. .11738, 13826 


. .14113, 


13829. .14143, 14190 .. 14801, 




14191. .14787 








Seq. No. 


8302 




Seq. ID 


OJ990721_13. 9C10 


Gene No. 


17711 




Strand 




C -f- -a r-f- 
CLdX L. 


44355 




End 


50716 


Name 


OJ990721 13.9C10.C2 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


11337 




End 


14801 


GI 


none 




Score 


76 


Exons 


11337. .11444, 11337 


. .11738, 


11338. .11739, 13825. .13845, 




13826. .14113, 13888 


. .14091, 


14190. .14801, 14191. .14787 


Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


Gene No. 


17711 




Strand 




Of- a r j~ 


44355 




End 


50716 


Name 


OJ990721 13.9C10.C2 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


11340 




End 


14064 


GI 


none 




Score 


95 


Exons 


11340. .11441, 11340 


. .11738, 


11341. .11739, 13825. .13845, 




13826. .14062, 13826 


. .14062, 


13888. .14064 


Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


Gene No. 


17711 




Strand" 




Start 


44355 




End 


50716 


Name 


OJ990721 13.9C10.C2 


.o3.ts 


Method 


TBLASTX : Soybean 


Start 


11340 " * 




End 


11619 


GI 


none 




Score 


129 



8761 



Exons 


11340. .11441, 11340 
* 


. .11615, 


11341. .11619 




Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






otart 


A A 1 c. c 
4 4 ODD 




End 


50716 




Name 


OJ990721 13.9C10.C2 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


11620 




End 


14801 




GI 


none 




Score 


168 




Exons 


11620. .11739, 11634 


. .11738, 


13825. .13845, 13826 .. 14113, 






13829. .14086, 13888 


. .14091, 


14190. .14801, 14191. .14787 




Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


bene ino ■ 


17 711 
X / / J. J. 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


14214 




End 


14492 




GI 


none 




Score 


474 




Exons 


14214. .14492, 14215 


. .14490, 


14415. .14492 




Seq. No. 


8302 




Seq. ID 


OJ990721_13. 9C10 


.C2 


Gene No . 


17 711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


. o4 . tw 


Method 


TBLASTX : Wheat 




Start 


14595 




End 


14801 




GI 


none 




Score 


316 




Exons 


14595. .14801, 14596 


. .14787^ 








Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


nTQQmoi 1*3 qpi n ro 


. oz . r.c 


Method 


TBLASTX: Cress 




Start 


40972 




End 


41626 




GI 


none 




Score 


36 




Exons 


40972. .41016, 41026 


. .41157, 


41061. .41105, 41137. .41238, 






41138. .41230, 41269 


. .41568, 


41288. .41569, 41548 .. 4 1622, 






41549. .41626 










Seq. No. 


8302 




.Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






C -H -j 
otdit 


/l >1 o c c 




End 


50716 




Name 


OJ990721 13.9C10.C2 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


40984 




End 


41623 




GI 


none 




Score 


73 




Exons 


40984. .41127, 40991 


. .41122, 


41128. .41247, 4 1138 .. 4 1230, 






41266. .41622, 41285 


. .41623 








Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No . 


17 7 11 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


40987 




End 


41620 




GI 


none 




Score 


184 




Exons 


40987. .41247, 40988 


. .41212, 


41272. .41619, 41285. .41620 




Seq. No. 


8302 




Seq. ,ID 


OJ990721_13.9C10 


.C2 


Gene No./ 


17711 




Strand 






Start 


44355 




End 


50716 





8762 





Name 


OJ990721 13.9C10.C2 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


41323 




End 


50074 






GI 


none 




Score 


369 






Exons 


41323. .41613, 41324 


. .41614, 


50000. .50074 






Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10. 


C2 




Gene No. 


17711 




Strand 








Start 


44355 




End 


50716 






Name 


ojyyu/^i u.yciu.c^ 


. 08 . gs 


Method 


GENSCAN 






Start 


44355 




End 


49886 






GI 


none 




Score 


.44 






Exons 


44355. .44620, 46029 


. .46122, 


46764. .46851, 47 113 .. 474 63, 








47758. .47902, 47974 


. .48094, 


48228. .48 


358, 48438.-48735, 








48892. .49126, 49149 


. .49886 










Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10. 


C2 




Gene No. 


17711 




Strand 








Start 


4 4355 




End 


50716 






Name 


ojyyu/^i lj.yciu.Lz 


. olO .np 


Method 


AAT/NAP 






Start 


47113 




End 


50716 






GI 


3600044 . 




Score 


1675 






Exons 


47113. .48651, 49052 


. .50394, 


50607. .50716 




□ 


GI Descrip. 


(AF080119) contains 


similarity to proteases [Arabidopsis 






thaliana] 










m 


Seq. No. 


8302 




Seq. ID 


OJ990721JL3.9C10. 


C2 




Gene No. 


17711 




Strand 








Start 


44355 




End 


50716 






Name 


OJ990721 13.9C10.C2 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


47116 




End 


47322 






GI 


none 




Score 


122 




ri! 


Exons 


47116. .47322, 47142 


. .47318 








r a i 


Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10. 


C2 


': s; 
t 

i. : 


Gene No . 


17711 




Strand 






»« 

! , 


Start 


44355 




End 


50716 




IS S3 


Name 


OJ990721 13.9C10.C2 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


47181 




End 


47511 




: 1 


GI 


none 




Score 


170 




sn; 
S 

!Sf 


Exons 


47181. .47510, 47182 


. .47511 










Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10. 


C2 




Gene No. 


17711 




Strand 








Start 


44355 




End 


50716 






Name 


OJ990721 13.9C10.C2 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


47184 




End 


47774 






GI 


none 




Score 


134 






Exons 


47184. .47513, 47185 


. .47511, 


47516. .47596, 47517 47588, 








47688. .47774 












Seq. No. 


8302 




Seq. ID 


OJ990721_13. 9C10. 


C2 




Gene No. 


17711 




Strand 








Start 


44355 




End 


50716 






Name 


OJ990721 13.9C10.C2 


. 06 . tm 


Method 


TBLASTX: Maize 






Start 


47514 




End 


47901 






GI 


none 




Score 


42 






Exons 


47514. .47582, 47516 


. .47608, 


47634. .47681, 47 635.-47 67 9, 





8763 




47682. .47894, 47682 .. 47900, 47683. .47901 





8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


47564 




End 


47900 




GI 


none 




Score 


47 




Exons 


47564. .47626, 47565 


. .47597, 


47643. .47681, 47682 .. 47807 , 






47683.-47796, 47805 


. .47900 








Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


. oS.tm 


Method 


TBLASTX: Maize 




Start 


47903 




End 


48321 




GI 


none 




Score 


80 




Exons 


47903. .48049, 47903 


. .48106, 


48066. .48320, 48088.. 48321 




Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


47942 




End 


48477 




GI 


none 




Score 


94 




Exons 


47942. .48076, 48135 


. .48320, 


48346. .48477 




Sea. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


. C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


-50716 




Name 


OJ990721 13.9C10.C2 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


48150 




End 


48642 




GI 


5509260 




Score 


105 




Exons 


48150. .48320, 48166 


. .48321, 


48361. .48642 




GI Descrip. 


- 










Seq. .No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 . 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2 


,o9.tm 


Method 


TBLASTX: Maize 




Start 


48361 




End 


48598 




GI 


none 




Score 


110 




Exons 


48361. .48597, 48370 


. .48594, 


48374. .48598 




Seq. No. 


8302 




Seq. ID 


OJ990721_13.9C10 


.C2 


Gene No. 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2, 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


49169 




End 


49585 




GI 


none 




Score 


307 




Exons 


49169. .49585 










Seq. No. 


8302 




Seq. ID 


OJ990721_13. 9C10- 


,C2 


Gene No. - 


17711 




Strand 






Start 


44355 




End 


50716 




Name 


OJ990721 13.9C10.C2, 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


49175 




End 


49519 





8764 




GI 


none 






Score 


108 




Exons 


49175. 


.49519, 49233. 


.49394 








Seq. No. 


8302 






Seq. ID 


OJ990721_13.9C10 


.C2 




17711 






Strand 






Start 


44355 






End 


50716 




Name 


OJ990721 13.9C10.C2. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


49184 






End 


49645 




GI 


none 






Score 


255 




Exons 


49184. 


.49645 










Seq. No. 


8302 






Seq. ID 


OJ990721_13. 9C10 


.C2 


Gene No. 


17711 






Strand 






Start 


44355 






End 


50716 




Name 


OJ990721 13.9C10.C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


49194 






End 


49655 




GI 


none 






Score 


186 




Exons 


49194. 


.49385, 49194. 


.49298, 


49196. .49573, 4 954 8 .. 4 9655 , 






49550. 


.49651 










Seq. No. 


8302 






Seq. ID 


OJ990721_13. 9C10 


,C2 




17711 






Strand 






Start - ■ 


44355 






End 


50716 




Name 


OJ990721 13.9C10.C2. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


49658 






End 


49939 




GI 


none 






Score 


53 




Exons 


49658. 


.49777, 49661. 


.49756, 


49769. .49930, 49769. .49939 




Seq. No. 


8302 






Seq. ID 


OJ990721_13.9C10 


.C2 




17711 






Strand 






Start 


44355 






End 


50716 




Name 


OJ990721 13.9C10.C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


49745 






End 


50029 




GI 


none 






Score 


186 




Exons 


49745. , 


.49831, 49835. 


.50029 








Seq. No. 


8302 






Seq. ID 


OJ990721_13.9C10 


.C2 




17711 






Strand 






Start 


44355 






End 


50716 




Name 


OJ990721 13.9C10.C2. 


o8.tm 


" Method 


TBLASTX: Maize 




Start 


49949 






End 


50264 




GI 


none 






Score 


108 




Exons 


49949. . 


.50080, 50069. 


.50263, 


50091. .50264 




Seq.. No. 


8303 






Seq. ID 


OJ990721_13.9C10 


.C3 




17712 






Strand 


+ 




Start 


10724 






End 


11572 




Name 


OJ990721 13.9C10.C3. 


o2 . gs 


Method 


GEN SCAN 




Start' 


10724 






End 


11572 




GI 


none 






Score 


.9 




Exons 


10724. . 


,11572 










Seq. No. 


8303 






Seq. ID 


OJ990721_13.9C10 


.C3 


Gene No. 


17713 






Strand 






Start 


30 






End 


8056 




Name 


OJ990721 13.9C10.C3. 


ol.gs * 


Method 


GEN SCAN 




Start 


30 




End 


8056 





8765 



GI 

Exons 



none Score . 75 

30. .980, 1258. .1335, 1662. .1779, 2441. .2571, 2659. .2928, 
5303. .5451, 6237. .6575, 6589. .6960, 6999. .7234, 7591. .7963, 
7972. .8056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8303 Seq. ID 

17713 Strand 
30 End 
OJ990721_13 . 9C10 . C3 . ol . tm Method 
300 End 
none Score 
300. .602, 303. .605 

8304 

17714 Strand 
431 End 
OJ990721_13.9C10.C6.ol.gs Method 
431 End 
none Score 
431. .1050, 1325. .1396, 2209. .2366, 3204. .3217 



OJ990721_13.9C10.C3 
8056 

TBLASTX: Maize 
605 
109 



Seq. ID OJ990721_13.9C10.C6 
+ 

3217 
GENSCAN 
3217 
.88 



Seq. No. 8304 Seq. ID OJ990721_13 . 9C10 . C6 

Gene No. 17715 * Strand + 

Start 7769 End 10590 

Name OJ990721_13 . 9C10 . C6 . o3 . np Method. AAT/NAP 

Start 7769 End 10590 

GI 132857 Score 71 

Exons 7769.. 7805, 8929.. 9012, 10554.. 10590 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L2 gi | 7108 9 | pir || R5ZM2 
ribosomal protein L2 - maize chloroplast 

gi|2673858|emb|CAA60329| (X86563) ribosomal protein L2 [Zea 
mays] gi | 2673859 | emb | CAA60371 1 (X86563) ribosomal protein L2 
[Zea mays] 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990721_13.9C10.C6 
+ 

10590 
AAT/NAP 
8371 • 
134 



8304 Seq. ID 

17715 Strand 
7769 End 
OJ990721_13 . 9C10 . C6 . o2 . np Method 
8267 End 
140310 Score 
8267. .8371 

PHOTOSYSTEM II REACTION CENTER T PROTEIN gi | 82528 | pir | UQ0254 
hypothetical 4K protein (psbH-petB intergenic region) - rice 
chloroplast gi 1 12014 | emb | CAA33974 | (X15901) ORF35 [Oryza sativa] 
gi|2143324|emb|CAA73766.1| (Y13328) PSII subunit [Populus 
deltoides] gi | 226636 | prf | | 1603356BK ORF 35 [Oryza sativa] 

Seq. ID OJ990721_13.9C10.C6 



8304 

17716 Strand 
6527 End 
0 J990721_13 . 9C10 ._C6 . o4 . np Method 
6199 End 
226691 Score 
6199.. 6236, 9255. .9305, 11148.. 11201 
RNA polymerase beta 1 -2 [Oryza sativa] 



16803 
AAT/NAP 
11201 
45 



Seq. No. 



8304 



Seq. ID OJ990721_13. 9C10.C6 



8766 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand 

End 16803 
Method AAT/NAP 
End 8809 
Score 206 
8809 

NADH- PLASTOQUINONE OXIDOREDUCTASE CHAIN 6, CHLOROPLAST 
gi I 66198 Ipir | | DERZN6 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 6 - rice chloroplast gi 1 12053 | emb | CAA33908 I 
(X15901) NADH dehydrogenase ND6 [Oryza sativa] 

gi | 226674 | prf | I1603356DB NADH dehydrogenase ND6 [Oryza sativa] 



17716 
6527 

O J99072 1_13 . 9C10 . C6 . ol . np 

6357 

128803 

6357.. 6434, 7602. .7759, 8687 



Seq. No. 8304 

Gene No. 17716 

Start 6527 

Name OJ99072 1_13 . 9C10 . C6 . o2 . gs 

Start 6527 

GI none 

Exons 6527.. 6931, 8842.. 8923, 
11155. .11198 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9209. .9371, 



OJ990721 13.9C10.C6 



16803 
GENSCAN 
11198 
.48 

9752. .10009, 10213, 



,10316, 



Seq. No. 8304 Seq. ID OJ990721JL3 . 9C10 . C6 

Gene No. 17716 Strand 

Start 6527 - End 16803. 

Name OJ990721_13 . 9C10 . C6. o2 . gp Method AAT/GAP 

Start 9155 End 9558 

GI 5005311 Score 86 

Exons 9155.. 9219, 9538.. 9558 

GI Descrip. 1 14521 /sp | P12084 |ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 


8304 




Seq. ID 


OJ990721_13. 9C10.C6 


Gene No. 


17716 




Strand 




Start 


6527 




End 


16803 


Name 


OJ990721 13.9C10.C6. 


o5.np 


Method 


AAT/NAP 


Start 


10190 




End 


16692 


GI 


5823556 




Score 


657 


Exons 


10190. .10221, 12187. 


.13113, 


16646. .16692 


GI Descrip. 


(AF181096) ferric leghemoglobin reductase [Vigna unguiculata 


Seq. No. 


8304 




Seq. ID 


OJ990721_l-3. 9C10.C6 


Gene No. 


17716 




Strand 




Start 


6527 




End 


16803 


Name 


OJ990721 13.9C10.C6. 


o3.gs 


Method 


GENSCAN 


Start 


12208 




End 


13017 


GI 


none 




Score 


.76 


Exons 


12208. .12336, 12404. 


.12547, 


12724. .12797, 12930. .13017 


Seq. No. 


8304 




Seq. ID 


OJ990721_13. 9C10.C6 


Gene No. 


17716 




Strand 




Start 


6527 




End 


16803 


Name 


OJ990721 13.9C10.C6. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


12211 




End 


16705 


GI 


none 




Score 


94 



8767 



Exons 


12211. 


.12384, 


12254. 


.12388, 


12378. .12404, 12405 


. .12434, 




12437. 


.12517, 


12437. 


.12511, 


12438. .12518, 12511 


. .12732, 




12522. 


.12731, 


12526. 


.12735, 


12746. .12805, 12748 


. .12804, 




12827. 


.12922, 


12831. 


.12908, 


12902. .13012, 12937 


. .13011, 




12992. 


.13054, 


13050. 


.13103, 


13054. .13095, 16652 


. .16705 


Seq. No. 


8304 








Seq. ID 


OJ990721 


_13. 9C10 


Gene No. 


17716 








Strand 






Start 


6527 








End 


16803 




Name 


OJ990721. 13.9C10.C6. 


ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


12211 








End 


16705 




GI 


none 








Score 


40 






12211. 


.12384, 


12247. 




12254. .12388, 12378 


1 9 AO A 
. . J. Z 4 U *i , 




12405. 


.12434, 


12437. 


.12511, 


12437. .12511, 12438 


. .12518, 




12511. 


.12732, 


12522. 


.12731, 


12746. .12799, 12748 


. .12804, 




12786. 


.12920, 


12827. 


.12922, 


12902. .13012, 12937 


. .13011, 




12992. 


.13054, 


12993. 


.13049, 


13050. .13103, 13067 


. .13111, 




16652. 


.16705 












Seq. No. 


8304 








Seq. ID 


OJ990721 


J.3.9C10 


Gene No. 


17716 








Strand 






Start 


6527 








End 


16803 




Name 


OJ990721 13.9C10.C6. 


ol . tm 


Method 


TBLASTX : ] 


Maize 


Start 


* 12211 








End 


16709 




GI 


none 








Score 


109 




Exons 


12211. 


.12387, 


12215. 




12227. .12397, 12405 


. . 1 Z H J 4i , 




12406. 


.12432, 


12436. 


.12495, 


12437. .12517, 12437 


. .12514, 




12438. 


.12539, 


12511. 


.12732, 


12522. .12731, 12746 


. .12805, 




12748. 


.12804, 


12827. 


.12922, 


12831. .12923, 12901 


. .13011, 




12902. 


.13003, 


12992. 


.13060, 


13008-. .13049, 13050 


. .13103, 




13051. 


.13095, 


16652. 


.16705, 


16653. .16709 




Seq. No. 


8304 








Seq. ID 


OJ990721 


JL3.9C10 


Gene No. 


17716 








Strand 






Start 


6527 








End 


16803 




Name 


OJ990721 13.9C10.C6. 


ol . tw 


Method 


TBLASTX : 1 




Start 


12301 








End 


12596 




GI 


none 








Score 


116 




Exons 


12301. 


.12387, 


12302. 


.12388, 


12315. .12398, 12378 


. .12407, 




12405. 


.12434, 


12406. 


.12432, 


12436. .12513, 12437 


. .12514, 




12438. 


.12539, 


12511. 


.12594, 


12519. .12596, 12522 


. .12596 


Seq. No. 


8304 








Seq. ID 


OJ990721 


_13.9C10 


bene ino . 


17716 








Strand 






Start 


6527 








End 


16803 




Name 


OJ990721 13.9C10.C6. 


o4 . gs 


Method 


GENSCAN 




Start 


13877 








End 


16803 




GI 


none 








Score 


.83 




Exons 


13877. 


.13965, 


16506. 


.16803 








Seq. No. 


8305 








Seq. ID 


OJ990721 


_13. 9C10 


Gene No. 


17717 








Strand 


+ 




Start 


584 








End 


675 




Name 


OJ990721 13.9C10.C7. 


ol.gp 


Method 


AAT/GAP 




Start 


584 








End 


675 




GI 


5867 1 


.R1084 






Score 


133 




Exons 


584. .675 













8768 




GI Descrip. 1 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


8306 


Seq. ID 


OJ990331_07.9C10.C1 


Gene No. 


17718 


Strand 


+ 


otart 


*± UU 


End 


744 


Name 


OJ990331 07.9C10.Cl.ol.gs 


Method 


GENSCAN 


Start 


400 


End 


744 


GI 


none 


Score 


1 


Exons 


400. .463, 600. .744 






Seq. No. 


8307 


Seq. ID 


OJ990331_07.9C10.C2 


Gene No. 


17719 


Strand 


+ 


Start 


1 


End 


359 


Name 


OJ990331 07.9C10..C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


359 


GI 


4914452 


Score 


232 


Exons 


. 1. .359 






GI Descrip. 


(AL050398) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8307 


Seq. ID 


OJ990331 07.9C10.C2 


Gene No. 


17719 


Strand 


+ 


Start 


1 


End 


359 


Name 


OJ990331 07.9C10.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


68 


End 


292 


GI 


none 


Score 


230 


Exons 


68. .292, 70. .276 






Seq. No. 


8307 


Seq. ID 


OJ990331_07.9C10.C2 


Gene No. 


17719 


Strand 


+ 


Start 


1 


End 


359 


Name 


OJ990331 07.9C10.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


68 


End 


292 


GI 


none 


Score 


213 


Exons 


68. .292, 73. .276, 98. .280 






Seq. No. 


8307 


Seq. ID 


OJ990331_07.9C10.C2 


Gene No. 


17719 


Strand 


+ 


Start 


1 


End 


359 


Name 


OJ990331 07.9C10.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


68 


End 


292 


GI 


none 


Score 


245 


Exons 


68. .292, 70. .279, 71. .280 






Seq. No. 


8308 


Seq. ' ID 


OJ990331_07.9C10.C3 


Gene No. 


17720 


Strand 


+ 


Start 


81 


End 


299 


Name 


OJ990331 07.9C10.C3.o2.gp 


Method 


AAT/GAP 


Start 


81 


End 


299 


GI 


LIB3432-059-P1-K1-D8 . 


Score 


408 


Exons 


81. .299 






GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 



8769 




DNA, chromosome 6, clone : P0538C01 1 



oeq. wo. 


8309 


Seq. ID 


OJ990331_07. 


9C10.C4 


Gene No. 


17721 


Strand 


+ 




Start 


1 


End 


3673 




Name 


OJ990331 07.9C10.C4.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3673 




GI 


1514643 


Score 


189 




Exons 


1.-73, 2687. .2717, 3402. .3673 








GI Descrip. 


(Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 


Seq. No. 


8309 


Seq. ID 


OJ990331_07. 


9C10.C4 


Gene No. 


17721 


Strand 


+ 




Start 


1 


End 


jb/j 




Name 


OJ990331 07.9C10.C4.ol.gs 


Method 


GENSCAN 




Start 


4 97 


End 


l^iy 




GI 


none 


Score 


. 94 




Exons 


497. .625, 686. .773, 932. .1219 








beq. no. 


8309 


Seq. ID 


OJ990331_07. 


9C10.C4 


Gene No. 


17722 


Strand 


+ 




Start 


5119 


End 


6153 




Name 


OJ990331 07.9C10.C4.o3.np 


Method 


AAT/NAP 




Start 


5119 


End ' 


6153 




GI 


6539571 


Score 


45 




Exons 


5119. .5228, 6059. .6153 








GI- Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8309 


Seq. ID 


OJ990331_07. 


9C10.C4 


(aene wo. 


17723 


Strand 






Start 


792 


End 


5978 




Name 


OJ990331 07.9C10.C4.ol.gp 


Method 


AAT/GAP 




Start 


792 


End 


941 




GI 


20494 1.R1084 


Score 


281 




Exons 


792. .941 








GI Descrip. 


f 5230728/gb|AAD40979.1|AF089851 1 9.0e- 


-27 (AF089851) peroxisomal 




copper-containing amine oxidase [Glycine max] 1 




oeq. jno . 


8309 


Seq. ID 


OJ990331_07. 


9C10.C4 


Gene No. 


17723 


Strand 






Start 


792 


End 


5978 




Name 


OJ990331 07.9C10.C4.ol.np 


Method 


AAT/NAP 




Start 


832 


End 


2451 




GI 


6539588 . 


Score 


■1.60 




Exons 


832. .962, 2187. .2451 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8309 


Seq. ID 


OJ990331_07. 


9C10.C4 


Gene No. 


17723 


Strand 






Start 


792 


End 


5978 




Name 


OJ990331 07.9C10.C4.o2.gs 


Method 


GENSCAN 




Start 


2168 


End 


5978 




GI 


none 


Score 


.51 




Exons 


2168. .2372, 2980. .3181, 3526., 


,3660, 5882.. 5978 





Seq. No. 8309 Seq. ID OJ990331_07 . 9C10 . C4 

Gene No. 17724 Strand 



8770 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6546 End 

OJ990331_07 . 9C10 . C4 . o4 . np Method 

6546 End 

5922623 Score 



9059 
AAT/NAP 
9059 
229 



6546.-6593, 8181. .8256, 8424. .8577, 8974. .9059 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



8309 

17724 

6546 

OJ990331_07 .9C10.C4.o3.gs 

7105 

none 



Seq. ID OJ990331_07.9C10.C4 



Strand 
End 

Method 

End 

Score 



9059 
GEN SCAN 
8934 
.62 



7105. .7279, 8011. .8151, 8181. .8256, 8385.-8934 



8309 
17725 
9820 

OJ990331_07, 9C10 -C4.o4.gs 
9820 
none * 

9820. .11090, 13010. .13135, 13225 13312 , 13502. 
13860. .13973, 14029 .. 1404 6, 17152 .. 17328 , 17396 
17792. .17882, 17887 .. 17937, 20270.. 20320 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 07.9C10.C4 



20320 
GEN SCAN 
20320 
.66 



13729, 
.17580, 



8309 



Seq. ID OJ990331_07.9ClO.C4 



17725 Strand 

9820 End 20320 

OJ990331_07.9C10.C4.o5.np ' Method AAT/NAP 

9820 End 12006 

2541876 Score 681 

9820.. 11087, 11805.. 12006 

(D26015) CND41, chloroplast nucleoid DNA binding protein 
[Nicotiana tabacum] 

8309 ■ Seq. ID OJ990331_07 . 9C10 . C4 

17725 Strand 

9820 End 20320 

OJ990331_07 . 9C10 . C4 . o2 . gp Method AAT/GAP 

14900 End 14986 

uC-osflM202097dl0bl Score 107 

14900. .14986 

•4062935/dbj | AB003495. 1 | AB003495 3.0e-14 Oryza sativa DNA for 

dihydrof lavonol 4-reductase, complete cds 1 



8309 

17726 

21653 

OJ990331_07 . 9C10 . C4 . o2 . ts 

3355 

none 

3355. .3474, 3417. .3473, 3485. 

8309 
17726 



Seq. ID OJ990331_07.9ClO.C4 



Strand 
End 

Method 
End 
Score 
.3676 

Seq. ID 
Strand 



24637 

TBLASTX: Soybean 

3676 

117 



OJ990331 07.9C1O.C4 



8771 




Start 


21653 


End 


24637 




Name 


OJ990331 07.9C10.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


3415 


End 


3682 




GI 


none 


Score 


122 




Exons 


3415. .3474, 3524. .3682 








Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10. 


C4 


Gene No. 


17726 


Strand 






C +- -a >~f- 

btart 


21653 


End 


OA fi^7 




Name 


OJ990331 07.9C10.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


9817 


. End 


10224 




GI 


none 


Score 


142 




Exons 


9817. .10086, 9818. .10069, 9868. .10086 


, 10075. . 10224, 














Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10. 


C4 


bene wo . 


17726 


Strand 






Start 


21653 


End 


24637 




Name 


OJ990331 07.9C10.C4.ol.tc 


Method 


• TBLASTX: Cress 




Start 


9862 


End - 


10197 




GI 


none 


Score 


49 




Exons 


9862.. 9960, 9878.. 9964, 9961 


..10197, 


9985. .10101, 10154. 


.H 


Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10. 


C4 


Gene No. 


17726 


Strand 






Start 


21653 


End 


24637 




Name 


OJ990331 07.9C10.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9862 


End 


10902 




GI 


none 


Score 


55 




Exons 


9862.. 9948, 9881.. 9949, 9958 


..10227, 


9959.. 10105, 10154. 


.11 






10486. .10614, 10487. .10615, 






10768. .10902 








Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10. 


C4 


Gene No. 


17726 


Strand 






Of -ivf 


21653 


End 


24637 




Name 


OJ990331 07.9C10.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10696 


End 


11077 




GI 


none 


Score 


143 




Exons 


10696. .10725, 10769 .. 10921, 


10771. .10932, 10909. .11043, 






11030. .11077, 11041. .11064 








Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10. 


C4. 


Gene No . 


17726 


Strand 






Start 


21653 


End 


24637 




Name 


OJ990331 07.9C10.C4.o5.gs 


Method 


GENS CAN 




Start 


21653 


End 


24637 




GI 


none 


Score 


.44 




Exons 


21653. .21780, 21825 .. 21942 , 


23040. .23115, 24556. .24637 




Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10. 


C4 


Gene No. 


17726 


Strand 






Start 


21653 


End 


24637 




Name 


OJ990331 07.9C10.C4.o3.gp 


Method 


AAT/GAP 




Start 


23028 


End £ 


, 23610 




GI 


20494 3.R1084 


Score 


1038 




Exons 


23028. .23610 









8772 




GI Descrip. 


, 1402876/emb|CAA66826| 2.0e- 


■44 (X98130 


) putative phosphate 




permease [Arabidopsis thaliana] >gi 14 95255 emb CAA66116 




(X97484) orfOl [Arabidopsis 


thaliana] ' 




Seq. No. 


8309 


Seq. ID 


OJ990331_07.9C10.C4 


Gene No. 


17726 


Strand 




Start 


21653 


End 


24637 


Mama 


OJ990331 07.9C10.C4.o4.gp 


Method 


AAT/GAP 


Start 


23889 


End 


24637 


GI 


20494 1.R1084 


Score 


1367 


Exons 


23889. .24637 






GI Descrip. 


, 5230728/gb|AAD40979.1|AF089851 1 9.0e- 


-27 (AF089851) peroxis< 




copper-containing amine oxidase [Glycine max] 1 


Seq. No. 


8310 


Seq. ID 


OJ990331_07. 9C10.C5 


bene wo . 


17727 


Strand 




Start 


353 


End 


914 


Name 


OJ990331 07. 9C10.C5.ol.gs 


Method 


GENSCAN 


Start 


353 


End 


914 


GI 


none 


Score 


.56 


Exons 


353.. 914 






Seq. No. 


8311 


Seq. ID 


OJ990331_07. 9C10.C6' 


Gene No . 


17728 


Strand 




Start 


1 


End 


595 


Name 


OJ990331 07. 9C10.C6.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


595 


GI 


1962 2.R1084 


Score 


409 


Exons 


1..66, 430. .595 






GI Descrip. 


, 4914452/emb|CAB43692.1| 4.0e-44 (AL050398) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


8311 


Seq. ID 


OJ990331_07.9C10.C6 


Gene No. 


17728 


Strand 




Cfarf 


1 


End 


595 


Name 


OJ990331 07.9C10.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


595 


GI 


4914452 


Score 


182 


Exons 


1..66, 454. .595 






GI Descrip. 


(AL050398) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8311 


Seq. ID 


OJ990331_07. 9C10.C6 


Gene No . 


17728 


Strand 




Start 


1 


End 


595 


Name 


OJ990331 07.9C10.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


577 


GI 


none 


Score 


80 


Exons 


1..60, 2. .61, 430. .555, 431. 


.577 




Seq. No. 


8312 


Seq. ID 


OJ990331_07.9C10.C7 


Gene No. 


17729 


Strand 


+ 


Start 


229 


End 


341 


Name 


OJ990331 07.9C10.C7.ol.gs 


Method 


GENSCAN 


Start 


229 


End 


341 


GI 


none 


Score 


.99 


Exons 


229. .341 







8773 



Seq. No. 8313 Seq. ID 

Gene No. 17730 Strand 

Start 1 End 

Name OJ990331_07 . 9C10 . CI 1 . ol . gp Method 

Start 1 End 

GI 3768663 Score 

Exons 1 . . 65 



OJ990331_07.9C10.C11 
65 

AAT/GAP 

65 

103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8314 Seq. ID 

17731 Strand 

1 End 
OJ990331_07 . 9C10 . C12 . ol . np Method 

1 End 

5852084 Score 
1..40, 628. .721 

(AL117264) zwh0007.1 [Oryza sativa] 

8314 Seq. ID 

17731 Strand 

1 End 
OJ990331_07.9C10.C12.ol.gs Method 

99 End 

none-. Score 
99. .185, 1149. .1415 



OJ990331_07.9C10.C12 
+ 

1415 
AAT/NAP 
721 
65 



OJ990331_07.9C10.C12 
+ 

1415 
GENS CAN 
1415 
.61 



Seq. No. 8315 Seq. ID OJ990331_07.9C10.C13' 

Gene No. 17732 Strand 

Start 193 End 287 

Name OJ990331_07 . 9C10 . C13 . ol . gp Method AAT/GAP 

Start 193 End 287 

GI LIB3477-003-P1-K1-E9 Score 123 

Exons 193.. 287 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 8315 Seq. ID 

Gene No. 17733" Strand 

Start 1014 End 

Name OJ990331_07 . 9C10 . C13 . ol . gs Method 

Start 1014 End 

GI none Score 

Exons 1014.. 3833 



OJ990331_07.9C10.C13 

3833 
GENSCAN 
3833 
.53 



Seq. No. 8316 Seq. ID 

Gene No. 17734 Strand 

Start 10 End 

Name OJ990331_07 . 9C10 . C14 . ol . gs Method 

Start 10 End 

GI none Score 

Exons . 10.. 1388 



OJ990331_07.9C10.C14 

1388 
GENSCAN 
1388 
.7 



Seq. No. 8316 Seq. ID 

Gene No. 17735 Strand 

Start 1404 End 

Name OJ990331_07 . 9C10 . C14 . ol . gp Method 

Start 1404 End 



OJ990331_07.9C10.C14 

1465 

AAT/GAP 

1465 



8774 



GI 16490_1.R1084 Score 92 

Exons 1404.. 1465 

GI Descrip. 1 4584525/emb | CAB40756 . 1 | 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] ' 



r 3 : 



•in 



Seq. No. 


8317 








Seq. ID 


OJ990331_ 


07.9C10 


-CIS 


Gene No. 


17736 








Strand 


+ 






Start 


3011 








End 


4313 






Name 


OJ990331_07. 


9C10 


.015. ol. 


gp 


Method 


AAT/GAP 






Start 


3011 








End 


3475 






GI 


none 








Score 


632 






Exons 


3011. .3330, 


3451 


. .3475 












Seq. No. 


8317 








Seq. ID 


OJ990331_ 


07. 9C10 


.CIS 


Gene No. 


17736 








Strand 


+ 






Start 


3011 








End 


4313 






Name 


OJ990331 07. 


9C10 


.CIS.ol. 


gs 


Method 


GEN SCAN 






Start 


3181 








End 


4313 






GI 


none 








Score 


.77 






Exons 


3181. .3330, 


3451 


. .3538, 


3656. 


.3738, 3861. .4313 






Seq. No. 


8317 








Seq. ID 


OJ990331_ 


07.9C10 


.CIS 


Gene No. 


17736 








Strand,** 


+ 






Start 


3011 








End 


4313 






Name 


OJ990331 07. 


9C10 


.CIS.ol. 


np 


Method 


AAT/NAP 






Start 


3244 








End 


4094 






GI 


1350548 








Score 


166 






Exons 


3244. .3330, 


3451 


. .3538, 


3656. 


.3723, 3861.. 4094 






GI Descrip. 


(L47609) heat shock-like protein [Picea glauca] 






Seq. No. 


8317 








Seq. ID 


OJ990331_ 


07.9C10 


.CIS 


Gene No. 


17737 








Strand 


+ 






Start 


5710 








End 


6174 






Name 


OJ990331 07. 


9C10 


.CIS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3256 








End 


3729 






GI 


none 








Score 


87 






Exons 


3256. .3330, 


3256 


. .3330, 


3431. 


.3541, 3444. .3542, 


3450. .3542, 




3451. .3579, 


3634 


. .3729, 


3634. 


.3669 








Seq. No. 


8317 








Seq. ID 


OJ990331_ 


07.9C10 


-CIS 


Gene No. 


17737 








Strand 


+ 






Start 


5710 








End 


6174 






Name 


OJ990331 07. 


9C10 


.C15.o2. 


gp 


Method 


AAT/GAP 






Start 


5650 








End 


5933 






GI 


568913 








Score 


549 






Exons 


5650. .5933 
















Seq. No. 


8317 








Seq. ID 


OJ990331_ 


07. 9C10 


.CIS 


Gene No. 


17737 








Strand 


+ 






Start 


5710 








End 


6174 






Name 


OJ990331 07. 


9C10 


.C15.o2. 


gs 


Method 


GENSCAN 






Start 


5710 








End 


6174 






GI 


none 








Score 


. 95 






Exons 


5710. .6174 
















Seq. No. 


8318 








Seq. ID 


OJ990331_ 


07.9C10 


.C16 


Gene No. 


17738 








Strand 


+ 







8775 



Start 1 End 2410 

Name OJ990331_07 . 9C10 . C16 . ol . np Method AAT/NAP 

Start 1 End 2410 

GI 6815107 Score 1778 

Exons 1..53, 133. .1136, 1254. .1454, 1667. .1875, 1955. .2148, 2228. .2410 



GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 





Seq. No. 


8318 






Seq. ID 


OJ990331_07.9C10 


.C16 




f d T~> d NT 

bene lnu . 


1 77 ^ft 
x 1 (JO 






OLI Cll L\JL 


-j. 






Start 


1 






End 


2410 






Name 


OJ990331 07.9C10.C16. 


o3. 


. tm 


Method 


TBLASTX: Maize 






Start 


498 






End 


767 






GI 


none 






Score 


222 






Exons 


498. .761, 510. .767 














Seq. No. 


8318 






Seq. ID 


OJ990331_07.9C10 


.C16 




bene wo . 


1 77 ^P. 

1 / / JO 






- OUXallU 


X. 






Start 


1 






End 


2410 






Name 


OJ990331 07.9C10.C16. 


ol, 


. tc 


Method 


TBLASTX: Cress 






Start 


507 






End 


869 






GI 


none 






Score 


221 




y 


Exons 


507. .869, 589.-783 














Seq. No. 


_ 

8318 






Seq. ID 


OJ990331_07.9C10 


.C16 


m 


bene jno . 


L 1 I 00 












I'll 


Start 


1 






End 


2410 




; f 


Name 


OJ990331 07.9C10.C16. 


ol, 


. ts 


Method 


TBLASTX : Soybean 




s} 
i r ; 


Start 


615 






End 


1181 






GI 


none 






Score 


393 




i. J 

Hf 


Exons 


615. .1181, 654. .818 














Seq. No. 


8318 






Seq. ID 


OJ990331_07.9C10 


.C16 


□ 


Gene No. 


17738 






Strand 


+ 






Start 


1 






End 


2410 






Name 


OJ990331 07.9C10.C16. 


ol, 


.tm 


Method 


TBLASTX: Maize 






Start 


768 






End 


1199 




: "i 


GI 


none 






Score 


348 




□ 


Exons 


768. .1199, 771. .1082, 


776. . 


1171 






.3 Si 


Seq. No. 


8318 






Seq. ID 


OJ990331_07.9C10 


.C16 




Gene No. 


17738 






Strand 


+ 






Start 


1 






End 


2410 






Name 


OJ990331 07.9C10.C16. 


ol. 


, tw 


Method 


TBLASTX: Wheat 






Start 


789 






End 


1217 






GI 


none 






Score 


263 






Exons 


789. .1217 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8318 

17738 

1 

OJ990331_07, 

1481 

none 

1481. .1627, 
1674. .1832 



9C10.C16.o2.tm 



1481. .1636, 1488. 



Seq. ID OJ990331_07.9C10.C16 

Strand + 

End 2410 

Method TBLASTX : Mai ze 

End 1832 

Score 62 

.1643, 1497. .1679, 1673. .1762, 



8776, 



Seq. No. 


8319 


Seq. ID 


OJ990331 


_07.9C10.C17 


Gene No 


17739 


Strand 


+ 




Start 


574 


End 


1623 




Name 


OJ990331 07.9C10.C17.ol.gs 


Method 


GENSCAN 




Start 


574 


End 


1623 




GI 


none 


Score 


.7 




Exons 


574. .619, 956. .1146, 1432.. 


1623 






Seq. No. 


8319 


Seq. ID 


OJ990331 


_07.9C10.C17 


Gene No. 


17740 


Strand 


+ 




Start 


3910 


End . 


13234 




Naine 


OJ990331 07.9C10.C17.o3.gs 


Method 


GENSCAN 




Start 


3910 


End 


13234 




GI 


none 


Score 


.85 




Exons 


3910. .4055, 5038. .5301, 6559. .6732, 9543. .9649, 


9893. .10025, 




10128. .10388, 11430. .11448, 


11525. .11744, 11870 


. .12051, 




12157. .12446, 12620 .. 1274 9, 


12914. .13234 




Seq. No. 


8319 


Seq. ID 


OJ990331 


_07.9C10.C17 


Gene No. 


17740 


Strand 


+ 




Start 


3910 


End 


13234 




Name 


OJ990331 07.9C10.C17.ol.np 


Method 


AAT/NAP 




Start 


3940 


End 


7487 




GI 


4262224 


Score 


299 




Exons 


3940... 4055, 5038. .5301, 7416. .7487 






GI . Descrip. 


(AC006200) putative amino acid permease [Arabidopsis thaliana] 


Seq. No. 


8319 


Seq. ID 


OJ990331 


_07.9C10.C17 


Gene No. 


17740 


Strand 


+ 




Start 


3910 


End 


13234 




Name 


OJ990331 07.9C10.C17.o2.np 


Method 


AAT/NAP 




Start 


9925 


End 


13231 




GI 


2444271 


Score 


1832 




Exons 


9925.. 10025, 10128 .. 10388, 


11430. .1144E 


i, 11525. 


.11744, 




11870. .12051, 12157. .12446, 


12620. .12749, 12887 


. .13231 


GI Descrip. 


(AF019637) putative amino acid or GABA 


permease 


[Arabidopsis 




thaliana] 








Seq. No. 


8319 


Seq. ID 


OJ990331 


_07.9C10.C17 


Gene No. 


17740 


Strand 


4- 




Start 


3910 


End 


13234 




Name 


OJ990331 07.9C10.C17.ol.gp 


Method 


AAT/GAP 




Start 


11895 


End 


12414 




GI 


4878439 


Score 


714 




Exons 


11895. .12051, 12157.. 12414 








GI Descrip. 


2444271 9.0e-40 (AF019637) 


putative amino acid 


or GABA permease 




[Arabidopsis thaliana] 








Seq. No. 


8319 


Seq. ID 


OJ990331_ 


_07.9C10.C17 


Gene No. 


17741 


Strand 


+ 




Start 


14536 


End 


16481 




Name 


OJ990331 07.9C10.C17.ol.tc 


Method 


TBLASTX : < 


Zress 


Start 


5039 


End 


13225 




GI 


none 


Score 


212 




Exons 


5039. .5266, 5120. .5227, 5134. .5253, 5222. .5302, 


9979. .10026, 




10128. .10394, 10129. .10395, 


11517. .11588, 11518 


..11592, 




11522. .11746, 11522. .11737, 


11524 . .11748, 11838 


. . 12044, 



8777 




11839. .12051, 11883. .12056, 11927 .. 12061, 12156 12350 , 
12156. .12446, 12241 .. 12447 , 12617 .. 12742 , 12618 .. 12746, 
12881. .13027, 12886. .13221, 13070.. 13225 





Seq. No. 


8319 






Seq. ID 


OJ990331 


_07.9C10 


.C17 




Gene No. 


17741 






Strand 


+ 








Start 


14536 






End 


16481 








Name 


OJ990331 07.9C10.C17 


. o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


5039 






End 


10389 








GI 


none 






Score 


158 








Exons 


5039. . 


5254, 5117.. 5227, 5128 


..5247, 5270. .5302, 


10116. . 


1037- 






. 10129. 


. 10389 














Seq. No. 


8319 






Seq. ID 


OJ990331 


_07.9C10 


.C17 




Gene No. 


17741 






Strand 


+ 








Start 


14536 






End 


16481 








Name 


OJ990331 07.9C10.C17 


.ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


5128 






End 


10368 








GI 


none 






Score 


85 








Exons 


5128. . 


5208, 5129.. 5212, 5215 


. .5253/ 5216. .5266, 


9979. .10026, 






10125. 


.10187, 10141. 


.10185, 


10182. .10301, 10183 


. .10302, 








10281. 


.10367, 10306. 


.10368 












Seq. No. 


8319 






Seq. ID 


OJ990331 


_07.9C10 


.C17 


hl\ 


Gene No. 


17741 






Strand 


+ 






,3 z; 


Start 


14536 






End 


16481 






:s : i 

n ! 


Name 


OJ990331 07.9C10.C17 


. o2 . tm 


Method 


TBLASTX: 


Maize 




t sr 


Start 


11564 






End 


11958 






■5 3? 


GI 


none 






Score 


48 






! s l| 


Exons 


11564. 


.11596, 11566. 


.11598, 


11596. .11757, 11597 


. .11746, 




i. "} 




11703. 


.11807, 11868. 


.11951, 


11868. .11954, 11869 


. .11958 




" 1 1 

: =? 


Seq. No. 


8319 






Seq. ID 


OJ990331 


_07.9C10 


• C17 




Gene No. 


17741 






Strand 


+ 






ill 


Start 


14536 






End 


16481 






i s 

• : 


Name 


OJ990331 07.9C10.C17 


. ol . tm 


Method 


TBLASTX: 


Maize 




: ix 


Start 


12357 






End 


13237 






*\ 


GI 


none 






Score 


208 






f «: 


Exons 


12357. 


.12446, 12617. 


.12748, 


12618. .12749, 12881 


. .13237, 








12886. 


.13230 














Seq. No. 


8319 






Seq. ID 


OJ990331 


_07. 9C10 


.C17 




Gene No. 


17741 






Strand 


+ 








Start 


14536 






End 


16481 








Name 


OJ990331 07.9C10.C17 


. o4 .gs 


Method 


GENSCAN 








Start 


14536 






End 


16481 








GI 


none 






Score 


.9 








Exons 


14536. 


.14635, 14763. 


.14848, 


14929. .15107, 16274 


. .16481 






Seq. No. 


8320 






Seq. ID 


OJ990331 


_07. 9C10 


.C18 




Gene No. 


17742 






Strand 


+ 








Start 


12527 






End 


13486 








Name 


OJ990331 07.9C10.C18 


. o2 . gs 


Method 


GENSCAN 








Start 


.12527 






End 


13486 








GI 


none 






Score 


.42 








Exons 


12527. 


.12853, 13463. 


.13486 











8778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8320 

17743 

1209 

OJ990331_07.9C10-C18-ol.gs 

1209 

none 

1209. .1404, 1587. 
3685.-3794, 4098. 
7455. .7504, 7664, 
9727.-9836, 9952. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_07.9C10.C18 

12566 
GENSCAN 
10837 
.81 



.1711, 2711. .2830, 2927. .3091, 3480. .3608, 

,4215, 5015.. 5245, 5802.. 5993, 6479.. 6763, 

,7739, 7866..7953, 8507.. 8589, 8713.. 9066, 
,10049, 10779. .10837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Ill Start 
=j Name 
Start 
GI 

Exons 



Ul 



8320 Seq. ID OJ990331_07.9C10.C18 

17743 Strand 

1209 End 12566 

OJ990331_07 . 9C10 . C18 . ol . gp Method AAT/GAP 

1326 End 3616 

1962_1.R1084 Score 1965 

1326. .1711, 1800... 2006, 2711. .2830, 2927. .3091, 3456. .3616 

'4914452/emb|CAB43692.1| 2.0e-91 (AL050398) putative protein 

[Arabidopsis thaliana] 1 



8320 
17743 
1209 

OJ990331_07.9C10.C18.ol.np 
.1568 
4914452 

1568. .1711, 1800. .2006, 2711 
3685. .3794, 4098. .4215, 5015. .5260, 5802. .5990, 6467 
7455. .7504, 7664. .7739, 7866.-7953, 8507. .8586, 8701 
9703. .9836, 9952. .10077, 12497. .12528 



Seq. ID OJ990331_07.9C10.C18 
Strand 

12566 
AAT/NAP 
12528 
2092 



End 

Method 

End 

Score 



.2830, 2936.. 3091, 3480. 



.3608, 
,6763, 
.9136, 



GI Descrip. (AL050398) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8320 
17743 
1209 

OJ990331_07 . 9C10 . C18 . o2 . gp 
5952 

uC-osflcyp088g02bl 
5952.. 5993, 6479.. 6763, 
, 4 914452/emb|CAB4 3692.1 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990331 07.9C10.C18 



12566 
AAT/GAP 
7722 
800 

7455. .7504, 7664. .7722 
5.0e-13 (AL050398) putative protein 



8320 
17743 
1209 

OJ990331_07.9C10.C18.o3.gp 
8883 

uC-osflcyp014d03bl 
8883.. 9066, 9727.. 9836, 9952 



OJ990331 07.9C10.C18 



Seq. ID _ 
Strand 

End 12566 

Method AAT/GAP 

End 12566 

Score 828 

10049, 12497.. 12566 

'2444271 9.0e-40 (AF019637) putative amino acid or GABA permease 
[Arabidopsis^ thaliana] f 



Seq. No. 
Gene No. 
Start 
Name 



8320 Seq. ID 

17744 Strand 

14925 ■-' End 

OJ990331 07.9C10.C18.ol.tm Method 



OJ990331_07.9C10.C18 
24525 

TBLASTX: Maize 



8779 



Start 
GI 

Exons 



1550 End 17509 

none Score 183 

1550. .1714, 1563. .1712, 1797. .2006, 1801. .2007, 1801. .2007, 
1802. .2011, 2709. .2831, 2710. .2832, 2711. .2833, 2925. .3086, 
2927. .3085, 2927. .3106, 2928. .3092, 3450. .3560, 3456. .3584, 
3457.. 3597, 3652.. 3795, 3657.. 3797, 3676.. 3795, 3683.. 3832, 
15808. .15966, 15813 .. 15977 , 15814 .. 15960, 16041 .. 16265, 
16053. .16262, 16054 .. 16263, 16671 16805, 16675 16800, 
16725. .16859, 16876. . 17067, 16890 .. 17081, 16899 .. 17024 , 
16907. .17086, 16909. . 17082, 17162 .. 17314, 17163 .. 17303, ..■ 
17380. .17505, 17381. .17509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8320 Seq. ID 

17744 Strand 

14925 End 

OJ990331_07 . 9C10 . C18 . ol . tc Method 

1601 End 

none Score 



OJ990331_07.9C10.C18 
24525 

TBLASTX: Cress 

16265 

42 



1601. .1660, 1602. .1703, 1667. .1732, 1787. .1987, 1797. .2015, 
1804.. 2007, 2735.. 2803, 15814 .. 15951 , 15849. .15908, 
15915. .15977, 16041 .. 16265, 16053 .. 16262, 16057.. 16263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8320 

17744 

14925 

OJ990331_07.9C10.C18.ol.ts 
1667 



OJ990331 07.9C10.C18 



none 
1667 
1992 
3456 



24525 

TBLASTX : Soybean 

17273 

89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2009, 1804.. 2010, 1804.. 2019, 
2024, 2726. .2833, 2735. .2833, 2936 .. 3088 , 2951 .. 3106, 
3560, 3456.. 3566, 3457.. 3561, 15919 .. 15960 , 1604 1 .. 16265 , 
16053. .16235, 16057 .. 16260, 16710 .. 16808, 16711 16815, 
16895. .17086, 16930 .. 17082, 17146 .. 17268, 17 162 17266, 
17163. .17273 



,1732, 1797.. 2015, 1800. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8320 

17744 

14925 

OJ990331_07 . 9C10 . C18 . o2 . tc 

2963 

none 



Seq. ID OJ990331_07.9C10.C18 
Strand 

End 24525 

Method TBLASTX : Cress 

End 18339 

Score 7 6 



2963. .3103, 2963. .3106, 3456. .3581, 3463. .3561, 3682. .3792, 
3683. .3787, 3789. .3884, 16942 .. 17082 , 16942 .. 17082 , 
17162. .17314, 17169. .17303, 17375 .. 17485, 17380 .. 17490, 
18271. .18339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8320 

17744 

14925 

OJ990331_07 . 9C10 . C18 . o2 . tm 

4096 

none 

4096. .4212, 4098. .4217, 4998. 
5803. .5946, 5806. .5919, 5860. 
6474. .6566, 6479. .6562, 6579. 
7455.. 7502, 7.455^7505, 7456. 
7861.. 7953, 7865.. 7960, 7866. 



Seq. ID OJ990331_07.9C10.C18 
Strand 

End 24525 
Method TBLASTX : Mai ze 
End 22902 
Score 147 

.5246, 5013. .5246, 5802. .5870, 
.6015, 5918.. 5998, 5963.. 6022, 
.6740, 6580. .6768, 6740. .6763, 
.7506, 7659. .7742, 7663.-7737, 
.7952, 8494. .8544, 8509. .8577, 



8780 



8537. .8578, 8537. .8581, 18217 i8333, 18219 .. 18338 , 
18219. .18335, 18410 .. 18640, 184 14 18653, 20490 .. 20540, 
20532. .20630, 20590 20670, 20662 20691 , 22214 .. 22297 , 
22218. .22298, 22225 22302, 22226 .. 22303, 22228 .. 22311 , 
22803. .22892, 22820 .. 22900, 22828.. 22902 





Seq. No. 


8320 






Seq. ID 


OJ990331_07.9C10 


.C18 




Gene No. 


17744 






Strand 








Start 


14925 






End 


24525 






Name 


OJ990331 07. 


9C10.C18.o3 


.tc 


Method 


TBLASTX: Cress 






Start 


4153 






End 


18637 






GI 


none 






Score 


96 






Exons 


4153. .4215, 


4976. .5164, 


5013. 


.5237, 5022. .5237, 18407.. 


18637, 






18415. .18537 












Seq. No. 


8320 






Seq. ID 


OJ990331_07.9C10 


.C18 




Gene No. 


17744 






Strand 








Start 


14925 






End 


24525 






Name 


OJ990331 07. 


9C10.C18.o2, 


.ts 


Method 


TBLASTX : Soybean 






Start 


5042 






End 


18637 






GI 


. none 






Score 


241 






Exons 


5042. .5200, 


5043. .5249, 


5043. 


.5249, 18445. .18537, 184.61 


. .18637 




Seq. ' No. 


8320 ' 






Seq. ID 


OJ990331_07.9C10 


.CI 8 


! ssf 


Gene No. 


17744 






Strand 








Start 


14925 






End 


24525 




rrs 


Name 


OJ990331 07. 


9C10.C18.o4. 


. tm 


Method 


TBLASTX: Maize 




ru 


Start 


8698 






End 


23182 






GI 


none 






Score 


156 




u 


Exons 


8698. .8850, 


8701. .8850, 


8705. 


.8851, 8705. .8851, 8706. .8858, 






8949. .8984, 


23015. .23182, 23018.. 23167 


, 23019. .23168, 




. "i 
! ==? 




23020. .23175 










ru 

is 


Seq. No. 


8320 






Seq. ID 


OJ990331_07.9C10 


.C18 


□ 


Gene No. 


17744 






Strand 






'•■A 


Start 


14925 






End 


24525 






Name 


OJ990331 07. 


9C10.C18.o3. 


, tm 


Method 


TBLASTX: Maize 




|c as 


Start 


9706 






End 


24413 




hi 
is? 


GI 


none 






Score * 


72 




H 

'e Sf 


Exons 


9706. .9834, 


9718. .9837, 


9725. 


.9856, 9894. .10052, 9938.. 


10048, 


,e 3; 
•s s? 




9954. .10049, 


12496. .12531, 24291 .. 244 13, 24293. .24412 






Seq. No. 


8320 






Seq. ID 


OJ990331_07.9C10 


.C18 




Gene No. 


17744 






Strand 








Start 


14925 






End 


24525 






Name 


OJ990331 07. 


9C10.C18.o4. 


tc 


Method 


TBLASTX: Cress 






Start 


9727 






End 


24413 






GI 


none 






Score 


146 






Exons 


9727. .9837, 


9728. .9838, 


9938. 


.10048, 9939.. 10052, 9944. 


.10123, 






24302. .24412 


, 24303.. 24413 










Seq. No. 


8320 






Seq. ID 


OJ990331_07.9C10 


.C18 




Gene No. 


17744 






Strand 








Start 


14925 






End 


24525 






Name 


OJ990331 07. 


9C10.C18.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


9742 






End 


24420 






GI 


none 






Score 


146 





8781. 



Exons 



9742. .9837, 9743.-9838, 9900. .10031, 9932. .10033, 9938. .10036, 
24317. .24412, 24318 .. 244 13, 24319. .24420 





Seq. No. 


o o o n 




Seq. ID 


OJ990331_ 


m q^i d 


/-"I Q 




Gene No. 


17744 




Strand 










Start 


14925 




End 


24525 








Name 


OJ990331 07.9C10.C18 


.o3.gs 


Method 


GENSCAN 








Start 


14925 




End 


24411 








GI 


none 




Score 


.74 








Exons 


14925. .14963, 15849. 


.15959, 


16683. .16802, 17162. 


.17311, 








17383. .17492, 18219. 


.18336, 


18415. .18687, 19163. 


.19342, 








20457. .20620, 22031. 


.22106, 


23018. .23347, 24302. 


.24411 






Seq. No. 


8320 




Seq. ID 


OJ990331_ 


07.9C10 


-C18 




Gene No. 


17744 




Strand 










o tart 






End 


24525 








Name 


OJ990331 07.9C10.C18 


. o2 . np 


Method 


AAT/NAP 








Start 


15816 




End 


24525 








GI 


4914452 




Score 


1606 








Exons 


15816. .15959, 16053. 


.16267, 


16694. .16802, 16915. 


.17064, 








17180. .17311, 17383. 


.17492, 


18219. .18: 


336, 18415. 


.18657, 








19160. .19342, 20454. 


.20758, 


21747. .21797, 22031. 


.22175, 








22818. .22910, 23018. 


.23472, 


24292. .24411, 24506. 


.24525 




.3 SI 


GI Descrip. 


(AL050398) putative ; 


protein 


[Arabidopsis thaliana] 




SI- 
- f 


Seq. No. 


8321 




Seq. ID 


OJ990331_ 


07.9C10 


.C19 


Cfi 


Gene No. 


17745 




Strand 


+ 








Start 


7576 




End 


10395 






□ 


Name 


OJ990331 07.9C10.C19 


.ol .np 


Method 


AAT/NAP 








Start 


7576 




End 


10395 








GI 


4741201 




Score 


498 








Exons 


7576.. 9101, 10373.. 10395 










r\\ 


GI Descrip. 


(AL049746) putative protein 


[Arabidopsis thaliana] 




is 

G 


Seq. No. 


8321 




Seq. ID 


OJ990331_ 


07.9C10 


.C19 




Gene No. 


17746 




Strand 


+ 








Start 


13752 




End 


13960 






isss 


Name 


OJ990331 07.9C10.C19 


. o2 . gp 


Method 


AAT/GAP 








Start 


13752 




End 


13960 






'3 sr 


GI 


none 




Score 


368 






□ 


Exons 


13752. .13960 














Seq. No. 


8321 




Seq. ID 


OJ990331_ 


07.9C10 


.C19 




Gene No.- 


17747 




Strand 










Start 


1913 




End 


2299 








Name 


OJ990331 07.9C10.C19 


.ol .gs 


Method 


GENSCAN 








Start 


1913 




End 


2299 








GI 


none 




Score 


.58 








Exons 


1913. .1981, 2255:. 2299 












Seq. No. 


8321 




Seq. ID 


OJ990331_ 


07.9C10 


.C19 




Gene No. 


17748 




■ Strand 










Start 


7689 




End 


8867 








Name 


OJ990331 07.9C10.C19 


.ol . tw 


Method 


TBLASTX: Wheat 






Start 


7689 




End 


8867 








GI 


none 




Score 


59 








Exons 


7689. .7808, 7734. .8120, 7875 


..7949, 8024. .8119, 


8037. .8423, 



8782 



8037. .8120, 8048. .8266, 8340. .8726, 8342. .8539, 8618. .8725, 
8643. .8867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8321 

17748 

7689 

OJ990331_07.9C10.C19.ol.tc 

7707 

none 



Seq. ID OJ990331_07.9C10.C19 
Strand 

End 8867 

Method TBLASTX : Cress 

End 8804 

Score 85 



7707. .7883, 7752. .8189, 7898. .8170, 7899.-8228, 8037. .8180, 
8045. .8188, 8052. .8489, 8057. .8488, 8265.-8426, 8358. .8801, 
8361.. 8516, 8481.. 8792, 8577.. 8804 



8321 

17748 

7689 

OJ990331_07.9C10.C19.ol.tm 

7734 

none 



Seq. ID OJ990331_07.9C10.C19 
Strand 

End 8 867 

Method TBLASTX : Mai ze 

End 8840 

Score 153 



7734. .8096, 7986. .8171, 8019. .8402, 8042. .8263, 8286.-8462, 
8291. .8536, 8292. .8705, 8589. .8774, 8628. .8840 



8321 

17748 

7689 

OJ990331_07.9C10.C19.ol.ts 

7740 

none 



Seq. ID OJ990331_07.9C10.C19 
Strand 

End 8867 

Method TBLASTX : Soybean 

End 8840 

Score 155 



7740. .8123, 8042. .8269, 8043. .8234, 8262. .8426, 8346. .8729, 
8655. .8840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8322 

17749 

1393 

OJ990331_07.9C10.C20.ol.gs 

1393 

none 

1393.. 1511, 1582.. 1765 



Seq. ID OJ990331_07.9C10.C20 

Strand + 

End 1765 

Method GEN SCAN 

End 17 65 

Score .93 ... . 



8322 
17750 
1 

OJ990331_07.9C10.C20.ol.gp 
1 

428841 
1..55, 3412. .3589 

2760839/gb|AAB95307.1| 4.0e-31 (AC003105) putative receptor 
kinase [Arabidopsis thaliana] 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 4780 

Method AAT/GAP 

End 3589 

Score 429 



8322 

17750 

1 

OJ990331_07.9C10.C20.ol:np 
1 

2760839 . 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 4780 

Method AAT/NAP 

End 4780 

Score 1089 



1..55, 3412. .3740, 3777. .4780 

(AC003105) putative receptor-like protein kinase [Arabidopsis 



8783 



thaliana] 



Seq. No. 


8322 


Gene No. 


1 / / j1 


Start 


9854 


Name 


OJ990331 07.9C10.C20.o2.gp 


Start 


9854 


GI 


428102 


Exons 


9854.. 9916, 10022.. 10210 


GI Descrip. 


20254/emb|X13679|OSHIS3PS 5 . Oe 




pseudogene H3R-12 


Seq. No. 


8322 


Gene No. 


17752 


Start 


10952 


Name 


OJ990331 07.9C10.C20.o4.gs 


Start 


10952 


GI 


none 


Exons 


10952. .11130, 13416.. 13527 


Seq. No. 


8322 


Gene No. 


17753 


Start 


18468 


Name 


OJ990331 07.9C10.C20.o2.tm 


Start 


1 


GI 


none 


Exons 


1..57, 3,-56, 3410. .3517, 3411 


Seq. No. 


8322 


Gene No. 


17753 


Start 


18468 


Name 


OJ990331 07.9C10.C20.ol.tc 


Start 


6 


GI 


none 


Exons 


6. .56, 3410. .3691, 3411. .3692, 




4458. .4583 


Seq. No. 


8322 


Gene No. 


17753 


Start 


18468 


Name 


OJ990331 07.9C10.C20.ol.ts 1 


Start 


6 


GI 


none 


Exons 


6. .56, 3410. .3709, 3411. .3746 


Seq. No. 


8322 


Gene No. 


17753 


Start 


18468 


Name 


OJ990331 07.9C10.C20.ol.tw I 


Start 


3485 


GI 


none 


Exons 


3485. .3691, 3486. .3689, 3569.. 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 10210 

Method AAT/GAP 

End 10210 

Score 364 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 13527 

Method GEN SCAN 

End 13527 

Score . 9 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 1855.6 , 

Method TBLASTX : Mai ze 

End 3518 

Score 74 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 18556 

Method TBLASTX : Cress 

End 4583 

Score 206 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 18556 

Method TBLASTX : Soybean 

End 3746 

Score 223 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 18556 

Method TBLASTX : Wheat 

End 3691 

Score 177 



Seq. No. 8322 

Gene No. 17753^ * 

Start 184 68 

Name OJ990331 07 . 9C10 . C20 . ol . tm 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End ■ 18556 

Method TBLASTX : Maize 



8784 



Start 3518 End 4702 

GI none Score 131 

Exons 3518.. 3709, 3519.. 3695, 3572.. 3709, 4120.. 4266, 4313.. 4399, 

4373. .4702, 4458. .4631 



Seq. No. 8322 

Gene No. 17753 
Start . 18468 

Name OJ990331_07 . 9C10 . C20 . o2 . ts 

Start 4135 

GI none 
Exons 



Seq. ID OJ990331_07.9C10.C20 
Strand 

End 18556 

Method TBLASTX : Soybean 

End 4579 

Score . 80 



4135. .4266, 4136. .4261, 4277. .4579, 4313. .4399, 4348.-4383 



Seq. No. 8322 
Gene No. 17753 
Start 18468 

Name OJ990331_07 . 9C10 . C20 . o3 . gp 

Start 18468 
GI LIB3477-003-P1-K1-E9 
Exons 18468. .18556 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990331_07.9C10.C20 
.Strand 

End 18556 

Method AAT/GAP 

End 18556 

Score 150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8323 

17754 

679 

OJ990331_07 . 9C10 . C21 . ol . gs 

679 

none 



Seq. ID OJ990331_07.9C10.C21 
Strand 

End 2328 

Method GENSCAN 

End 1212 

Score .8 



679. .852, 1092. .1135, 1179. .1212 



Seq. No. 
Gene No. 
Start 
Name 
Start. 

Exons 

GI Descrip. 



8323 Seq. ID 

.17754 Strand 

679 End 

OJ990331_07 . 9C10 . C2 1 . ol . np Method 

799 End 

5042454 Score 



OJ990331_07.9C10.C21 

2328 
AAT/NAP 
2328 
188 



799. .852, 1092. .1264, 1489. .1546, 2254. .2328 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


8324 


Seq. ID 


OJ990331_07 


.9C10.C22 


Gene No. 


17755 


Strand 


+ 




Start 


15957 


End 


16106 




Name 


OJ990331 07.9C10.C22.o3.gs 


Method 


GENSCAN 




Start 


15957 


End 


16106 




GI 


none 


Score 


.77 




Exons 


15957. .16106 








Seq. No. 


8324 * 


Seq. ID 


OJ990331_07 


.9C10.C22 


Gene No. 


17756 


Strand 






Start 


1146 


End 


3542 




Name 


OJ990331 07.9C10.C22.dl.np 


Method 


AAT/NAP 




Start 


1146 


End 


3542 




GI 


2967837 


Score 


989 




Exons 


1146.. 1607, 1662. .3542 








GI Descrip. 


(AF052641) cyst nematode resistance gene candidate 


[Triticum 



8785 




aestivum] 



Seq. No. 


8324 




Seq. ID 


OJ990331_07.9C10.C22 


Gpnp No 


17756 




Strand 




Start 


1146 




End 


3542 


Name 


OJ990331 07.9C10.C22.ol 


• gp 


Method 


AAT/GAP 


Start 


1593 




End 


2195 


GI 


LIB3475-008-P1-K1-A9 




Score 


946 


Exons 


1593.. 1952, 2057.. 2195 








GI Descrip. 


'2967837 2.0e-15 (AF052641) 


cyst nematode resistance gene 




candidate [Triticum aestivum] ' 




Seq. No. 


8324 




Sea. ID 


OJ990331_07.9C10.C22 


Gene No. 


17757 




Strand 


- 


Start 


15676 




End 


15766 


Name 


OJ990331 07 9C10 C22 ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


17 ~~ 




End 


382 


GI 


none 




Score 


175 


Exons 


17. .61, 176. .382 








Seq. No. 


8324 




Seq. ID 


OJ990331_07.9C10.C22 


Gene No. 


17757 




Strand 


- 


Start 


15676 




End 


15766 


Name 


OJ990331 07 9C10 C22 ol 

Kb/Kb? «✓ ^/ \J ^ \J / • J- V * V«f £^ # \m/ ^» 


. tm 


Method 


TBLASTX: Maize 


Start 


95 — 




End 


374 


GI 


none 




Score 


91 


Exons 


95..367, 158. .364, 165. 


.374, 


165. .374 




Seq. No. 


8324 




Seq. ID 


OJ990331_07 . 9C10. C22 


Gene No.' 


17757 




Strand 


- 


Start 


15676 




End 


15766 


Name 


OJ990331 07 9C10 C22 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


584 _ 




End 


880 


GI 


none 




Score 


98 


Exons 


584 685 698 880 699 


. .866 




Seq. No. 


8324, 




Seq. ID 


OJ990331_07.9C10.C22 


Gene No. 


17757 




Strand 




Start 


15676 




End 


15766 


Name 


UU ^-/U J Jl \J 1 • ±.\J • £. • \J~J 


. tm 


Method 


TBLASTX: Maize 


Start 


1506 




End 


1883 


GI 


none 




Score 


152 


Exons 


1506. .1592, 1662. .1883 








Seq. No. 


8324 




Seq. ID 


OJ990331_07.9C10.C22 


Gene No. 


17757 




Strand 




Start 


15676 




End 


15766 


Name 


OJ990331 07.9C10.C22.o3 


.gp 


Method 


AAT/GAP 


Start 


15676 




End 


15766 


GI 


LIB3477-003-P1-K1-E9 




Score 


94 


Exons 


15676. .15766 








GI Descrip. 


, 24 98586/sp|Q40638 IMPOl 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S lj~ 


>gi_ 


1173557 (.U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


8325 




Seq. ID 


OJ990331_06.9ClO.C2 


Gene No. 


17758 




Strand 


+ 



8786 



Start 


20490 




End 


21826 


Name 


OJ990331 06.9C10.C2. 


o4 . gs 


Method 


GENSCAN 


Start 


20490 




End 


21826 


GI 


none 




Score 


1 


Exons 


20490. .20939, 21425. 


.21826 






Seq. No. 


8325 




Seq. ID 


OJ990331 


Gene No. 


17758 




Strand 


+ 


Start 


20490 




End 


21826 


Name 


OJ990331 06.9C10.C2. 


o2 . np 


.Method 


AAT/NAP 


Start 


20499 




End 


21805 


GI 


2499011 




Score 


408 


Exons 


20499. .20912, 21425. 


.21805 






GI Descrip. 


HYDROXYETHYLTHIAZOLE 


. KINASE 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(4-METHYL-5-BETA-HYDROXYETHYLTHIAZOLE KINASE) (THZ KINASE) 
KINASE) gi | 1842117 (U87940) hydroxyethyl thiazole kinase 
[Salmonella typhimurium] 



(TH 



8325 
17759 
281 

OJ990331_06 . 9C10 . C2 . ol . gs 
281 
none 



Seq. ID OJ990331_06. 9C10.C2 
Strand 

14882 
GENSCAN 
14882 
.65 



End 

Method 
End 
Score 

281. .295, 683. .832, 870. .970, 1271. .1308, 1844. .1929, 
4555. .4879, 5116. .5293, 5589. .5773, 7676. .7779, 8883. .8981, 
9240. .9409, 9499. .9625, 9753.. 9866, 10855 .. 11130, 11650 .. 11892, 
12130. .12297, 12387. .12457, 12577 .. 1264 6, 13964 .. 14 065, 
14775. .14882 



Seq. No. 8325 

Gene No. 17759 

Start 281 

Name OJ990331_06. 9C10.C2.ol.np 

Start 3511 

GI 5932532 

Exons 3511.. 3736, 
8883. .8981, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990331JD6. 9C10.C2 

14882 
AAT/NAP 
9613 
1285 ' 



4384. .4879, 5116. 
9240. .9409, 9499. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5348, 5668.-5773, 
.9613 



5881. .5984, 



GI Descrip. (AC0094 65) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 06.9C10.C2 



8325 
17759 
281 

OJ990331_06 . 9C10 . C2 . ol . gp 
4101 
2311731 
4101. .4303, 4379. .4618 

5932532/gb|AAD56987. 1 |AC009465_1 1.0e-15 (AC009465) unknown 
protein [Arabidopsis thaliana] 



14882 
AAT/GAP 
4618 
773 



8325 Seq. ID 

17760 Strand 

16157 End 

OJ990331_06. 9C10.C2.o2.gs Method 

16157 End 

none Score 



OJ990331_06.9C10.C2 

17757 
GENSCAN 
17757 
.4 



16157. .16346, 16476 .. 16606, 16988 .. 17021, 17315. .17757 



8787 



Seq. No. 


8325 








Seq. ID 


OJ990331_06.9C10.C2 


Gene No. 


17761 








Strand 




Start 


19071 








End 


19574 


Name 


OJ990331 06. 


9C10 


.C2.o3. 


gs 


Method 


GENSCAN 


Start 


19071 








End 


19574 


GI 


none 








Score 


.53 


Exons 


19071 . . 19121 


, 19177. .19335, 


19536. .19574 


Seq. No. 


8325 








Seq. ID 


OJ990331JD6. 9C10.C2 


Gene No . 


17762 








Strand 




Start 


23300 








End 


25348 


Name 


OJ990331 06. 


9C10 


.C2.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


3540 








End 


4174 


GI 


none 








Score 


87 


Exons 


3540. .3674, 


3551 


. .3736, 


3554 


..3739, 3561. .3737, 4000. .4170, 




4007 . .4174 












Seq. No. 


8325 








Seq. ID 


OJ990331_06. 9C10.C2 


Gene No. 


17762 








Strand 




Start 


23300 








End 


25348 


Name 


OJ990331 06. 


9C10 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3647 








End 


4314 


■ t Gi • • - 


none 








Score 


176 


H Exons 


3647. .3736, 


3850 


. . 3879, 


3877 


..3936, 4000. .4314, 4007. .4279 


( r I Seq. No. 


8325 








Seq. ID 


OJ990331_06.9C10.C2 


[\ Gene No. 


17762 








Strand 




*\ Start 


23300 








End 


25348 


: Name 


OJ990331 06. 


9C10 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


i! Start 


4087 








End 


4411 


=f GI 


none 








Score 


251 


i ; 

l? Exons 


4087. .4314, 


4088 


. 4303, 


4099 


..4308, 4376. .4411 


s j Seq. No. 


8325 








Seq. ID 


OJ990331_06.9C10.C2 


"t Gene No . 


17762 








Strand 




* ! Start 


23300 








End 


25348 


Name 


OJ990331 06. 


9C10 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


l\ Start 


4415 








End 


4795 


3 GI 


none 








Score 


393 


n Exons 


4415. .4714, 


4432 


.4698, 


4434 


..4700, 4698. .4793, 4702. .4794, 




4702. .4794, 


4703 


. 4795, 


4715 


. .4795 




Seq. No. 


8325 








Seq. ID 


OJ990331_06.9C10.C2 


Gene No. 


17762 








Strand 




Start 


23300 








End 


25348 


Name 


OJ990331 06. 


9C10. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4633 








End 


4840 


GI 


none 








Score 


126 


Exons 


4633. . 4839, 


4634. 


.4840 








Seq. No. 


8325 . 








Seq. ID 


OJ990331_06.9C10.C2 


Gene No. 


17762 








Strand 




Start 


23300 








End 


25348 


Name 


OJ990331 06. 


9C10. 


C2.ol. 


tc 


Method 


. TBLASTX: Cress 


'Start 


5575 








End 


9417 


GI 


none 








Score 


37 



8788 



Exons 



5575. .5679, 5588. .5617, 5659. .5766, 5669. .5767, 5678. .5770, 

5858.-5986, 5880. .5999, 5882. .5980, 5883. .5990, 6101. .6133, 

8878. .8958, 8883.-8963, 9240. .9383, 9266. .9403, 9273. .9356, 

9296.. 9403, 9370.. 9417 



Seq. No. 8325 Seq. ID 

Gene No. 17762 Strand 

Start 23300 End 

Name OJ990331_06 . 9C10 .C2 . o2 . ts Method 

Start 5626 . End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990331_06.9C10.C2 
25348 

TBLASTX: Soybean 

5987 

141 



5626.-5772, 5630. .5767, 5877. .5987, 5880. .5981 



8325 Seq. ID 

17762 Strand- 

23300 End 

OJ990331_06 . 9C10 . C2 . o2 . tc Method 

20516 End 

none Score 



OJ990331_06.9C10.C2 
25348 

TBLASTX: Cress 

20878 

225 



20516. .20761, 20517 .. 20756, 20751 .. 208 67 , 20768. .20878 



Seq. No. 8325 Seq. ID 

Gene No. 17762 Strand 

Start 23300 End 

Name OJ990331_06 . 9C10 . C2 . o2 . gp Method 

Start 22890 End 

GI none Score 

Exons 22890.. 23189 



OJ990331_06.9C10.C2 

25348 
AAT/GAP 
23189 
492 



Seq. No. 8325 

Gene No. 17762 

Start 23300 

Name 0 J990331_06 . 9C10 . C2 . o5 . gs 

Start 23300 

GI none 

Exons 23300. .23311, 23839 .. 24009, 
25270. .25348 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_06.9C10.C2 

25348 
GENS CAN 
25348 
.89 



24648. .24924, 24 944 .. 2501 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8325 Seq.. ID OJ990331_06 . 9C10 . C2 

17762 Strand 

23300 End 25348 

OJ990331_06 . 9C10 . C2 . o3 . gp Method AAT/GAP 

23652 End " 24388 

15757_1.R1084 Score 896 

23652. .24033, 24290.. 24388 

f 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ■ 



8326 

17763 

9350 

OJ990331_06.9C10.C3.o5.gs 

9350 

none 



Seq. ID OJ990331_06.9C10.C3 



Strand 
End 

Method 

End 

Score 



+ 

11265 • 
GENSCAN 
11265 
.43 



9350. .9452, 9936. .10039, 10063 .. 10163, 10956. .11265 



8789 






Seq. No. 


8326 


Seq. ID 


OJ990331_06.9C10.C3 




Gene No. 


17764 


Strand 


+ 




Start 


13336 


End 


14210 




Name 


OJ990331 06.9C10.C3.o6.gs 


Method 


GENSCAN 




Start 


13336 


End 


14210 




GI 


none 


Score 


.88 




Exons 


13336. .13604, 13770 13939, 13962 .. 14055 , 14180.. 14210 




Seq. No. 


8326 


Seq. ID 


OJ990331_06 . 9C10 . C3 




Gene No. 


17765 


Strand 






Start; 


2335 


End 


6142 




Name * 


OJ990331_06 . 9C10 . C3 . o2 . gs 


Method 


GENSCAN 




Start 


2335 


End 


2862 




GI 


none 


Score 


.95 




Exons 


2335. .2862 








Seq. No. 


8326 


Seq. ID 


OJ990331_06.9C10.C3 




Gene No. 


17765 


Strand 






Start 


2335 


End 


6142 




Name 


OJ990331_06 . 9C10 . C3 . ol . np 


Method 


AAT/NAP 




Start 


2356 


End 


6080 




GI 


2244919 


Score 


235 




Exons 


2356.-2665, 5686. .5845, 5996. 


.6080 




"i 


GI Descrip. 


(Z97339) hypothetical protein- 


[Arabidopsis thaliana] 


. ! i 


Seq. No. 


8326 


Seq. ID 


OJ990331_06. 9C10.C3 




Gene No. 


17765 


Strand 






Start 


2335 


End 


6142 




Name 


OJ990331 06.9C10.C3.o3.gs 


Method 


GENSCAN 


ill 


Start 


3113 ' 


End 


6002 


n 


GI 


none 


Score 


.69 




Exons 


3113. .3201, 3357. .3556, 3711. 


.3842, 4767.-4946, 5686. .6002 


:5 S 


Seq. No. 


8326 


Seq. ID 


OJ990331_06. 9C10.C3 


. - : 


Gene No. 


17765 


Strand 




' H 


Start 


2335 


End 


6142 




Name 


OJ990331 06.9C10.C3.ol.gp 


Method 


AAT/GAP 


= E 


Start 


5827 


End 


6142 


■ St 

s i 
1 


GI 


65622 1.R1084 


Score 


524 


cr 


Exons 


5827. .6142 






3 


GI Descrip. 


, 5932532/gb|AAD56987.1|AC009465 1 1 . Oe- 


-15 (AC0094 65) unknown 






protein [Arabidopsis thaliana; 


1 ' 






Seq. No. 


8326 


Seq. ID 


OJ990331_06.9C10.C3 




Gene No. 


17766 


Strand 






Start 


6699 


End 


8130 




Name 


OJ990331 06.9CiO.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2335 


End 


2565 




GI 


none 


Score 


40 




Exons 


2335.-2565, 2337. .2366, 2444.. 


.2563 






Seq. No. 


8326 


Seq. ID 


OJ990331_06.9C10.C3 




Gene No. 


17766 


Strand 






Start 


6699 


End 


8130 




Name 


OJ990331 06.9C10.C3.o4.gs 


Method • 


GENSCAN 




Start 


6699 


End 


813 : 0 




GI 


none 


Score 


.78 



8790 




j Li 



Exons 


6699.. 6730, 6955. .7206, 8010., 


,8130 








Seq. No. 


8327 


Seq. ID 


OJ990331 


_06.9C10 


.C6 


Gene No. 


17767 . 


Strand 


+ 








1 


End 


1 288 

.L O O 






Name 


OJ990331 06.9C10.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1288 






GI 


1754627 


Score 


59 






Exons 


1..20, 210. .340, 1212. .1288 










GI Descrip. 


(D86566) NOTCH4 [Homo sapiens] 








Seq. No. 


8327 


Seq. ID 


OJ990331 


_06. 9C10 


.C6 


ucilc lno . 


17767 


Strand 


_l_ 






Start 


1 


End 


1288 






Name 


OJ990331 06.9C10.C6.ol.gs 


Method 


GENS CAN 






Start 


241 


End 


773 






GI 


none 


Score 


.75 






Exons 


241. .390, 763. .773 










Seq. No. 


8327 


Seq. ID 


OJ990331 


_06. 9C10 


.C6 


Gene No. 


17768 


Strand 


- 






Start 


176 


End 


429 






Name 


OJ990331 06.9C10.C6.ol.gp 


Method 


AAT/GAP 






Start 


176 • 


End 


429 






GI 


2798361 


Score 


373 






Exons 


176. .429 










GI Descrip. 


4758818/ref |NP 004548 . 1 | pN0TCH4 | 5.0e- 


■09 Notch 


( Drosophila 




homolog 4 >gi_2072309 (U95299) 


Notch4 


[Homo sapiens] 




Seq. No. 


8328 


Seq. ID 


OJ990331 


_06.9C10 


.C7 


oene lno . 


17769 


Strand 








Start 


271 


End 


722 






Name 


OJ990331 06. 9C10.C7.ol.gs 


Method 


GENSCAN 






Start 


271 


End 


722 






GI 


none 


Score 


.83 






Exons 


271. .359, 515. .722 










Seq. No. 


8329 


Seq. ID 


OJ990331 


_06.9C10 


.C8 


Gene No. 


17770 


Strand 










1 


End 


771 






Name 


OJ990331 06.9C10.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


771 






GI 


5852182 


Score 


412 






Exons 


1..329, 738. .771 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 








Seq. No. 


8329 


Seq. ID 


OJ990331 


_06.9C10 


• C8 


kjene lno • 


17770 


Strand 








Start 


1 


End 


771 






Name 


OJ990331 06.9C10.C8.ol.gs 


Method 


GENSCAN 






Start 


278 


End 


329 






GI 


none 


Score 


.47 






Exons 


278. .329 










Seq. No. 


8330 ; 


Seq. ID 


OJ990331_ 


_06.9C10 


,C9 


Gene No. 


17771 


Strand 


+ 






Start 


251 


End 


638 







8791 



Name OJ990331_06 . 9C10 . C9 . ol . gs Method 

Start 251 End 

GI none Score 

Exons 251.. 266, 556.-638 

Seq. No. 8331 Seq. ID 

Gene No. 17772 Strand 

Start 202 End 

Name OJ990331_06 . 9C10 . CIO . ol . gs Method 

Start 202 End 

GI * none Score 

Exons- 202.. 381 



GENSCAN 

638 

.53 



OJ990331_06. 9C10.C10 
+ 

381 

GENSCAN 

381 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8331 Seq. ID OJ990331_06. 9C10.C10 

17773 Strand + 

413 End 623 

OJ990331_06.9C10.C10.ol.np Method AAT/NAP 

413 End 623 

862343 Score 133 

413. .623 

(L10908) Gcapl gene product [Mus musculus] 
gi 1 1092097 | prf | I2022314A granule cell marker protein [Mus 
musculus] gi| 1092098 Iprf | | 2022315A- granule cell marker protein 
[Mus musculus] 



8331 Seq. ID 

17774 Strand 
544 End 
OJ990331_06 . 9C10 . C10 . ol . gp Method 
544 End 
3760640 Score 
544. .623 

4176420/dbj IBAA37167 | 2.0e-ll 
[Arabidopsis thaliana] 

8332 Seq. ID 

17775 Strand 
5510 End 
OJ990331J36 . 9C10 . Cll . o2 . gs Method 
5510 ■ End 
none Score 
5510.. 5545, 5906.. 6127 

8332 Seq; ID 

17776 Strand 
10403 End 
OJ990331_06.9C10.Cll.ol.gp Method 
10403 End 
none Score 
10403. .10842 



OJ990331_06.9C10.C10 
623 

AAT/GAP 

623 

115 



(AB008097) cytochrome P450 



OJ990331_06.9C10.C11 
+ 

6127 
GENSCAN 
6127 
.91 



OJ990331_06.9C10.C11 
+ 

10842 
AAT/GAP 
10842 
687 



Seq. No. 8332 Seq. ID 

Gene No. 17777 Strand 

Start 13387 ■ End 

Name OJ990331_06 . 9C10 . Cll . o2 . gp • Method 

Start 13387 End 

GI LIB3432-059-P1-K1-D8 Score 



OJ990331_06.9C10.C11 
+ 

13882 
AAT/GAP 
13882 
678 



8792 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13387. .13781, 13833. .13882 

'5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



8332 Seq. ID 

17778 Strand 

1 End 

OJ990331_06.9C10.Cll.ol.np Method 

1 End' 

3776557 Score 



OJ990331_06.9C10.C11 

4293 
AAT/NAP 
4293 
253 



1..143, 2695. .2756, 3121 3172, • 3642 .. 3965, 4216. .4293 
(AC005388) Contains similarity to gi 1 2924495 hypothetical 
protein Rvl920 from Mycobacterium tuberculosis genome 
gb| AL022020. [Arabidopsis thaliana] 



8332 Seq. ID 

17778 Strand 

1 End 
OJ990331_0 6 . 9C10 . Cll . ol . gs Method 

2909 End 

none Score 

2909. .2955, 3642. .4023 



OJ990331_06.9C10.C11 

4293 
GEN SCAN 
4023 
.92 



OJ990331 06.9C10.C11 



8332 Seq. ID 

17779 Strand 

5993 End 15168 

OJ990331J36 . 9C10 . Cll . o2 . np Method AAT/NAP 

5993 End 15168 

2388986 Score 106 
5993.. 6073, 6430.. 6714, 6766. 
15110. .15168 

(Z98980) wiskott-aldrich syndrome protein homolog 1 
[Schizosaccharomyces pombe] 



.6934, 7019. .7176, 9059. .9345, 



8332 

17779 

5993 

OJ990331J36. 9C10 . Cll . o4 . gs 

10141 

none 

10141. .10230, 10569. .10744, 
12485. .12576 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_06.9C10.C11 

15168 
GEN SCAN 
12576 
.7 



11479. .11561, 11753. .12031, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



8332 ' Seq. ID 

17779 Strand 
5993 End 
OJ990331_06 . 9C10 . CI 1 . o3 . gp Method 
13763 End 
3760640 Score 
13763.. 13838 

4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 

8333 Seq. ID 

17780 Strand 
1806 End 
OJ990331_06.9C10.C12.ol.gs Method 



OJ990331_06.9C10.C11 

15168 
AAT/GAP 
13838 
102 



(AB008097) cytochrome P450 



OJ990331_06.9C10.C12 
+ 

2446 
GENSCAN 



8793 



Start 


1806 


. * End 


2446 




GI 


none 


Score 


.61 




Exons 


1806. .1847, 1895.. 1978, 2027. .2446 






Seq. No. 


8333 


Seq. ID 


OJ990331_06. 


9C10.C12 




17781 


Strand 






Start 


376 


End 


5854 




Name 


OJ990331 06.9C10.C12.ol.gp 


Method 


AAT/GAP 




Start 


376 


End 


2344 




GI 


none 


Score 


1181 




Exons 


376. .676, 764. .928, 2177. .2344 






Seq. No. 


8333 


Seq. ID 


OJ990331_06. 


9C10.C12 


Gene No. 


17781 


Strand 






Start 


376 


End 


5854 




Name 


OJ990331 06.9C10.C12.ol.np 


Method 


AAT/NAP 




Start 


479 


End 


5024 




GI 


4185142 


Score 


162 




Exons 


479. .676, 764. .1040, 4997.. 


5024 






GI Descrip. 


(AC005724) putative SNF2/RAD54 family 


DNA repair and 




recombination protein [Arabidopsis thaliana] 




Seq. No. 


8333 


Seq. ID 


OJ990331_06. 


9C10.C12 


Gene No. 


1 77ft 1 


Strand 






Start 


"37 £ 


End 


5854 




Name 


ujy?Ujji uo. yuiu.ui^. .Oj . np 


Method 


AAT/NAP 




Start 




End 


5854 




GI 


Cs RQ7 Q A Ck 


Score 


82 




Exons 


"5*5*51 *5*57Q t ^£'5'5 








GI Descrip. 




retrotransposon reverse 


transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


8333 


Seq. ID 


OJ990331J36. 


9C10.C12 


Gene No. 


17781 


Strand 






Start 


376 


End 


5854 




Name 


OJ990331 06.9C10.C12.o2.np 


Method 


AAT/NAP 




Start 


3841 


End 


5854 




GI 


4926870 


Score 


73 




Exons 


3841.. 3867, 5627.. 5854 








GI Descrip. 


(AC007509) putative non-LTR 


, retroelement reverse- transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


8333 


Seq. ID 


OJ990331_06. 


9C10.C12 




17781 


Strand 






Start 


376 


End 


5854 




Name 


OJ990331 06. 9C10.C12.o3.gs 


Method 


GEN SCAN 




Start 


4357 


End 


5541 




GI 


none 


Score 


.4 




Exons 


4357. .4428, 5494. .5541 








Seq. No. 


8334 


Seq. ID 


OJ990331JD6. 


9C10.C13 


Gene No. 


17782 


Strand 






Start 


1 


End 


1540 




Name 


OJ990331 06. 9C10.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1540 




GI 


4522005 


Score 


200 




Exons 


1..421, 1480. .1540 









8794 



GI Descrip. (AC007069) putative non-LTR retroelement reverse transcriptase 





[Arabidopsis thaliana] 








beq. wo. 


833'4 




Seq. ID 


OJ990331_06.9C10.C1 


Gene No. 


17782 




Strand 




Start 


1 




End 


1540 


Name 


OJ990331 06.9C10.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7 




End 


264 


GI 


none 




Score 


58 


Exons 


7... 117, 9. .176, 117. .260, 156 


..263, 157. .264 


Seq. No. 


8335 




Seq. ID 


"OJ990331_06.9C10.C1 




17783 




Strand 




Start 


16 




End 


656 


Name 


OJ990331 06.9C10.C16.ol 


.np 


Method 


AAT/NAP 


Start 


16 




End 


656 


GI 


4826399 




Score 


412 


Exons 


16. .656 








GI Descrip. 


(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


O a j-» XT /«v 

beq. wo. 


o o o c 




Seq. ID 


ojyyujoi ub.yciu.ci 


Gene No. 


1 / / OJ 




Strand 




Start 


1 b 




Lna 


c c; a 
bob 


Name 


ujyyuooi ub . yoiu . cib . oi 


. tc 


Metnoa 


i b_Ab IX : cress 


Start 


llo 




bna 


boo 


GI 


none 




Score 


179 


Exons 


118. .654, 425. .655 








beq. no. 


o o o c 
o Job 




Seq. ID 


ojyyuooi ud.9Ciu.ci 


Gene No. 


1 *7 1 O *3 

1 / /oo 




Strand 




Start 


1 D 




t-i _ j 
End 


c c c 

bob 


Name 


OJ990331 06 . 9C10 . C16 . ol 


.gs 


Method 


GENS CAN 


Start 


151 




End 


585 


GI 


none 




Score 


.68 


Exons 


151. .585 








be q . no. 


8335 




Seq. ID 


OJ990331_06.9C10.C1' 


Gene No. 


17783 




Strand 




Start 


16 




End 


656 


Name 


OJ990331 06.9C10.C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


184 




End 


655 


GI 


none 




Score 


52 


Exons 


184.. -654, 215.. 253, 371 


. .655 






O /-% s-r XT — 

beq. no. 


8335 




Seq. ID 


OJ990331_06.9C10.Cli 


Gene No. 


17783 




Strand 




Start 


16 




End 


656 


Name 


OJ990331 06.9C10.C16.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


340 




End 


655 


GI 


none 




Score 


178 


Exons 


340. .654, 404. .655 








Seq. No. 


8335 




Seq. ID 


OJ990331_06. 9C10.CH 


Gene No. 


17783. 




Strand 




Start 


16 




End 


656 


Name 


OJ990331 06.'9C10.C16'.ol, 


■ tw 


Method 


TBLASTX: Wheat 


Start 


401 




End 


649 



8795 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons < 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



none Score 74 

401. .520, 403. .540, 541. .648, 566. .649 



Seq. ID OJ990331_06.9C10.C18 

Strand + 

End 1118 

Method AAT/NAP 

End 1040 

Score 732 



8336 
17784 
1 

OJ990331_06.9C10.C18.ol.np 
1 

6587816 
1. .1040 . 

(AC010924) Contains similarity to gb|AJ009696 wall-associated 
kinase 1 from Arabidopsis thaliana and contains a protein kinase 
PF | 00069 domain. 



8336 

17784 

1 

• OJ990331_06.9C10.C18.ol.tm 
18 

none 



Seq. ID OJ990331_06.9C10.C18 

Strand + 

End 1118 

Method TBLASTX: Maize 

End 989 

Score 50 



18. .80, 93. .989, 107. .391, 434. .817, 890. .982 



8336 

17784 

1 

OJ990331_06. 9C10.C18.ol.ts 
18 

none 



Seq. ID OJ990331_06.9C10.C18 

Strand + 

End 1118 

Method TBLASTX : Soybean 

End 803 

Score 4 4 



18. .80, 93. .224, 149. .235, 252. .803, 254. .802, 603. .803 



Seq. No. 8336 

Gene No. 17784 

Start 1 

Name OJ990331_06 . 9C10 . C18 . ol . gs 

Start 66 

GI none 

Exons 66.. 1118 



Seq. ID OJ990331_06.9C10.C18 

Strand + 

End 1118 

Method GENSCAN 

End 1118 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



8336 

17784 

1 

OJ990331_06.9C10.C18.ol.tc 

93 

none 

93. .959, 149. .385, 431. .748 

8336 

17784 

1 

OJ990331_06.9C10.C18.ol.tw 

110 

none 

110. .376, 111. .473 

' 8336 
17784 
1 



Seq. ID OJ990331_06.9C10.C18 

Strand + 

End .1118 

Method TBLASTX : Cress 

End 959 

Score 749 



Seq. ID OJ990331_06.9C10.C18 

Strand + 

End 1118 

Method TBLASTX : Wheat 

End 473 

Score 317 



Seq. ID OJ990331_06.9C10.C18 
Strand + 
End 1118 



8796 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990331_06 . 9C10 . C18 . o2 . tw Method 

474 End 

none Score 

474. .590, 476.-598, 611. .736, 612. .740 



TBLASTX: Wheat 

740 

133 



8337 Seq. ID 

17785 Strand 
348 End 
0 J990331_06 . 9C10 . C19 . ol . np Method 
348 End 
6523547 Score 
348. .422, 2906. .2972, 5867. .5988, 6189. .6799, 7007. .7287 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ990331_06.9C10.C19 
+ 

7344 
AAT/NAP 
7287 
330 





Seq. No. 


8337 






Seq. ID 


OJ990331 




Gene No. 


17785 






Strand 


+ 




Start ' 


348 






End 


7344 




Name 


OJ990331 06. 


.9C10 


.C19.ol 


. gs Method 


GEN SCAN 




Start 


864 






End 


3227 




GI 


none 






Score 


.73 




Exons 


864. .917, 1078.. 


1180, 1405. .1471, 2999 


. .3227 




Seq. No. 


8337 






Seq. ID 


OJ990331 


itsf 


Gene No. 


17785 






Strand 


+ 




Start 


348 






End 


7344 




Name 


OJ990331 06. 


, 9C10 


.C19.o2 


. gs Method 


GENSCAN 


m 


Start 


3714 






End 


7344 


□ 


GI 


none 






Score 


.76 


; ! 'it 


Exons 


3714. .3773, 


5990 


. . 6038, 


6084. .6135, 6393. .6876, 


: ~: 
■he} 


Seq. No. 


8337 






Seq. ID 


OJ990331 


i = j f 


Gene No. 


17786 






Strand 


+ 




Start 


8225 






End 


8550 


a 


Name 


OJ990331 06. 


■ 9C10 


.C19.o3 


.np Method 


AAT/NAP 




Start 


8225 






End 


8550 




GI 


6721561 






Score 


79 



06.9C10.C19 



Exons 8225.. 8332, 8518.. 8550 

O GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 
□ gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 


8337 


Seq. ID 


OJ990331 


JD6.9C10 


.C19 


Gene No. 


17787 


Strand 








Start 


8355 


End 


8550 






Name 


OJ990331 06.9C10.C19.o2.np 


Method 


AAT/NAP 






Start 


8103 


End 


8550 






GI 


4680183 


Score 


118 






Exons 


8103. .8192, 8472. .8550 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


8337 


Seq. ID 


OJ990331_ 


_06.9C10 


.C19 


Gene No. 


17787 


Strand 








Start 


8355 


End 


8550 






Name 


OJ990331 06. 9C10.C19.o3.gs 


Method - 


GENSCAN 







8797 






Start 


8355 








End 


8460 




GI 


none 








Score 


.64 




Exons 


8355. .8460 














Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10.C20 




Gene No. 


17788 








Strand 


+ 




Start 


DjjO 








bna 






Name 


OJ990331 06 


.9C10 


.C20.ol 


.np 


Method 


AAT/NAP 




Start 


6338 








End 


9589 . 




GI 


4680179 








Score 


5222 




Exons 


6338.-9589 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C1.0-.C20 




Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06 


. 9C10 


.C20.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


6357 








End 


6746 




GI 


none 








Score 


142 




Exons 


6357. .6611, 


6633 


. . 6746, 


6668. 


.6745 






Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10.C20 




Gene No. 


17788 








Strand 


• + 




Start 


6338 








End 


■ 9589 




Name 


OJ990331 06 


. 9C10 


.C20.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


6750 








End 


7233 


in 


GI 


none 








Score 


136 


i : : 


Exons 


6750. .6914, 


6777 


. . 6914, 


6922. 


.7167, 6928.. 7233, 6936.. 7190 


-(J 

: 


Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10.C20 




Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 


: : x 
: ( 


Name 


OJ990331 06 


. 9C10 


.C20.O5 


. tm 


Method 


TBLASTX: Maize 




Start 


6762 








End 


7052 




GI 


none 








Score 


135 


s er 


Exons 


6762. .6914, 


6859 


. .6915, 


6925. 


.7050, 6927.. 7052 


; cs 


Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10.C20 


= L 


Gene No. 


17788 








Strand 


+ 


* s \ 


Start 


6338 








End 


9589 


' ~ 'l 


Name 


OJ990331 06 


• 9C10 


,C20.o3 


.tm 


Method 


TBLASTX: Maize 


n £? 


Start 


7120 








End 


7620 




GI 


none 








Score 


157 




Exons 


7120. .7299, 


7128 


. .7253, 


7285. 


.7620, 7371. .7502 




Seq. No. 


8338 








Seq. ID 


OJ990331_06.9ClO.C20 




Gene No. 


17788 








Strand 


+ 




Start - 


6338 








End 


9589 




Name 


OJ990331 06 


.9C10 


.C20.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7174 








End 


7569 




GI 


none 








Score 


57 




Exons 


7174. .7206, 


7176 


. .7205, 


7206. 


.7259, 7210. .7569, 7210. .7440, 






7320. .7568 














Seq. No. 


8338 








Seq. ID 


OJ990331_06.9ClO.C20 




Gene No. 


17788^ 








Strand 


+ 




Start 


6338 








End 


9589 



8798 




Name 


OJ990331 06. 


9C10. 


C20.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


7282 ~ 








End 


7584 




GI 


none 








Score 


394 




Exons 


7282 . .7584, 


7326. 


.7583 










Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10. 


C20.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7585 








End- 


8094 




GI 


none 








Score 


622 




Exons 


7585. .8094, 


7587. 


.7949, 


7663. 


.8004 






Seq. No. 


8338 








Seq. ID 


OJ990331_06. 9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10. 


C20.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


7591 ~ 








End 


7836 




GI 


none 








Score 


200 




Exons 


7591. .7836 














Seq. No. 


8338 








Seq. ID. 


OJ990331_06.9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10 . 


C20.o2 


. tm 


Method 


TBLASTX : Maize 




Start 


7657 ~~ 








End 


8020 




GI 


none 








Score 


477 




Exons 


7657. .8010, 


7659. 


.7967, 


7660. 


.7995, 7710. .8015, 7715. .8020 


Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10. 


C20.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


8185 ~~ 








End 


8578 




GI 


none 








Score 


496 




Exons 


8185. .8271, 


8186. 


.8578, 


8189. 


.8545, 8322. .8546, 8323. .8 


577 


Seq. No. 


8338 








Seq. ID 


OJ990331_06. 9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10. 


C20.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


8285 ~~ 








End 


8602 




GI 


none 








Score 


92 




Exons 


8285. .8458, 


8459. 


.8602, 


8461. 


.8601 






Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10 . 


C20.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


8366 ~~ 








End 


8626 




GI 


none 








Score 


287 




Exons 


8366. .8626, 


8371. 


.8625 










Seq. No. 


8338 








Seq. ID 


OJ990331_06. 9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06. 


9C10. 


C20.O4 


.tm 


Method 


TBLASTX: Maize 





8799 




Start 


8425 








End 


8716 




GI 


none 








Score 


374 




Pvnn q 

1—1 d\. \J I I *J 


8425 . . 8712, 


8426. 


. . 8716 










Seq. No. 


8338 








Seq. ID 


OJ990331_06.9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06 


. 9C10. 


,C20.ol, 


, tw 


Method 


TBLASTX: Wheat 




Start 


8585 ~ 








End 


9211 




GI 


none 








Score 


692 




Rxons 

l—i *k w L 1 1— / 


8585 . . 9211, 


8587 , 


. . 9210 










Seq. No. . 


8338 








Seq. ID 


OJ990331_06.9C10 


.C20 


Gene No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06 


. 9C10. 


,C20.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


8765 ~ 








End 


9364 




GI 


none 








Score 


217 




Pvnns 
i—i *\ \y 1 1 


8765. .8926, 


8773, 


. .8919, 


8924 . 


.9364, 8926.. 9348 




Seq. No. 


8338 








Seq. ID 


OJ990331_06. 9C10 


.C20 


Gene- No. 


17788 








Strand 


+ 




Start 


6338 








End 


9589 




Name 


OJ990331 06 


. 9C10 . 


.C20.o6, 


. tw 


Method 


TBLASTX: Wheat 




J Lai L 


9211 ~ 








End 


9544 




ox 


none 








Score 


356 




Exons 


9211. . 9423, 


9212 . 


. . 9544, 


9475. 


.9543 






Seq. No. 


8339 








Seq. ID 


OJ990331_06.9C10 


-C21 


Gene No. 


17789 








Strand 


- 




Start 


52 








End 


124 




Name 


OJ990331 06 


. 9C10, 


,C21.ol. 


. as 


Method 


GENSCAN 




Start 


52 ~ 








End 


124 




GI 


none 








Score 


.99 




Exons 


52. . 124 














Seq. No. 


8340 








Seq. ID 


OJ990331_06.9C10 


.C22 


Gene No; 


17790 








Strand 






Start 


89 








End 


179 




Name 


OJ990331 06 


. 9C10 , 


,C22.ol, 




Method 


GENSCAN 




Start 


89 ~ 








End 


179 




GI 


none 








Score 


.73 






89. .179 














Seq. No. 


8341 








Seq. ID 


OJ990331_06.9C10 


.C23 


Gene No. 


17791 








Strand 


+ 




Start 


75 








End 


465 




Name 


OJ990331 06 


. 9C10 . 


.C23.ol, 


. as 


Method 


GENSCAN 




Start 


75 ~~ 








End 


465 




GI 


none 








Score 


.99 




Exon s 

J—J 4\. 1 iu 


75 . .465 














Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10 


.C24 


Gene No. 


17792 








Strand 


+ 




Star.t 


317 








End 


4968 




Name 


OJ990331 06 


. 9C10, 


.C24.01, 


.gs 


Method 


GENSCAN 




Start 


317 








End 


4968 





8800 



GI none Score .58 

Exons 317. .416, 505. .552, 730. .4650, 4845. .4968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 



8342 

17792 

317 

OJ99033 1_0 6 . 9C10 . C2 4 . ol . np 



Seq. ID OJ990331_06.9C10.C24 

Strand + 

End 4968 

Method AAT/NAP 

End 4651 

Score 67 60 



746 

6539553 
746. .4651 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597). [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


8342 








Seq. ID 


OJ990331JD6. 9C10 


.C24 


Gene No. 


17793 








Strand 






Start 


5785 








End ' 


8970 




Name 


OJ990331 06 


.9C10 


.C24.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


740 








End 


1126 




GI 


none 








Score 


354 




Exons 


740. .1126, 


751. . 


1125 










Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10 


.C24 


Gene No. 


17793 








Strand 






Start 


5785 








End 


8970 




Name 


OJ990331 06 


. 9C10 


.C24.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


875 








End 


1188 




GI 


none 








Score 


366 




Exons 


875. .1186, 


883. . 


1188 










Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10 


.C24 


Gene No. 


17793 








Strand 






Start 


5785 








End 


8970 




Name 


OJ990331 06 


.9C10 


.C24.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1687 








End 


2009 




GI 


none 








Score 


268 




Exons " 


1687. .1941, 


1694 


. .2008, 


1714. 


.2007, 1842.. 2009 




Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10 


.C24 


Gene No. 


17793 








Strand 






Start 


5785 








End 


8970 




Name 


OJ990331 06 


-9C10 


.C24.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


2036 








' End 


2422 




GI 


none 








Score 


88 




Exons 


2036. .2191, 


2174 


. .2422 










Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10 


.C24 


Gene No. 


17793 








Strand 






Start 


5785 








End 


8970 




Name 


OJ990331 06 


-9C10 


.C24.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2210 








End 


2644 




GI 


none 








Score 


303 




Exons 


2210. .2644, 


2419 


. .2619 










Seq. No. 


8342 








Seq. ID 


OJ990331J36.9C10 


.C24 


Gene No. 


17793 








Strand 







8801 



# • 



Start 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.o6. 


tw 


Method 


TBLASTX : Wheat 


Start 


2287 








End 


2479 


GI 


none 








Score 


275 


Exons 


2287. .2358, 


2288 


. .2479, 


2288. 


.2479 




Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 




17793 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2432 








End 


2830 


GI 


none 








Score 


197 


Exons 


2432. .2656, 


2440 


. .2610, 


2441. 


.2611, 2657.. 2830, 2665.. 2703 


Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 




17793 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2465 








End 


2854 


GI 


none 








Score 


112 


Exons 


2465. .2647, 


2660 


. .2854 








Seq. No. 


8342 








Seq. ID 


OJ990331_06.9ClO.C24 


Gene No. 


17793 








Strand 




ij Lul L 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2480 








End 


3235 


GI 


none 








Score 


634 


Exons 


2480. .2944, 


2488 


. .2967, 


2988. 


.3218, 2996. .3235, 3018. .3215, 




3076. .3234 












Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 


Gene No. 


17793 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3155 








End 


3619 


GI 


5509260 








Score 


382 


Exons 


3155. .3619, 


3256 


. .3324, 


3373. 


.3468, 3541. .3600 


GI Descrip. 


- 












Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 




17793 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3248 








End 


3508 


GI 


none 








Score 


286 


Exons - 


3248. .3508, 


3250 


. .3327 








Seq. No. 


8342 








Seq. ID 


OJ990331_06.9ClO.C24 


Gene No. 


17793 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06. 


9C10 


.C24.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3289 








End 


3736 


GI 


none 








Score 


361 


Exons 


3289. .347L, 


3290 


. .3736, 


3425. 


.3607, 3541. .3651 



Seq. No. 8342 Seq. ID OJ990331_06.9C10.C24 



8802 




Gene No. 


moo 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06 


. 9C10 


.C24.o3, 


. t.w 


Method 


TBLASTX: Wheat 


Start 


3290 








End 


3835 


GI 


none 








Score 


318 


Exons 


3290. .3634, 


3437 


. .3610, 


3629. 


.3835, 3703.. 3825 


Seq. No. 


8342 








q Dn T n 
OcCj • 1 U 




Gene No . 


i / / yj 








OLI cli lv_i 




Start 


5785 








End 


8970 


Name 


OJ990331 06 


. 9C10 


.C24.o2, 


.ts 


Method 


TBLASTX: Soybean 


Start 


3686 












GI 


none 








Score 


O \J 


Exons 


3686. .3934, 


3688 


. .4032, 


3689. 






Seq. No. 


8342 








0C4 ■ ± u 




Gene No . 


i / / 








OtrailQ 




Start 


5785 








End 


8970 


Name 


OJ990331 06 


. 9C10 


.C24.o4, 


.tm 


Method 


TBLASTX: Maize 


Start 


3844 


- 






End 


4183 


GI 


none 








Score 


304 


Exons 


. 3844. .4182, 


3845 


. .4183 








Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 


Gene No. 


1 / 136 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06 


. 9C10 


.C24.o2, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4039 








End 


4515 


GI 


none 








Score 


101 


Exons 


4039. .4110, 


4040 


. .4114, 


4041. 


.4112, 4129. .4515, 4130. .4477 


Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 


Gene No. 


i / / yj 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06 


.9C10 


.C24.o4, 


.ts 


Method 


TBLASTX : Soybean 


Start 


4046 








End 


4387 


GI 


none 








Score 


91 


Exons 


4046. .4159, 


4072 


. .4152, 


4178. 


.4387, 4183. .4308 


Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 


Gene No. 


17793 








Strand 






5785 








End 


8970 


Name 


OJ990331 06 


.9C10 


.C24.o2. 


.np 


, Method 


AAT/NAP 


Start 


5509 








End 


8970 


GI 


4680204 








Score 


719 


Exons 


5509. .5533, 


6534 


. .6644, 


6734. 


.6907, 6996.. 8050, 8144.. 8970 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


8342 








Seq. ID 


OJ990331_06.9C10.C24 


Gene No. 


17793 








Strand 




Start 


5785 








End 


8970 


Name 


OJ990331 06 


.9C10 


.C24.o2, 


.gs 


Method 


GENSCAN 


Start 


5785 








End 


8884 


GI 


none 








Score 


.55 


Exons 


5785. .6004, 


6534 


. .6644, 


6734. 


.6907, 6996. .7649, 7857. .7997, 




8346. .8884 













8803 




Seq. No. 


8342 


Seq. ID 


OJ990331_06.9C10 


.C24 


Gene no. 


i / / yo 


Strand 






Start 


5785 


End 


8970 




Name 


OJ990331 06.9C10.C24.o7.tw 


Method 


TBLASTX : Wheat 




Start 


6566 


End 


6927 




GI 


none 


Score 


48 




Exons 


6566.. 6646, 6573.-6647, 6721. 


.6927, 6724.. 6909 




Seq. No. 


8342 


Seq. ID 


OJ990331_06.9C10 


.C24 


Gene No . 


i / / y o 


Strand 






Start 


5785 


End 


8970 




Name 


OJ990331 06.9C10.C24.o5.tw 


Method 


TBLASTX : Wheat 




Start 


8534 


End 


8935 




GI 


none 


Score 


76 




Exons 


8534. .8704, 8535. .8651, 8694. 


.8834, 8699.. 8935, 8741. .8935 


Seq. No. 


8343 


Seq. ID 


OJ990331_06. 9C10 


no a 


Gene No. 


17794 


Strand 






Start 


1 


End 


3607 




Name 


OJ990331 06.9C10.C26.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


3603 




GI 


342 1.R1084 


Score 


5702 




Exons 


1..3603 








GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


r r\ 

[Oryza 




sativa] ' 








Seq. No. 


8343 


Seq. ID 


OJ990331_06.9C10 


no c 


Gene No . 


17794 


Strand 






Start 


1 


End 


'3607 




Name 


OJ990331 06.9C10.C26.ol.gs 


Method * 


GENSCAN 




Start 


277 


End 


3607 




GI 


none 


Score 


.52 




Exons 


277. .867, 958. .1871, 2111. .2458, 2914.. 


3607 




Seq. No. 


8343 


Seq. ID 


OJ990331J36.9C10 


no a 


Gene No. 


17794 


Strand 






o tart 


1 


End 


3607 




Name 


OJ990331 06.9C10.C26.ol.np 


Method 


AAT/NAP 




Start 


298 


End 


3607 




GI 


4680203 


Score 


3194 




Exons 


298. .1275, 1552. .1775, 1929.. 


3607 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


8343 


Seq. ID 


OJ990331_06.9C10 


.C26 


Gene No. 


17794 


Strand 






Start 


1 


End 


3607 




Name 


OJ990331 06.9C10.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


367 


End 


1669 




GI 


none 


Score 


49 




Exons 


367. .444, 383. .418, 433. .513, 


461. .514, 


518. .598, 520.. 


636, 




527. .667, 538. .666, 614. .709, 


646. .705, 


711. .776, 712.. 


756, 




716. .757, 751. .1668, 767. .1669, 944. .1669 




Seq. No. 


8343 


Seq. ID 


OJ990331_06.9C10 


.C26 


Gene No. 


17794 


Strand 






Start 


1 


End 


3607 




Name 


OJ990331 06.9C10.C26.ol.tc 


Method 


TBLASTX: Cress 





8804 






Start 


934 








End 


1385 




GI 


none 








Score 


103 




Exons 


934 . . 1083, 


934 . . 


1377, 938.. 1381, 977.. 


1381, 1203. .1385 




Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 




Gene No. 


17794 








Strand 






Start 


1 








• End 


3607 




Name 


OJ990331 .06 


. 9C10 


.C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1312 ~ 








End 


1626 




GI 


none 








Score 


128 




Exons " 


. 1312. .1626, 


1352 


. .1615 










Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 




Gene No. 


17794 








Strand 






Start 


1 








End 


3607 




Name 


OJ990331 06 


.9C10_.C26.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1670 








End 


2079 




GI 


none 








Score 


67 




Exons 


1670. . 1756, 


1675 


. . 1755, 


1788. 


.1973, 1789. .1974, 1789. .1986, 






1829. .1984, 


1968 


. .2006, 


2028. 


.2078, 2029. .2079 




Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 




Gene No. 


17794 


- 






Strand 




jB Hi 


Start 


1 








End 


3607 


i! f: 

!. E 


Name 


OJ990331 06 


. 9C10 


. C26.o2 


.ts 


Method 


TBLASTX : Soybean 


? cr 


Start 


2112 ~~ 








End 


2354 


! 5 


GI 


none 








Score 


201 


ru 


Exons 


2112. .2354 












h! 


Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 


:, = - 


Gene No. 


17794 








Strand 




i : e 


Start 


1 








End 


3607 


i sF 


Name 


OJ990331 06 


. 9C10 


.C26. o2 


. tm 


Method 


TBLASTX: Maize 


IS 


Start 


2184 ~ 








End 


2641 


'SB? 


GI 


none 








Score 


41 


J 


Exons 


2184 . .2378, 


2388 


. .2501, 


2388 . 


.2504, 2510. .2629, 2513. .2641 




Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 




Gene No. 


17794 








Strand 






Start 


1 








End 


3607 




Name 


OJ990331 06 


.9C10 


.C26.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2218 ~ 








End 


2686 




GI 


none 








Score 


131 




Exons 


2218 . .2424, 


2223 


. .2447, 


2419. 


.2514, 2427. .2504, 2528. .2632, 






2532. .2633, 


2630 


. .2686, 


2634. 


.2678 






Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 




Gene No.. 


17794 








Strand 






Start 


1 








End 


3607 




Name 


OJ990331 06 


.9C10 


.C26.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2513 ~~ 








End 


2822 




GI 


none 








Score 


56 




Exons 


2513. .2815, 


2535 


. .2621, 


2670. 


.2822 






Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 




Gene No. 


17794 








Strand 






Start 


1 








' End 


3607 



8805 




Name 


OJ990331 06 


.9C10 


.C26.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2555 








End 


2984 


GI 


none 








Score 


94 


Exons 


2555. .2851, 


2568 


. .2819, 


2846. 


.2908, 2909.. 2983, 2919.. 2984 


Seq. No. 


8343 








Seq. ID 


OJ990331_06.9C10.C26 


Gene No. 


17794 








Strand 




Start 


1 








End 


3607 


Name 


OJ990331 06 


.9C10 


.C26.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


2905 








End 


3270 


GI 


none 








Score 


187 


Exons 


2905. .3147, 


'2913 


. .3155, 


2921. 


.3166, 2922. .3158, 3149. .3250, 




3163. .3270 












Seq. No. 


8344 








Seq. ID 


OJ990331_06.9C10.C27 


Hpnp No 


17795 








Strand 


+ 


Start 


2636 








End 


4650 


Name 


OJ990331 06 


.9C10 


.C27.ol 


.gs 


Method 


GENSCAN 


Start 


2636 








End 


4650 


GI 


none 








Score 


.44 


Exons 


2636. .3092, 


3176 


. .3371, 


3576. 


.4650 




Seq. No. 


8344 








Seq. ID 


OJ990331_06.9C10.C27 


Gene No. 


17795 








Strand 


+ 


Start 


2636 








End 


4650 


Name 


OJ990331 06 


.9C10 


.C27.ol 


.np 


Method 


AAT/NAP 


Start 


2985 








End 


4629 


GI 


4826399 








Score 


895 


Exons 


2985. .3092, 


3176 


. .3359, 


3452. 


.4629 




GI Descrip. 


(AJ012423) i 


wall-- 


associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


8344 








Seq. ID 


OJ990331_06.9C10.C27 


Gene No. 


17796 








Strand 




Start 


7776 








End 


8322 


Name 


OJ990331 06 


. 9C10 


.C27.o2 


.np 


Method 


AAT/NAP 


Start 


7776 








End 


8322 


GI 


6539585 








Score 


241 


Exons 


7776. .7849, 


8149 


. .8322 








GI Descrip. 


(AP000837) ] 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8344 " 








Seq. ID 


OJ990331_06.9C10.C27 


Gene No. 


17797 








Strand 




Start 


10413 








End 


10778 


Name 


OJ990331 06 


. 9C10 


.C27.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2609 








End 


4512 


GI 


none 








Score 


78 


Exons 


2609. .2674, 


2921 


. .2965, 


3029. 


.3088, 3217. .3246, 3439. .3903, 




3522. .3896, 


3918 


. .4220, 


3919. 


.4512 




Seq. No. 


8344 








Seq. ID 


OJ990331_06.9C10.C27 


Gene No. 


17797 








Strand 




Start 


10413 








End 


10778 


Name 


-OJ990331 06 


. 9C10 


..C27.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3502 








End 


4305 


GI 


none 








Score 


202 


Exons 


3502. .3732, 


3522 


. .3728, 


3715. 


.3897, 3745. .3861, 3756. .3896, 




3919. .4305, 


3921 


. .4241 









8806 



Seq. No. 


8344 




Seq. ID 


OJ990331_06.9C10 


.C27 


Gene No . 


17797 




Strand 






Start 


10413 




End 


10778 




Name 


OJ990331_06. 9C10.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3505 




End 


4461 




GI 


none 




Score 


433 




Exons 


3505. .3894, 3531. .3887, 


3922 . 


.4461, 3973. .4221, 3990. .4274, 




4392 . .4430 










Seq. No. 


8344 




Seq. ■ ID 


OJ990331 06.9C10 


. C27 


Gene No. 


17797 




Strand 






Start 


10413 




End 


10778 




Name 


OJ990331_06 . 9C10 . C27 . ol , 


. tw 


Method 


TBLASTX: Wheat 




Start 


3588 




End 


3900 




GI 


none 




Score 


395 




Exons 


3588. .3875, 3595. .3894, 


3613 . 


.3900 






Seq. No. 


8344 




Seq. ID 


OJ990331_06.9C10 


. C27 


Gene No. 


17797 




Strand 






Start 


10413 




End 


10778 




Name 


OJ990331 06.9C10.C27.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3934 




End 


4244 




GI 


none 




Score 


128 




Exons 


3934 . .4104, 3996. .4 079, 


4105. 


.4242, 4125. .4244 




Seq. No. 


8344 




Seq. ID' 


OJ990331_06.9C10 


.C27 


Gene No. 


17797 




Strand 






Start 


10413 




End 


10778 




Name 


OJ990331 06.9C10.C27.o3, 


.np 


Method 


AAT/NAP 




Start 


10413 




End 


10778 




GI 


6721559 




Score 


414 




Exons 


10413. .10545, 10574. .10778 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gi | 6815084 | dbj | BAA90370 . 


,1| (AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No.- 


8345 




Seq. ID 


OJ990331_06.9C10 


.C28 


Gene No. 


17798 




Strand 


+ 




Start 


582 




End 


647 




Name 


OJ990331 06.9C10.C28.ol, 


,gs 


Method 


GEN SCAN 




Start 


582 




End 


647 




GI 


none 




Score 


.41 




Exons 


■ 582. .647 










Seq. No. 


8345 




Seq. ID 


OJ990331_06.9C10 


.C28 


Gene No. 


17799 




Strand 






Start 


1 




End 


201 




Name 


OJ990331 06.9C10.C28.ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End 


201 




GI 


6539585 




Score 


190 




Exons 


1. .201 










GI Descrip. 


(AP000837). hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


8346 




Seq. ID 


OJ990331_06.9C10 


.C30 


Gene No. 


17800 




Strand 


+ 




Start 


1 




End 


264 





8807 



Name OJ990331_06. 9C10.C30 . ol .np Method AAT/NAP 

Start 1 End 264 

GI 6539553 Score 225 

Exons 1..264 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 8347 Seq. ID 

Gene No. 17801 Strand 

Start 1 End 

Name OJ990701_07 . 9C10 . CI . ol . np Method 

Start 1 End 

GI 5441880 Score 
Exons 1 . .434 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.;- Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990701_07.9C10.C1 
+ 

741 . 
AAT/NAP 
434 
633 



Seq. No. 8347 Seq. ID 

Gene No. 17801 Strand • 

Start 1 End 

Name O*J990701_07 . 9C10 . CI . ol . gp Method 

Start 36 End 

GI 5701669 Score 

Exons 36. .4 46 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62 945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990701_07.9C10.C1 
+ 

741 

AAT/GAP 

'446 

773 



Seq. No. 


8347 






Seq. ID 


OJ990701 07.9C10 


.CI 


Gene No. 


17801 






Strand 


+ 




Start 


1 






End 


741 




Name 


OJ990701 


_07.9C10.C1 


.ol.gs 


Method 


GENS CAN 




Start 


63 






End 


741 




GI 


none 






Score 


.49 




Exons 


63. .233, 


315. .741 










Seq. No. 


8347 






Seq. ID 


OJ990701_07.9C10 


.CI 


Gene No. 


17801 






Strand 


+ 




Start 


1 






End 


741 




Name 


OJ990701 


07.9C10.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


134 






End 


568 




GI 


none 






Score 


272 




Exons 


134. .433, 


151. .372, 


497. .568 








Seq. No. 


8347 






Seq. ID 


OJ990701_07. 9C10 


.CI 


Gene No. 


17801 






Strand 


+ 




Start 


1 






End 


741 




Name 


OJ990701 


07.9C10.C1 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


266 






End 


64 6 




GI 


none 






Score 


208 




Exons 


266. .460, 


275. .472, 


466. .591, 


470. . 646, 


470. . 616 




Seq. No. 


8348 






Seq. ID 


OJ990701_07. 9C10 


.C2 


Gene No. 


17802 






Strand 


+ 





8808 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701_07 . 9C10 .C2 .ol .np 
1 

5441880 



End 

Method 

End 

Score 



5328 
AAT/NAP 
3923 
2896 



1..40, 161. .484, 1043. .1193, 1299. .1635, 2222. .2518, 2595. .2853, 
3098. .3195, 3442. .3573, 3689. .3923 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



8348 

17802 

1 

OJ990701_07 .9C10.C2.ol. gs 
43 

none 



Seq. ID OJ990701_07.9C10.C2 

Strand + 

End 5328 

Method GENSCAN 

End 5328 

Score .7 

2130, 2222.. 2326, 



43. .681, 1089. .1270, 1299. .1545, 1720, 
2442. .2518, 2595. .2853, 2946. .3195, 3286. .3351, 3442. .3573, 
3637. .3862, 3873. .3906, 4168. .4368, 4449.-4538, 5188. .5328 



8348 Seq. ID 

17802 Strand 
1 End 
OJ990701_07 . 9C10 . C2 . ol . gp Method 
2348 End 
LIB3475-007-P1-K1-G8 Score 
2348. .2518, 2595. .2845 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62 945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990701_07. 9C10.C2 
+ 

5328 
AAT/GAP 
2845 
777 



8348 

17803 

21393 

OJ990701_07 . 9C10 . C2 . o5 . gs 

21393 

none 

21393. .21713 ' 



Seq. ID OJ990701_07.9C10.C2 

Strand + 

End 21713 

Method GENSCAN 

End 21713 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8348 Seq. ID 

17804 Strand 

1 End 

OJ990701_07 . 9C10 . C2 . o2 . np Method 

1 End 

4539658 Score 



OJ990701_07.9C10.C2 

17881 
AAT/NAP 
17881 
59 



1..30, 13871. .13960, 17121 .. 17208 , 17598. .17881 
(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



8348 Seq. ID 

17804 Strand 

1 ' End 

OJ990701_07 . 9C10 . C2 . o2 . gp Method 

4807 End 

LIB3431-045-P1-N1-A10 Score 
4807. .4923 

'5441876/dbj IAP000367.1 |AP000367 0.0e+00 Oryza sativa genomic 



OJ990701_07.9C10.C2 

17881 
AAT/GAP 
4923 
197 



8809 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 





Seq. No. 


8348 


Seq. ID 


OJ990701_07. 


9C10.C2 






17804 


Strand 








Start 


1 


End 


17881 






Name 


OJ990701 07.9C10.C2.o3.gp 


Method 


AAT/GAP 






Start 


4866 


End 


5266 






GI 


7406 1.R1084 


Score 


637 






Exons 


4866.-5266 










GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


10 (X94191) 


heat shock protein 






.[Pennisetum glaucum] ' 










Seq. No. 


8348 


Seq. ID 


OJ990701__07. 


9C10.C2 




Gene No. 


17804 


Strand 








Start " 


1 


End 


17881 






Name 


OJ990701 07.9C10.C2.o3.gs 


Method 


GENSCAN 






Start 


16570 


End 


17577 






GI 


none 


Score 


.71 . 






Exons 


16570. .16659, 16858 .. 17399, 


17478. .17577 






Seq. No. 


8348 




OJQQ0701 07 


9C10.C2 




Gene No. 


17805 










Start 


19581 


End 


21169 




.c =t 


Name 


OJ990701 07.9C10.C2.o4 .gs 




\J Hi LN \^£±.L* 






Start 


19581 










GI 


none 




. 42 




m 

rS i 


Exons 


19581. .19804, 20536. .21169 








: =? 

.(Si 

i.J 


Seq. No. 


8349 


Seq. ID 


OJ990701_07. 


9C10.C3 


: t jj 


Gene No. 


17806 


Strand 


+ 




'•e 'zr 


Start 


48 


End 


997 




w 


Name 


OJ990701 07.9C10.C3.ol.gs 


Method 


GENSCAN 




m 


Start 


48 


End 


997 




is 


GI 


none 


Score 


.85 




s j 


Exons 


48. .131, 907. .997 








\ 

"t 


Seq. No. 


8349 


. Seq. ID 


OJ990701_07. 


9C10.C3 


;ss; 


Gene No. 


17807 


Strand 


+ 




. c i 


Start 


1420 


End 


2089 




□ 


Name 


OJ990701 07.9C10.C3.o2.gs 


Method 


GENSCAN 




t 


Start 


1420 


End 


2089 






GI 


none 


Score 


.42 






Exons 


1420. .1437, 1442. .2089 










Seq. No. 


8349 


Seq. ID 


OJ990701_07. 


9C10.C3 






17808 


Strand 


+ 






Start 


8827 


End 


10482 






Name 


OJ990701 07.9C10.C3.ol.gp 


Method 


AAT/GAP 






Start 


8640 


End 


8720 






GI 


38012 1.R1084 


Score 


105 






Exons 


8640. .8720 










GI Descrip. 


'4097 947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 1 




Seq. No. 


8349 


Seq. ID 


OJ990701JD7. 


9C10.C3 




Gene No. 


17808 


Strand 


+ 






Start 


8827 


End 


10482 





8810 



Name 

Start 

GI 

Exons 



OJ990701_07 . 9C10 . C3 . o4 
8827 
none 

8827.. 8909, 9749.. 10062, 



gs Method 
End 
Score 
10083. .10157, 



GENSCAN 

10482 

.67 

10376. .10482 





Seq. No. 


8349 


Seq. ID 


OJ990701JD7 


.9C10 


.C3 




Gene No. 


17809 


Strand 










Start 


3883 


End 


6626 








Name 


OJ990701 07.9C10.C3.ol.np 


Method 


AAT/NAP 








Start 


3883 


End 


6626 








rij 
o J. 




Score 


52 








Exons 


3883.. 4043, 5304.. 5384, 6588 


. .6626 










GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


8349 


Seq. ID 


OJ990701JD7 


. 9C10 


.C3 




Gene No. 


17810 


Strand 










Start 


12796 


End 


12948 








Name ■ 


OJ990701 07.9C10.C3.o5.gs 


Method 


GENSCAN 








Oldl L 


1 97 Qfi 


End 


12948 








GI 


none 


Score 


.85 








Exons 


12796. .12880, 12920.. 12948 












Seq. No. 


8350 


Seq. ;ID 


OJ990701_07 


.9C10 


.C4 




Gene No. 


17811 


Strand 


+ 








Start 


11753 


End 


13378 






her 


Name 


OJ990701_07.9C10.C4.o2.gp 


Method 


AAT/GAP 






ri 


O la IT I, 




End 


11956 








GI 


none 


Score 


688 






n 

»ssr 


Exons 


11215. .11341, 11464. .11548, 


11769. .11956 






: . t 


Seq. No. 


8350 


Seq. ID 


OJ990701_07 


.9C10 


.C4 


S c* 


Gene No. 


17811 


Strand 


+ 






r!S 

I sr 


Start 


11753 


End 


13378 








Name 


OJ990701 07.9C10.C4.o2.gs 


Method 


GENSCAN 






□ 


Start 


11753 


End 


13378 






% \ 


GI 


none 


Score 


.81 






;: =: 


Exons 


11753. .12332, 13311.. 13378 












Seq. No. 


8350 


Seq. ID 


OJ990701_07 


.9C10 


.C4 




Gene No. 


17812 


Strand 








I"! 


Start 


991 


End 


1126 








Name 


OJ990701 07.9C10.C4.ol.np 


Method 


AAT/NAP 








Start 


991 


End 


1126 








GI 


6815099 


Score 


74 








Exons 


991. .1126 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 







Seq. No. 8350 

Gene No. 17813 

Start 7821 

■Name OJ990701_07 . 9C10 . C4 . ol . gp 

Start 7821 

GI 5004627 

Exons 7821.. 8212 



Seq. ID OJ990701_07.9C10.C4 
Strand 

End 8212 

Method AAT/GAP 

End 8212 

Score 691 



Seq. No. 
Gene No, 



8350 
17814 



Seq. ID 
Strand 



OJ990701 07.9C10.C4 



8811 



Start 


12530 


End 


12795 


Name 


OJ990701 07.9C10.C4.o3.gp 


Method 


AAT/GAP 


Start* 


12530 


End 


12795 


GI 


none 


Score 


520 


Exons 


12530. .12795 






Seq. No. 


8351 


Seq. ID 


OJ990701_07.9C10.C5 


Gene No. 


17815 


Strand 


+ 


Start 


1 


End 


3694 


Name 


OJ990701 07. 9C10.C5.ol.gp 


Method 


AAT/GAP 


Start 


.. 1 


End 


172 


GI 


LIB3431-062-P1-K1-D12 


Score 


293 


Exons 


1. .172 






GI Descrip. 


, 2244965/emb|CAB10386.1| 3.0e- 


■28 (Z97340) hypothetical protein 




[Arabidopsis thaliana] V 






Seq. No. 


8351 


Seq. ID 


OJ990701_07. 9C10.C5 


Gene No. 


,17815 


Strand 


+ 


Start 


1 


End 


3694 


Name 


OJ990701 07. 9C10.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3670 


GI 


2244965 


Score 


1436 


Exons 


1..168, 988. .1194, 1311. .1583, 


1995. . 


2118, 2188.. 2286, 




2540. .2716, 2840. .3670 






GI Descrip. 


(Z97340) hypothetical protein 


[Arabidopsis thaliana] 


ill Seq. No. 


8351 


Seq. ID 


OJ990701_07.9C10.C5 


j J [| Gene No. 


17815 


Strand 


+ 


| ; l Start 


1 


End 


3694 


j ss ; Name 


OJ990701 07. 9C10.C5.ol.gs 


Method 


GEN SCAN 


W Start 


117 


End 


3694 


U GI 


none 


Score 


.96 


\[\ Exons 


117. .168, 476. .504, 988. .1185, 


1311. . 


1583, 1995.. 2097, 




2168.. 2286, 2540.. 2716, 2945.. 


3694 




i!*! Seq. No. 


8351 


Seq. ID 


OJ990701_07.9C10.C5 


Gene No. 


,17816 


Strand 




M : Start 


3473 


End 


3919 


Name 


OJ990701 07.9C10.C5.o2.gp 


Method 


AAT/GAP 


s s "*| Start . 


3473 


End 


3919 


gi 


LIB3431-062-P1-N1-D12 


Score 


874 


Exons 


3473. .3919 






GI Descrip. 


•5231209/gb|AF159061.1|AF159061 2.0e- 


68 Oryza sativa subsp. 



indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A) gene, complete cds' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8351 
17817 
7039 - 

OJ990701_07.9C10.C5.o3.ts 
9 

none 

9. .164, 49. .189 



Seq. ID OJ990701_07. 9C10.C5 
Strand 

End 9937 

Method TBLASTX : Soybean 

End 18 9 

Score 181 



Seq. No. 
Gene No. 
Start 



8351 

17817 

7039 



Seq. ID. OJ990701_07. 9C10.C5 
Strand 

End 9937 



8812 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701_07 . 9C10 . C5 . o5 . tm Method 

12 End 

none Score 

12. .155, 49. .192, 85. .168, 985. .1065 



TBLASTX: Maize 

1065 

184 



8351 

17817 

7039 

OJ990701_07 . 9C10 -C5.o2.ts 

1310 

none 



Seq. ID OJ990701_07.9C10.C5 
Strand 
End 

Method 
End 
Score 



9937 

TBLASTX: Soybean 

2256 

60 



1310. .1435, 1310. .1582, 1311. .1586, 1995. .2105, 1997. .2116, 
2158. .2256, 2166. .2255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8351 

17817 

7039 

OJ990701_07. 
1332 
none 
1332. 
1997, 



1586, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1347. .1580, 1993. .2064, 



OJ990701 07.9C10.C5 



9C10.C5.o3.tm 



.2095, 2158. .2244, 2166.. 2267, 



9937 

TBLASTX: Maize 
2290 
368 

1995.. 2096, 1996. 
2168.. 2263, 2214. 



.2091, 
.2288, 



2218. .2289, 2234.. 2290 



Seq. No. 8351 

Gene No. 17817 

Start 7039 

Name OJ990701_07 . 9C10 . C5 . o2 . tc 

Start 2015 

GI none 

Exons 2015.. 2116, 2016.. 2096, 2157, 
2539. .2718, 2540. .2719 



OJ990701_07. 9C10-C5 
9937 

TBLASTX: Cress 

2719 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2288, 2158. .2289, 2535.-2642, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8351 

17817 

7039 

OJ990701_07 . 9C10 . C5 . o4 . tm 

2570 

none 



Seq. ID OJ990701_07. 9C10-C5 
Strand 

End 9937 

Method TBLASTX : Maize 

End 3232 

Score 223 



2570, .2719, 2580. .2717, 2942. .3172, 2943. .3035, 2954. .3205, 
3066. .3209, 3111. .3206, 3189. .3227, 3200. .3232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8351 

17817 

7039 

OJ990701_07.9C10.C5.ol.tm 

3284 

none 



Seq. ID OJ990701_07. 9C10.C5 
Strand 

End '9937 

Method TBLASTX : Mai ze 

End 3703 

Score 490 



3284. .3700, 3286. .3699, 3287. .3703 



Seq. No. 8351 

Gene No. 17817 

Start 7039 

Name OJ990701_07 . 9C10 . C5 . o3 . tc 

Start 3413 

GI none 
Exons 



Seq. ID OJ990701_07.9C10.C5 
Strand 

End 9937 

Method TBLASTX: Cress 

End 3640 

Score 83 



3413.. 3493, 3439.-3522, 3529.. 3639, 3530.. 3640 



8813 




Seq. No. 


8351 








Seq. ID 


OJ990701 


_07 . 9C10 -C5 


Gene No. 


17817 








Strand 






Start 


7039 








End 


9937 




Name 


OJ990701 07 


. 9C10 


.C5.o2. 


tm 


Method' 


TBLASTX: 


Maize 


Start 


7000 








End 


9283 




GI 


none 








Score 


282 




Exons 


7000. .7290, 


7013 


. . 7267, 


7017 . 


.7289, 7033.. 7290, 


7041 . .7295, 




7356. .7439, 


7378 


. . 7443, 


7378. 


.7443, 7642. .7728, 


7649. .7729, 




7654 . .7722, 


8222 


. . 8410, 


8236. 


.8358, 8240. .8374, 


8241 . .8375, 




8409. . 8432, 


9006 


. . 9113, 


9010. 


.9111, 9235. .9279, 


9242 . . 9283 


Seq. No. 


8351 








Seq. ID 


OJ990701 


07. 9C10.C5 


Gene No. 


17817 








Strand 






Start 


7039 








End 


9937 




Name 


OJ990701_07 


.9C10 


.CS.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7036 








End 


9658 




GI 


none 








Score 


154 




Exons 


7036. . 7290, 


7049 


. . 7276, 


7380. 


.7439, 7381. .7443, 


7654 . .7722, 




8232 . . 8312, 


8240 


. . 8374, 


9006. 


.9113, 9010. .9108, 


9011 . . 9109, 




9235. . 9315, 


9242 


. . 9445, 


9303. 


.9434, 9517. .9657, 


9524 . . 9658 


Seq. No. 


8351 








Seq. ID 


OJ990701 


_07. 9C10.C5 


Gene No. 


17817 








Strand 






Start 


7039 








End 


9937 




Name 


OJ990701_07 


. 9C10 


.C5.o3. 


gs 


Method 


GENS CAN 




Start 


7039 








End 


9933 




GI 


none 








Score 


.94 




Exons 


7039. .7288, 


7381 


. .7442, 


7654 . 


.7719, 8243. .8374, 


9009 . . 9110, 




9245. . 9442, 


9517 


. . 9663, 


9823. 


.9933 






Seq. No. 


8351 








Seq. ID 


OJ990701 


_07 . 9C10 . C5 


Gene No. 


17817 








Strand 






Start 


7039 








End 


9937 




Name 


OJ990701_07 


.9C10 


.C5.o2. 


np 


Method 


AAT/NAP 




Start 


7042 








End 


9933 




GI 


6714447 








Score 


993 




Exons 


7042. .7288, 


7381 


. .7442, 


7654. 


.7719, 8243.-8374, 


9009. .9110, 




9245. .9442, 


9517 


. .9663, 


9823. 


.9933 






GI Descrip. 


(AC011620) ] 


putative phospholipase D [Arabidopsis thaliana] 


Seq. No. 


8351 








Seq. ID 


OJ990701 


_07.9C10.C5 


Gene No. 


17817 








Strand 






Start 


7039 








End 


9937 




Name 


OJ990701_07 


. 9C10 


.CS.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9006 








End 


9558 




GI 


none 








Score 


99 




Exons 


9006. . 9113, 


9009 


. .9125, 


9239. 


.9445, 9242. .9445, 


9511. .9558, 




9517. .9558 














Seq. No. 


8351 








Seq. ID 


OJ990701 


_07.9C10.C5 


Gene No. 


17817 








Strand 






Start 


7039 








End 


9937 




Name 


OJ990701 07 


.9C10 


.C5.o3. 


gp 


Method 


AAT/GAP 




Start 


9271 








End 


9937 




GI 


1631485 








Score 


769 




Exons 


9271. .9442, 


9517 


. .9663, 


9823. 


.9937 







8814 



GI Descrip. 2077943/dbj | BAA19882 i 7.0e-29 (D88672) phospholipase D [Rattus 
norvegicus] 



Seq. No. 8352 

Gene No. 17818 

Start 10011 

Name OJ990701_07 . 9C10 . C6 . o2 . gs 

Start 10011 

GI none 
Exons 



Seq. ID OJ990701_07.9C10.C6 

Strand + 

End 16472 

Method GENSCAN 

End 16472 

Score .55 



10011. .10066, 11190. .11272, 12107 .. 12185, 13217 .. 13344 , 
13961. .14320, 14611. .14667, 15613 .. 15708 , 16339. .16472 



Seq. No. 8352 

Gene No. 17819 

Start 19957 

Name OJ990701_07.9C10.C6.o4. 

Start 19957 

GI none 
Exons 



gs 



Seq. ID OJ990701_07.9C10.C6 

Strand + 

End 21569 

Method GENSCAN 

End 21569 

Score .48 



19957. .19976, 20661 .. 20776, 21160 .. 21323, 21420.. 21569 



Seq. No. 


8352 




Seq. ID 


OJ990701_ 


07.9C10.C6 


Gene No. 


17820 




Strand 


+ 




Start 


24674 




End 


35547 




Name 


OJ990701 07.9C10.C6 


. o2 . np 


Method 


AAT/NAP 




Start 


24674 




End 


27850 




GI 


3549626 




Score 


397 




Exons 


24674. .24738, 26764 


. .27850 








GI Descrip. 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis 


thaliana] 


Seq. No. 


8352 




Seq. ID 


OJ990701_ 


07.9C10.C6 


Gene No. 


17820 




Strand 


+ 




Start 


24674 




End 


35547 




Name 


OJ990701 07.9C10.C6 


.o5.gs 


Method 


GENSCAN 




Start 


25632 




End 


30730 




GI 


none 




Score 


.83 




Exons 


25632. .25783, 26175 


. .26250, 


26810. .28 


634, 29811. 


.30052, 




30154. .30283, 30420 


. .307.30 








Seq. No. 


8352 




Seq. ID* 


%OJ990701_ 


07.9C10.C6 


Gene No. 


17820 




Strand 


' + 




Start 


24674 




End 


35547 




Name 


OJ990701 07.9C10.C6 


. o3 .np 


Method 


AAT/NAP 




Start 


29864 




End 


31235 




GI 


3522961 




Score 


568 




Exons 


29864. .30052, 30145 


. .30291, 


30422. .30711, 30824. 


.30946, 




31026. .31235 










GI Descrip. 


(AC004411) putative 


protein 


kinase [Arabidopsis 


thaliana] 



Seq. No. 8352 Seq. ID 

Gene No. 17820 Strand 

Start 24674 End 

Name OJ990701_07 . 9C10 . C6 . o3 . gp Method 

Start 30615 End 

GI 13679_1.R1084 Score 

Exons 30615. .30702, 30815 .. 3094 6, 31026 

34861. .34900, 35120. .35190, 35277 



OJ990701_07.9C10.C6 
+ 

35547 
AAT/GAP 
35547 
1508 

31112, 34629. .34758, 
35547 



GI Descrip. '3763932 6.0e-23 (AC004450) putative protein kinase [Arabidopsis 



8815 



thaliana] 1 



Seq. No. 8352 Seq. ID 

Gene No. 17821 Strand 

Start 35910 End 

Name OJ990701_07 . 9C10 . C6 . o4 . gp Method 

Start 35910 End 

GI none Score 

Exons 35910. .36392 



OJ990701_07.9C10.C6 
+ 

36392 
AAT/GAP 
36392 
890 



Seq. No. 8352 Seq. ID 

Gene No. 17822 Strand 

Start 116 End 

Name OJ990701_07 . 9C10 . C6 . ol . gs Method 

Start 116 End 

GI none Score 

Exons 116. .225, 596. .718, 1198. .1737, 1804.. 



OJ990701_07.9C10.C6 

8335 
GENSCAN 
8335 
.65 

I960, 2105.. 2254, 



2332. .2471, 2486. .2558, 2729. .2832, 3303. .3425, 5141. .5314, 
5725. .5851, 6033. .6151, 6641. .6737, 7315. .7446, 7686. .8335 



Seq. No. 8352 

Gene No. 17822 

Start 116 

Name . OJ990701_07 . 9C10 . C6 . ol . np 

Start 1505 

GI 6714447 
Exons 



Seq. ID OJ990701_07.9C10.C6 
Strand 

End 8335 

Method AAT/NAP 

End 7960 

Score 1682 



1505. .1737, 1804. .1960, 2105. .2254, 2332. .2450, 3518. .3634, 

3722. .3961, 5141. .5314, 5408. .5575, 5725. .5866, 6033. .6151, 
6641. .6742, 7730. .7960 

GI Descrip. (AC011620) putative phospholipase D [Arabidopsis thaliana] 



Seq. No. 


8352 


Seq. ID 


OJ990701_07 


.9C10 


.C6 


Gene No. 


17822 


Strand 








Start 


116 


End ' 


8335 






Name 


OJ990701 07.9C10.C6.ol.gp 


Method 


AAT/GAP 






Start 


2404 


End 


5203 






GI 


uC-osflM202097d01bl 


Score 


908 






Exons 


2404. .2471, 3518. .3634, 3722 


..3961, 5141. .5203 






GI Descrip. 


•2773042 5.0e-26 (AF038440) 


phospholipase D2 [Homo 


sapiens] 


Seq. No. 


8352 


Seq. ID 


OJ990701_07 


. 9C10 


.C6 


Gene No. 


17823 


Strand 








Start 


20166 


, End 


20246 






Name 


OJ990701 07. 9C10.C6.o2.gp 


Method 


AAT/GAP 






Start 


20166 


End 


20246 






GI 


38012 1.R1084 


Score 


113 






Exons 


20166. .20246 










GI Descrip. 


? 4097 947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 1 




Seq. No. 


8352 


Seq. ID 


OJ990701_07 


. 9C10 


.C6 


Gene No. 


17824 


Strand 








Start 


32689 


End 


36313 






Name 


OJ990701 07. 9C10.C6.o6.gs 


Method 


GENSCAN 






Start 


32689 


End 


36313 






GI 


none 


Score 


.61 






Exons 


32689. .32790, 33217 .. 33391 , 


33597. .33814, 33882 34094 , 





8816 




36260. .36313 



.oeq. jno . 


Q *3 C. o 






Gene No. 


17825 






Start 


36987 






Name 


OJ990701 07 


. 9C10 


.C6.o5. 


Start 


1361 






GI 


none 






Exons 


1361. .1468, 


1363 


. .1470, 




1637. .1738, 


1641 


. .1739 


Seq. No. 


8352 






Gene No. 


17825 






Start 


36987 






Name 


OJ990701 07 


.9C10 


.C6.o2. 


Start 


1825 






GI 


. none 






Exons 


1825. .1962, 


1826 


. .1999, 


Seq. No. 


8352 






Gene No. 


17825 






Start 


36987 






Name 


OJ990701 07 


. 9C10 


.C6.o2. 


Start 


3590 






GI 


none 






Exons 


3590. .3637, 


3594 


. .3635, 




3741. .3878, 


3866 


. .3928 




Seq. ID OJ990701_07.9C10.C6 
Strand 

End 37159 

tm Method TBLASTX: Maize 

End 1740 

Score 59 
1482. .1586, 1534. .1584, 1636. .1740, 



Seq. ID 'OJ990701_07.9C10.C6 
Strand 

End 37159 

tc Method TBLASTX: Cress 

End 2242 

Score 100 
2085. .2237, 2095. .2241, 2102. .2242 

Seq. ID OJ990701_07.9C10.C6 
Strand 

End 37159 

ts Method TBLASTX : Soybean 

End 3928 

Score 60 
3719. .3874, 3737. .3865, 3741. .3878, 



Seq. No. 8352 

Gene No. 17825 

Start 36987 

Name OJ990701_07 . 9C10 -C6.o4.tm 

Start 14185 

GI none 

Exons 14185. .14505, 14188 14511, 
14509. .14559, 14580 14708, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14258 

14610 



OJ990701 07.9C10.C6 



37159 

TBLASTX : Maize 
14709 
186 

14512, 14508. .14621, 
14708, 14662.. 14709 



Seq. No. 8352 Seq. ID 

Gene No. 17825 Strand 

Start 36987 End 

Name OJ9907 01_07 . 9C10 . C6 . ol . tc Method 

Start 26843 End 

GI none Score 

Exons 26843. .26905, 26902 .. 2697 9, 26903 26983, 27004 

27005. .27154, 27191 .. 27241, 27238 .. 27339, 27251 



OJ990701 07.9C10.C6 



37159 

TBLASTX: Cress 
30616 
45 

27138, 
27496, 



27367. .27471, 27893 .. 28075, 28421 .. 28510, 29888 .. 30022, 
30121. .30285, 30425 .. 30616, 30457. .30612 



Seq. No. 8352 

Gene No. 17825 

Start 36987 

Name OJ990701_07 . 9C10 . C6 . ol . tm 

Start ' 26860 

GI none 

Exons 26860. .26994, 26861 .. 26995, 
2 6997. .27341, .30163. .30285 



Seq. ID 

Strand 

End 

. Method 
End 
Score 



OJ990701_07.9C10.C6 
37159 

TBLASTX: Maize 

30285 

141 



26992. .27339, 26993 .. 27340, 



8817 



Seq. No. 8352 

Gene No. 17825 

Start 36987 

Name OJ990701_07 . 9C10 . C6 . ol . ts 

Start 26897 

GI none 

Exons 26897 
27397 



26983, 
27507, 
30175. .30291, 
30691. .30714, 
30860. .30946, 



27008. 
28463. 
30315. 
30815. 



27148, 
28510, 
30344, 
30868, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701" 07/9C10.C6 



31016. .31156, 



37159 

TBLASTX: Soybean 
31178 
63 

27251. .27334, 27362 .. 27523, 
29804. .30028, 30162 .. 30260, 
30416. .30619, 30421 30612, 
30825. .30869, 30859 3094 5, 
31026. .31178 



OJ990701 07.9C10.C6 



Seq. No. 8352 Seq. ID 

Gene No. 17825 Strand 

Start 36987 End 

Name OJ990701JD7 . 9C10 . C6 . o2 . tw Method 

Start 26897 End 

GI none Score 

Exons 26897. .26986, 27005 .. 27139, 27890 .. 28075, 29867 30037, 
30148. .30273 



37159 

TBLASTX: Wheat 

30273 

67 



Seq. No. 8352 

Gene No. 17825 

Start 36987 

Name OJ990701_07 . 9C10 . C6 . ol . tw 
Start^ . 27254 

GI none 
Exons 



Seq. ID OJ990701_07.9C10.C6 
Strand 
End 

Method 
End 
Score 



37159 

TBLASTX: Wheat 

30616 

101 



27254. .27373, 27359 274 90, 28451 .. 28510, 30494. .30616 



Hi 



'« J. 



Seq. No. 8352 
Gene No. 17825 
Start 36987 

Name OJ990701 _07 . 9C10 . C6 . o2 . tm 

Start 27362 
GI none 

Exons 27362. .27523, 27379 .. 27513, 

29878. .30033, 30413 .'. 30529, 
30421. .30612, 30655 .. 30714 , 
30859. .30945, 30860 .. 30946, 
31026. .31178 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_07.9C10.C6 
37159 

TBLASTX: Maize 

31178 

144 



28463. .28510, 29828 .. 3004 0, 
30416. .30619, 30420 .. 30587 , 
30815. .30868, 30825 .. 308 69/ 
31016. .31159,' 31019. .31111, 



Seq. No. 8352 

Gene No. 17825 

Start 36987 

Name OJ990701_07 . 9C10 . C6 . o3 . tm 

Start 28158 

GI none 
Exons 



Seq. ID OJ990701_07. 9C10.C6 
Strand 

End 37159 

Method TBLASTX : Mai ze 

End 28400 

Score 4 9 



28158. .28217, 28159 .. 28377 , 28160 .. 28378 , 28263.. 28400 



Seq. No. 8352 

Gene No. 17825 

Start 36987 

Name OJ990701_07 . 9C10 . C6 . o3 . tc 

Start 30815 

GI none 
Exons 



Seq. ID OJ990701_07. 9C10.C6 
Strand 

End 37159 
Method TBLASTX: Cress 
End 31178 
Score .44 



30815. .30868, 30825 .. 30869, 30859 .. 30942 , 30860 .. 3094 6, 
31016. .31114, 31026. .31178 



8818 




Sea No 


8352 




Seq. ID 


OJ990701 07. 


9C10 .C6 


Gene No. 


17825 




Strand 






Start 


36987 




End 


37159 




Name 


OJ990701 07.9C10.C6.o5 


.gp 


Method 


AAT/GAP 




Start 


36987 




End 


37159 




GI 


none 




Score 


283 




Exons 


36987. .37159 










Seq. No. 


8353 




Seq. ID 


OJ990701_07. 


9C10.C7 


Gene No 


17826 




Strand 


+ 




Start 


490 




End 


3536 




Name 


OJ990701 07.9C10.C7.ol 


.gs 


Method 


GENSCAN 




Start 


490 




End 


3536 




GI 


none 




Score 


.77 




Exons 


490. ,569, 1627. .1682, 


1833.. 1944, 2315 


..2379, 3099. 


.3245, 




3436. .3536 










Sea No 


8354 




Seq. ID 


OJ990721 03. 


9C10 .CI 


Gene No. 


17827 




Strand 


+ ~ 




Start 


667 




End 


1463 




Name 


OJ990721 03.9C10.Cl.ol 


.gs 


Method 


GENSCAN 




Start 


667 




End 


1461 




GI 


none 




Score 


.92 




Exons - 


667. .991, 1091. .1461 










Seq. No. 


8354 




Seq. ID 


OJ990721_03. 


9C10.C1 


Gene No . 


17827 




Strand 


+ 




Start 


667 




End 


1463 




Name 


OJ990721 03.9C10.Cl.ol 


.np 


Method 


AAT/NAP 




Start 


667 




End 


1463 




GI 


4512231 




Score 


1263 




Exons 


667. .1463 










GI Descrip. 


. (AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


8355 




Seq. ID 


OJ990721_03. 


9C10.C2 


Gene No . 


17828 




Strand 


+ 




7$ tart 


1 




End 


4008 




Name 


OJ990721 03.9C10.C2.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3996 




GI 


4680179 




Score 


5222 




Exons 


1..588, 616. .3996 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Sea No 


8355 




Seq. ID 


OJ990721_03. 


9C10.C2 


Gene No. 


17828 




Strand 


+ 




Start 


1 




End 


4008 




Name 


OJ990721 03.9C10.C2.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4 




End 


294 




GI 


none 




Score 


225 




Exons 


4. .294 










Seq. No. 


8355 




Seq. ID 


OJ990721_03. 


9C10.C2 


Gene No. 


17828 




Strand 


+ 




Start 


1 




End 


4008 




Name 


OJ990721 03.9C10.C2.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


4 




End 


339 





8819 



GI none 

Exons 4.. 339, 16.. 183 

Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03 . 9C10 .C2 . ol . gs 

Start 196 

GI none 

Exons. 196.. 1429, 1676.. 3021, 3205. 



Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,4008 



286 



OJ990721_03:9C10.C2 
+ 

4008 
GENSCAN 
4008 
.85 



Seq. No. 8355 Seq. ID 

Gene No. 17828 Strand 

Start 1 End 

Name v OJ990721_03. 9C10.C2 . 08 . tw Method 

Start 673 End 

GI none Score 

Exons 673.. 1026. . 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Wheat 

1026 

244 



m 



u 
w 



< 1= i 



Seq. No. 8355 Seq. ID 

Gene No. 17828 Strand 

Start 1 End 

Name OJ990721_03 . 9C10 . C2 . o7 . tm Method 

Start 1030 End 

GI none Score 

Exons 1030. .1221, 1068. .1175 

Seq. No. 8355 Seq. ID 

Gene No. 17828 Strand 

Start 1 End 

Name OJ990721 _03 . 9C10 . C2 . o4 . tw Method 

Start 1158 End 

GI none Score 

Exons 1158.. 1598, 1159.. 1641, 1195.. 1638 

Seq. No. 8355 Seq. ID 

Gene No. 17828 Strand 

Start 1 End 

Name OJ990721_03 . 9C10 . C2 . o4 . ts Method 

Start 1195 End 

GI none Score 

Exons 1195.. 1509 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Maize ■ 

1221 

188 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Wheat 

1641 

529 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Soybean 

1509 

192 



Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03 . 9C10.C2 . o4 . tm 

Start 1224 

GI none 

Exons 1224.. 1661, 1228.. 1695 

Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03 . 9C10 . C2 . ol . ts 

Start 1582 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Maize 

1695 

385 



OJ990721_03*. 9C10.C2 
+ 

4008 

TBLASTX : Soybean 

1977 

57 



8820 



Exons 



1582. .1614, 1582. .1614, 1618. .1977, 1621. .1761, 1734. .1967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8355 

17828 

1 

OJ990721_03, 

1690 

none 

1690. .1992, 

8355 

17828 

1 

OJ990721_03, 
1711 - 
none 

1711. .2058, 

8355 

17828 

1 

OJ990721_03. 

1993 

none 

1993. .2418, 

8355 

17828 

1 

OJ990721_03. 

1999 

none 

1999. .2247 

8355 

17828 

1 

OJ990721_03. 

2065 

none 

2065. .2418, 

8355 

17828 

1 

OJ990721_03. 

2446 

none 

2446. .2985, 

8355 

17828 

1 

OJ990721_03. 

2683 

none 

2683. .2865, 



9C10.C2.o5.tw 
1731. .1991 

9C10.C2.o5.tm 
1779. .2057 

9C10.C2.o3.tw 
1995.. 2057, 2076. 

9C10.C2.o3.ts 



Seq. ID OJ990721_03.9C10.C2 

Strand + 

End 4008 

Method TBLASTX : Wheat 

End 1992 

Score 411 



9C10.C2.o2.tm 
2076. .2411 

9C10.C2.o2.tw 
2634. .2981, 2636. 

9C10.C2.ol.tc 
2866. .3009, 2868. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End' 
Method 
End 
Score 
.2411 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2986 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3008 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Maize 

2058 

327 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Wheat 

2418 

591 



OJ990721_03. 9C10.C2 
+ 

4008 

TBLASTX : Soybean 

2247 

197 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Maize 

2418 

455 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Wheat 

2986 

616 



OJ990721_03.9C10.C2 
+ 

4008 

TBLASTX: Cress 

3009 

87 



8821 




Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03 . 9C10 .C2 . o2 . 

Start 2784 

GI none 

Exons 2784.. 3032, 2785.. 3033 

Seq. No. 8355 
Gene No. - . 17828 

Start 1 

Name OJ990721 JD3 . 9C10 . C2 . o3 . 

Start 2832 

GI none 

Exons 2832.. 3083, 2832.. 3119, 

Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03.9C10.C2.ol-. 

Start 2992 

GI none 

Exons 2992.. 3618, 3048.. 3497 

Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03 . 9C10 . C2 . ol . 

Start 3171 

GI none 

Exons 3171.. 3326, 3172.. 3333, 

Seq. No. 8355 

Gene No. 17828 

Start 1 

Name OJ990721_03 . 9C10 . C2 . 06 . 

Start 3618 

GI none 

Exons 3618.. 3899, 3619.. 3951 

Seq. No. 8356 

Gene No. 17829 

Start 560 

Name OJ990721_03 . 9C10.C3. ol. 

Start 560 

GI 6063554 

Exons 560.. 857, 976.. 1204, 15 

GI Descrip. (AP000615) ESTs AU07560 
correspond to a region 
protein [Oryza sativa] 

Seq. No. 8356 

Gene No. 17829 

Start - 560 

Name OJ990721_03 . 9C10 . C3 . ol . 

Start 964 






Seq. ID 


OJ990721_03.9C10.C2 




Strand 


+ 




End 


4008 


ts 


Method 


TBLASTX : Soybean 




End 


3033 




Score 


298 




Sea. ID 


OJ990721 03.9C10.C2 




Strand 


+ ~~ 




End 


4008 


tm 


Method 


TBLASTX: Maize 




End 


' 3123 




Score 


145 


2833. 


.3123 






Seq. ID 


OJ990721_03. 9C10.C2 




Strand 


+ 




End 


4008 


tw 


Method 


TBLASTX: Wheat 




End 


3618 




Score 


696 




Seq. ID 


OJ990721_03.9C10.C2 




Strand 


+ 




End 


4008 


tm 


Method 


TBLASTX: Maize 




End 


3756 




Score 


229 


3330. 


.3491, 3331.. 3756, 3546.. 3755 




Seq. ID 


OJ990721_03. 9C10.C2 




Strand 


+ 




End 


4008 


tw 


Method 


TBLASTX: Wheat 




End 


3951 




Score 


300 




Seq. ID 


OJ990721_03.9C10.C3 




Strand 


+ 




End 


12509 


np 


Method 


AAT/NAP 




End 


12509 




Score 


347 



12. .1539, 12335. .12509 

9(C63344) ,C71850 (E04 64 ) , C98 611 (E04 64) 
of the predicted gene.; hypothetical 



Seq. ID OJ990721_03.9ClO.C3 

Strand + 

End 12509 

gs Method GENSCAN 

End 5214 



8822 



GI 

Exons 



none 

964. .1204, 1265.. 1287, 1512, 
3801.. 4245, 4610.. 5214 



Score .81 
,1535, 3076.. 3290, 3564.. 3761, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8356 Seq. ID 

17829 Strand 

560 End 

OJ990721_03.9C10.C3.ol.gp Method 

1006 End 

101153_1.R1084 Score 
1006.. 1204, 1512.. 1739 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ990721_03.9C10.C3 
+ 

12509 
AAT/GAP 
1739 
588 



8356 Seq. ID 

17829 Strand 

560 End 

OJ990721_03 . 9C10 . C3 . o2 . gp Method 

1758 End 

2428185 Score 
1758. .2187 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ990721_03.9C10.C3 
+ 

12509 
AAT/GAP 
2187 
813 



8356 

17829 

560 

OJ990721_03.9C10.C3.o4, 

11916 

2428185 

11916. .12349 



gp 



Seq. ID OJ990721_03. 9C10.C3 

Strand + 

End" 12509 

Method AAT/GAP 

End 12349 

Score 709 



5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



8356 

17830 

13223 

OJ990721_03.9C10.C3.o3.gs 

13223 

none 

13223. .14320 



Seq. ID OJ990721_03.9C10.C3 

Strand + 

End 14320 

Method GENS CAN 

End 14320 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8356 Seq. ID OJ990721_03 . 9C10 . C3 

17831 Strand 

2710 End 3018 

OJ99072 1_03 . 9C10 . C3 . o3 . gp Method AAT/GAP 

2710 End 3018 

61605_3.R1084 Score 461 

2710. .3018 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 8356 Seq. ID 

Gene No. 17832 - Strand 

Start 5930 End 

Name ' OJ990721_03 . 9C10 . C3 . ol . ts Method 

Start 5312 End 



OJ990721_03.9C10.C3 
12255 

TBLASTX : Soybean 
5557 



8823 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

5312.. 5557, 5323.. 5478, 5521.. 5553 

8356 Seq. ID 

17832 Strand 

5930 End 

OJ99072 1_03 . 9C10 . C3 . o2 . gs Method 

5930 End 

none Score 



235 



OJ990721_03.9C10.C3 

12255 
GENSCAN 
12255 
. 63 



5930. .6568, 7041. .7382, .7458.-7667, 8289. .8340, 10889 11458, 
12242.. 12255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990721_03.9C10.C4 



8357 

17833 Strand + 

1 End 3449 

OJ990721_03 . 9C10 . C4 . ol . np Method AAT/NAP 

1 End 34 4 9 

5777623 Score 1082 

1..72, 252. .771, 1587. .1829, 3342. .3449 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8357 
17833 
1 

OJ990721_03 . 9C10 . C4 . ol . gp 
2486 

38782_1.R1084 
2486. .3000 

' 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ990721_ 
+ 

3449 
AAT/GAP 
3000 
810 



03.9C10.C4 



8357 

17834 

4136 

OJ990721_03.9C10.C4 .o2.gs 

4136 

none 



Seq. ID OJ990721_03. 9C10.C4 



Strand 
End 

Method 
End 
Score ' 



+ 

7369 
GENSCAN 
6144 
.52 



4136. .4249, 4888. .4930, 5265. .5523, 5844. .6144 



8357 
17834 
4136 

OJ990721_03 . 9C10 . C4 . o4 . np 
4639 
3249064 
4639. .4882, 7337. .7369 

(AC004473) Strong similarity to trehalose-6-phosphate synthase 
homolog gb 12245136 from A. thaliana chromosome 4 contig 
gb|Z97344. [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_ 
+ 

7369 
AAT/NAP 
7369 
88 



03.9C10.C4 



8357 Seq. ID 

17835 Strand 

1737 End 

OJ990721JD3 . 9C10 . C4 . o2 . np Method 

1737 End 

4680186 Score 

1737.. 2155, 2683.. 2790, 5163.. 5192 



OJ990721_03. 9C10.C4 

6250 
AAT/NAP 
5192 
201 



8824 



GI Qescrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 8357 
Gene No. 17835 
Start 1737 

Name OJ990721_03 . 9C10 .C4 . o3 . np 

Start 3573 
GI 3776559 
Exons 3573.. 3828, 6072.. 6250 

GI Descrip. m (AC005388) Strong similarity to gene F14J9.26 gi 1 3482933 cdc2 
protein kinase homolog from A.* thalianaBAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ990721_03.9C10.C4 
Strand 

End 6250 

Method AAT/NAP 

End 6250 

Score 79 



Seq. No. * 


. 8357 






Seq. ID 


OJ990721_03.9C10.C4 


Gene No. 


17836 






Strand 




Start 


6740 






End 


8600 


Name 


OJ990721_03 


. 9C10 


. C4.o2.. tm 


Method 


TBLASTX: Maize 


Start 


364 9 






End 


3830 


GI 


none 






Score 


69 


Exons 


3649. .3738, 


3653 


..3739, 3665. 


.3745, 3666.. 3749, 3746. .3826 




3750. .3830, 


3751 


. .3828 






Seq. No. 


8357 






Seq. ID 


OJ990721_03.9Cl'0.G4 


Gene No. 


17836 






Strand 




Start 


6740 






End 


8600 


Name 


OJ990721 03 


. 9C10 


.C4.o3.gs 


Method 


GENS CAN 


Start 


6740 






End 


8263 


GI 


none 






Score 


.72 


Exons 


6740. . 6928, 


7924 


..8033, 8177. 


.8263 




Seq. No. 


8357 






Seq. ID 


OJ990721_03.9C10.C4 


Gene No. 


17836 






Strand 




Start 


6740 






End 


8600 : '- ' 


Name 


OJ990721 03 


. 9C10 


.C4 . o5 .np 


Method 


AAT/NAP 


Start 


7308 






End 


8600 


GI 


4234852 






Score 


1156 


Exons 


I jUo . . o bUU 










GI Descrip. 


(AF082133) ■ 


gag-pol polyprotein [Zea mays] 


Seq. No. 


8357 






Seq. ID 


OJ990721_03.9C10.C4 


Gene No, 


17836 






Strand 




Start 


6740 






End 


8600 


Name 


OJ990721 03 


.9C10 


.C4 ,o2.tw 


Method 


TBLASTX: Wheat 


Start 


7359 






End 


7755 


GI 


none 






Score 


81 


Exons 


7359. .7574, 


7582 


..7755, 7583. 


.7723 




Seq. No. 


8357 






Seq. ID 


OJ990721_03.9C10.C4 


Gene No. 


17836 






Strand 




Start 


6740 






End 


8600 


Name 


OJ990721 03 


. 9C10 


.C4 .ol. tm 


Method 


TBLASTX: Maize 


Start 


7843 






End 


8097 


GI 


none 






Score 


94 


Exons 


7843. .8097, 


7844, 


. .7963 






Seq. No. 


8357 






Seq. ID 


OJ990721_03.9C10.C4 



8825 






Gene No. 


17836 Strand 






0 Lai t_ 


6740 End 


8600 




Name 


OJ990721 -03.9C10.C4.ol.tw Method 


TBLASTX: Wheat 




Start 


7 903 End 


8372 




GI 


none Score 


57 




Exons 


7903. .8109, 7907. .8101, 8042. .8278, 8088. .8270, 8088. .8306, 






8313. .8372 






Seq. No. 


8358 Seq. ID 


OJ990721JD3. 9C10.C5 




UC11C IN \J ■ 


17837 Strand 


+ 




Start 


890 '*. End 


1892 




Name 


OJ990721 03.9C10.C5.ol.gs Method 


GENSCAN 




Start 


8 90 End 


1892 




GI 


none Score 


.41 




Exons 


890. .982, 1287. .1487, 1503. .1892 






Seq. No. 


8358 Seq. ID 


OJ990721_03.9C10.C5 




Gene No. 


17837 Strand- 


+ 




Start 


890 End 


1892 




Name 


OJ990721 03. 9C10.C5.o2.np Method 


AAT/NAP 




Start 


1335 End 


1769 




GI 


2213591 Score 


255 




Exons 


1335. .1769 






GI Descrip. 


(AC000348) T7N9.11 [Arabidopsis thaliana] 




Seq. No. 


8358 Seq. ID 


OJ990721_03.9C10.C5 


I i : 
•3 • * 


Gene No. 


17838 Strand 




: of 


Start 


26 End 


2321 






OJ990721 03.9C10.C5.ol.tm Method 


TBLASTX: Maize 




Start 


12 End 


2321 


i i i 


. GI 


none Score 


72 




Exons 


12. .80, 13. .84, 25. .84, 98. .205, 99. .206, 102. .206, 213. .305, 


!M! 

: 37 




218. .310, 2084. .2176, 2096. .2167, 2150 


..2296, 2188.. 2295, 






2285.. 2320, 2286.. 2321 






Seq. No. 


8358 Seq. ID 


OJ990721_03.9C10.C5 




Gene No. 


17838 Strand 






Start 


26 End 


2321 




Name 


OJ990721 03.9C10.C5.ol.np Method * 


AAT/NAP 


Q 


Start 


26 End 


310 




(IT 


3776559 Score 


90 


t cr 


Exons 


26. .310 






GI Descrip. 


(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 






protein kinase homolog from A. thaliana BAC gb|AC003970. EST; 






gb|Z35332 and gb|F19907 come from this 


gene . [Arabidopsis 






thaliana] 






Seq. No. 


8358 Seq. ID 


OJ990721_03.9C10.C5 




npno Mo 
uCilc LNvJ ■ 


17838 Strand 






Start 


26 End 


2321 




Name 


OJ990721 03.9C10.C5.ol.tc Method 


TBLASTX: Cress 




Start 


.1356 End 


1766 




GI 


none Score 


218 




Exons 


1356. .1577, 1403. .1513, 1641. .1766, 1646. .1765 




Seq. No. 


8358 Seq. ID 


OJ990721_03.9C10.C5 




Gene No. 


17838 Strand 





8826 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26 End 

OJ99072 1_03 . 9C10 -C5.o2.tm Method 

1356 End 

none Score 
1356. .1574, 1379. .1507 

8358 Seq. ID 

17838 Strand 

26 End 

OJ990721_03. 9C10.C5.ol. ts Method 

1365 End 

none Score 
1365. .1577, 1632. .1691 



2321 . 

TBLASTX: Maize 

1574 

241 



OJ990721_03.9C10.C5 
2321 

TBLASTX.: Soybean 

1691 

213 



8359 Seq. ID 

17839 Strand 

1 End 

OJ990721_03 . 9C10 . C6 . ol . np Method 

1 End 

2213591 Score 
1..311, 1994. .2023 

(AC000348) T7N9.11 [Arabidopsis thaliana] 



OJ990721_03.9C10.C6 
+ 

2023 
AAT/NAP 
2023 
163 



'8359 Seq. ID 

17839 Strand 

1 End 

OJ990721_03 . 9C10 . C6 . ol . gs Method 

57 End 

none Score 
57. .464 



OJ990721_03.9C10.C6 
+ 

2023 
GEN SCAN 
464 
.91 



OJ990721 03. 9C10. C6 



8359 Seq. ID 

17840 Strand 
639 End 2924 

OJ990721_03 . 9C10 . C6 . o2 . np Method AAT/NAP 

639 End 2924 

3776559 Score 129 

639. .785, 2764. .2924 

(AC005388) Strong similarity to gene F14J9.26 gi 1 3482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


8359 








Seq. ID 


OJ990721_03.9C10 


.C6 


Gene No. 


17841 








Strand 






Start 


3024 








End 


4157 




Name 


OJ990721 03. 


9C10. 


C6.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


3 








End 


311 




GI 


none 








Score 


100 




Exons 


3. .119, 186. 


.311, 


188. , 


.310 








Seq. No. 


8359 








Seq. ID 


OJ990721_03.9C10 


.C6 


Gene No. 


17841 








Strand 






Start 


3024 








End 


4157 




Name 


OJ990721 03. 


9C10. 


C6.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


627 








End 


3465 




GI 


none 








Score 


87 





8827 






Exons 


627. .710, 628. .720, 640. .711, 


690. .821, 


- 703. .831, 718. .882, 






822. .920, 827. .925, 832. .921, 


1835. .1918, 1839. .1922, 






1840.. 1932, 1926.. 2030, 1926. 


.2033, 1927. .2043, 1931. .2104, 






2041.. 2127, 2045.. 2137, 2046. 


.2126, 2617. .2646, 2639. .2698, 






2737.. 2817, 2818. .2925, 2830. 


.2922, 3395.. 3460, 3400.. 3465, 






O vi i i Oyi^vi o ^ i O "T> vi /" c 

3411. .3464, 3412. .3465 








Seq. No. 


8359 


Seq. ID 


OJ9?0721_03.9C10.C6 




Gene No. 


17841 


Strand 






Start 


3024 


End . 


4157 




Name 


OJ990721_03.9C10.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


/" "7 O 


End 


2922 




GI 


none 


Score 


38 




Exons 


/" *7 O n O 1 1 A A ~"J O t A 1 OTIC 

678. .821, 700. .738, 791. .835, 


827. .925, 


840. .920, 1881. .203 






2046. .2126, 2050. .2115, 2743. 


.2817, 2830.. 2922 




Seq. No. 


8359 


Seq. ID 


OJ990721_03.9C10.C6 




Gene No. 


17841 


Strand 






Start 


3024 


End 


4157 




Name 


OJ990721 03 . 9C10 . C6 . o3 . gs 


Method 


GENSCAN 




Start 


3024 


End 


4157 




GI 


none 


Score 


.74 




Exons 


3024.. 3083, 4113. .4157 






IS? 


Seq. No. 


8360 


Seq. ID 


OJ990721 03.9C10.C7 


zl\ 


Gene No. 


17842 


Strand 


+ 


If I 


Start 


2378 


End 


8255 




Name 


OJ990721 03.9C10.C7.ol.np 


Method 


AAT/NAP 


•~} 


Start 


2378 


End 


8255 


: sr 


GI 


6562298 


Score 


17 


i I 

: 


Exons 


2378. .2447, 5502. .5642, 8142. 


.8255 




-J 

• \ I 


GI Descrip. 


(AL133421) putative protein [Arabidopsis thaliana] 




Seq. No. 


8360 


Seq. ID 


OJ990721_03.9C10.C7 




Gene No. 


17842 


Strand 


+ 




Start 


2378 


End 


8255 




Name . 


OJ990721. 03.9C10.C7.o2.gs 


Method 


GENSCAN 


■■31 


Start 


2884 


End 


6463 




GI 


none 


Score 


.49 . 


i 


Exons 


2884.. 2888, 3510.. 3665, 4407. 


.4476, 5253. .5735, 6068. .6463 




Seq. No. 


8360 


Seq. ID 


OJ990721_03.9C10.C7 




Gene No. 


17843 


Strand 






Start 


1481 


End 


2495 




Name 


OJ990721 03.9C10.C7.ol.gs 


Method 


GENSCAN 




Start 


1481 


End 


2495 




GI 


none 


Score 


.81 




Exons 


1481.. 1693, 1808.. 1956, 2321. 


.2495 






Seq. No. 


8361 


Seq. ID 


OJ990721_03. 9C10.C8 




Gene No. 


17844 


Strand 


+ 




Start 


2540 


End 


13804 




Name 


OJ990721 03.9C10.C8.ol.gs 


Method 


GENSCAN 




Start 


2540 


End 


13804 




GI 


none 


Score 


.52 




Exons 


2540. .2605, 4634. .4720, 4842. 


.5025/ 5449. .6475, 7253.-7379, 






7903.. 8068, 9033.. 9122, 9542. 


.9671, 9882. .10068, 10092. .102: 



8828 





10503. . 10616, 10695. .10835, 


11698. .11866, 11909 


. . 11959, 




12919. .13045, 13672. .13804 








Seq. No. 


8361 


Seq. ID 


OJ990721_ 


_03 ..9C10 -C8 


Gene No. 


17844 


Strand 


+ 




Start 


2540 


End 


13804 




Name 


OJ990721_03 .9C10.C8.ol. np 


Method 


AAT/NAP 




Start 


10503 


End 


10969 




GI 


5902444 


Score 


266 




Exons 


10503. . 10969 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


8361 


Seq. ID 


OJ990721_ 


03. 9C10.C8 


Gene No. 


17845 


Strand 






Start .. 


13544 


End 


20326 




Name 


OJ990721 03.9C10.C8.o2.np 


Method 


AAT/NAP 




Start 


13544 


End 


20326 




GI 


81286 


Score . 


155 




Exons 


13544. .13708, 13828 .. 1388 1, 


15260. . 15573, 15762 


. .15832, 




16646. .16890, 20264.. 20326 








GI Descrip. 


extensin - Volvox carteri (fragment) ■ 


gi I 21992 | emb | CAA46283 | 



(X65165) extensin [Volvox carteri] 



Seq. No. 


8362 


Seq. ID 


OJ990721_03.9C10.C9 


Gene No. 


17846 


Strand 


+ 


Start 


884 


End 


4237 


Name 


OJ990721 03.9C10.C9.ol.gs 


Method 


GEN SCAN 


Start 


884 


End 


4206 


GI 


none 


Score 


.79 


Exons 


884. .1015, 1778. .1955, 2210.. 


2346, 2852. .3002, 3320. .3535, 




3702. .3826, 3894. .4076, 4148. 


.4206 




Seq. No. 


8362 


Seq. ID 


OJ990721__03.9C10.C9 


Gene No. 


17846 


Strand 


+ 


Start 


884 


End 


4237 


Name 


OJ990721- 03.9C10.C9.ol.np 


Method 


AAT/NAP 


Start 


1956 


End 


3687 


GI 


6721512 


Score 


69 


Exons 


1956.. 2071, 3640.. 3687 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8362 


Seq. ID 


OJ990721_03.9C1Q.C9 


Gene No. 


17846 


Strand 


+ 


Start 


884 


End 


4237 


Name 


OJ990721 03.9C10.C9.o3.np 


Method 


AAT/NAP 


Start 


2861 


End 


4237 


GI 


6721561 


Score 


202 


Exons 


2861. .2929, 3894. .4076, 4148. 


.4237 




GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 6815086 |dbj IBAA90372.1 | (AP001081) 


EST AU082058 (C12976) 



the 



Seq. No. 
Gene No. 
Start 



corresponds to 
protein [Oryza 

8362 

17846 

884 



a region 
sativa] 



of the predicted gene.; hypothetical 



Seq. ID OJ990721_03.9C10.C9 
Strand + 
End 4237 



8829 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0 J9907 2 1_03 . 9C10 . C9 . o2 . np Method AAT/NAP 

2903 End 4237 

6721558 Score 195 

2903.. 3002, 3702. .3826, 4217.. 4237 

(AP001073) hypothetical protein [Oryza sativa] 

gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_ 
+ 

1577 
AAT/NAP 
726 
776 



03. 9C10.C10 



8363 
17847 
1 

OJ990721__03.9C10.C10.ol.np 
1 

6721561 
1..726 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 681508 6 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



8363 Seq. ID 

17847 Strand 
1 End 
OJ990721_03 . 9C10 . C10 . ol . gs Method 
7 0 End 
none Score 
70. .473, 824. .987, 1060. .1577 

8363 

17848 Strand 
2185 End 
OJ990721_03. 9C10.C10.o2.gs Method 
.2185 End 
none Score 



OJ990721_03. 9C10.C10 
+ . 

r-157 7 
GENSCAN 
1577 
.45 



Seq. ID OJ990721_03.9C10.C10 



11321 
GENSCAN 
11321 
.45 



2185. .3020, 3096. .4205, 4291. .5089, 5258. .6561, 6651. .7284, 
7328. .8298, 8646. .8793, 9221. .9257, 11227. .11321 



Seq. No. ' 8363 Seq. ID 

Gene No. 17848 Strand 

Start 2185 End 

Name OJ990721JD3 . 9C10 . C10 . o2 . tw Method 

Start 2197 . End 

GI none Score 
Exons 



OJ990721_03.9C10.C10 
11321 

TBLASTX: Wheat 

8734 

55 



2197. .2328, 2198. 
8672. .8734 



.2323, 2353. .2805, 2549. .2656, 2705. .2791, 



Seq. No. 8363 

Gene No. 17848 

Start 2185 

Name OJ990721_03 . 9C10 . C10 . o2 . np 

Start 2221 

GI 5922631 

Exons 2221.. 3429, 3469.. 4771, 
7032. .7124, 8502. .8607 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_03.9C10.C10 

11321 
AAT/NAP 
8607 
3073 



5153. .5965, 6089. .6340, 6383. .6797, 



(AP000492) ESTs C26347 (C12145)', AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 



8830 



# • 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) .correspond to a region of the 
predicted gene .;• Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


8363 








Seq. ID 


OJ99U/zl 03.9C10 


. CIO 


Gene No. 


1 "7 O A Q 

17848 








Strand 






Start 


o 1 o c 
ZlOD 








End 


113Z1 




Name 


OJ990721 03 


.9C10 


.C10.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2929 








End 


3312 




GI 


none 








Score 






Exons 


o a a a ooio 

2929 . . 3312, 


2930 


. . 3304 










Seq. No. 


O 1 C O 

8363 








Seq. ID 


A TflfiAT O 1 AO A/"*1 A 

OJ990/21 U3.9C1U 


. CIO 


Gene No. 


1/84 8 








Strand 






Start 


2185 








End 


1 1 O A 1 

11321 




Name 


OJ990721 03 


. 9C10 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3007 








End 


3312 




GI 


none 








Score 


179 




Exons 


A A T "IOTA 

3007 . . 3312, 


3008 


. . 3295 










Seq. No. 


8363 








Seq. ID 


/^TAAAOAI AO A/"» I A 

OJ990721__03 . 9C10 


. C10 


Gene No. 


17848 








Strand 






Start 


2185 








End 


11321 




Name 


OJ990721 03 


. 9C10 


.CIO.08 


.tw 


Method 


TBLASTX: Wheat 




Start 


3517 








End 


3811 




GI 


none 








Score 


84 




Exons 


3517 . . 3810, 


3644 


. .3811 










Seq. No. 


8363 








Seq. ID 


/"kTAAAIAI AO API A 

OJ990721 03.9C10 


. CIO 


Gene No . 


17848 








Strand 






Start 


2185 








End 


11321 




Name 


OJ990721 03 


.9C10 


.C10.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


3715 








End 


4098 . 




GI 


none 








Score 


62 




Exons 


O O 1 C *3 A /" O 

3715 . . 3963, 


3737 


o o o c 


3973 . 


.4098 






>- 

Seq. No. 


o o o 

8363 








Seq. ID 


OJ990721_03.9C10 


. CIO 


Gene No. 


17848 








Strand 






Start 


2185 








End 


11321 




Name 


OJ990721 03 


.9C10 


.ClO.oS 


.tw 


Method 


TBLASTX: Wheat 




Start 


3814 








End 


4221 




GI 


none 








Score 


55 




Exons 


3814 . . 3885, 


3814 


. . 3987, 


3995 . 


.4168, 3997. .4221 




Seq. No. 


8363 








Seq. ID 


OJ990721_03.9C10 


.C10 


Gene No. 


17848 








Strand 






Start 


2185 








End 


11321 




Name 


OJ990721 03 


. 9C10 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4310 








End 


4735 




GI 


none 








Score 


86 




Exons 


4310. .4735, 


4551 


. .4676 










Seq. No. 


8363 








Seq. ID 


OJ990721_03.9C10 


.C10 


Gene No. 


17848 








Strand 






Start 


2185 








End 


11321 





8831 




Name 


OJ990721 03. 


9C10 


■ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4365 








End 


4789 


GI 


none 








Score 


246 


Exons 


4365. .4679, 


4367 


. .4789, 


4400. 


.4744 




Seq. No. 


8363 








Seq. ID 


OJ990721_03. 9C10.C10 




1784 8 








St rand 




Start 


2185 








End 


11321 


Name 


OJ990721 03. 


9C10 


.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4463 








End 


4819 


GI 


none 








Score 


113 


Exons 


4463. .4819, 


4464 


. .4679, 


4717. 


.4812 




Seq. No. 


8363 








Seq. ID 


OJ990721_03. 9C10.C10 




1 7848 








St rand 




Start 


2185 








End 


11321 


Name 


OJ990721 03. 


9C10 


.C10.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4832 








End 


5002 


GI 


none 








Score 


127 


Exons 


4832. .4951, 


4834 


. .4932, 


4835. 


.5002 




Seq. No. 


8363 








Seq. ID 


OJ990721_03.9C10.C10 


(aciltr LN(J . 


1 7ft 4 ft 

1 / 040 






- 


Si - r^nH 
on d i iv_i 




Start 


2185. 








End 


11321 


Name 


OJ990721 03. 


9C10 


.C10.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


4835 








End 


5014 


GI 


none 








Score 


116 


Exons 


4835. .5014, 


4842 


. .5012 








Seq. No. 


8363 








Seq. ID 


OJ990721_03. 9C10.C10 


Gene No. 


17848 








Strand 




OLalt 


91 ft R 








End 


11321 


Name 


OJ990721 03. 


9C10 


.C10.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5015 








End 


5782 


GI 


none 








Score 


151 


Exons 


5015. .5269, 


5016 


. .5180, 


5327. 


.5563, 5337.. 5402, 5342.. 5557, 




5445. .5561, 


5600 


. .5782, 


5673. 


.5774 




Seq. No. 


8363 








Seq. ID 


OJ990721_03. 9C10.C10 


UCI1C LN(J . 


1 7ft4fi 








Strand 




Start 


2185 








End 


11321 


Name 


OJ990721 03. 


9C10 


.CIO.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


6413 








End 


6805 


GI 


none 








Score 


87 


Exons 


6413. .6688, 


6414 


. .6638, 


6647. 


.6760, 6699.. 6737, 6761.. 6805 


Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10.C12 


UCllC INU » 


1 7 ft 4 Q 








Strand 


+ 


Start 


1265 








End 


3080 


Name 


OJ990721 03. 


9C10, 


.C12.ol 


.gs 


Method 


GENSCAN 


Start 


1265 








End 


3080 


GI 


none 








Score 


.51 


Exons 


1265. .1269, 


1924, 


. .2439, 


2789. 


.2915, 2961.. 3080 


Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10.C12 


Gene No. 


17850 








Strand 


+ 


Start 


7079 








End 


12225 



8832 



Name OJ990721_03 . 9C10 . C12 . o2 . np Method 

Start 6940 End 

GI 2586082 Score 

Exons 6940.. 9386, 9414.. 10496, 12170.. 12225 

GI Descrip. (U72725) retrofit [Oryza longistaminata] 



AAT/NAP 
12225 
2928 



Seq. No. 


8364 


Seq. ID 


OJ990721 


Gene No. 


17850 


Strand 


+ 


Start 


7079 


End 


12225 


Name 


OJ990721 03.9C10.C12.o2 


. gs Method 


GEN SCAN 


Start 


7079 


End 


9662 


GI 


none 


Score 


.5 


Exons 


7079. .7715, 7818. .8006, 


8127. .8185, 9297. .9662 


Seq. No. 


8364 


Seq. ID 


OJ990721 


Gene No. 


17851 


Strand 


+ 


Start 


14656 


End 


21494 


Name 


OJ990721 03.9C10.C12.o3 


. np Method 


AAT/NAP 


Start 


14656 


End 


17003 


GI 


6498436 


Score 


304 


Exons 


14656. .15086, 15178 .. 15304 , 15548 .. 15723, 16935 


GI Descrip. 


(AP000815) hypothetical 


protein [Oryza sativa] 


Seq. No. 


8364 


Seq. ID 


OJ990721 


Gene No. 


17851 


Strand 


+ 


Start 


14656 


End 


21494 


Name 


OJ990721 03.9C10.C12.o4 


. np Method 


AAT/NAP 


Start 


16057. 


End 


21494 


GI 


5091513 


Score 


2065 


Exons 


16057. .16086, 17857 .. 18113, 18162 .. 18886, 19629 




20568. .20855, 21379.. 21- 


494 




GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8364 


Seq. ID 


OJ990721 


Gene No. 


17851 


Strand 


+ 


Start 


14656 


End 


21494 


Name 


OJ990721 03.9C10.C12.ol 


. gp Method 


AAT/GAP 


Start 


17179 


End 


17403 


GI 


3761181 


Score 


358 


Exons 


17179. .17403 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza s, 




similar sequence to Pib 


gene 




Seq. No. 


8364 


Seq. ID 


OJ990721 


Gene No. 


17852 


Strand 


+ 


Start 


21420 


End 


21575 


Name 


OJ990721 03.9C10.C12.o4, 


. gs Method 


GENSCAN 


Start 


21420 


End 


21575 


GI 


none 


Score 


.84 


Exons 


21420. .21575 






Seq. No. 


8364 


Seq. ID 


OJ990721 


Gene No. 


17853 


Strand 


+ 


Start 


25255 


End 


31304 


Name 


OJ990721 03. 9C10.C12.o6, 


. gs Method 


GENSCAN 


Start ' - 


25255 


End 


31104 


GI 


none 


Score 


.73 



03.9C10.C12 



.20446, 



03. 9C10.C12 



8833 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25255. .25572, 26128 .. 26284 , 27030 .. 27207 , 27294 27501, 
28263. .28470, 28858 29126, 29157 .. 29288 , 29691 29859, 
29917. .30117, 30677. .30867, 30961.. 31104 



8364 
17853 
25255 

OJ990721_03.9C10.C12.o5.np 
25258 
6760428 



Seq. ID OJ990721_03.9C10.C12 
Strand + 

31304 
AAT/NAP 
31304 
1547 



End 

Method 
End 
Score 

25258. .25572, 26128 .. 26289, 26396 .. 26914 , 26972 .. 27181, 
27265. .27501, 28263 28470, 28858 29312 , 29691 .. 30117, 
30497. .30577, 30677 30867 , 30961 .. 31132 , 31249.. 31304 
(AF21754 6) calmodulin-binding protein [Arabidopsis thaliana] 
gi| 6760430|gb|AAF28348.1| (AF217547) calmodulin-binding protein 
[Arabidopsis thaliana] 



Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10.C12 


Gene No. 


17854 








Strand 




Start 


23474 








End 


24233 


Name 


OJ990721 03. 


9C10 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7036 








End 


7459 


GI 


none 








Score 


50 


Exons 


7036. .7083, 


7082 


. .7150, 


7162. 


.7452, 7163. .7459, 7163. .7459 


Sea No 


8364 








Seq. ID 


OJ990721 03.9C10.C12 


Gene No. 


17854 








Strand 




Start 


23474 








End 


24233 


Name 


OJ990721 -03. 


9C10 


.C12.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


7262 








End 


7624 


GI 


none 








Score 


213 


Exons 


7262. .7624, 


7343 


. .7573 








Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10.C12 


Gene No. 


17854 








Strand 




Start 


23474 








End 


24233 


Name 


OJ990721 03. 


9C10 


.C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7864 








End 


8217 


GI 


none 








Score 


369 


Exons 


7864. .8217, 


7865 


. .8212 








Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10.C12 


Gene No. 


17854 








Strand 




Start 


23474 








End 


24233 


Name 


OJ990721 03. 


9C10 


.C12.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7922 








End 


8224 


GI 


none 








Score 


208 


Exons 


7922. .8224 












Seq. No. 


.8364 








Seq. ID 


OJ990721_03.9C10.C12 


Gene No. 


17854 








Strand 




Start 


23474 








End 


24233 


Name 


OJ990721 03. 


9C10 


.C12.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8688 








End 


9135 


GI 


none 








Score 


77 1 


Exons 


8688..8798, 


8830 


. .9135 









8834 






Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


-C12 




















Start 


23474 






End 


24233 






Name 


OJ990721 03. 


9C10.C12.o6. 


tm 


Method 


TBLASTX: Maize 






Start 


8697 






End 


9126 






GI 


none 






Score 


67 






Exons 


8697. .8786, 


8827. .9126 












Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 




vaciitr LNL/ . 


1 7ft 














Start 


23474 






End 


24233 






Name 


OJ990721 03. 


9C10.C12.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


8811 






End 


9134 






GI 


none 






Score 


233 






Exons 


8811. .9134, 


8827. .9129 












Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 






1 7ft 






^t* n H 

O Li aiiu 








Start 


23474 






End 


24233 






Name 


OJ990721 03. 


9C10.C12.o4. 


ts 


Method 


TBLASTX: Soybean 






Start 


8830 






End 


9123 






GI 


none 






Score 


195 






Exons 


8830. .9123 














Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 




Gene No. 


17854 






Strand 






U s 


Start 


23474 






End 


24233 




: = ! i 

! i; 


Name 


OJ990721 03. 


9C10.C12.o3. 


ts 


Method 


TBLASTX : Soybean 




ill 


Start 


9672 






End 


10223 




f . j 


GI 


5509260 






Score 


195 




•s 

. s t 


Exons 


9672. .10019, 


9845. .10000 




10064. .10213 


, 10068.. 10223 




! --: 

ru 


GI Descrip. 


- 














Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 




VJCIIC LNw • 


1 7ft 












'U 


Start 


23474 






End 


24233 






Name 


OJ990721 03. 


9C10.C12.o9. 


tm 


Method 


TBLASTX: Maize 






Start 


9770 






End 


10022 






GI 


none 






Score 


201 




□ 


Exons 


9770. .9994, 


9771. .10022 












Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 






1 7ft 






q+- r anH 

Oil ClilvJ. 








Start 


23474 






End 


24233 






Name 


OJ990721 03. 


9C10.C12.o5. 


tc 


Method 


TBLASTX: Cress 






Start 


9839 






End 


10109 






GI 


none 






Score 


172 






Exons 


9839. .10000, 


9840. .10016 




10024. .10068 


, 10056. .10109 






Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 




Gene No. 


17854 






Strand 








Start 


23474 






End 


24233 






Name 


OJ990721 03. 


9C10.C12.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


9887 






End 


10412 






GI 


none 






Score 


111 






Exons 


9887. .9991, 


9888. .10025, 


10067. .10114, 


10068.^-10232, 





10299. .10412 



8835 



oeq. 1NO . 


8364 












PI 0 


Gene No. 


17854 








Strand 






Start 


23474 








End 


24233 




Name 


OJ990721 03. 


9C10.C12 


.oS.tm 


Method 


TBLASTX: Maize 




Start 


10068 








End 


10439 




GI 


none 








Score 


244 




Exons 


10068. . 


10334 


, 10350. 


.10439 








Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10. 


C12 




17854 








Strand 






Start 


23474 








End 


24233 




Name 


OJ990721 03. 


9C10.C12 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


16836 








End 


23678 




GI 


none 








Score 


54 




Exons 


16836. . 


16940 


, 16844. 


.17065, 


16995. .17060, 23630 .. 23677 , 






23634. . 


23678 












Seq. No. 


8364 








Seq. ID 


OJ990721JD3.9C10. 


C12 


Gene No. 


17854 








Strand 






o tail 


23474 








End 


24233 




Name 


OJ990721 03. 


9C10.C12 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


16836 








End 


24107 




GI 


none 








Score 


54 




Exons 


16836. . 


16937 


, 16844. 


.17065, 


16989. .17063, 23627 .. 23677 , 






23628. . 


23678 


, 23738. 


.23938, 


23859.-23939, 24033 .. 24107 , 






24037. . 


24096 












Seq. No. 


8364 








Seq. ID 


OJ990721_03.9C10. 


C12 


Gene No. 


17854 








Strand 






Start 


23474 








End 


24233 




Name 


OJ990721 03. 


9C10.C12 


.o2.gp 


Method 


AAT/GAP 




Start 


23210 








End 


23315 




GI 


5816518 








Score 


151 




Exons 


23210. . 


23315 












GI Descrip. 


4521193/dbj | 


AB013450 


.1IAB013450 3.0e-< 


40 Oryza sativa DNA, 



similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8364 
17854 
23474 

OJ990721_03.9C10.C12.o3.gp 
23324 
3761181 
23324. .23548 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 
End 

Score •' 



OJ990721 03.9C10.C12 



24233 
AAT/GAP 
23548 
360 



8364 Seq. ID 

17854 Strand 

23474 End 
OJ990721_03. 9C10.C12.o5.gs Method 

23474 End 

none Score 

23474. .23942, 24097. .24233 



OJ990721_03.9C10.C12 

24233 
GEN SCAN 
24233 
.43 



Seq. No. 



8364 



Seq. ID OJ990721_03.9C10.C12 



8836 




Gene No. 


17854 






Strand 






art 

O Lai L. 


23474 






End 


24233 




Name 


OJ990721 03.9C10.C12 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


23627 






End 


24087 




GI 


none 






Score 


79 




Exons 


23627. 


.23677, 23628. 


.23678, 


23738. .23935, 23783 .. 23932, 






23859. 


.23936, 23878. 


.23940, 


24033. .24086, 24040.. 24087 




Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 


flipnp No 


17854 






Strand 






Start 


23474 






End 


24233 




Name 


OJ990721 03.9C10.C12 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


23747 






End 


23939 




GI 


none 






Score 


80 




Exons 


23747. 


.23803, 23849. 


.23938, 


23859. .23939 




Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


-C12 


Gene No. 


17855 






Strand 






Start 


27273 






End 


30864 




Name 


OJ990721 03.9C10.C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


27273 






End 


30864 




GI 


none 






Score 


157 




Exons 


27273. 


.27449, 27315. 


.27500, 


27316. .27504, 27316 .. 27504 , 






28266. 


.28472, 28272. 


.28472, 


28329. .28469, 28 938 .. 29024 , 






29690. 


.30049, 29696. 


.30052, 


29697. .30053, 29703 .. 3007 1, 






30054. 


.30119, 30063. 


.30119, 


30080. .30142, 304 78 .. 3057 9, 






30478. 


.30585, 30676. 


.30864, 


30676. .30864 




Seq. No. 


8364 






Seq. ID 


OJ990721_03.9C10 


.C12 


(Zpnp No 


17855 






Strand 






Start 


27273 






End 


30864 




Name 


OJ990721 03.9C10.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


27303 






End 


30056 




GI 


none 






Score 


144 




Exons 


27303. 


.27497, 27316. 


.27504, 


29780. .30052, 29781.. 30056 




Seq. No. 


8364 






Seq. ID 


OJ990721 03.9C10 


.C12 


Gene No. 


17855 






Strand 






Start 


27273 






End 


30864 




Name 


OJ990721 03.9C10.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


27316 






End 


30864 




GI 


none 






Score 


157 




Exons 


27316. 


.27504, 27316. 


.27504, 


27318. .27500, 27318 .. 27 4 4 9, 






28272. 


.28472, 28286. 


.28471, 


28329. .28469, 28 938 .. 29024 , 






29696. 


.30052, 29697. 


.30053, 


29703. .30071, 29720 .. 3004 0, 






30051. 


.30119, 30054. 


.30119, 


30478. .30579, 30478 .. 30585, 






30516. 


.30578, 30676. 


.30864, 


30676. .30864, 30676.. 30780 




Seq. No. 


8364 






Seq. ID 


OJ990721_03. 9C10 


.C12 




17855 






Strand 






Start 


27273 






End 


30864 




Name 


OJ990721 03.9C10.C12 


,o2 . tw 


Method 


TBLASTX: Wheat 




Start 


27316 






End 


30062 




GI 


none 






Score 


157 




.Exons 


27316. 


.27504, 27318. 


.27449.,. 


29760. ;30062, 29762.. 30040 




Seq. No. 


8364 






Seq. ID 


OJ990721JD3. 9C10 


.C12 



8837 




Gene No. 


17855 




Strand 






Start 


27273 




End 


30864 




Name 


OJ990721 03.9C10.C12 


. 08 . tm 


Method 


TBLASTX : Maize 




Start 


28272 




End 


30864 




GI 


none 




Score 


177 




Exons 


28272. .28472, 28286. 


.28471, 


28329. .28469, 28 938 .. 29039, 






29697. .29780, 30478. 


.30579, 


30478. .30585, 30676 .. 30864 , 






30676. .30864 










Seq. No. 


8364 




Seq. ID 


.OJ990721JD3. 9C10 


.C12 


Gene No. 


17855 




Strand 






Start 


27273 




End 


30864 




Name 


OJ990721 03.9C10.C12 


. o7 . tw 


Method 


TBLASTX .-Wheat 




Start 


28344 




End 


30864 




GI 


none 




Score 


124 




Exons 


28344 . .28472, 28346. 


.28471, 


28935. .29039, 29697 29759, 






30478 . .30579, 30516. 


.30578, 


30676. .30864 




Seq. No. 


8364 




Seq. ID 


OJ990721_03.9C10 


.C12 


Gene No. 


17856 




Strand 






Start 


32914 




End 


34137 




Name 


OJ990721 03.9C10.C12 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


32914 




End 


34071 




GI 


none 




Score 


141 




Exons 


32914. .33036, 33496. 


.33570, 


33847. .34002, 33847 .. 34008 , 






33849. .34004, 34009. 


.34071 








Seq. No. 


8364 




Seq. ID 


OJ990721_03.9C10 


.C12 


Gene No. 


17856 




Strand 






Start 


32914 




End 


34137 




Name 


OJ990721 03. 9C10.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


32926 




End 


34137 




GI 


none 




Score 


73 




Exons 


32926. .33042, 33082. 


.33180, 


33085. .33192, 33434 .. 33628 , 






33441. .33698, 33442. 


.33699, 


33478. .33702, 33874 .. 33987 , 






34021. .34137 










Seq. No. 


8365 




Seq. ID 


OJ990721_03. 9C10 


.C13 


Gene No. 


17857 




Strand 


+ 




Start 


1 




End 


541 




Name 


OJ990721 03.9C10.C13 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


541 




GI 


5091513 




Score 


847 




Exons 


1. .541 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


8365 




Seq. ID 


OJ990721JD3.9C10 


.C13 


Gene No . 


17857 




Strand 


+ 




Start 


1 




End 


541 




Name 


OJ990721 03.9C10.C13 


. ol .gs 


Method 


GEN SCAN 




Start 


47 




End 


523 




GI 


none 




Score 


.45 




Exons 


47. .523 










Seq. No. 


8366 




Seq. ID 


OJ990721_03.9C10 


.C14 


Gene No. 


i7858 




Strand 


-f 




Start 


127 




End 


269 





8838 





Name 


OJ990721 03.9C10.C14.ol.gs 


Method 


GENSCAN 






Start 


127 


End 


269 






GI 


none 


.Score 


.74 






Exons 


127. .269 










Seq. No. 


8367 


Seq. ID 


OJ990721 


_03.9C10.C15 






17859 


Strand 


+ 






Start 


682 


End 


789 






Name 


OJ990721 03.9C10.C15.ol.gs 


Method 


GENSCAN 






Start 


682 


End 


789 






GI 


none * 


Score 


. 66 






Exons 


682. .789 










Seq. No. 


8368 


Seq. ID 


OJ990721 


_03.9C10.C16 




Gene No. 


17860 


Strand 


+ 






Start 


1860 


End 


6366 






Name 


OJ990721 03.9C10.C16.ol.gs - 


Method 


GENSCAN 






Start 


1860 


End 


6366 






GI 


none 


Score 


.81 






Exons 


I860.. 2021, 2219.. 2429, 2509 


..2876, 3063.. 38.61, 


4138. .4257, 






4349. .4548, 5153. .5293, 6298 


. .6366 








Seq. No. 


8368 


Seq. ID 


OJ990721 


_03.9C10.C16 




Gene No. 


17860 


Strand 


+ 






Start 


1860 


End 


6366 






Name 


OJ990721 03.9C10.C16.ol.np 


Method 


AAT/NAP 




r rt 


Start 


2219 


End 


4822 




rli 


GI 


6815107 


Score 


1967 






Exons 


2219.. 2429, 2509.. 3512, 3630 


..3843, 4078. .4275, 


4355. .4548, 


! : j 




4641. .4822 








- = 5 


GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA 


chromosome 4, 


Hi 




clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 


n 


Seq. No. 


8368 


Seq. ID 


OJ990721 


_03.9C10.C16 


u? 


Gene No. 


17861 


Strand 


+ 




i 


Start 


7881 


End 


12293 






Name 


OJ990721 03.9C10.C16.o2.gs 


Method 


GENSCAN 




-i 


Start 


7881 


End 


12293 




~l 


GI 


none 


Score 


. 68 




Q 


Exons 


7881. .7963, 8196. .8308, 8829 


..8905, 9502.. 9582, 


9721. .9795, 


U.I 




10778. .10919, 11265. .11358, 


12221. .12293 






Seq. No. 


8368 


Seq. ID 


OJ990721 


_03.9C10.C16 




Gene No. 


17862 


Strand 


+ 






Start 


14971 


End 


17666 






Name 


OJ990721 03.9C10.C16.o3.gs 


Method 


GENSCAN 






Start 


14971 


End 


17666 






GI 


none 


Score 


.53 






Exons 


14971. .15005, 15052. .15160, 


15315. .15382, 15738 


. .15808, 






16029. .16088, 16895 .. 17072 , 


17564. .17666 






Seq. No. 


8368 


Seq. ID 


OJ990721 


_03.9C10.C16 




Gene No. 


17863 


Strand 


+ 






Start 


17860 


End 


19612 






Name 


OJ990721 03.9C10.C16.o5.tm ■ 


Method 


TBLASTX : 


Maize 




Start 


"2874 


End 


3143 






GI 


none 


Score 


214 





8839 






Exons 


2874. .3137, 


2886 


. .314 3^ 










Seq. No. 


8368 








Seq. ID 


OJ990721_03.9C10.C16 




bene no. 


1 TOCO 








Strand 


+ 




Start 


17860 








End 


19612 




Name 


OJ990721 03 


. 9C10 


.CI6.0I 


.tc 


Method 


TBLASTX: Cress 




Start 


2904 








End 


3245 




GI 


none 








Score 


214 




Exons 


2904. .3245, 


2965 


. .3159 










Seq. No. 


8368 








Seq. ID 


'OJ990721_03.9C10.C16 




Gene No . 


I/O Oj 








otrana 


4* 




Start 


17860 








End 


19612 




Name 


OJ990721 03, 


. 9C10 


.CI6.0I 


. ts 


Method 


TBLASTX: Soybean 




Start 


2991 








End 


3557 




GI 


none 








Score 


389 




Exons 


2991. .3557, 


3030 


. .3194 










Seq. No. 


8368 








Seq. ID 


OJ990721_03.9C10.C16 




. Gene No . 


1 /o b J 








Strand 


+ 




Start 


17860 








End 


19612 




Name 


OJ990721 03, 


.9C10 


.CI6.0I. 


.tm. 


Method 


TBLASTX: Maize 




Start 


3144 








End 


3575 




GI 


none 








Score 


352 


L - 5 


Exons 


3144. .3575, 


3147 


. .3458, 


3152. 


.3547 




i i i 
'i • * 


Seq. No.* 


8368 








Seq. ID 


OJ990721_03.9C10.C16 


: 3 

! y 


Gene No . 


1 / 00 5 








Strand 


+ 




Start 


17860 








End 


19612 


•s = ? 


Name 


OJ990721 03. 


. 9C10 


.CI6.0I, 


.tw 


Method 


TBLASTX: Wheat 




Start 


3165 








End 


3596 


\'.\ 


GI 


none 








Score 


273 


rii 


Exons 


3165. .3596 












IS 

,. „j 


Seq. No. 


8368 








Seq. ID 


OJ990721_03 . 9C10 . C16 


'* s ? 


Gene No. 


17863 








Strand 


+ 




O -J- — . v~ 4- 

btart 


l/o bU 








End 


19612 




Name 


OJ990721 03, 


.9C10. 


,C16.o3, 


, tm ■ 


Method 


TBLASTX: Maize 


"\ 


Start 


3576 








End 


4021 


[C ; 


GI 


none 








Score 


101 


!B j 


Exons 


3576. .3710, 


3605, 


. .3709, 


3720. 


.3830, 3725.. 3775, 3842.. 4021, 


" f 




3843. .4019 














Seq. No. 


8368 








Seq. ID 


OJ990721_03.9C10.C16 




Gene No . 


1 / 0 b 3 








Strand 


+ 




Start 


17860 








End 


19612 




Name 


OJ990721 03. 


.9C10. 


.C16.o4 . 


.tm 


Method 


TBLASTX: Maize 




Start 


4029 








End 


4260 




GI 


none 








Score 


227 




Exons 


4029. .4256, 


4030, 


. .4260, 


4030. 


.4248, 4031. .4255 




Seq. No. 


8368 








Seq. ID 


OJ990721_03.9C10.C16 




Gene No. 


17863 








Strand 


+ 




Start 


17860 








End 


19612 




Name 


OJ990721 03. 


9C10. 


.C16.o2. 


.tm ..^ 


Method 


TBLASTX: Maize 




Start ' 


• 10598 








End 


11437 




GI 


none 








Score 


115 



8840 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10598. .10690, 10606. .10698, 10774 10920, 10776 .. 10919, 
10776. .10958, .10778 .. 10921, 11261 11437, 11267. .11422 



8368 

17863 

17860 

OJ990721J33. 9C10 .C16 . o2 . np 

17860 

3249064 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17860. .17964, 19229 .. 19482, 19517. .19612 

(AC004473) Strong similarity to trehalose-6-phosphate synthase 
homolog gb 12245136 from A. thaliana chromosome 4 contig 
gb|Z97344. [Arabidopsis thaliana] 



OJ990721_03.9C10.C16 
+ 

19612 
AAT/NAP 
19612 
141 





Seq. No. 


8368 


Seq. ID 


OJ990721 


_03. 


9C10 


.C16 




Gene No. 


17863 


Strand 


+ 










Start 


17860 


End 


19612 










Name 


OJ990721 03.9C10.C16.o4.gs 


Method 


GENSCAN 










Start 


18567 


End 


19024 










GI 


none 


Score 


.68 










Exons 


18567. .18605, 18692. .19024 














Seq. No. 


8369 


Seq. ID 


OJ990721 


_03. 


9C10 


.C17 


.8=1 


Gene No. 


17864 


Strand- 


- 








i. 

■ = : 


Start 


1 


End 


526 










Name 


OJ990721 03. 9C10.C17.ol.np 


Method 


AAT/NAP 








si 
U ! 


Start 


1 


End 


526 








ru 


GI 


5091513 


Score 


629 








.1 XL 

: I 


Exons 


1. .526 






- 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








"! 

's 3? 


Seq. No. 


8369 


Seq. ID 


OJ990721 


_03. 


9C10 


.C17 


:* ( i 


Gene No. 


17864 


Strand 


- 










Start 


1 


End 


526 








□ 


Name 


OJ990721 03.9C10.C17.ol.gs 


Method 


GENSCAN 










Start 


89 


End 


315 










GI 


none 


Score 


.56 








jj 3 1 


Exons 


89. .315 














Seq. No. 


8370 


Seq. ID 


OJ990721 


_03. 


9C10 


:ci8 


u 


Gene No. 


17865 


Strand 


+ 










Start 


151 


End 


282 










Name 


OJ990721 -03.9C10.C18.ol.gs 


Method 


GENSCAN 










Start 


151 


End 


282 










GI 


none 


Score 


.65 










Exons 


151. .282 














Seq. No. 


8371 


Seq. ID 


OJ990421_ 


_05. 


9C03 


.C2 




Gene No. 


17866 


Strand 












Start 


1489 


End 


1762 










Name 


OJ990421 05.9C03.C2.ol.gs 


Method 


GENSCAN 










Start 


1489 


End 


1762 










GI 


none 


Score 


.63 










Exons 


1489. .1548, 1703. .1762 














Seq. No. 


8372 


Seq. ID 


OJ990421_ 


_05. 


9C03 


.C4 




Gene No. 


17867 


Strand 


+ 









8841 



Start 


1 






End 


9640 




Name 


OJ990421 05 


.9C03. 


C4 . ol .np 


Method 


AAT/NAP 




Start 


1 






End 


9622 






4iU4<i / .J 






Score 


748 




Exons 


1..69, 410. 


.507, 


2073. .2259, 


2341.. 2488, 2592.. 


2660, 3315.. 




3489. .3645, 


3952. 


.4465, 5402. 


.5628, 6044.. 6193, 


6247. .6365, 




6620. .6782, 


7466. 


.7664, 7747. 


.7954, 8 


063. .8212, 


8309. .8435, 




8658. .8975, 


9069. 


.9269, 9321. 


.9622 






GI Descrip. 


(AC004146) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


8372 






Seq. ID 


OJ990421 




Gene No. 


17867 






Strand 


+ 




OLalL 


i 

L 






End 


9640 




Name 


OJ990421 05 


. yuu j . 


. o i . gs 


Method 


GENS CAN 




Start 


637 






End 


9640 




GI 


none 






Score 


.86 




Exons 


637. .1122, 


2592. . 


2660, 3725.. 


3925, 4002.. 4448, 


6079. .6176, 




6311. .6404, 


6584. 


.6719, 7430. 


.7737, 8 


048. .8212, 


8717. .9640 


Seq. No. 


8372 






Seq. ID 


OJ990421 


_05. 9C03.C4 


Gene No . 


17867 






Strand 


+ 




Start 


1 






End 


9640 




Name 


OJ990421 05 


.9C03. 


C4.o2.np 


Method 


AAT/NAP 




Start 


1521 






End 


. 9622 




n 


4 904 97 S 






Score 


672 




Exons 


1521. .1551, 


2073. 


.2259, 2341. 


.2488, 2592.. 2660, 


3315. .3401, 




3489. .3645, 


3952. 


.4465, 5402. 


.5628, 6044. .6193, 


6247. . 6365, 




6620. .6782, 


7466. 


.7664, 7747. 


.7954, 8 


063. .8212, 


8309. .8435, 




8658. .8975, 


9069. 


.9269, 9321. 


.9622 






GI Descrip. 


(AC004146) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


8372 






Seq. ID 


OJ990421 


_05. 9C03.C4 




1 7R fift 
X / O Do 






Strand 


+ 




Start 


9786 






End 


10238 




Name 


OJ990421 05 


.9C03. 


C4 .o2.gp 


Method 


AAT/GAP 




Start 


9786 






End 


10238 




GI 


4715244 






Score 


770 • 




Exons 


9786. .10238 












Seq. No. 


8372 






Seq. ID 


OJ990421 


_05. 9C03.C4 


bene ino . 


1 / OD3 






Strand 






Start 


8890 






End 


9626 




Name 


OJ990421 05 


.9C03. 


C4 .ol .gp 


Method 


AAT/GAP 




Start 


8890 - 






End 


9626 




GI 


none 






Score 


1397 




Exons 


8890. .9626 












Seq. No. 


8372 






Seq. ID 


OJ990421 


_05. 9C03.C4 


Gene No. 


17870 






Strand 






Start 


10455 






End 


10812 




Name 


OJ990421 05 


.9C03. 


C4 .o2 .gs 


Method 


GENSCAN 




Start 


10455 






End 


10812 




GI 


none 






Score 


.47 




Exons 


10455. .10625, 10630. .10812 








Seq. No. 


8372 






Seq. ID 


OJ990421 


_05.9C03.C4 


Gene No. 


17871 






Strand 







8842 




Start 


12632 










End 


12780 




Name 


OJ990421 05. 


9C03 


.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


OLalL 


2338 










End 


3571 




GI 


none 










Score 


117 




Exons 


2338. 


.2484, 


2340 


. .2489, 


2340. 


.2483, 2341. .2484, 


2342. .2497 




2345. 


.2491, 


2577 


. .2660, 


2591. 


.2659, 3059.. 3151, 


3060. .3167 




3312. 


.3404, 


3312 


. .3392, 


3313. 


.3402, 3320. .3412, 


3483. .3569 




3488. 


.3571 














Seq. No. 


8372 










Seq. ID 


OJ990421 


_05.9C03.C4 


Gene No. 


17871 










Strand 






Start 


12632 










End 


12780 




Name 


OJ990421 05. 






fm 


Method 


TBLASTX: 


lid ilc 


Start 


4324 










End 


7653 




GI 


none 










Score 


95 




Exons 


4324. 


.4449, 


4330 


. .4458, 


4331. 


.4465, 4332. .4460, 


5142. .5207 




6079. 


.6174, 


6083 


. .6193, 


6258. 


.6404, 6311. .6394, 


6581. .6727 




6586. 


.6714, 


7422 


. .7613, 


7423. 


.7620, 7427. .7615, 


7612. .7653 


Seq. No. 


8372 










Seq. ID 


OJ990421 


_05. 9C03.C4 


Gene No. 


17871 










Strand 






Start . 


12632 










End 


12780 




Name 


OJ990421 05. 


9C03 


.C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Cf 2 r-+- 


7656 










End 


8916 




GI" 


none 










Score 


80 




Exons 


7656. 


.7754, 


7681 


. .7755, 


7682. 


.7756, 76 


J13. .7965, 


7815. .7967 




7817. 


.7963, 


8042 


. .8212, 


8042. 


.8197, 8046. .8213, 


8050. .8217 




8292. 


.8372, 


8306 


. .8434, 


8306. 


.8407, 8308. .8436, 


8586. .8672 




8716. 


.8820, 


8717 


. .8842, 


8836. 


.8916 






Seq. No. 


8372 










Seq. ID 


OJ990421 


_05.9C03.C4 




17871 










Strand 






Start 


12632 










End 


12780 




Name 


OJ990421 05. 


9C03 


.C4.o3. 


gs 


Method 


GENSCAN 




Start 


12632 










End 


12780 




GI 


none 










Score 


.46 




Exons 


12632 


. .12780 












Seq. No. 


8373 










Seq. ID 


OJ990421 


_05.9C03.C5 


ucne lno . 


17872 










Strand 






Start 


329 










End 


494 




Name 


OJ990421 05. 


9C03 


.C5.ol. 


gs 


Method 


GENSCAN 




Start 


329 










End 


. 494 




GI 


none 










Score 


.71 




Exons 


329. . 


494 














Seq. No. 


8374 










Seq. ID 


OJ990421 


_05.9C03.C7 


uene ino . 


17873 










Strand 


+ 




Start 


968 










End 


1103 




Name 


OJ990421 05. 


9C03 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


968 










End 


1103 




GI 


none 










Score 


.54 




Exons 


968. . 


1103 














Seq. No. 


8375 










Seq. ID 


OJ990421 


_05.9C03.C8 


Gene No. 


17874 










Strand 


+ 




Start 


1 










End 


145 





8843 






Name 


OJ990421 05.9C03.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


145 




GI 


none 




Score 


282 




Exons 


1. .145 










Seq. No. 


8376 




Seq. ID 


OJ990421_05 . 9C03.C10 




Gene No. 


17875 




Strand 


+ 




Start 


1269 




End 


1348 




Name 


OJ990421 05.9C03.C10.ol 


.np 


Method 


AAT/NAP 




Start 


1269 




End 


1348 




GI 


6498434 




Score 


105 




Exons 


1269. .1348 










GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


8376 




uC^ . XL/ 


OJ990421_05. 9C03.C10 




Gene No . 


17876 




91- rand 






Start 


616 




End 


776 




Name 


OJ990421 05. 9C03.C10.ol 


. gs 


Method 


GENSCAN 




Start 


616 




End 


776 




GI 


none 






. 43 




Exons 


616. .776 










Seq. No. 


8377 






OJ990421_05 . 9C03.C11 




Gene No. 


17877 




Oil allU. 


+ 


!=r 


Start 


1183 




End 


4083 


3; 
:J 


Name 


OJ990421 05.9C03.Cll.ol 


. tm 


Method 


TBLASTX : Maize 


;fl 


Start 


3 




End 


963 


: L! 


GI 


none 




Score 


41 




Exons 


3. .80, 12. .92, 19. .81, 




, 28. .111, 


101. .232, 118 . .273, 


j 

. i 




128. .280, 129. .269, 131 




132. .263, 


133. .243, 134 . .262, 






135. .236, 135. .248, 140 


247 


220. .249, 


262. .402, 282. .443, 


n; 
: 




289. .435, 292. .438, 295 


444 


311. .358, 


314. .433, 382. .444, 


! y 




382. .447, 502. .615, 502 


6?4 


509. .595, 


509. . 619, 509. . 637, 






511. .609, 513. .557, 515 


. .607, 


557. .595, 


637. .792, 639. .767, 






647. .751, 648. .776, 662 


. .757, 


663. .755, 


665. .754, 678. .755, 


1 J 




784. .933, 790. .963, 818 


• • O -7 -J 








Seq. No. 


8377 




Seq/ ID 


OJ990421_05.9C03.C11 


= I 


Gene No. 


17877 




Strand 


+ 


i 


Start 


1183 




End 


4083 




Name 


OJ990421 05.9C03.Cll.ol 


. gs 


Method 


GENSCAN 




Start 


1183 




End 


3657 




GI 


none 




Score 


.68 




Exons 


1183. .1419, 1468. .1496, 


1498. 


;i618, 2280.. 2397, 3451.. 3584, 






3622. .3657 










Seq. No. 


8377 




Seq. ID 


OJ990421_05.9C03.C11 




Gene No . 


17877 




Strand 


+ 




Start 


1183 




End 


4083 




Name 


OJ990421 05.9C03.Cll.ol 


• gp 


Method 


AAT/GAP 




Start 


2389 




End 


4083 




GI 


none 




Score 


523 




Exons 


2389. .2434, 3207. .3285, 


3518. 


.3584, 3973.. 4083 




Seq. No. 


8378 




Seq. ID 


OJ990421_05.9C03.C12 




Gene No. 


17878 




Strand 


+ - 




Start 


804 




End 


2519 



8844 



Name 


OJ990421_05.9C03.C12.ol 


.np 


Method 


AAT/NAP 


Start 


804 




End 


2519 


GI 


2981614 




Score 


188 


Exons 


804. .1216, 2496. .2519 








GI Descrip. 


(D89672) transcription 


factor 


[Ceratopteris richardii] 


Seq. No. 


8378 




Seq. ID 


OJ990421 05.9C03.C12 


Gene No. 


17879 




Strand 


+ 


Start 


2674 




End 


4475 


Name 


OJ990421_05. 9C03.C12.o2 


.gs 


Method 


GEN SCAN 


Start 


2674 




End 


4475 


GI 


none 




Score 


.93 


Exons 


2674. .2725, 3300. .3417, 


3573. 


.3789, 3951. .3984, 4360. .4475 


Seq. No. 


8378 




Seq. ID 


OJ9'90421_05. 9C03.C12 


Gene No. 


17880 




Strand ' 




Start 


6427 




End 


10051 


Name 


OJ990421 05. 9C03.C12 ,o3 


.gs 


Method 


GENSCAN 


Start 


6427 




End 


10051 


GI 


none 




Score 


.91 


Exons 


6427. .6479, 7500. .7740, 


7807 . 


.8183, 9262.. 10051 


Seq. No. 


8379 




Seq. ID 


OJ990421_05.9C03.C13 


Gene No. 


17881 




Strand 




Start 


871 




End 


4 004 


Name 


OJ990421_05. 9C03.C13.ol 


.gs 


Method 


GENSCAN 


Start 


871 




End 


4004 


GI 


none 




Score 


.57 


Exons 


871. .1209, 1269. .1407, 


1978 . . 


2068, 3851.. 4004 


Seq. No. 


8379 




Seq. ID 


OJ990421_05.9C03.C13 


Gene No. 


17881 




Strand 




Start 


871 




End 


4004 


Name 


OJ990421 05.9C03.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


2156 




End 


2461 


GI 


72524 1.R1084 




Score 


417 


Exons 


2156. .2461 








GI Descrip. 


' 50914 96/dbj IAB023482.2 


IAB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


8379 




Seq. ID 


OJ990421_05.9C03.C13 


Gene No. 


17882 




Strand 




Start 


4003 




End 


6007 


Name 


OJ990421 05.9C03.C13.ol 


. np 


Method 


AAT/NAP 


Start 


4003 




End 


6007 


GI 


5091513 




Score 


655 


Exons 


4003. .4222, 4378. .4530, 


5231. 


.6007 




GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


.8380 




Seq. ID 


OJ990421_05.9C03.C14 


Gene No. 


17883 




Strand 


+ 


Start 


4817 




End 


4987 


Name 


OJ990421 05.9C03.C14.o2 


.gs 


Method 


GENSCAN 


Start 


4817 




End 


4987 


GI 


none 




Score 


.99 


Exons 


4817. .4987 









8845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8380 
17884 
1 

OJ990421_05.9C03.C14.ol.np 
1 

5091513 

1..368, 1121. .1547, 1960. .2055, 4760. .5024 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_05.9C03.C14 
Strand 

End 5024 

Method AAT/NAP 

End 5024 

Score 788 



8380 

17884 

1 

OJ990421_05.9C03.C14.ol.gs 
66 

none 



Seq. ID OJ990421_05.9C03.C14 
Strand 

End 5024 

Method GENSCAN 

End 3208 

Score .56 



66. .423, 1151. .1285, 2106. .2290, 3182. .3208 



Seq. ID OJ990421_05.9C03.C14 
Strand 

End 5024 

Method AAT/GAP 

End 2684 

Score 418 



8380 
17884 
1 

OJ990421JD5. 9C03.C14 ,o2.gp 
2378 

72524_1.R1084 
2378.. 2684 

1 5091496/dbj | AB023482.2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID OJ990421_05.9C03.C15 

Strand + 

End 6960 

Method AAT/GAP 

End 6960 

Score 1009 



8381 
17885 
6446 

OJ990421_05.9C03.C15.ol.gp 
6446 

2429_1.R1084 
6446. .6960 

, 5596468/emb|CAB51406. 1 | 6.0e-68 (AL096882) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 


8381 








Seq. ID 


OJ990421_05.9C03.C15 


Gene No. 


17886 








Strand 




Start 


1253 








End 


4144 


Name 


OJ990421 05 


.9C03. 


CIS.ol 


■ gs 


Method 


GENSCAN 


Start 


1253 








End 


4144 


GI 


none 








Score 


. 62 


Exons 


1253. .1819, 


1835. 


.1952, 


2122. 


.2246, 3392. .3513, 3958. .4144 


Seq. No. 


8381 








Seq. ID 


OJ990421_05.9C03.C15 


Gene No. 


17886 








Strand 




Start 


1253 








End 


4144 


Name 


OJ990421 05 


.9C03. 


CIS.ol 


.np 


Method 


AAT/NAP 


Start 


2035 








End 


3721 


GI 


4585884 








Score 


252 


Exons 


2035. .2121, 


3179. 


.3513, 


3589. 


.3721 




GI Descrip. 


(AC005850) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


8381 








Seq. ID 


OJ990421_05.9C03.C15 


Gene No. 


17887 








Strand 




Start 


4255 








End 


5793 



8846 




Mi . 



Name 


OJ990421 05. 


9C03.C15.o2. 


gs 


Method 


GEN SCAN ' 




Start 


4255 






End 


5793 




GI 


none 






Score 


.44 




Exons 


4255. .4338, 


4378. .4452, 


4534 


..4617, 5137. .5793 




Seq. No. 


8381 






Seq. ID 


OJ990421_05.9C03 


.C15 


Gene No. 


1 n q Q Q 

1 /ooo 






Strand 






Start 


6847 






End 


6960 




Name 


OJ990421 05. 


9C03.C15.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3212 






End 


3529 




GI 


none 






Score 


52 




Exons 


3212. .3409, 


3231. .3362, 


3425 


..3529, 3426.. 3521 




Seq. No. 


8381 






Seq. ID 


OJ990421_05.9C03 


.CIS 


Gene no . 


i /ooo 






Strand 






Start 


6847 






End 


6960 




Name 


OJ990421 05. 


9C03.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3233 






End 


3484 




GI 


none 






Score 


89 




Exons 


3233. .3484, 


3236. .3415, 


3300 


. .3479 






Seq. No. 


8381 






Seq. ID 


OJ990421_05.9C03 


.CIS 


Gene No. 


1 1 o o o 

1 / ooo 






Strand 






Start 


6847 






End 


6960 




Name 


OJ990421 05. 


9C03.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3278 






End 


3706 




GI 


none 






Score 


58 




Exons 


3278. .3409, 


3428. .3514, 


3429 


..3518, 3626. .3706 




Seq. No. 


8381 






Seq. ID 


OJ990421_05.9C03 


.CIS 


Gene No. 


17888 






Strand 






o car u 


6847 






End 


6960 




Name 


OJ990421 05. 


9C03.C15.o2. 


np 


Method 


AAT/NAP 




Start 


6847 






End 


6960 




GI 


5596468 






Score 


103 




Exons 


6847. .6960 












GI Descrip. 


(AL096882) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8382 






Seq. ID 


OJ990421_05.9C03 


.C16 


Gene No. 


17889 






Strand 


+ 




Start 


446 






End 


777 




Name 


OJ990421 05. 


9C03.C16.ol. 


gp 


Method 


AAT/GAP 




Start 


446 






End 


777 




GI 


2429 1.R1084 






Score 


623 




Exons 


446. .777 












GI Descrip. 


, 5596468/emb 


ICAB51406.il 


6.0e-68 (AL096882) putative protein 




[Arabidopsis 


thaliana] 1 










Seq. No. 


8383 






Seq. ID 


OJ990421J)5.9C03 


.C18 


Gene No. 


17890 






Strand 


+ 




Start 


1 






End 


25 




Name ■ 


OJ990421 05. 


9C03.C18.ol. 


gs 


Method 


GENSCAN - 




Start 


1 






End 


25 




GI 


none 






Score 


.94 




Exons 


1. .25 












Seq. No. 


8384 






Seq. ID 


OJ990421_05.9C03 


-C19 



8847 




Gene No. 


1 7QQ1 

i / o y i 




OLiana 






Start 


132 




End 


640 




Name 


OJ990421 05.9C03.C19. 


ol . gs 


Method 


GENSCAN 




Start 


132 




End 


640 




GI 


none 




Score 


.47 




Exons 


132. .288, 364. .640 










Seq. No. 


8385 




Seq. ID 


OJ990421 


_05.9C03.C21 


bene inio . 


± / o y z 




Q4- r-a -nH 

our ana 






Start 


1732 




End 


1897 . 




Name 


OJ990421 05.9C03.C21. 


ol .gs 


Method 


GENSCAN 


■■■■ 


Start 


1732 




End 


1897 




GI- 


none 




Score 


.85 




Exons 


1732. .1897 










Seq. No. 


8386 




Seq. ID 


OJ990421 


_05.9C03.C24 


bene wo . 


1 TOGO 






_i_ 
i 




Start 


363 




End 


429 




Name 


OJ990421 05.9C03.C24. 


ol .gs 


Method 


GENSCAN 




Start 


363 




End 


429 




GI 


none 




Score 


.91 




Exons 


363. .429 










Seq. No. 


8387 




Seq. ID 


OJ990421 


_05.9C03.C25 


Gene No . 


i / o y 4 




Strand 


_i_ 

T 




Start 


2325 




End 


2349 




Name 


OJ990421 05.9C03.C25. 


ol . gs 


Method 


GENSCAN 




Start 


2325 




End 


2349 




GI 


none 




Score 


.42 




Exons 


2325. .2349 










Seq. No. 


8388 




Seq. ID 


OJ990421 


_05.9C03.C26 


Gene No . 


i / o y o 




our ana. 


_i_ 

T 




Start 


276 




End 


1079 




Name 


OJ990421 05.9C03.C26. 


ol . gs 


Method 


GENSCAN 




Start 


276 




End 


1079 




GI 


none 




Score 


.44 




Exons 


276. .411, -907,,-; 1079 ' 










Seq. No; 


8389 




Seq. ID 


OJ990421 


_05.9C03.C27 


Gene No. 


17896 




Strand 


+ 




Start 


1 




End 


718 




Name 


ujyyu4Z± ud . yuu o . / . 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


718 




GI 


2191129 




Score 


256 




Exons 


1..502, 543. .718 










GI Descrip. 


(AF007269) similar to 


. SPF1 


DNA-binding protein 


[Arabidopsis 




thaliana] 










Seq. No. 


8389 




Seq. ID 


OJ990421 


_05.9C03.C27 


Gene" No. 


17896 




Strand 


+ 




Start 


1 




End 


718 




Name 


OJ990421 05.9C03.C27. 


ol . gs 


Method 


GENSCAN 




Start 


66 




End 


683 




GI 


none 




Score 


. 98 




Exons 


66. .683 











8848 




Seq. No. 


8389 




Seq. ID 


OJ990421_05.9C03.C27 


flc^T) & Mo 


1 7ft Qfi 




o l. x. ciiiu 


+ 


Start 


1 




End 


718 


Name 


OJ990421 05.9C03.C27.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


114 




End 


392 


GI 


none 




Score 


242 


Exons 


114. .338, 170. .325, 330 


. .392, 


341. .388 




Seq. No. 


8389 




Seq. ID 


OJ990421_05.9C03.C27 


fpnn Ma 


1 7896 




9t r And 


+ 


Start 


1 




End 


718 


Name 


OJ990421 05.9C03.C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


117 




End 


353 


GI 


none 




Score 


200 


Exons 


117. .353, 167. .301 








Seq. No. 


8389 




Seq. ID 


OJ990421_05.9C03.C27 




17896 




Qf rand 


+ 


Start 


1 




End 


718 


Name 


OJ990421 05.9C03.C27.ol 


.tc 


Method 


TBLASTX: Cress . 


Start 


132 




End 


383 


GI 


none 




Score 


233 


Exons 


132. .338, 146. .301, 330 


. .383 






Seq. No. 


8389 




Seq. ID 


OJ990421_05.9C03.C27 




X / O -7 U 








Start 


1 




End 


718 


Name 


OJ990421 05.9C03.C27.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


170 




End 


358 


GI 


none 




Score 


195 


Exons 


170. .358, 171. .350 








Seq. No. 


8390 




Seq. ID 


OJ990421_05.9C03.C28 


Gene No. 


17897 




Strand 


+ 


Start 


4085 




End 


4166 


Name 


OJ990421 05.9C03.C28.ol 


. np 


Method 


AAT/NAP 


Start 


4085 




End 


4166 


GI 


6630699 




Score 


75 


Exons 


4085. .4166 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi | 6721536 | dbj | BAA89566 


.11 (AP001073) : 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


8390 




Seq. ID 


OJ990421_05.9C03.C28 


Gene No. 


17898 




Strand 


+ 


Start 


4276 




End 


4701 


Name 


OJ990421 05.9C03.C28.o2 


.np 


Method 


AAT/NAP 


Start 


4276 




End 


4701 


GI 


6539570 




Score 


225 


Exons 


4276. .4476, 4636. .4701 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8390 




Seq. ID 


OJ990421_05.9C03.C28 


Gene No. 


17899 




Strand 




Start 


2540, 




End 


5416 


Name 


OJ990421 05.9C03.C28.ol 


.gs 


Method 


GEN SCAN 


Start 


2540 




End 


5416 



8849 




GI 


none 








Score 


.52 






Exons 


2540. .2613, 


5046 


. .5177, 


5179. 


.5296, 5342. .5416 






Seq. No. 


8391 








Seq. ID 


OJ990421 


_05. 


9C03.C30 




17900 








St rand 


+ 






Start 


301 








End 


1932 






Name 


OJ990421 05 


.9C03 


.C30.ol 


.gs 


Method 


GENSCAN 






Start 


301 








End 


1932 






GI 


none 








Score 


. 5 






Exons 


301. .403, 1829.. 


1932. 












Seq. No. 


8392 








Seq. ID 


OJ990421 


_05. 


9C03.C31 




17901 

X / X 








Strand 








Start 


91 Q1 

C X -7 X 








End 


3033 






Name 


n.TQQn4?i ns 


9ro*3 


.C31.ol 


.gs 


Method 


GENSCAN 






Start 


91 91 ~~ 








End 


3033 






GI 


XlvJXlC 








Score 


. 9 






Exons 


91 Q1 9^04 

^ X -7X • . t Jul ; 




. .2722, 


2816. 


.3033 








Seq. No. 


8392 








Seq. ID 


OJ990421 


_05. 


9C03.C31 


Gene No. 


17902 








Strand 










3973 








End 


7864 






Name 


OJ990421 05 


.9C03 


.C31.o2 


. gs 


Method 


GENSCAN 






Start- 


3973 








End 


7755 






GI 


none 








Score 


.53 






Exons 


3973. .4031, 


4143 


. .4211, 


4697. 


.4737, 4757. .4925, 


6501. .6771, 




7093. .7755 
















Seq. No. 


8392 








Seq. ID 


OJ990421 


_05. 


9C03.C31 


Gene No. 


17902 








Strand 








Start 


3973 








End 


7864 






Name 


OJ990421 05 


.9C03 


.C31.ol 


.np 


Method 


AAT/NAP 






Start 


5982 








End 


7864 






GI 


6539553 








Score 


2985 







Exons 5982..7864 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8392 

17902 

3973 

OJ990421_05.9C03.C31.ol.tw 

6118 

none 

6118. .6255, 6118. .6231, 6120. 
6266.. 6505, 6320.. 6505, 6520. 

8392 

17902 

3973 

OJ990421_05.9C03.C31.o3.ts 

6265 

none 

6265.. 6456, 6320.. 6451, 6475. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6254, 6259.. 6504, 
.6594, 6522.. 6593, 



OJ990421_05.9C03.C31 
7864 

TBLASTX: Wheat 
6595 
135 

6262. .6504, 
6524. .6595 



Seq. ID OJ990421_05.9C03.C31 
Strand 

End 7864 

Method TBLASTX : Soybean 

End 6588 

Score 88 
.6588, 6482.-6562 



8850 




Seq. No. 


8392 








. Seq. ID 


OJ990421_05. 9C03 


.C31 


Gene No. 


17902 








Strand 






Start 


3973 








End 


7864 




Name 


OJ990421_05 


. 9C03 


.C31.o2, 


, tm 


Method 


TBLASTX: Maize 




Start 


6451 








End 


6790 




GI 


none 








Score 


198 




Exons 


6451. . 6789, 


6452 


. . 6790 










Seq. No. 


8392 








Seq. ID 


OJ99042l_05 . 9C03 


.C31 


Gene No. 


17902 








Strand 






Start 


3973 








End 


7864 




Name 


OJ990421_05 


. 9C03 


.C31.o2. 


,ts 


Method 


TBLASTX : Soybean 




Start 


6601 








End 


6946 




GI 


none 








Score 


124 




Exons 


6601. . 6945, 


6746 


. . 6946 ; 










Seq. No. 


8392 








Seq. ID 


OJ990421_05. 9C03 


.C31 


Gene No. 


17902 








Strand 






Start 


3973 








End 


7864 




Name 


OJ990421_05 


. 9C03 


.C31.o3. 


, tw 


Method 


TBLASTX: Wheat 




Start 


6799 








End 


7344 




GI 


none 








Score 


303 




Exons 


6799. .7005, 


7000 


. .7344 










Seq. No. 


8392 








Seq. ID 


OJ990421_05 . 9C03 


. C31 


Gene No. 


17902 








Strand 






Start 


3973 








End 


7864 




Name 


OJ990421_05 


. 9C03 


,C31.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


6880 








End 


7345 




GI 


none 








Score 


86 




Exons 


6880. . 7344, 


7054 


. .7209, 


7166. 


.7345 






Seq. No. 


8392 








Seq. ID 


OJ990421_05. 9C03 


.C31 


Gene No. 


17902 








Strand 






Start 


3973 








End 


7864 




Name 


OJ990421_05 


.9C03 


-C31.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


7015 








End 


7479 




GI 


5509260 








Score 


'50 




Exons 


7015. .7479, 


7034 , 


. .7078, 


7166. 


.7375 






GI Descrip. 
















Seq. No. 


8392 








Seq. ID 


OJ990421_05 . 9C03 


.C31 


Gene No. 


17902 








Strand 






Start 


3973 








* End 


7864 




Name 


OJ990421_05 


. 9C03, 


.C31.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7126 








End 


7386 




GI 


none 








Score 


99 




Exons 


7126. . 7386, 


721*4 . 


. . 7378 










Seq. No. 


8392 








Seq. ID 


OJ990421_05. 9C03 


.C31 


Gene No. 


17902 








Strand 






Start 


3973 








End 


7864 




Name 


OJ990421 05, 


.9C03. 


.C31.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7399 








End 


7836 




GI 


none 








Score 


326 




Exons 


7399. .7836, 


7399, 


. .7608, 


7416. 


.7646, 7705.. 7836 





8851 



Seq. No. 8393 Seq. ID OJ990421_05.9C03.C32 

Gene No. 17903 Strand 

Start 1 End 2413 

Name OJ990421_05. 9C03.C32.ol.np Method AAT/NAP 

Start 1 End 1984 

GI 6539553 Score 3376 

Exons 1..1984 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


8393 




Seq. ID 


OJ990421_05.9C03 


.C32 




Gene No. 


17903 




Strand 


- 






Start 


1 




End 


2413 






Name 


OJ990421 05.9C03.C32. 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


5 




End 


298 








none 




Score 


38 






Exons 


5. .73, 27. .65, 74. .298, 89. 


.283, 120. 


.290 






Seq. No. 


8393 




Seq. ID 


OJ990421_05.9C03 


.C32 




Gene No. 


17903 




Strand 


- 






Start 


1 




End 


2413 






Name 


OJ990421 05 9C03.C32. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


53 ~ 




End . 


442 




Q 


V31 


none 




S core 


104 




rn 


Exons 


53. .232, 53. .220, 85. 


.231, 


194. .442, i 


209. .442 




"Li 

:» = ! 


Seq. No. 


8393 




Seq. ID 


OJ990421_05.9C03 


.C32 


-f 


Gene No. 


17903 




Strand 


- 




[ ; \ 


Start 


1 




End 


2413 




"a s: 


Name 




r\ ^ +* rn 


Method 


TBLASTX: Maize 




fll 


Start 


86 




End 


520 






GI 


none 




Score 


75 




l z at 


Exons 


86. .520, 111. .311 












Seq. No. 


8393 




Seq. ID 


OJ990421_05.9C03 


,C32_ 


M» 


Gene No. 


17903 ■ 




Strand 


- 






Start 


1 




End 


2413 




P 


Name 


OJ990421 05.9C03.C32. 


ol.gs 


Method 


GENSCAN 




n 


Start 


132 




End 


2413 






GI 


none 




Score 


.94 






Exons 


132.. 2000, 2178.. 2225 


i, 2245 


. .2413 








Seq. No. 


8393 




Seq. ID 


OJ990421_05.9C03 


.C32 




Gene No. 


17903 




Strand 








Start 


1 




End 


2413 






Name 


OJ990421 05.9C03.C32. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


308 




End 


694 






GI 


none 




Score 


89 






Exons 


308.. 556, 539.. 694 












. Seq. No. 


8393 




Seq. ID 


OJ990421_05.9C03 


.C32 




Gene No. 


17903 




Strand 








Start 


1 




End . 


2413 






Name 


OJ990421 05.9C03.C32. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


721 




End 


1043 





8852 



t' 




GI 


none 




Score 


373 




Exons 


721. .1023, 722. .1036, 723. .1022, 789.. 


1043 




Seq. No. 






beq. xu 


OJ990421_05. 9C03 


.C32 


Gene No . 


i / yuj 




Strand 






Start 


1 




tjna 


2413 




Name 


ujyyu^x Uj. yuuj.tjz.Oi 


. cm 


Method 


TBLASTX: Maize 




Start 






bnu 


1855 




GI 


none 




Score 


243 




Exons 


1542. .1847, 1544. .1855 










Seq. No. 


O jj J 




oeq. xu 


OJ990421_05. 9C03 


.C32 


Gene No . 


i / yuo 




otrana 






Start 


1 




bna 


2413 




Name 


UjyyUflZX Uj . y^U j.LjZ . OZ 


. r.w 


Method 


TBLASTX: Wheat 




Start 






CjUU 


1990 




GI 


none 




Score 


213 




Exons 


1604.. 1990, 1605.. 1979 










Seq. No. 


Q "3 CM 




beq. xu 


OJ990421_05. 9C03 


.C33 


Gene No. 


i / yu4 




otrana 


+ 




Start 


JbU 




bna 


856 




Name 


ujyyu4zi Uj . yuUo.Ljo.Ol 


.gs 


Metnoa 


GEN SCAN ■ 




Start 


JbU 






856 




GI 


none 




Score 


.58 




Exons 


360. .444, 819. .856 










Seq. No. 


Q "5 Q A 

o jy^ 




Seq. ID 


OJ990421_05. 9C03 


.C33 


Gene No. 


i / yuo 




Strand 






Start 


LZoL 




End 


1908 




Name 


ujyyu4^!i uo. ytuj.Ljo.o^ 


.gs 


Method 


GEN SCAN 




Start 






End 


1908 




GI 


none 




Score 


.83 




Exons 


1281. .1335, 1354. .1456, 


1512. . 


,1627, 1731.. 1908 




Seq. No. 


o jyo 




Seq. ID 


OJ990421JD5.9C03 


.C34 


Gene No . 


i Tone 

x / yuo 




Strand 


+ 




Start 


xuy 




End 


2849 




Name 


uuyyu^^i uo . yuu j . l jfi . ox 


. gs 


Method 


GEN SCAN 




Start 


xuy 




End 


2849 




GI 


none 




Score 


.78 




Exons 


xuy..zxy, Jbb..4uo, you 


lice: 


2700. .2 


849 




Seq. No. 


8396 




Seq. ID 


OJ990421_05.9C03 


.C35 


Gene No. 


17907 




Strand 






Start 


lib/ 




End 


1607 




Name 


ujyyu4zx uo . ycu o . l Jo . ox 


.gp 


Method 


AAT/GAP 




Start 


lib / 




End 


1607 




GI 


101781 1 R1084 




Score 


754 




Exons 


1167. .T607 










GI Descrip. 


f 3135074/embiCAA69252 | i 


0.0e+00 (Y07955) anthocyanidin synthase 




[Oryza sativa] ' 










Seq. No. 


8396 




Seq. ID 


OJ990421_05. 9C03 


.C35 


Gene No. 


17908 




Strand 






Start 


2024 




End 


2743 




Name 


OJ990421 05.9C03.C35.o2 


.gs 


Method 


GENSCAN 





8853 






Start 


2024 




End 


2743 




GI 


none 




Score 


.7 




Exons 


2024. .2066, 2436. .2527, 


2687. 


.2743 






Seq. No. 


8397 




Seq. ID 


OJ990421_05.9C03.C36 




Gene No. 


17909 




Strand 


- 




Start 


1430 




End 


3008 




Name 


OJ990421 05.9C03.C36.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


189 




End 


828 




GI 


none 




Score 


40 




Exons 


189. .245, 204. .242, 251 


* .343, 


259. .315, 


297. .422, 317. .457, 






??fi 44? ' "347 44? ?4fi 


..446 


349 459, 


361 462 363 446, 






364. .435, 472. .603, 472 


. .597' 


487. .606, 


489. .605, 490. .600, 






493. .600, 494. .604, 494 


. .598, 


495. .605, 


498. .605, 498. .608, 






504. .605, 585.-623, 596 


. .646, 


628. .687, 


629.-694, 636. .698, 






640. .696, 675. .812, 676 


. .828, 


696. .797, 


697. .813, 703. .810, 






705. .812, 705. .809, 712 


. .798, 


714. .812, 


715. .795, 726. .797 




Seq. No. 


8397 




Seq. ID 


0 J9 90 4 2 1_0 5 . 9C0 3 . C3 6 




■Gene No. 


17909 




Strand 






Start 


1430 




End 


3008 




Name 


OJ990421 05.9C03.C36.ol 


.np 


Method 


AAT/NAP 




Start 


695 




End 


3008 




GI 


6721512 




Score 


144 


'p=l 


Exons 


695. .746, 2148. .2184, 2227. .2360, 2388. 


.2504, 2962. .3008 


hit 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


ru 


Seq. No. 


8397 




Seq. ID 


OJ990421_05.9C03.C36 




Pono Mo 


17909 




Strand 




's ar 


Start 


1430 




End 


3008 




Name 


OJ990421 05.9C03.C36.ol 


.gs 


Method 


GENSCAN 


'is? 


Start 


1430 




End 


2503 


ril 


GI 


none 




Score 


.45 




Exons 


1430.. 1550, 2227..2339, 


2388. 


.2503 




'ssf 
E 


Seq. No. 


8398 




Seq. ID 


OJ990421_05.9C03.C37 


"1 


Gene No. 


17910 




Strand 


+ 


r , 


Start 


360 




End ' 


926 


. s i 

'is? 


i\cmic 


OJ990421 05.9C03.C37.ol 


.np 


Method 


AAT /NAP 

nn a / lint 


□ 


Start 


360 




End 


92 6 


.1 St 
: t 


GI 


6907090 




Score 


43 


■s s; 


Exons 


.360. .626, 895. .926 










GI Descrip. 


(AP001129) Similar to Oryza sativa root 


-specific RCc3 mRNA. 






(L27208) 










Seq. No. 


8398 




Seq. ID 


OJ9904 21_05.9C03.C37 






17911 




Strand 






Start 


188 




End 


541 




Name 


OJ990421 05.9C03.C37.ol 


.gs 


Method 


GENSCAN 




Start 


188 




End 


541 




GI 


none 




Score 


.67 




Exons 


188. .344, 472. .541 










Seq. No. 


8399 




Seq. ID 


OJ990421_05.9C03.C38 




Gene No.* 


17912 




Strand 


+ 




Start ' 


182 




End 


884 , 




Name 


OJ990421 05.9C03.C38.ol 


.gs 


Method 


GENSCAN 



8854 






Start 


182 




End 


754 




GI 


none 




Score 


.91 ' 




Exons 


182. .754 










Seq. No. 


8399 




Seq. ID 


OJ990421_05.9C03.C38 




Gene No. 


17912 




Strand 


+ 




Start 


182 




End 


884 




Name 


OJ990421 05.9C03.C38.ol 


• np 


Method 


AAT/NAP 




Start 


194 




End 


884 




GI 


4006904 




Score 


158 




Exons 


■194. .415, 823. .884 










GI Descrip. 


(Z99708) putative MADS- 


box 


protein [Arabidopsis thaliana] 




Seq. No. 


8399 




Sea ID 


OJ990421 05 9C03 C38 






17912 




Strand 


+ 




Start 


182 




End 


884 




Name 


OJ990421 05.9C03.C38.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


205 




End 


447 




GI 


none 




Score 


200 




Exons 


205. .447, 206. .430 










Seq. No. 


8400 




Seq. ID 


OJ990421 05 9C03 C41 




fiprip No 


17913 




Strand 




SPfe 


Start 


461 




End 


991 


»_! 


Name 


OJ990421 05.9C03.C41.ol 


.gs 


Method 


GENS CAN 


3 S 
; z? 


Start 


461 




End 


991 


= R 
.! ! 


GI 


none 




Score 


.51 v . . 


"11 


Exons 


461. .991 








. _ J 

_ ( 


Seq. No. 


8401 




Seq. ID 


OJ990421 05 9C03 C44 


. LS 


Gene No. 


17914 




Strand 




"i 


Start 


1 




End 


621 


y 


Name 


OJ990421 05.9C03.C44.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


621 




GI 


5091513 




Score 


637 


C 

J 


Exons 


1..294, 344., 621 








a? 


GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza- 


• ;; sativa] 




Seq. No. 


8401 




Seq. ID 


OJ990421_05.9C03.C44 






17914 




Strand 






Start 


1 




End 


621 




Name 


OJ990421 05.9C03.C44.ol 


.gs 


Method 


GENSCAN 




Start 


72 




End 


560 




GI 


none 




Score 


1 




Exons 


72. .560 










Seq. No. 


8402 




Seq. ID 


OJ990421_05.9C03.C45 




Gene No. 


17915 




Strand 






Start 


1 




End 


707 




Name 


OJ990421 05.9C03.C45.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


707 




GI 


6539553 




Score 


1126 




Exons 


1. .707 










GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi I 6539590 | dbj I BAA88206 . 1 1 (APO00837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



8855 



Seq. No. 8402 Seq. ID 

Gene No. 17915 Strand 

Start 1 End 

Name OJ990421_05. 9C03.C45.ol.tc Method 

Start 1 End 

GI none Score 

Exons 1..174, 2.. 166 



.OJ990421_05 . 9C03 . C45 
707 

TBLASTX: Cress 

174 

99 



Seq. No. 8402 Seq. ID 

Gene No. 17915 Strand 

Start 1 End 

Name OJ990421_05 . 9C03 .C45 .ol . tm Method 

Start 1 End 

GI none Score 

Exons 1. .261, 2. .262 

Seq. No. 8402 Seq. ID 

Gene No. 17915 Strand 

Start 1 End 

Name OJ990421JD5 . 9C03 . C45 . ol . ts Method 

Start 10 End 

GI 5509260 Score 

Exons 10'. .267 
GI Descrip. 

Seq. No. 8402 Seq. ID 

Gene No. ' 17915 Strand 

Start 1 End 

Name OJ990421_05 . 9C03.C45.ol.gs Method 

Start 24 End 

GI none Score 

Exons 24.. 543 



OJ990421_05.9C03.C45 
707 

TBLASTX: Maize 

262 

99 



OJ990421_05.9C03.C45 
707 

TBLASTX : Soybean 

267 

206 



OJ990421_05.9C03.C45 
707 

GEN SCAN 

543 

.48 



Seq. No. 8402 Seq. ID 

Gene No. 17915 Strand 

Start 1 End 

Name ■ OJ990421JD5. 9C03 .C45 . ol . tw Method 

Start 187 End 

GI none Score 
Exons 



OJ990421_05. 9C03.C4 5 
707 

TBLASTX: Wheat 

706 

375 



187. .702, 187. 
497. .706 



.396, 204. .434, 458. .706, 492. .701, 493. .705, 



Seq. No. 8403 Seq. ID 

Gene No. 17916 Strand 

Start 82 End 

Name OJ990421_05 . 9C03 . C46 . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82.. 394 



OJ990421_05.9C03.C46 
+ 

394 

GEN SCAN 

394 

.85 



Seq. No. 8404 Seq. ID 

Gene No. 17917 Strand 

Start 281 End 

Name . OJ990421_05 . 9C03 . C47 . ol . gs Method 

Start 281 End 

GI none Score 



OJ990421_05.9C03.C47 
+ 

349 

GENS CAN 

349 

.74 



8856 



Exons 



281. .349 



Seq. No. 8405 , Seq. ID 

Gene No. 17918 Strand 

Start 1 End 

Name OJ990601_02 . 9C17 . C2 . ol . np Method 

Start 1 End 

GI 6742729 Score 

Exons 1 . . 147 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ990601_02.9C17.C2 
147 

AAT/NAP 

147 

191 



Seq. No. 8406 Seq. ID 

Gene No. 17919 Strand 

Start 2991 End 

Name OJ990601JD2 . 9C17 ,C3 . o2 . np Method 

Start 2991 End 

GI 6539553 Score 

Exons 2991.. 4618 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990601_02.9C17.C3 
+ 

4618 
AAT/NAP 
4618 
2641 



Seq- No. 


8406 


Seq. ID 


OJ990601_02. 9C17 


.C3 


Gene No. 


17919 


Strand 


+ 




Start 


2991 


End 


4618 




IN ctillc 


OJ990601 02.9C17.C3.o2.gs 


Method 


GEN SCAN 




Start 


3084 


End 


4052 




GI 


none 


Score 


. 67 




Exons 


3084. .4052 








Seq. No. 


8406 


Seq. ID 


OJ990601_02.9C17 


.C3 


Gene No. 


17920 


Strand 






Start 


10 


End 


2839 




Name 


OJ990601 02.9C17.C3.ol.gs 


Method 


GEN SCAN 




Start 


10 


End 


2839 




GI 


none 


Score 


.6 




Exons 


10. .406, 866. .960, 2587. .2839 








Seq. No. 


8406 


Seq. ID 


OJ990601_02.9C17 


.C3 


Gene No. 


17920 


Strand 






Start 


10 


End 


2839 




Name 


OJ990601 02.9C17.C3.ol.np* 


Method 


AAT/NAP 




Start 


77 


End 


406 




GI 


5852182 


Score 


410 




Exons 


77. .406 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 






Seq. No. 


8406 


Seq. ID 


OJ990601_02.9C17 


-C3 


Gene No. 


17921 


Strand 






Start 


2985 


End 


3433 




Name 


OJ990601 02.9C17.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2985 


End 


3372 




GI 


none 


Score 


322 




Exons 


2985. .3371, 2996.. 337Q, 3220., 


.3372 






Seq. No. 


8406 


Seq. ID 


OJ990601_02.9C17 


.C3 



8857 






Cpnp Mo 

UC11C LNU • 


17921 


Strand 






Start 


2985 


End 


3433 




Name 


OJ990601 02.9C17.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


3120 


End 


3433 




GI 


none 


Score 


348 




Exons 


3120.. 3428, 3130.. 3429, 3138 


..3428, 3143. .3433 




Seq. No. 


8406 


Seq. ID 


OJ990601_02.9C17.C3 






17922 


Strand 






Start 


3929 


End 


4251 




Name 


OJ990601 02.9C17.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


3929 


End 


4251 




GI 


none 


Score 


209 




Exons 


3929.. 4093, 3936.. 4250, 3956 


..4249, 4084. .4251 




Seq. No. 


8407 


Seq. ID 


OJ990601_02. 9C17.C4 




Gene No. 


17923 


Strand 


+ 




Start 


1 


End 


2904 




Name 


OJ990601 02.9C17.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2904 




GI 


6539553 


Score 


4417 




Exons 


1. .2904 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 






W 

i'il 


Seq. No. 


8407 


Seq. ID 


OJ990601JD2. 9C17.C4 




UCHC LNU • 


17923 


Strand 


+ 


□ 


Start 


1 


End 


2904 




Name 


OJ990601 02.9C17.C4.ol.gs 


Method 


GENSCAN 


Q 


Start 


352 


End 


2859 


:- : S 
! Li 


GI 


none 


Score 


.45 


is 


Exons 


352.. 1412, 1434.. 1955, 2277. 


.2859 






Seq. No. 


8407 


Seq. ID 


OJ990601JD2. 9C17.C4 




flar\cx Ma 


17924 


Strand 


+ 


i [ 


Start 


6065 


End 


7375 


: 

*s = > 


Name 


OJ990601 02.9C17.C4.o3.gs 


Method 


GENSCAN 


: 3C ! 


Start 


6065 


End 


7375 


; 3a : 


GI 


none 


Score 


.78 




Exons 


6065.. 6248, 6343.. 6410, 7154 


. .7375 






Seq. No. 


8407 


Seq. ID 


OJ990601J)2. 9C17.C4 




Gene No. 


17925 


Strand 


■ + 




Start 


11043 


End 


11251 




Name 


OJ990601 02.9C17.C4.o2.np 


Method 


AAT/NAP 




Start 


11043 


End 


11251 




GI 


4559372 


Score 


125 




Exons 


11043. .11251 








GI Descrip. 


(AC006585) CONS TANS -like B-box zinc finger protein [Arabidopsis 






thaliana] : - 








Seq. No. 


8407 


Seq. ID 


OJ990601_02.9C17.C4 




Gene No. 


17926 


Strand 






Start 


3753 


End 


4319 




Name 


OJ990601 02.9C17.C4.o2.gs 


Method 


GENSCAN 



8858 




Start 


3753 . 




End 


4319 




GI 


none 




Score 


.41 




Exons 


3753. .4319 










Seq. No. 


8407 




Seq. ID 


OJ990601_02.9C17 


.C4 


Gene No . 






o urana 






Start 


11357 




End 


14824 




Name 


OJ990601 02.9C17.C4 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


289 




End 


675 




GI 


none 




Score 


83 




Exons 


289. .444, 427. .675 










Seq. No. 


8407 




Seq. ID 


OJ990601_02.9C17 


.C4 


Gene No . 


1 *7 CkOl 

i / / 




o crana 






Start 


11357 




End 


14824 




Name 


OJ990601 02.9C17.C4 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


538 




End 


732 




GI 


none 




Score 


119 ' 




Exons 


538. .732, 540. .731, 


541. .732 








Seq. No. 


8407 




Seq. ID 


OJ990601JD2.9C17 


.C4 


Gene No . 


1 *7 OOl 
X 1 / 




our ana 






Start 


11357 




End 


14824 




Name 


OJ990601 02.9C17.C4 


. o2 . tm 


Method 


TBLASTX: Maize 




i= *! Start 


589 




End 


1083 






none 




Score 


227 




Exons 

m 


589. .897, 718. .873, 


901. .1083 








n Seq. No. 


8407 




Seq. ID 


OJ990601JD2.9C17 


.C4 


i ] : Gene No . 


1 "7 Q9"7 




Strand 






!"! Start 


11357 




End 


14824 




||- ! Name 


OJ990601 02.9C17.C4 


,o3. ts 


Method 


TBLASTX : Soybean 




I'll Start 


685 




End 


1083 




!i GI 


none 




Score 


179 




r =} Exons 


685. .909, 700. .864, 


910. .1083 


, 918. .956 




.. ]* Seq. No. 


8407 




Seq. ID 


OJ990601 02.9C17 


.C4 


! Gene No . 


i / yz / 




Strand 






Q Start 


11357 




End 


14824 




lj Name 


OJ990601 02.9C17.C4 


.ol.tw 


Method 


TBLASTX: Wheat 




H Start 


733 




End 


14824 




GI 


none 




Score 


883 




Exons 


733. .1488, 742. .148 


8, 14744.. 


14824 






Seq. No. 


8407 




Seq. ID 


OJ990601_02.9C17 


.C4 


Gene No. 


17927 




Strand 








11357 




End 


14824 




Name 


OJ990601 02.9C17.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1408 




End 


1872 




GI 


5509260 




Score 


365 




Exons 


1408. .1872, 1503. .1721, 1794. 


.1853 






GI Descrip." 












Seq. No. 


8407 




Seq. ID 


OJ990601__02.9C17 


.C4 


Gene No. 


17927 




Strand 






Start 


11357 " 




End 


14824 




Name 


OJ990601 02.9C17.C4 


.ol . tc 


Method 


TBLASTX: Cress 





8859 



Start- 


1501 








•End 


1761 


GI 


none 








Score 


276 


Exons 


1501. .1761, 


1503 


. .1673 








Seq. No. 


8407 








Seq. ID 


OJ990601_02.9C17.C4 


fie* n Mo 


17927 








Strand 




Start 


11357 








End 


14824 


Name 


OJ990601 02. 


9C17 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1542 








End 


2007 


GI 


none 








Score 


341 


Exons 


1542. .1724, 


1543 


. .2007, 


1678. 


.1860, 1794. .1892 


Seq. No. 


8407 








Seq. ID 


OJ990601 02 9C17 C4 


CZe*T\fz Mo 


17927 








Strand 




Start 


11357 








End 


14824 


Name 


OJ990601 02. 


9C17 


.C4.o3. 


tw 


Mprhod 


TBLASTX • Wheat 


Start 


1543 








End 


2088 


GI 


none 








Score 


305 


Exons 


1543. .1887, 


1882 


. .2088 








Seq. No. 


8407 








Seq. ID 


OJ990601 02 9C17 C4 




17 927 








Q-t- rand 




Start 


11357 








End 


14 824 


Name 


OJ990601 02. 


9C17 


.C4.o2. 


ts 


Mpt - hod 


TBLASTX * Sovbean 


Start 


1941 








End 


228 6 


GI 


none 








Score 


306 


Exons 


1941. .2141, 


1942 


. .2286 








Seq. No. 


8407 








Seq. ID 


OJ990601_02.9C17.C4 


flpno Mo 


17927 








Strand 




Start 


11357 








End 


14824 


Name 


OJ990601 02. 


9C17 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2097 








End 


2436 


GI 


none 








Score 


298 


Exons 


2097. .2402, 


2098 


. .2436 








Seq. No. 


8407 








Seq. ID 


OJ990601_02.9C17.C4 


C2ar\es Mo 










Strand 




Start 


11357 








End 


14824 


Name 


OJ990601 02. 


9C17 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2292 








End 


2768 


GI 


none 








Score 


101 


Exons 


2292. .2363, 


2293 


. .2367, 


2381. 


.2689, 2382.-2768, 2383. .2730 


Seq. No. 


8407 








Seq. ID 


OJ990601_02. 9C17.C4 


f!pnp Mo 


1 7927 








Strand 




Start 


11357 








End 


14824 


Name 


OJ990601 02. 


9C17, 


.C4.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2299 








End 


2640 


GI 


none 








Score 


97 


Exons 


2299. .2418, 


2325, 


. .2405, 


2431. 


.2640, 2436. .2561, 2443. .2619 


Seq. No. 


8407 








Seq. ID. 


OJ990601_02.9C17.C4 


Gene No. 


17927 








Strand 




Start 


• 11357 








End 


14824 


Name 


OJ990601 02. 


9C17. 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


11357 






End 


11501 



8860 



GI 

Exons 

GI Descrip. 



LIB3477-003-P1-K1-E9 Score 136 

11357. .11410, 11453.. 11501 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990601_02.9C17.C5 

Strand + 

End 1097 

Method GENSCAN 

End .... ■ 1097 

Score * .62 



8408 
17928 
112 

OJ990601 J)2 . 9C.17 . C5 . ol . gs 
112 
none 

112. .330, 472. .1097 

8408 
17929 
1530 

OJ990601_02.9C17.C5.o2.gs 
1530 
none 

1530.. 1568, 1646.. 1987, 2269.. 2382, 2461.. 2796, 2809.. 3144 



Seq. ID OJ990601_02.9C17.C5 

Strand + 

End 3144 

Method GENSCAN 

End 3144 

Score .87 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990601_02. 9C17.C5 
Strand 

End 3764 

Method AAT/NAP 

End 3764 

Score 124 



8408 
17930 
3269 

OJ990601_02 9C17 .C5.ol.np 
3269 
629693 
3269.. 3313, 3558.. 3764 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8408 

17930 

3269 

OJ990601_02 . 9C17 .C5.ol.ts 

3547 

none 



Seq. ID OJ990601_02.9C17.C5 
Strand 

End 3764 

Method " TBLASTX : Soybean 

End 3762 

Score 40 



3547.. 3585, 3555.. 3761, 3633.. 3740, 3637.. 3762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8409 

17931 

1 

OJ990601_02 . 9C17 . C6 . ol . np 
1 

4544372 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method AAT/NAP 

End 6276 

Score 1144 



1..1560, 1666. .2053, 2120. .3175, 6240. .6276 

(AC006920) putative retroelement pol polyprotein {Arabidopsis 
thaliana] 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name OJ990601_02 . 9C17 . C6 . o4 . tw 

Start 61 

GI none 

Exons 61.. 411, 62.. 181 



Seq. ID OJ990601_02.9C17. C6 
Strand 

End 6805 

Method TBLASTX : Wheat 

End 411 

Score 74 



8861 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name OJ990601_02 . 9C17 .C6 . 06 . ts 

Start 61 

GI none 

Exons 61.. 228, 65.. 226 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method TBLASTX: Soybean 

End 228 

Score 135 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name OJ990601_02 . 9C17 . C6 . ol . gs 

Start 82 

GI none 

Exons 82';. 560, 828.. 1171, 1283.. 1797 

Seq. No. 8409 

Gene No. 17 931 

Start 1 

Name OJ990601JD2 . 9C17 ,C6 . o3 . ts 

Start 571 

GI none 

Exons 571.. 969, 749.. 970 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method GENSCAN 

End 1797 

Score .77 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method TBLASTX : Soybean 

End 97 0 

Score 82 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name ' OJ990601_02 . 9C17 . C6 . o3 . tm 

Start 826 

GI none 

Exons 826.. 1203 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method TBLASTX : Mai ze 

End 1203 

Score 199 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name OJ990601JD2 . 9C17 .C6 . o3 . tw 

Start 1390 

GI none 

Exons 1390.. 1659, 1699.. 1788 



Seq. ID OJ990601_02.9C17.C6 

Strand. 

End 6805 

Method TBLASTX: Wheat 

End 1788 

Score 81 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name OJ99060 1_02 . 9C17 . C6 . ol . ts 

Start 1421 

GI none 
Exons 



Seq. ID OJ990601JD2. 9C17 .C6 
Strand 

End 6805 

Method TBLASTX : Soybean 

End 1833 

Score 122 



1421. .1675, 1423. .1674, 1696. .1833, 1700. .1831 



Seq. No. 8409 

Gene No. 17931 

Start 1 

Name OJ990601_02 . 9C17 .C6 . o2 . ts 

Start 1984 

GI none 
Exons 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method TBLASTX : Soybean 

End 2454 

Score 86 



1984. .2148, 2015. .2128, 2173. .2454, 2342. .2419 



8862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8409 

17931 

1 

OJ990601_02, 

2071 

none 

2071. .2154, 

8409 

17931 

1 

OJ990601_02. 

2140 

none 

2140. .2601, 

8409 

17931 

1 

OJ990601_02. 

2470 

none 

2470. .2814, 



9C17.C6.o2.tw 
2134.. 2469, 2342. 

9C17.C6.ol.tm 
2141.. 2266, 2212. 

9C17.C6.ol.tw 
2470.. 2823, 2513. 



8409 

17931 

1 

OJ99060.1_02 . 9C17 . C6 . o2 . tm 

2602 

none 

2602.. 2820, 2603.. 2815 



8409 

17931 

1 

OJ990601_02, 

2620 

none 

2620. .3089, 
6035. .6124, 



8409 

17931 

1 

OJ990601_02. 

2671 

none 

2671. .2805, 

8409 

17931 

1 

OJ990601_02. 

3347 

none 

3347. .3685 



9C17.C6.o2.gs 



3466.. 3578, 3858. 
6400. .6805 



9C17.C6.o4.ts 
2812.. 3036, 2813. 

9C17.C6.o5.ts 



Seq. ID OJ990601_02.9C17.C6 
Strand 

6805 

TBLASTX: Wheat 
2469 
56 



End 

Method 
End 
Score 
,2395 



Seq. ID OJ990601_02. 9C17.C6 
Strand 

6805 

TBLASTX: Maize 
2601 
72 



End 

Method 
End 
Score 
.2601 



Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method TBLASTX : Wheat 

End 2874 

Score 239 

.2815, 2818. .2874, 2828. .2869 

Seq. ID OJ990601_02.9C17.C6 
Strand 

End 6805 

Method TBLASTX : Mai ze 

End 2820 

Score 205 



Seq. ID OJ990601_02. 9C17.C6 
Strand 

End 6805 
Method GENSCAN 
End 6805 
Score , .54 

.5284, 5303. .5485, 5732.. 5916, 



Seq. ID OJ990601_02.9C17.C6 
Strand 

6805 

TBLASTX : Soybean 
3036 
79 



End 

Method 
End 
Score 
.3025 



Seq. ID OJ990601_02. 9C17.C6 
Strand 

End 6805 

Method TBLASTX : Soybean 

End 3685 

Score 199 



8863 



Seq. No. 


8410 


Seq. ID 


OJ990601 


Gene No. 


17932 


Strand 


+ 


Start 


1 


End 


1362 


Name 


OJ990601 02.9C17.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1362 


GI 


4680186 


Score 


333 


Exons 


1..35, 257. .311, 1145. .1362 




GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


8410 


Seq. ID 


OJ990601 


Gene No. 


17932 


Strand 


+ 


Start 


1 


End 


1362 


Name 


OJ990601 02.9C17.C7.ol.gs 


Method 


GENSCAN 


Start 


891 


End 


1217 


GI 


none 


Score 


. 64 


Exons 


891. .1048, 1145. .1217 






Seq. No. 


8410 


Seq. ID 


OJ990601 


Gene No. 


17933 


Strand 


— 


Start 


902 


End 


1295 


Name 


OJ990601 02.9C17.C7.ol.gp 


Method 


AAT/GAP 


Start 


902 


End 


1295 


GI 


uC-osflcyp033a04bl 


Score 


559 


Exons 


902. .1295 






GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone:: 


P0711E10' 




Seq. No. 


8411 


Seq. ID 


OJ990601 


Gene No. 


17934 


Strand 


+ 


Start 


177 


End 


575 


Name 


OJ990601 02.9C17.C8.ol.gp 


Method 


AAT/GAP 


Start 


177 


End 


575 


GI 


uC-osflcyp033a04bl 


Score 


628 


Exons 


177. .575 






GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza ; 




DNA, chromosome 1, clone:; 


P0711E10' 




Seq. No. 


8411 


•Seq. ID 


OJ990601 


Gene No. 


17935 


Strand 




Start 


110 


End 


595 


Name 


OJ990601 02.9C17.C8.ol.np 


Method 


AAT/NAP 


Start 


110 


End 


595 


GI 


4680186 


Score 


303 


Exons 


ilO.,352, 479. .595 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


8412 


Seq. ID 


OJ990601_ 


Gene No . 


17936 


Strand 


+ 


Start ■ 


385 


End 


603 


Name 


OJ990601 02.9C17.C9.ol.gs 


Method 


GENSCAN 


Start 


385 • 


End 


603 


GI 


none 


Score 


.94 


Exons 


385. .438, 478. .603 






Seq. No. 


8412 


Seq. ID 


OJ990601_ 


Gene No. 


17937 


Strand 




Start 


2852 


End 


2995 



02<.9C17.C7 



8864 




Name 


OJ990601 02 


.9C17.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


2852 






End 


2995 


GI 


21474 1.R1084 




Score 


244 


Exons 


2852. .2995 










GI Descrip. 


'3894159 2. 


0e-10 (AC005312) 


hypothetical protein [Arabidops 




thaliana] 1 










Seq. No. 


Q A 1 0 






Seq. ID 


OJ990601_02.9C17.C9 


Gene No. 


17938 






Strand 




Start 


1477 






End 


6506 


Name 


OJ990601 02 


.9C17.C9.o2. 


gs 


Method 


GEN SCAN 


Start 


1477 






End 


6494 


GI 


none 






Score 


.75 


Exons 


1477. .1651, 


3402. .3538, 


3618 


..3716, 3808.. 3880, 3965.. 4075, 




4170. .4343, 


a i m "3 £ 

44 Jl'. . 01 jD/ 


5138 


..5280, 5406. .5547, 5643.-5762, 




5808. .6087, 


6331. .6494 








Seq. No. 


8412 






Seq. ID 


OJ990601_02-.9C17.C9 


Gene No. 


17938 






Strand 




Cfarf 
OLal L. 


1477 






End 


6506 


Name 


OJ990601 02 


.9C17.C9.ol. 


np 


Method 


AAT/NAP 


Start 


3366 






End 


6506 


GI 


4680204 






Score 


812 


Exons 


3366. .3508, 


3856. .4075, 


4170 


..4343, 4451. .5547, 5643. .6506 


GI Descrip. 


(At 1141 / 1 ) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


8412 






Seq. ID 


OJ990601_02.9C17.C9 


Gene No . 


17938 






Strand 




Start' 


1477 






End 


6506 


Name 


OJ990601 02 


.9C17.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5335 






End 


6032 


GI 


none 






Score 


54 


Exons 


5335. .5553, 


5480. .5554, 


5637 


..5711, 5952. .6032 


Seq. No. 


8412 






Seq. ID 


OJ990601_02-.9C17.C9 


Gene No. 


17938 






Strand 




OtaiL 


1477 






End 


6506 


Name 


OJ990601 02 


.9C17.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6033 






End 


6436 


GI 


none 






Score 


43 


Exons 


6033. .6128, 


6034. .6108, 


6166 


..6333, 6198. .6434, 6240. .6434, 




6296. .6436 










Seq. No. 


8413 






Seq. ID 


OJ990601_02.9C17.C10 


oene no . 


17939 






Strand 




Start 


630 






End 


853 


Name 


OJ990601 02 


.9C17.C10.ol 


.gs 


Method 


GENSCAN 


Start 


630 






End 


853 


GI 


none 






Score 


.74 


Exons 


630. .670, 793. .853 








Seq. No. 


8414 






Seq. ID 


OJ990601_02 . 9C17 .Cll 


Gene No. 


17940 






Strand 


+ 


Start 


6 






End 


450 


Name 


OJ990601 02 


.9C17.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


6 






End " 


450 


GI 


LIB3431-028 


-P.1-N1-A10 




Score 


766 



8865 




Exons 6.. 76, 104.. 450 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] * 





Seq. No. 


8414 




Seq. ID 


OJ990601_02.9C17 


.Cll 




Gene No. 


17941 




Strand 


- 






Start 


69 




End 


1882 






Name 


OJ990601 02.9C17.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


69 




End 


1791 






GI 


none 




Score 


.58 






Exons 


69. .465, 495. .849, 1509 


. .1791 










Seq. No. 


8414 




Seq. ID 


OJ990601J32.9C17 


.Cll 




Gene No. 


17941 




Strand 


- 






Start 


69 




End 


1882 






Name 


OJ990601 02.9C17.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


145 




End 


1456 






GI 


none 




Score 


131 






Exons 


145. .207, 186. .239, 225 


. .290, 


319. .459 


, 336. .458, 406.. 


501, 






438. .497, 501. .548, 504 


. .545, 


509. .550 


, 541. .975, 572.. 


979, 






573. .977, 1012. .1455, 1013. .1456 








Seq. No. 


ft A 1 A 




Seq. ID 


OJ990601_02.9C17 


.Cll 




Gene No. 


1 7 CM 1 




Strand 


- 






Start 


0 y 




End 


1882 






Name 




. np 


Method 


AAT/NAP 




u! 


Start 


£97 
OZ / 




End 


1882 




ri! 


GI 






Score 


1779 






Exons 


6?7 Iflfi? 

\J £. 1 ■ ■ J. O O 










U! 




(AF121139) RIM2 protein 


[Oryza sativa] 






. «i 


Seq. No. 


8414 




Seq. ID 


OJ990601_02.9C17 


.Cll 


! fc) 


Gene No. 


17941 




Strand 








Start 


69 




End 


1882 




□ 


Name 


OJ990601 02.9C17.Cll.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


725 




End 


1168 






GI . 


none 




Score 


110 




rs =i 


Exons 


725. .964, 725. .979, 729 


. .977, 


1012. .1158, 1012. .1164, 








1013. .1168, 1013. .1168 










□ 


Seq. No. 


8414 




Seq. ID 


OJ990601_02.9C17 


.Cll 




Gene No. 


17941 




Strand 








Start 


69 




End 


1882 






Name 


OJ990601 02.9C17.Cll.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1099 




End 


1413 






GI 


none 




Score 


68 






Exons 


1099.. 1329, 1099.. 1413, 


1127. . 


1402 








Seq. No. 


8414 




Seq. ID 


OJ990601_02.9C17 


.Cll 




Gene No. 


17941 




Strand 








Start 


69 




End 


1882 






Name 


OJ990601 02.9C17.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


1457 




End 


1869 






GI 


none 




Score 


59 






Exons 


1457. .1522, 1459. .1542, 


1576. . 


1716, 1616.. 1717, 1722.. 1772, 






1723. .1770, 1754. .1792, 


1818*.". 


1865, 1819.. 1869 





8866 



Seq. No. 8415. Seq. ID 

Gene No. 17942 Strand 

Start 393 End 

Name OJ990601_02 . 9C17 . C12 . ol . tm Method 

Start 393 End 

GI none Score 

Exons 393.. 578, 395.. 595 



OJ990601_02.9C17.C12 
760 

TBLASTX: Maize 

595 

59 



Seq. No. 8415 Seq. ID 

Gene No. 17942 Strand 

Start 393 End 

Name OJ990601_02 . 9C17 . C12 . ol . tw Method 

Start 428 End 

GI none Score 

Exons 428.. 760, 429.-578, 4'34..715 



OJ990601_02 . 9C17 . C12 
760 

TBLASTX: Wheat 

760 

87 



Seq. No. 


8416 






Seq. ID 


OJ990601_02.9C17 


.C13 


Gene No. 


17943 






Strand 






Start 


1 






End 


1073 




Name 




02.9C17.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1073 




GI 


3513745 






Score 


432 




Exons 


1. .1073 












r'\ GI Descrip. 


(AF080118 


) contains similarity to reverse trancriptase 


(Pfar 




rvt .hmm, 


score: 42.57) 


[Arabidopsis thaliana] 




Seq. No. 


8416 






Seq. ID 


OJ990601JD2.9C17 


.C13 


■ sf bene no . 


± / j ft j 






Strand 






Start 


1 






End 


1073 




j Name 


OJ990601 


02.9C17.C13.ol 


.tm 


Method 


TBLASTX : Maize 




? ;| Start 


42 






End 


1012 






none 






Score 


101 




M Exons 


42. .323, 


155.. 1012, 390 


. .527, 


403. .528 


, 609.. 989 




;*j Seq. No. 


8416 






Seq. ID 


OJ990601_02. 9C17 


.C13 


,.: Gene No. 


17943 






Strand 






]| Start 


1 






End 


1073 




Name 


OJ990601 


02. 9C17.C13.o2 


.tw 


Method 


TBLASTX: Wheat 




=f Start 


302 






End ■ 


646 




II GI 


none 






Score 


47 




j Exons 


302. .382, 


374..S26, 390 


. .527, 


531. .644 


, 536. .646 




Seq. No. 


.8416 






Seq. ID 


OJ990601_02.9C17 


-C13 


Gene No. 


17943 






Strand 






Start 


1 






End 


1073 




Name 


OJ990601 


02. 9C17.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


647 






End 


958 




GI 


none 






Score 


188 




Exons 


647. .682, 


683.. 958, 687 


. .926, 


751. .927 






Seq. No. 


8417 






Seq. ID 


OJ990601_02. 9C17 


.C14 


Gene No. 


17944 






Strand 


+ . 




Start 


144 






End 


606 




Name 


OJ990601 


02.9C17.C14.ol 


.gs 


Method 


GENSCAN 




Start 


144 






End 


606 




GI 


none 






Score 


.67 




Exons 


144. .195, 


536. .606 











8867 



Seq. No. 8417 Seq. ID 

Gene No. 17 945 * Strand 

Start 3323 End 

Name OJ990601_02 . 9C17 . C14 . o2 . gs Method 

Start 3323 End 

GI none Score 

Exons 3323.. 3382, 5042.. 5146, 5292.. 5384 



OJ990601_02.9C17.C14 

5384 
GENSCAN 
5384 
.51 



Seq. No. 


8418 


Seq. ID 


OJ990601_02.9C17.C16 


Gene No. 


17946 


Strand 


+ 


Start 


1 


End 


2147 


Name 


OJ990601 02.9C17.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2147 


GI 


4544450 


Score 


746 


Exons 


1..1177, 2075. .2147 






GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8418 


Seq. ID 


OJ990601_02.9C17.C16 


Gene No. 


17946 


Strand 


+ 


Start 


1 


End 


2147 


Name 


OJ990601 02.9C17.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


1201 


GI 


none 


Score 


84 


Exons 


2. .157, 17. .121, 28. .156, 29. 


.157, 86. 


.214, 89. .250, 116. .202, 




121. .240, 179. .355, 185. .355, 


185. .1201, 344. .604, 481. .924, 




488. . 685 






Seq. No. 


8418 


Seq.. ID 


OJ990601_02.9C17.C16 


Gene No. 


17946 


Strand 


+ 


Start 


1 


End 


2147 


Name 


OJ990601 02.9C17.C16.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


664 


GI 


none 


Score 


128 


Exons 


2. .175, 43. .189, 44. .250, 44 . 


.193, 127 


..294, 137. .385, 494. .60 




542. .664 






Seq. No. 


8418 - 


Seq. ID 


OJ990601_02.9C17.C16 * 


Gene No. 


17946 


Strand 


+ 


Start 


1 


End 


2147 


Name 


OJ990601 02.9C17.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


11 


End 


874 


GI 


none 


Score 


97 


Exons 


11. .172, 17. .166, 19. .207, 20 


..265, 65 


..190, 89. .352, 167. .343 




182. .424, 188. .649, 239. .343, 


362. .682 


, 437. .640, 488. .610, 




533. .724, 776. .874 






Seq. No. 


8418 


Seq. ID 


OJ990601_02.9C17.C16 


Gene No. 


17946 


Strand 


+ 


Start 


1 


End 


2147 


Name 


OJ990601 02.9C17.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start- 


95 


End 


796 


GI 


none 


Score 


70 


Exons 


95. .265, 170. .343, 343. .627, 


365. .796, 


494. .793, 673. .795 


Seq. No. 


8418 ' 


Seq. ID 


OJ990601_02.9C17.C16 


Gene No. 


17946 


Strand 


+ 



8868 




Start 


1 






End 


2147 




Name 


OJ990601 02 


.9C17.C16.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


731 






End 


1189 




GI 


none 






Score 


305 




Exons 


731. .1189 












Seq. No. 


8418 






Seq. ID 


OJ990601_02.9C17 


.C16 










OLL di 1U. 






Start 


1 






End 


2147 




Name 


OJ990601 02 


.9C17.C16.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


884 






End 


1195 




GI 


none 






Score 


176 




Exons 


884. .1195 












Seq. No. 


8419 






Seq. ID 


OJ990601_02.9C17 


.C17 


uene ino . 


1 1QA1 






o cr ana 






Start 


1072 






End 


1174 




Name 


OJ990601 02 


.9C17.C17.ol. 


gs 


Method 


GENSCAN 




Start 


1072 






End 


1174 




GI 


none 






Score 


.72 




Exons 


1072. .1174 








*■ 




Seq. No. 


8420 






Seq. ID 


OJ990601_02.9C17 


.C18 


kjene wo . 


i / y h o 






Strand 


+ 




Start 


1295 






End 


2579 




Name 


OJ990601 02 


.9C17.C18.ol. 


gs 


Method 


GENSCAN 




Start 


1295 






End 


2579 




GI 


none 






Score 


.84 




Exons 


1295. .1321, 


1409. .1458, 


2125. 


.2299, 24S4..2579 




Seq. No. 


8421 






Seq. ID 


OJ990601_02.9C17 


.C20 


Gene No. 


17949 






Strand 






O Lai L 


i 

J. 






End 


533 




Name 


OJ990601 02 


.9C17.C20.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


533 




GI 


4680203 






Score 


246 




Exons 


1. .533 












GI Descrip. 


(AF114171) 1 


rNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


8421 






Seq. ID 


OJ990601_02. 9C17 


.C20 


ocUc INO • 








Strand 






Start 


1 






End 


533 




Name 


OJ990601 02 


.9C17.C20.ol. 


gs 


Method 


GENSCAN 




Start 


8 






End 


445 




GI . 


none 






Score 


.9 




Exons 


8. .445 












Seq. No. 


8422 






Seq. ID 


OJ990601_02.9C17 


.C21 


Gene No . 


17950 






Strand 


+ 




Start 


726 






End 


1294 




Name 


OJ990601 02 


.9C17.C21.ol. 


gs 


Method 


GENSCAN 




Start 


726 






End 


1294 




GI 


none 






Score 


.48 




Exons 


726.-878, 920. .984, 1260 


. .1294 






Seq. No. 


8423 






Seq. ID 


OJ990601J32.9C17 


.C22 


Gene No. 


17951 






Strand 


+ 





8869 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2064 
GENSCAN 
2064 
.59 



96 End 

OJ990601_02.9C17.C22.ol.gs Method 

96 End 

none Score 
96. .514, 2009. .2064 

8424 Seq. ID 

17952 Strand 

1 End 

OJ990601_02 . 9C17 . C23 . ol . np . Method 

1 End 

4680203 Score 
1. .498 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990601_02.9C17.C23 
+ 

498 

AAT/NAP 
498 
648 



8424 Seq. ID 

17952 Strand 

1 End 
OJ990601_02 . 9C17 . C23 . ol . tw Method 

1 End 

none Score 

1..66, 49. .300, 57. .299, 60. .302 

8424 ' Seq. ID 

17952 Strand 

1 End 
OJ990 601_02 . 9C17 . C23 . ol . gs Method 

34 End 

none Score 
34. .420 



OJ990601_02.9C17.C23 
+ 

498 

TBLASTX: Wheat 

302 

48 



OJ990601_02.9C17.C23 
+ 

498 

GENSCAN 

420 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8424 

17952 

1 

OJ990601_02 . 9C17 . C23 . ol . ts 
82 

none 

82. .300, 120. .296, 307. .372 



8425 

17953 

1 

OJ990601 
1 

6539553 
1. .475 
{AP00083 
(D85597) 
Similar 
[Oryza s 



02.9C17.C26.ol.np 



Seq. ID OJ990601_02.9C17.C23 

Strand + 

End 4 98 

Method TBLASTX : Soybean 

End 372 

Score 223 



Seq. ID OJ990601_02.9C17.C26 

Strand + 

End 475 

Method AAT/NAP 

End 475 

Score 742 



6) Similar to Oryza australiensis retrotransposon RIRE1 

[Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
ativa] 



Seq. No. 8425 Seq. ID 

Gene No. 17953 - Strand 

Start 1 End 

Name OJ990601_02 . 9C17 . C26 . ol . tw Method 

Start 2 End 

GI none Score 



OJ990601_02 . 9C17 . C26 
+ 

475 

TBLASTX: Wheat 

339 

450 



8870 





2 301. 4 339. 6 338. 7 


. 339 










Sea No 


8425 


Seq. ID 


OJ990601 


02 . 


9C17 


-C26 


Gene No. 


17953 


Strand 


+ 








Start 


1 


End 


475 








Name 


OJ990601 02 . 9C17 . C2 6. ol . as 


Method 


GENS CAN 








Start 


2 ~ 


End 


430 








GI 


none 


Score 


. 96 








Exons 


2. .430 












Sea. No. 


8426 


Sea. ID 


OJ990601 

\m* \J ~r \J \J V 


02 . 


9C17 


.C30 


Gene No . 


17954 


Strand 


+ 








Start 


1 


End 


803 








Name 


OJ990601 02.9C17.C30.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


803 








GI 


4680186 


Score 


267 








Pvon <a 


1 75. 561 803 












GT Dpsrrin 


(AF111709) unknown TOrvza 


sativa sobso 


indi ca 1 








Sea. No. 


8426 


Seq. ID 


OJ990601 


02 . 


9C17 


.C30 


Gene No. 


17954 


Strand 


+ 








Start 


1 


End 


803 








Name 


OJ990601 02.9C17 C30.ol.as 


Method 

X X w U 11 \*r \JL 


GEN SCAN 








Start 


327 ' ~ 


End 


725 






- 


GI 


none 


Score 


. 54 








i—i \_/ 1 1 


327 489. 586 725 












Seq. No. 


8426 


Seq. ID 


OJ990601 


02 . 


9C17 


.C30 


fipnp No 


17955 


St rand 










Start 


338 


End 


736 








Name 


OJ990601 02.9C17.C30.ol.gp 


Method 


AAT/GAP 








Start 


338 


End 


736 








GI 


uC-osflcyp033a04bl 


Score 


640 










338. .736 












GI Dp^rrin 

vj M J-y o ^ ^ r-' * 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Orvza 


sativa genom; 




DNA, chromosome 1, clone : P0711E10 * 










Sea No 


8427 


'Seq. ID 


OJ990601 


_02. 


9C17 


-C31 


Gene No. 


17956 


Strand 










Start 


864 


End 


1721 








Name 


OJ990601 02.9C17.C31.ol.gs 


Method 


GENSCAN 








Start 


864 


End 


1721 








GI 


none 


Score 


. 84 








Exon <=; 


864.. 917, 1285.. 1567, 1648 


. .1721 










Sea No 


8428 


Seq. ID 


OJ990601 


_02. 


9C17 


.C32 


Gene No. 


17957 


Strand 










Start 


841 


End 


1734 








Name 


OJ990601 02.9C17.C32.ol.gs 


Method 


GENSCAN 








Start 


841 


End 


1734 








GI 


none 


Score 


82 








Exons 


841. .1035, 1112. .1734 












Seq. No. 


8429 


Seq. ID 


OJ990601 


_02. 


9C17 


.C33 


Gene No. 


17 958 


Strand 










Start 


226 


End 


660 








Name 


OJ990601 02.9C17.C33.ol.np 


Method 


AAT/NAP 









8871 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



226- End 660 

4680185 Score 523 

226. .660 

(AF111709) unknown [Oryza sativa subsp. indica] 



8430 Seq. ID 

17959 Strand 
551 End 
OJ990601_02 . 9C17 . C34 . ol . gp Method 
551 End 
uOosflcyp033a04bl Score 
551. .932 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990601_02.9C17.C34 
+ 

932 

AAT/GAP 

932 

667 



Seq. No. 


8430 




Seq. ID 


OJ990601_02.9C17. 


C34 


Gene No. 


17960 




Strand 


- 




Start 


484 




End 


1816 




Name 


OJ990601 02.9C17.C34. 


ol .np 


Method 


AAT/NAP 




Start 


484 




End 


1816 






4680186 




Score 


336 




Exons 


484. .684, 1749. .1816 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


Q A "51 




Seq. ID 


OJ990601J32.9C17. 


C35 


Gene No. 


■ i / y oi 




Strand 


+ 




Start 


0 DZ 




End 


1346 




Name 




ol .gs 


Method 


GENSCAN 




Start 


562 : * 




End 


923 




GI 


none 




Score 


.76 






562. .663, 761. .923 










Seq. No. 


8431 




Seq. ID 


OJ990601_02.9C17. 


C35 


Gene No. 


17961 




Strand 


+ 




Start 


562 




End 


1346 




Name 


OJ990601 02.9C17.C35. 


o2.gp 


Method 


AAT/GAP 




Start 


612 




End 


1346 




GI 


101153 1.R1084 




Score 


598 




Exons 


612. .801, 1118. .1346 










GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic 


DNA, 


chromosome 4 


, BAC clone :tl7804 


i 


Seq. No. 


8431 




Seq. ID 


OJ990601_02.9C17. 


C35 


Gene No. 


17962 




Strand 


+ 




Start 


1364 




End 


1791 




Name 


OJ990601 02.9C17.C35. 


o3 . gp 


Method 


AAT/GAP 




Start 


1364 




End 


1791 




GI 


2428185 




Score 


825 




Exons 


1364. .1791 










GI Descrip. 


5852170/emb|AL117265. 


1IOST17804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic 


DNA, 


chromosome 4 


, BAC clone :t 17804 




Seq. No. 


8431 




Seq. ID 


OJ990601_02.9C17. 


C35 


Gene No." 


* 17963 




Strand 






Start 


582 




End 


2533 




Name 


OJ990601 02.9C17.C35. 


ol . np 


Method 


AAT/NAP 




Start 


582 




End 


2533 





8872 



GI 5852180 Score 286 

Exons 582.. 951, I960.. 2085, 2457.. 2533 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 8431 Seq. ID OJ990601_02.9C17.C35 

Gene No. 17963 Strand 

Start 582 End 2533 

Name OJ990601_02 . 9C17 .C35.o5.gp Method AAT/GAP 

Start 2319 End 2533 

GI 61605_3.R1084 Score 388 

Exons 2319.. 2533 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. .-. - 8432 Seq. ID 

Gene No. 17964 Strand 

Start 1481 End 

Name OJ990601_02 . 9C17 . C36 . ol . gs Method 

Start 1481 End 

GI none Score 

Exons 1481.. 1628, 1633.. 1997 



OJ990601_02.9C17.C36 
+ 

1997 
GENSCAN 
1997 
.98 





Seq. No. 


8432 








Seq. ID 


OJ990601_02.9C17.C36 




Gene No. 


17965 








Strand 






Start 


2887 








End 


4212 


c; 


Name 


OJ990601 02 


. 9C17. 


C36.o2 


.gs ' 


Method 


GENSCAN 


if! 


Start 


2887 








End 


.4168 


i* i - 

! y 


GI 


none 








Score 


.88 


: :B E 

! ! 3? 


Exons 


2887. .3030, 


3051. 


.3433, 


3457. 


.4168 




Ui 


Seq. No. 


8432 








Seq. ID 


OJ990601_02.9C17.C36 


'is? 


Gene No. 


17965 








Strand 




FLl 


Start 


2887 








End 


4212 




Name 


OJ990601 02 


. 9C17. 


C36.ol 


.tw 


Method 


TBLASTX: Wheat 


L J 


Start 


2917 








End 


4015 




GI 


none 








Score 


76 


w 


Exons 


2917. .3021, 


2930. 


.3022, 


3024 . 


.3062, 3063.. 3119, 3063.. 3104, 


j: si 




3099. .3263, 


3130. 


.3270, 


3294. 


.3458, 3298. .3435, 3506. .4015, 






3507. .3575, 


3621. 


.3971 








a 

.1 Si 


Seq. No. 


8432 








Seq. ID 


OJ990601_02.9C17.C36 




Gene No. 


17965 








Strand 






Start 


2887 








End 


4212 




Name 


OJ990601 02 


. 9C17. 


C36.ol 


.np 


Method 


AAT/NAP 




Start 


3184 








End 


4212 




GI 


6742729 








Score 


808 




Exons 


3184. .4212 













GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. No. 8432 Seq. ID 

Gene No. 17965 Strand 

Start 2887 End 

Name OJ990601_02 . 9C17 . C36 . ol . tc Method 

Start 3303 End 

GI none Score 
Exons 



OJ990601_02.9C17.C36 
4212 

TBLASTX: Cress 

3725 

63 



3303.. 3458, 3307.. 3435, 3506.. 3724, 3507.. 3575, 3621.. 3725 



8873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8432 

17965 

2887 

OJ990601_02.9C17.C36.ol.tm 

3659 

none 



8433 

17966 

71 

OJ990601_02.9C17.C37.ol.gs 
71 

none 
71. .170 



Seq. ID OJ990601_02.9C17.C36 
Strand 

End 4212 

Method TBLASTX: Maize 

End 4039 

Score 90 



3659. .3973, 3678. .3932, 3986. .4039 



Seq. ID OJ990601_02.9C17.C37 

Strand + 

End 170 

Method GENSCAN 

End 170 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 



Til Exons 



Seq. ID OJ990601_02.9C17.C39 
Strand + 

639 

AAT/NAP 
639 
489 



8434 
17967 
1 

OJ990601_02.9C17.C39.ol.np 
1 

4544372 
1..639 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



8434 

17967 

1 

OJ990601_02 . 9C17 . C39 . ol . tw 
1 

none 



Seq. ID OJ990601_02.9C17.C39 

Strand + . 

End 639 

Method TBLASTX : Wheat 

End 399 

Score 7 6 



1..51, 3. .41, 46. .399, 54. .356, 55. .399 



Seq. No. 8434 

Gene No. 17 967 

Start 1 

Name OJ990601_02 . 9C17 . C39 . o2 . tm 

Start 49 

GI none 

Exons 49.. 267, 54.. 266 

Seq. No. 8434 

Gene No. 17 967 

Start 1 

Name OJ990601_02 . 9C17 .C39.ol . tm 

Start ' 268 

GI none 

Exons 268.-636, 268. .570, 417. .611 



Seq. ID OJ990601_02.9C17.C39 

Strand + 

End 639 

Method TBLASTX : Maize 

End 267 

Score ' 257 



Seq. ID OJ990601_02.9C17.C39 

Strand + 

End 639 

Method TBLASTX : Mai ze 

End 636 

Score 396 



Seq. No. 8434 

Gene No. 17 967 

Start 1 

Name OJ990601_02 . 9C17 . C39 . ol . gs 

Start 283 

GI none 

Exons 283.. 555 



Seq. ID OJ990601_02.9C17.C39 

Strand + 

End 639 

Method GENSCAN 

End 555 

Score . 62 



8874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8434 

17967 

1 

OJ990601_02. 9C17.C39.ol.ts 

343 

none 

343.. 573, 435.. 539 



Seq. ID OJ990601_02.9C17.C39 

Strand + 

End 639 

Method TBLASTX: Soybean 

End 573 

Score 206 



Seq. ID OJ990601_02.9C17.C40 

Strand - . 

End 4 63 

Method AAT/NAP 

End . 4 63 

Score 326 



8435 
17968 
1 

OJ990601_02.9C17.C40.ol.np 
1 

4544372 °' 
1. .463 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 8435 

Gene No. 17968 

Start 1 

■Name OJ990601_02 . 9C17 . C40 . ol . tw 

Start 6 

GI none 

Exons 6.. 350, 6 . . 359," 7 . . 351, 354. 



Seq. ID OJ990601_02.9C17.C40 
Strand 

End 463 

Method TBLASTX : Wheat 

End 410" 

Score 238 
.410, 364. .405 



Seq. No. 8435 

Gene No. 17 968 

Start 1 

Name OJ990601_02 . 9C17 . C40 . ol . tm 

Start 91 

GI none 

Exons 91.. 351, 91.. 351, 93.. 356 



Seq. ID OJ990601_02.9C17.C40 
Strand 

End 4 63 

Method TBLASTX : Mai ze 

End 356 

Score 268 



Seq. No. 8435 

Gene No. 17968 

Start 1 

Name OJ990601_02 . 9C17 . C40 . ol . gs 

Start 156 

GI none 

Exons 156.. 383 



Seq. ID OJ990601_02.9C17.C40 
Strand 

End 4 63 

Method GENSCAN 

End 383 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990601_02.9C17.C41 
Strand + 

387 

AAT/GAP 
387 
245 



8436 
17969 
239 

OJ990601_02. 9C17.C41.ol.gp 
239 

21474_1.R1084 
239. .387 

•3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



8437 

17970 

1 

OJ990601_02.9C17.C42.ol.np 



Seq. ID OJ990601_02.9C17.C42 
Strand 

End 1038 

Method AAT/NAP 



8875 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons-;.-' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 1038 
3805845 Score 94 

1..85, 416. .536, 949. .1038 

(AL031986) putative protein [Arabidopsis thaliana] 



8437 

17970 

1 

OJ990601_02 . 9C17 . C42 . ol . gs 
80 

none 

80. .188, 423. .530 



Seq. ID OJ990601_02.9C17.C42 
Strand 

End 1038 

Method GENSCAN 

End 530 

Score .57 



8438 Seq. ID 

17971 Strand 
1 End 
OJ990601_02.9C17.C43.ol.np Method 
1 End 
6539553 Score 
1. .269 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990601_02.9C17.C43 
+ 

269 

AAT/NAP 
269 
379 " 



Seq. No. 


8439 


Seq. ID. 


OJ990601_02.9C17 


.C46 


Gene No. 


17972 


Strand 






Start 


115 


End 


685 




Name 


OJ990601 02.9C17.C46.ol.ts 


Method 


TBLASTX: Soybean 




Start 


68 


End 


340 




GI 


none 


Score 


95 




Exons 


68. .340, 69. .275 








Seq. No. 


8439 


Seq. ID 


OJ990601_02.9C17 


.C46 


Gene No. 


17972 


Strand 






Start 


115 


End 


685 




Name 


OJ990601 02.9C17.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


113 


End 


490 




GI 


none 


Score 


199 




Exons 


113. .490 








Seq. No. 


8439 


Seq. ID 


OJ990601_02.9C17 


.C46 


Gene No. 


17972 


Strand 






Start 


115 


End 


685 




Name 


OJ990601 02.9C17.C46.ol.gs 


Method 


GENSCAN 




Start 


115 


End 


685 




GI 


none 


Score 


.5 




Exons 


115. .458, 570. .685 








Seq. No. 


8440" 


Seq. ID 


OJ990601_02.9C17 


.C48 


Gene No. 


17973 


Strand 


+ 




Start 


1 


End 


3276 




Name 


OJ990601 02.9C17.C48.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3276 




GI 


3805845 


Score 


1103 




Exons 


1. .626, 1134. .1271, 2477. .2683, 3094".. 


3276 




GI Descrip. 


(AL031986) putative protein 


[Arabidopsis thaliana] 





8876 







i 

• 


t 1 


• 




Seq. No. 


8440 


Seq. ID 


OJ990601_02.9C17.C48 




Gene No. 


17973 


Strand 


+ 




Start 


1 


End 


3276 




Name 


OJ990601 02.9C17.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


3207 




GI 


none 


Score 


86 




Exons 


3.-89, 91. .249, 267. .461, 268 


.462, 462. .503, 524. .631, 






525. .647, 1119. .1250, 1121. .1246, 2488. 


.2688, 2492.. 2689, 






2510. .2695, 3108. .3182, 3109., 


3207, 3112.. 3204 




Seq. No. 


8440 


Seq. ID 


OJ990601_02.9C17.C48 




Gene No. 


17973 


Strand 


+ 




Start 


1 


End 


3276 




Name 


OJ990601 02.9C17.C48.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3 


End 


2596 




GI 


none 


Score 


60 




■ Exons 


3. .83, 88. .249, 267. .461, 268, 


.471, 462. .515, 512. .613, 






513. .602, 1131. .1214, 2492. .2551, 2552. 


.2596 




Seq. No. 


8440 


Seq. ID 


OJ990601_02.9C17.C48 




Gene ' No. 


J. / j / O 


Strand 


+ 




Start 




End 


3276 




Name 




Method 


GEN SCAN 




Start 




End 


3231 


□ 


GI ' 


none 


Score 


.57 


3 si 


Exons 




3094. .3231 


CfS 


Seq. No. 


8440 


Seq. ID 


OJ990601_02.9C17.C48 


fU 


Gene No. 


17973 


Strand 


+ 


'•* "f 


Start 


i 

± 


End 


3276 




Name 


ujyyuoui uz . yti / ,l<io . ox . tw 


Method 


TBLASTX: Wheat 




Start 


237 


End 


593 




GI 


none 


Score 


235 


t"; £ 
i bf 


Exons 


237. .470, 238. .471, 512. .592, 


513. .593 




.Ettt 


Seq. No. 


8440 


Seq. ID 


OJ990601_02.9C17.C48 




Gene No. 


17973 ' 


Strand 


+ 




Start 


1 


End 


3276 


jSSt 


Name 


OJ990601 02.9C17.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


267 


End 


3225 




GI 


none 


Score 


220 




Exons 


267. .470, 268. .471, 462. .515, 


512. .601, 


513. .602, 1131. .1214, 






2492. .2545, 2497. .2535, 2557.. 


2673, 2558.-2683, 3076.. 3225, 






3094. .3195 








Seq. No. 


8440 


Seq. ID 


OJ990601_02.9C17.C48 




Gene No. 


17973 


Strand 


+ 




Start 


1 


End 


3276 




Name 


OJ990601 02.9C17.C48.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2596 


End 


3214 




GI .- 


none 


Score 


134 




Exons 


2596. .2679, ' 2597. .2680, 3108.. 


3197, 310 


8. .3185, 3109. .3213, 






3110. .3214 








Seq. No. 


8441 


Seq. ID * 


OJ990601_02.9C17.C49 . 




Gene No. 


17974 


Strand 


+ 



8877 




Start 


■ 1 




End 


3368 




Name 


OJ990601 02.9C17.C49.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2701 




GI 


5442428 




Score 


955 




Exons 


1..45, 194. .341, 694. .842, 990. .1154, 1409. .1606, 2411.. 


2701 


GI Descrip. 


(AF159139) phospholipase D [Gossypium hirsutum] 




Seq. No. 


ft 44 1 

O 4 4 X 




O C • XL/ 




C49 


Cono Mo 


1 7 Q7 4 

1 I j f 4 




OLi ClliU 






Start 


1 
X 




Hil 1U 


*^68 

0 <J 0 0 




Name 


OJ990601 02.9C17.C49.ol. 


gs 


Method 


GEN SCAN 




Start 


77 




End 


3368 




GI 






Score 


.56 




Exons 


77 1 "30 1 Q4 "341 6Q4 


OIL/ 


990. .1154, 


2411.. 2606, 3271 


. .3368 


Seq. No. 


ft 4 4 1 

0 4 4 1 




Seq. ID 


OJ990601_02.9C17. 


C49 


Gene No. 


1 7Q7 ^ 




Strand 






O L.ai L 


A ^ "=14 
4 J 3 4 




End 


4560 




Name 


nTQQ0601 09 QP1 7 T4Q nl 




Method 


TBLASTX: Cress 




Start 


14 9 ~~ 




End 


2698 




GI 


none 




Score 


202 




Exons 


142. .342, 143. .343, 671. 


.841, 


689. .841, 


693. .842, 1062.. 


1163, 




1419 1 606 1490 1609 


94 0ft 


.2698, 2416. .2670 




Seq. No. 


fi 4 4 1 
o 4 4 1 




Seq. ID 


OJ990601_02.9C17. 


C49 


Gene No. 


1707 c: 




Strand 






Start 


4 0 3 4 




End 


4560 




Name 


htqqo601 ri9 on 7 r4Q oi 


LIU 


Method 


TBLASTX: Maize 




Start 


911 _ 
c. 1 1 




End 


2707 




GI 


none 




Score 


158 




Exons 


211. .354, 224.-355, 680. 


.844, 


681. .845, 


981. .1049, 989.. 


1048, 




1059.. 1103, 1061.. 1102, 


1414. 


.1563, 1415. .1606, 1415. .1606, 




1490 1611 940ft 9707 

ll^U 1 • lull/ l4UO • * 1 \) 1 f 


9410 


.2703 






Seq. No. 


ft 4 4 1 
0 4 4 X 




Seq. ID 


OJ990601_02.9C17. 


C4 9: 


Gene No. 


1 7 Q7 S 




Strand 






Start 


4 *^ c i4 

4 J J 4 




End 


4560 




XI ri tti o 


OTQQ0601 09 QPI 7 P4Q ol 


L. 0 


Method 


TBLASTX : Soybean 




Start 


211 




End 


2707 




GI 


none 




Score 


158 




Exons 


91 1 ^R4 994 6R0 


ft A 4 
.044, 


681. .845, 


981. .1049, 989.. 


1048, 




10RQ 110*3 1 nfil 1109 
1U J j . . liUj/ 1UD1 . .11UZ, 


1414 
14 14. 


.1563, 1415. .1606, 1415. .1606, 




1490 1611 940ft 9707 
1 4 Z U . .1011/ Z 4 U O . . Z / U / , 


9410 
£. 4 X U . 


.2703 






Seq. No. 


ft 4 4 1 
O fi 4 1 




Seq. ID 


OJ990601_02.9C17. 


C49 




17975 




Strand 






Start 


4354 




End 


4560 




Name 


OJ990601 02.9C17.C49.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1414 




End 


1549 




GI 


none 




Score 


67 




Exons 


1414. .1542, 1418. .1549, 


1420. 


.1548 






Seq. No. 


8441 




Seq. ID 


OJ990601_02.9C17. 


C49 


Gene No. 


17975 




Strand 






Start 


4354 




End 


4560 




Name 


OJ990601 02.9C17.C49.ol. 


tw * 


Method 


TBLASTX: Wheat 




Start 


1550 




End 


2700 





8878 




GI 


none 




Score 


69 


Exons 


1550.. 1606, 2408.. 2698, 


2408. 


.2530, 2410.. 2700 


Seq. No. 


8441 




Seq. ID 


OJ990601 02.9C17.C49 


QpfiP No 


17975 




Strand 




Start 


4354 




End 


4560 


Name 


OJ990601 02.9C17.C49.o2, 


.gs 


Method 


GEN SCAN 


Start 


4354 




End 


4560 


GI 


none 




Score 


. 6 


Exons 


4354. .4560 








Seq. No. 


8442 




Seq. ID 


OJ990601_02.9C17.C50 


Gene No. 


17976 




Strand 




Start 


544 




End 


4757 


Name 


OJ990601 02 . 9C17.C50.ol , 


. tm 


Method 


TBLASTX: Maize 


Start 


527 




End 


2552 


GI 


none 




Score 


64 


Exons 


527.. 571, 529.. 570, 664, 


. .735, 


666. .734 


, 799. .888, 803. .889, 




1499. .1576, 1501. .1578, 


1501. 


.1572, 1641. .1730, 1646.. 1732, 




1651.. 1734, 2502.. 2552 








Seq. No. 


8442 




Seq. ID ■ 


OJ990601_02 . 9C17 . C50 


Gene No. 


17976 




Strand 




Start 


544 




End 


4757 


Name 


OJ990601 02.9C17.C50.ol. 


.np 


Method 


AAT/NAP 


Start 


544 




End 


3651 


GI 


1654034 




Score 


219 


Exons 


544. .568, 664. .729, 803. 


. .885, 


1507. .1563, 1662. .1730, 




2502.. 2555, 2631.. 2711, 


3427. 


.3492, 3598.. 3651 


GI Descrip. 


(Z81360) hypothetical protein Rvl732c 


[Mycobacterium 



tuberculosis] 



Seq. No. 


8442 


Seq. ID 


OJ990601_02.9C17. 


C50 


Gene No. 


17976 


Strand 






Start 


544 


End 


4757 




Name 


OJ990601 02.9C17.C50.ol.gs 


Method 


GENS CAN 




Start 


803 


End 


4757 




GI 


none 


Score 


.84 




Exons 


803. .885, 1501. .1563, 3427.. 


3492, 3661. 


.3988, 4250.. 4372 


r 




4377. .4539, 4634. .4757 








Seq. No. 


8443 


Seq. ID 


OJ990601_02.9C17. 


C51 


Gene No. 


17977 


Strand 






Start 


657 


End 


2313 




Name 


OJ990601 02.9C17.C51.ol.gs 


Method 


GENSCAN 




Start 


657 


End 


804 




GI 


none 


Score 


.56 




Exons 


657. .804 








Seq. No. 


8443 


Seq. ID 


OJ990601_02.9C17. 


C51 


Gene No. 


17977 


Strand 






Start 


657 


End 


2313 




Name 


OJ990601 02.9C17.C51.o3.tm 


Method 


TBLASTX: Maize 




Start 


660 


End 


2313 




GI 


none 


Score 


37 




Exons 


660. .761, 682. .774, 757. .945 


, 765.. 953, 


2260. .2313 





8879 




Seq. No. 


O A A O 

o44 o 








Seq. It) 


ujyyuoui uz . yci / 




Gene No. 


17977 








Strand 






Start 


657 








End 


2313 




Name 


ojyyubui Uz . 


yci / . 


Col . Ol 


. tw 


Method 


i dIiAS i a : wneat 




Start 


1U oz 








End 


i a n a 
14Ub 




GI 


none 








Score 


y i 




Exons 


lUoZ . . 14UO, 


i n T3 


. lloZ , 




. i o / y 






Seq. No. 


Q A A Q 
o4 4 O 








seq. lu 


ujyyubui uz . yci / 


- COl 


Gene No . 


1 H Q"7 *7 

i / y / / 








Strand 






Start 


657 








End 


2313 




Name 


OJ990601_02. 


9C17. 


CSl.ol 


.tm 


Method 


TBLASTX: Maize 




Start 










End 


1596 




GI 


none 








Score 


66 




Exons 


llZO . . lzll, 


1 1 O Q 

i izy . 


TIT/" 

.11 / b, 


1 1 Ol 

11J1 . 


.1211, 1224. .1595, 1227. .1295, 




i >i n o i c n £ 

14 Uo . . loy D 














Seq. No. 


Q A A 1 
84 4J 








Seq. ID 


pTQQncni no on o 

ojyyubui uz . yci / 


PCI 

. Col 


Gene No. 


17977 








Strand 






Start 


657 








.End 


2313 




Name 


uj y y u dux uz . 


yci / . 


pci —o 

col . oz 


. tw 


Method 


TBLASTX: Wheat 




Start 


lift/ 

14 y4 








End 


zU4 4 




GI 


none 








Score 


1 i 1 
111 




Exons 


14 94. . lblU , 


lboo . 


.lb / b, 


lboo. 


i o o n i c 

. looO , It 


jyb . . zU44 




Seq. No. 


o4 4 J 








Seq. ID 


ATnnncm no noi"7 

ojyyubui Uz . yci / 


. Col 


Gene No. 


17977 








Strand 






Start 


657 








End 


2313 




Name 


uo y yubui Uz . 


yci / . 


PCI a 1 

Col . Ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1 bbo 








End 


z i y4 




GI 


none 








Score 


lUz 




Exons 


1 bbo . . loz y , 


IB / D . 


. zUbo, 


1 o n i 

i yui . 


. 2194 






Seq. No. 


O A A O 

o 4 4 O 








Seq. ID 


a Tnnn/"r\i no n/~»i t 

ojyy.oboi Qz.yci/ 


. Col 


Gene No. 


17977 








Strand 






Start 


657 










Zolo 




Name 


nTQQncm no 

ujyyubui uz . 


yci / . 


Col . OZ 


. tm 


Method 


TBLASTX: Maize 




Start 


nan 

i / y / 








End 


2105 




GI 


none 








Score 


185 




Exons 


1 / y / . . lobo, 


lo4 o . 


o *i n c 

. zlUo, 


1 O O 1 

loo 1 . 


.1985, IE 


i95. .2104 




Seq. No. 


O / ^ A 

o 4 4 4 








Seq. ID 


OJ990601_02.9C17 


.C52 


Gene No. 


17978 








Strand 


+ 




Start 


126 








End 


163 




Name 


riTQQncm no 

ujyyubui uz. 


yci / . 


CoZ . Ol 


.gs 


Method 


GENSCAN 




Start 


1 o c 

lzb 








End 


163 




GI 


none 








Score 


.58 




Exons 


lzb . . lbo 














Seq. No. 


O A A A 

o4 4 4 








Seq. ID 


OJ990601_02.9C17 


.C52 


t^ene wo . 


17979 . 








Strand 






Start 


598 








End 


985 




Name 


OJ990601 02. 


9C17. 


C52.o2 


.gs 


Method 


GENSCAN 




Start 


598 








End 


985 




GI 


none 








Score 


.94 




Exons 


598. .722, 853. .985 











8880 



Seq. No. 8445 Seq. ID 

Gene No. 17980 Strand 

Start 311 End 

Name OJ990601_02 . 9C17 . C54 . ol . gs Method 

Start 311 End 

GI none Score 

Exons 311. .434 



OJ990601_02.9C17.C54 
+ 

434 

GENSCAN 

434 

.91 



Seq. No. 


8445 




Seq. ID 


OJ990601_02.9C17.C5 


Gene No. 


17981 




Strand 


+ 


Start 


378 




End 


492 


Name 


OJ990601 02.9C17.C54.ol 


.gp 


Method 


AAT/GAP 


Start 


378 




End 


492 


GI 


2310235 




Score 


184 


Exons 


378. .492 








GI Descrip. 


5852182/emb | CAB55420 . I| 


9.0e- 


13 (AL117265) zhb0012.1 [Oryz, 




sativa] 








Seq. No. 


8446 




Seq. ID 


OJ990401_08.9C10.C1 


Gene No. 


17982 




Strand 


+ 


Start 


1 




End 


480 


Name 


OJ990401 08. 9C10.Cl.ol'. 


np 


Method 


AAT/NAP 


Start 


1 




End 


480 


GI 


4680179 




Score 


323 


Exons 


1. .480 








=i GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 


: t 

\\ Seq. No. 


844 6 




Seq. ID 


OJ990401_08.9C10.C1 


= F (Zpnp No 


17982 




Strand 


+ 


II Start 


1 




End 


480 


; \ Name 


OJ990401 08.9C10.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


*\ Start 


251 




End 


480 


:p GI 


none 




Score 


272 


,=f Exons 


251. .478, 272. .478, 295 


. .480 






]l\ Seq. No. 


8446 




Seq. ID 


OJ990401_08. 9C10.C1 


• k \ Gene No. 


17982 




Strand 


+ 


■M Start 


1 




End 


480 


S | Name 


OJ990401 08. 9C10.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


!:! Start 


272 




End 


478 


jjf GI 


none 




Score 


184 


'~j Exons 


272. .478 








Seq. No. 


8446 




Seq. ID 


OJ990401_08.9C10.C1 


Gene No. 


17982 




Strand 


+ 


Start 


1 




End 


480 


Name 


OJ990401 08. 9C10.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


273 




End 


447 


GI 


none 




Score 


.64 


Exons 


273. .447 









Seq. No. 8447 Seq. ID 

Gene No. 17983 Strand 

Start 529 End 

Name OJ990401_08 . 9C10 . C2 . ol . gs Method 

Start 529 End 

GI none Score 



OJ990401_08.9C10.C2 
+ 

2811 
GENSCAN 
2444 
.96 



8881 




Exons 529.. 610, 859.. 957, 1396.'. 2444 



Seq. No. 


8447 


Seq. ID 


OJ990401_08.9C10 


.C2 


Gene No. 


17983 


Strand 


+ 




Start 


529 


End 


2811 




Name 


OJ990401 08.9C10.C2.ol.np 


Method 


AAT/NAP 




Start 


930 


End 


2441 




GI 


218157 


Score 


1785 




Exons 


930. .957, 1396. .2441 








GI Descrip. 


(D13512) cytoplasmic aldolase 


[Oryza sativa] 




Seq. No. 


8447 


Seq. ID 


OJ990401 08.9C10 


.C2 


Gene No . 


17983 


Strand 


+ 




Start 


529 


End 


2811 




Name 


OJ990401 08.9C10.C2.o2.gp 


Method 


AAT/GAP 




Start 


2161 


End 


2811 




GI 


253 5.R1084 


Score 


1119 




Exons 


2161. .2811 








GI Descrip. 


, 218157/dbj |BAA02729| 2.0e-23 


(D13512) 


cytoplasmic aldolase 




[Oryza sativa] 1 








Seq. No. 


8447 


Seq. ID 


OJ990401_08.9C10 


.C2 


Gene No. 


17984 


Strand 


+ 




Start 


3445 


End 


3747 




Name 


OJ990401 08. 9C10.C2.o2.gs 


Method 


GENSCAN 




Start 


3445 


End 


3747 




GI 


none 


Score 


. 94 




Exons 


3445. .3747 








Seq. No. 


8447 


Seq. ID 


OJ990401_08.9C10 


.C2 


Gene No. 


17985 


Strand 


+ 




Start 


6009 


End 


7381 




Name 


OJ990401 08.9C10.C2.o2.np 


Method 


AAT/NAP 




Start 


6009 


End 


7381 




GI 


3935185 


Score 


501 




Exons 


6009. .6418, 6506. .7381 








GI Descrip. 


(AC004557) F17L21.28 [Arabidopsis thaliana] 




Seq. No. 


8447 


Seq. ID 


OJ990401_08.9C10 


.C2 


Gene No. 


17986 


Strand 






Start 


1394 


End 


2453 




Name 


OJ990401 08. 9C10.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


921 


End 


2068 




GI 


none 


Score 


59 




Exons 


921. .956, 1377. .1712, 1391. .2068, 1395 


. .2066 




Seq. No. 


8447 


Seq. ID 


OJ990401JD8.9C10 


.C2 


Gene No. 


17986 


Strand 






Start 


1394 


End 


2453 




Name 


OJ990401 08.9C10.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1349 . 


End 


2445 




GI 


none 


Score 


135 




Exons 


1349.. 1507, 1393.. 1542, 1394.. 


,1702, 1395. .2444, 1738. .1815, 




1754. .2440, 2137. .2445 








Seq. No. 


8447 


Seq. ID 


OJ990401_08.9C10 


.C2 


Gene No. 


17986 


Strand 







8882 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



1394 End 

OJ9904 01_08 . 9C10 . C2 . ol . tm Method 

1377 End 

none Score 



2453 

TBLASTX: Maize 

2453 

1568 



1377. .1715, 1385. .2389, 1395. .2390, 1794. .2390, 2134. .2397, 
2404. .2448, 2405. .2452, 2412. .2453 



8447 
17986 
1394 

OJ9904 01_08 .9C10.C2.ol. gp 
1394 

253_9.R1084 
1394. .1742 

'2130073/pir | | S65072 2.0e-49 f ructose-bisphosphate aldolase (EC 
4.1.2.13) isoenzyme C-l, cytosolic - rice 

>gi_78 6178_a~bj_BAA08845_ (D50307) aldolase C-l [Oryza sativa] 
>gi_790970_dbj_BAA08830_ (D50301) aldolase C-l [Oryza sativa] 1 . 



Seq. ID OJ990401_08. 9C10.C2 
Strand 

End 2453 

Method AAT/GAP 

End 1742 

Score 539 



8447 

17986 

1394 

OJ990401_08.9C10.C2.ol.tc 

1394 

none 



Seq. ID OJ990401_08. 9C10.C2 
Strand 

End 2453 

Method TBLASTX: Cress " 1 

End 2453 

Score 1112 



1394. .1702, 1395. .2249, 1395. .1712, 1720. .1854, 1742. .2227, 
2213.. 2452, 2226.-2453 



8447 

17986 

1394 

OJ990401_08 . 9C10 . C2 . o2 . tw 

2261 

none 

2261.. 2449, 2262.. 2450. 

8447 

17987 

6506 

OJ990401_08 .9C10.C2.o2. tm 

6506 

none 



Seq. ID OJ990401_08. 9C10.C2 
Strand 

End 2453 

Method TBLASTX : Wheat 

End 2450 

Score 255 



Seq. ID . OJ990401_08. 9C10.C2 
Strand 

End 688 6 

Method TBLASTX : Mai ze 
End 688 6 

Score 188 



6506. .6619, 6507. .6710, 6696. .6800, 6705. .6809, 6854. .6886 



8448 

17988 

39 

OJ990401_08.9C10.C3.ol.ts 
18 

none 



Seq. ID OJ990401_08.9C10.C3 
Strand 

End 1481 

Method TBLASTX : Soybean 

End 599 

Score 71 



18. .164, 54. .179, 82. .180, 183. .599, 199. .318, 213. .419, 
376. .594, 525. .596 



84 4 8 

17988 

39 

OJ990401_08 .9C10.C3.ol. np 



Seq. ID OJ990401_08.9C10.C3 
Strand 

End 1481 

Method AAT/NAP 



8883 




Start 


39 






End 


1481 




GI 


4063751 






Score 


233 




Exons 


39. .625, 


1450. .1481 










GI Descrip. 


(AC005851 


) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


8448 






Clarr T H 
Ocrq . 1U 


n.TQQOzirn or qpi n 






1 7QRR 






of r a n H 
O L. x allCi 






Start 


39 






FnH 


X fx O X 




Name 


OJ990401 


or qpi n oi 

UO . ;?U1 U . UO . UX . 


tc 


netnou 


1 Di_iriO 1 A . Ux coo 




Start 


54 






End 


629 




GI 


none 






Score 


81 




Exons 


54. .128, 


132. .629, 267. 


.401 








Seq. No. 


8448 






Qart T H 


nTQQO/ini or qpi n 


p^ 


Conn TsJ^ 


1 7 Qfl R 












Start 


39 








1 dft1 




Name 


OJ990401 


08.9C10.C3.ol. 


tm 


rJcLflOU 


1 DJjfiO 1 A . PI a 1 Z,C 




Start 


108 








596 




GI 


none 






Score 


113 




Exons 


108. .596, 


252. .413, 526. .588 








Seq. No. 


8448 






oeq. xu 


riTQqn^m or qpi n 


P^ 


uciie iNo . 


1 7Qflft 






C 4- r- -j n H 






Start 


39 








1 A R 1 

X ft 0 X 




Name 


OJ990401 


hp qpi n 




ixie tnoa 


1 DlxriO 1 A . WncdL 




Start 


114 






End 


530 




GI 


none 






Score 


114 




Exons 


114. .530, 


IRQ 4 1 *3 










Seq. No. 


8448 






oeq. xu 


PjTQQO^m Dft QPI n 
VJUzJ^UfiUx UO . jUIU 


P^ 
• Uj 


Carta NI /~\ 
lot; lie LNU . 


1 7 Qft ft 






Q-t- r-a nH 






Start 


39 








1 H 0 X 




Name 


OJ990401 


08.9C10.C3.ol. 


gs 


LYieunoa 


fZTTKTQPZiXr 
OllilNOUrilN 




Start 


335 






End 


605 




GI 


none 






Score 


.4 




Exons 


335. .605 












Seq. No. 


8448 






oeq. lu 


PiTQQfldm OR QPI n 


P^ 
. U j 


belle LNO • 


1 7Qftft 






o trana 






Start 


39 








1 A R 1 
x ft 0 X 




Name 


OJ990401 


08.9C10.C3.o2. 


tm 


Method 


TDT flCTY • M=» -i to 

i oii/io i a ; wai ze 




Start 


767 






End 


. 1060 




GI 


none 






Score 


138 




Exons 


767. .904, 


929. .1060 










Seq. No. 


8448 






oeq. iu 




P^ 
. Uj 




1 7 Qft ft 

X f jO O 






Strand 






Start 


39 






End 


1481 




Name 


OJ990401 


08.9C10.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


914 






End 


1364 




GI 


none 






Score 


189 




Exons 


914. .1174 


, 1024. .1116, 


1266. . 


1364 






Seq. No. 


8448 






Seq. ID 


OJ990401_08.9C10 


.C3 


Gene No. 


17988 






Strand 






Start 


39 






End 


1481 




Name 


OJ990401 


08.9C10.C3.o3. 


tm 


Method 


TBLASTX: Maize 





8884 



Start 1262 

GI none 

Exons 1262.. 1447,. 1263.. 1445 

Seq. No. 8449 

Gene No. 17989 

Start 491 

Name OJ990401_08 . 9C10 . C4 . ol . gs 

Start 491 

GI none 

Exons 491.. 617, 622.. 827 

Seq. No. 8449 

Gene No. 17990 

Start 2154 

Name OJ990401_08 . 9C10 . C4 . o2 . gs 

Start 2154 

GI none 
Exons 



End 
Score 



1447 
192 



Seq. ID OJ990401_08. 9C10.C4 

Strand + 

End 827 

Method GEN SCAN 

End 827 

Score . 63 



Seq. ID OJ990401_08.9C10.C4 
Strand 

End 84 38 

Method GENS CAN 

End 5029 

Score .55 



2154. .2252, 2427. .2513, 2618. .2806, 2914. .3125, 3961. .4048, 
4526. .5029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8449 

17990 

2154 

OJ990401_08. 9C10.C4 .ol.np 

2370 

6752944 



Seq. No. 


8449 


Gene No. 


17990 


Start 


2154 


Name 


OJ990401 08. 


Start 


2422 . 


GI 


none 


Exons' 


2422. .2490, 


Seq. No. 


8449 


Gene No. 


17990 


Start 


2154 


Name 


OJ990401 08. 


Start 


2424 


GI 


none 


Exons 


2424. .2513, : 


Seq. No. 


8449 


Gene No. 


17990 


Start 


2154 


Name 


OJ990401 08. 


Start 


3880 


GI 


77434 1.R108. 


Exons 


3880. .3974 


GI Descrip. 


, 2827528/emb 



Seq. ID OJ990401_08.9C10.C4 
Strand 

End 8438 
Method AAT/NAP 
End 6355 
Score 327 
2370. .2401, 3961. .4048, 4526. .5000, 6326. .6355 
ATP-binding cassette, sub-family G (WHITE), member 2 
gi|5852804 | gb | AAD54216 . 1 | AF140218JL (AF140218) breast cancer 
resistance protein 1; BCRP1 [Mus musculus] 

Seq. ID OJ990401JD8 . 9C10.C4 
Strand 

End 8438 

Method TBLASTX : Maize 

End 2768 

Score 73 



Seq. ID OJ990401_08.9C10.C4 
Strand 

End 8438 

Method TBLASTX : Soybean 

End 4054 

Score 69 



Seq. ID OJ990401_08. 9C10.C4 
Strand 

End 8438 

Method AAT/GAP 

End 3974 

Score 111 



[Arabidopsis thaliana] ' 



8885 



Seq. No. 


8449 








Seq. ID 


OJ990401 


__08. 9C10.C4 




1 7QQD 








Strand 






Start 


2154 








End 


8438 




Name 


OJ990401 08 


.9C10. 


C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3962 








End 


4995 




GI 


none 








Score 


67 




Exons 


3962. .4051, 


3963. 


.4064, 


4526. 


.4993, 4526. .4774, 


4701. .4829, 




4780. .4995, 


4829. 


.4993, 


4911. 


.4994 






Cprr Mo 


84 4 Q 
o *± *± z> 








Seq. ID 


OJ990401 


08 9C10 C4 


Gene No. 


17990 








Strand 






Start 


2154 








End 


8438 




Name 


OJ990401 08 


.9C10. 


C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3963 








End 


4990 




GI 


none 








Score 


68 




Exons 


3963. .4061, 


3965. 


.4060, 


4526. 


.4774, 4548. . 4781, 


4919. .4990 


Seq. No. 


8449 








Seq. ID 


OJ990401 


_08.9C10.C4 


(~* Ann Mo 


1 1 QQD 








Strand 






Start 


2154 








End 


8438 




Name 


OJ990401 08 


. 9C10. 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start ' 


4532 








End 


4987 






none 








Score 


100 




Exons 


4532. .4642, 


4533. 


.4646, 


4629. 


.4787, 4643. .4774, 


4670. .4918, 




4829. .4987, 


4836. 


.4931 












844 9 

O *a H 








Seq. ID 


OJ990401 


OR QPlfl T4 


Gene No. 


17990 








Strand 






Start 


2154 








End " ' 


8438 




Name 


OJ990401 08 


.9C10. 


C4.o3. 


gs 


Method ■ 


GENSCAN 




Start 


5736 








End 


8438 




GI 


none 








Score 


.81 




Exons 


5736. .5819, 


6213. 


.6291, 


8020. 


.8438 






Seq. No. 


8450 








Seq. ID 


OJ990401 


_08.9C10.C5 


fiprip "Mo 


17991 








Strand 


+ 




Start 


8344 








End 


8621 




Name 


OJ990401 08 


. 9C10. 


C5.o2. 


np 


Method 


AAT/NAP 




Start 


8344 






End 


8621 




GI 


553073 








Score 


244 




Exons 


8344. .8621 














GI Descrip. 


(M94481) reverse 


transcriptase [Zea mays] 




Seq. No. 


8450 








Seq. ID 


OJ990401 


_08.9C10.C5 




17992 








Strand 






Start 


1 








End 


11426 




Name 


OJ990401 08 


. 9C10. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


11426 




GI 


4581139 








Score 


63 




Exons 


1..53, 1850 


..1926, 4541 


. .4671 


, 11401.. 


11426 




GI Descrip. 


(AC006919) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


8450 








Seq. ID 


OJ990401 


_08. 9C10.C5 


Gene No. 


17992 








Strand 






Start 


1 : 








End 


11426 




Name 


OJ990401 08 


. 9C10. 


C5.ol. 


gp 


Method 


AAT/GAP 





8886 



Start * 1483 End 1624 

GI LIB3474-009-P1-K1-F11 Score 235 

Exons 1483.. 1624 

GI Descrip. 1 4455244/emb | CAB36743 . 1 1 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] * 



Seq. No. 


8451 




Seq. ID 


OJ990401 


Gene No. 


17993 




Strand 


+ 


Start 


1 




End 


3287 


Name 


OJ990401 08.9C10.C6. 


ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


468 


GI 


2310235 




Score 


257 


Exons 


1. . 152, 443. . 468 








GI Descrip. 


5852182/emb|CAB55420 


.11 9.0e- 


13 (AL117265) zhbO 




sativa] 








Seq. No. 


8451 




Seq. ID 


OJ990401 


Gene No. 


17993 




Strand 


+ 


Start 


1 




End 


3287 


Name 


OJ990401 08.9C10.C6. 


ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3287 


GI 


4680203 




Score 


3288 


Exons 


1..1685, 1839.. 2069, 


2346. .3287 




GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 


Seq. No. 


8451 




Seq. ID 


OJ990401 


Gene No. 


17993 




Strand 


+ 


Start 


.1 




End 


3287 


Name 


OJ990401 08.9C10.C6. 


o2.gp 


Method 


AAT/GAP 


Start 


17- 




End 


3287 


GI 


342 1.R1084 




Score 


5669 


Exons 


17. .3287 









GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



8451 

17994 

2963 

OJ990401_08. 9C10.C6.o4.tw 

364 

none 



Seq. ID OJ990401_08. 9C10.C6 

Strand - ■ 

End 3287 /; 

Method TBLAStX : Wheat 

End 706 

Score 101 



364. .471, 454. .609, 462. .593, 464. .637, 602. .706, 607. .705 



Seq. No. 


8451 






Seq. ID 


OJ990401_08. 9C10 


.C6 


Gene No. 


17994 






Strand 






Start 


2963 






End 


3287 




Name 


OJ990401 


_08.9C10.C6 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


637 






End 


1066 




GI 


none 






Score 


102 




Exons 


637. .720, 


638. .712, 


713. .775, 


770. .1066, 824. .1048 




Seq. No. 


* 8451 






Seq. ID 


OJ990401_08.9C10 


.C6 


Gene No. 


17994 






Strand 






Start 


2963 






End 


3287 




Name 


OJ990401 


08.9C10.C6 


o2. tc 


Method 


TBLASTX: Cress 




Start 


799 






End 


1108 




GI 


none 






Score 


283 





8887 




Exons 


799. .951, 8 


06. .1108, 991. .1086 




Seq. No. 


8451 ■ 






Seq. ID 


OJ990401_08. 9C10.C6 


Gene No. 


17994 






Strand 




Start 


2963 






End 


3287 


Name 


OJ990401 08 


.9C10 


.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


935 






End 


1402 


GI 


none 






Score 


72 


Exons 


935. .988, 943. .987, 989. .1093, 


1000.. 1089, 1109.. 1192, 




1110 . . 1193, 


1 1 *7 ^ 

1173 


..1397, 1193., 


,1402, 1194. .1397, 1196. .1402 


Seq. No. 


8451 






Seq. ID 


OJ9;90401_08.9C10.C6 


Gene No. 


17994 






Strand 


— 


Start 


2963 






End 


3287 


Name 


OJ990401 08 


. 9C10 


.C6.ol . tm 


Method 


TBLASTX: Maize 


Start 


980 






End 


1436 


GI 


none 






Score 


101 


Exons 


980 . . 1108, 


992 . . 


1111, 1110.. 1232, 1113 


..1232, 1242. .1436 


Seq. No. 


8451 






Seq. ID 


OJ990401_08.9C10.C6 


Gene No. 


17994 






Strand 




Start 


2963 






End 


3287 


Name 


OJ990401_08 


. 9C10 


.C6.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1266 






End 


1508 


GI 


none 






Score 


216 


Exons 


1266. .1508 










Seq. No. 


8451 






Seq. ID 


OJ990401_08.9C10.C6 


Gene No. 


17994 






Strand 




Start 


2963 






End 


3287 


Name 


OJ990401 08 


.9C10 


.C6.o3. tw 


Method 


TBLASTX: Wheat 


Start 


1541 






End 


1951 


GI 


none 






Score 


87 


Exons 


1541 . . 1591, 


1542 


..1604, 1610.. 


1783, 1614. .1832, 1621. .1833, 




1860 . . 1949, 


1865 


..1951, 1866.. 


1949 




Seq. No. 


8451 






Seq. ID 


OJ990401_08.9C10.C6 


Gene No. 


17994 






Strand 




Start 


2963 






End 


3287 


Name 


OJ990401_08 


.9C10 


.C6.ol. tw 


Method 


TBLASTX: Wheat 


Start 


1952 






End 


3269 


GI 


none 






Score ■ 


874 


Exons 


1952 . .2854, 


1953 


..2870, 2861.. 


2908, 2865.. 2909, 2912. .3007, 




2916. .2975, 


2954 


..3094, 2955.. 


3095, 3023.. 3103, 3108. .3188, 




3177. .3269 










Seq. No. 


8451 






Seq. ID 


OJ990401_08.9C10.C6 


Gene No. 


17994 






Strand 




Start 


2963 






End 


3287 


Name 


OJ990401 08 


. 9C10 


.C6.o2. tm 


Method 


TBLASTX: Maize 


Start • 


1995 






End 


2309 


GI 


none 






Score 


304 


Exons 


1995. .2309, 


2006 


..2281, 2079.. 


2309 




Seq. No. 


8451 






Seq. ID 


OJ990401_08.9C10.C6 


Gene. No. 


17994 






Strand 




Start 


2963 






End 


3287 



8888 




Name 


OJ990401 08.9C10.C6.ol.tc ; 


Method 


TBLASTX: Cress - 


Start 


2236 


End 


2688 


GI 


none 


Score 


175 


Exons 


2236. .2418, 2240. .2677, 2240. 


.2683, 2244. .2687, 2250. .2687, 




2437. .2688 






Seq. No. 


8451 


Seq. ID 


OJ990401_08.9C10.C6 


Gene No. 


17994 


Strand 


- 


Start 


2963 


End 


3287 


Name 


OJ990401 08.9C10.C6.o5.gp 


Method 


AAT/GAP 


'Start 


2963 


End 


3287 


GI 


LIB3431-028-P1-N1-A10 


Score 


619 


Exons 


2963. .3287 






GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-1. 




protein [Sorghum bicolor] ' 






Seq. No. 


8452 


Seq. ID 


OJ990401 08.9C10.C7 


Gene No. 


17995 


Strand 


+ 


Start 


268 


End 


786 


Name 


OJ990401 08.9C10.C7.ol.np 


Method 


AAT/NAP 


Start 


268 


End 


786 


GI 


5852182 


Score 


76 


Exons 


268. .394, 701. .786 " 






GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 




Seq. No. . 


8453 


Seq. ID 


OJ990401_08.9C10.C8 


Gene No. 


17996 


Strand 




Start 


1 


End 


517 


Name 


OJ990401 08.9C10.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


517 


GI 


4680179 


Score 


338 


Exons 


1. .517 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


8453 


Seq. ID 


OJ990401_08.9C10.C8 




17996 


Strand 




Start 


1 


End 


517 


Name 


OJ990401 08.9C10.C8.ol.tw 


Method 


' TBLASTX : Wheat 


Start 


33 


End 


299 


GI 


none 


Score 


112 


Exons 


33. .74, 102. .299, 103. .282 






Seq. No. 


8453 


Seq. ID 


OJ990401_08. 9C10.C8 


(~1 q t~i o NT f~\ 


17996 


Strand . 




Start 


1 


End 


517 


Name 


OJ990401 08.9C10.C8.ol.gs 


Method 


GENSCAN 


Start 


276 


End 


452 


GI 


none 


Score 


.72 


Exons 


276. .452 






Seq. No. 


8454 


Seq. ID 


OJ990401_08.9C10.C10 


Gene No. 


17997 


Strand 




Start 


1 


End 


301 


Name 


OJ990401 08.9C10.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


301 


GI 


4680179 


Score 


399 


Exons 


1. .301 







8889 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






Seq. No. 


8454 


Seq. ID 


OJ990401_08 . 9C10 


.C10 




Gene No. 


17997 


Strand 








Start 


1 


End 


301 






Name 


OJ990401_08 . 9C10.C10.ol. tw 


Method 


TBLASTX: Wheat 






Start 


4 


End 


282 






GI 


none 


Score 


134 






Exons 


4 . .282, 11 . .262 










Seq. No. 


8454 


Seq. ID 


OJ990401_08 . 9C10 


.C10 




Gene No. 


17997 


Strand 








Start 


1 


End 


301 






Name 


OJ990401_08 . 9C10 .ClO.ol . tm 


Method 


TBLASTX: Maize 






Start 


55 


End 


300 






GI 


none 


Score 


101 






Exons 


55. .300, 56.-262, 76. .300 










Seq. No. 


8455 


Seq. ID 


OJ990401_08 . 9C10 


.Cll 




Gene No. 


17998 


Strand 


+ 






Start 


2074 


End 


8350 






Name 


OJ990401 08.9C10.Cll.o2.np 


Method 


AAT/NAP 






Start 


2074 


End 


8350 




□ 


GI 


4544372 v - ■ ' 


Score 


1180 






Exons 


2074. .2093, 5175. .6219, 6279. 


.6691, 6797. .8350 






GI Descrip. 


(AC006920) putative retroelement pol ] 


polyprotein [Arabidopsi; 






thaliana] 








I'll 

Q 


Seq. No. 


8455 


Seq. ID 


OJ990401_08.9C10 


.Cll 


i 1 1 


Gene No . 


17998 


Strand 


+ 






Start 


2074 


End 


8350 




'scf 


Name 


OJ990401 08.9C10.Cll.o2.gs 


Method 


GEN SCAN 




ri I 
\ bi 


Start 


4443 


End 


7021 




:: 


GI 


none 


Score 


.47 




!"l 

■ear 


Exons 


4443. .4782, 5257. .5537, 5879. 


.6144, 6457. .7021 




"'. . 1 


Seq. No. 


8455 


Seq. ID 


OJ990401_08.9C10 


.Cll 


|;o: 


Gene No. 


17999 


Strand 


+ 




. «k 


Start 


13696 


End 


13846 






Name 


OJ990401 08.9C10.Cll.ol.gp 


Method 


AAT/GAP 




i B= i 


Start 


13696 


End 


13846 






GI 


286806 


Score 


254 






Exons 


13696. .13846 










GI Descrip. 


-5441872/dbj | AP000366 . 1 | AP000366 2 . 0e- 


21 Oryza sativa genomic 






DNA, chromosome 2, clone : P0437H03 (contig a) 






Seq. No. 


8455 


Seq. ID 


OJ990401_08. 9C10 


.Cll 




Gene No. 


18000 


Strand 


+ 






Start 


18138 


End 


19980 






Name 


OJ990401 08.9C10.Cll.o5.gs 


Method 


GENSCAN 






Start 


18138 


End 


19980 






GI 


none 


Score 


.72 






Exons 


18138. .18180, 18198. .18612, 19027 19296, 19355 .. 195 96, 








19964 . .19980 










Seq. No. 


8455 


Seq. ID 


OJ990401_08. 9C10 


.Cll 




Gene No. 


18001 


Strand 







8890 



Start 
Name 
Start 
GI 

Exons 



23285 End 

OJ990401_08 . 9C10 . Cll . 06 . gs Method 

23285 End 

none Score 



28438 
GEN SCAN 
28438 
.63 



23285. .23353, 26513 .. 26685, 26760 .. 27020, 27030 .. 27653, 
27941. .28009, 28303.. 28438 



Seq. No. 8455 

Gene No. 18002 

Start 28846 

Name OJ990401_08 . 9C10 . Cll . o7 . gs 

Start 28846 

GI none 

Exons 28846. .29385 



Seq. ID OJ990401_08.9C10.C11 

Strand + 

End 29385 

Method GENSCAN 

End 29385 

Score .61 



Seq. No. 8455 Seq. ID OJ990401_08 . 9C10 . Cll 

Gene No. 18003 Strand + 

Start 29507 End 37523 

Name OJ990401_08 . 9C10.C11 .o7 ,np Method AAT/NAP 

Start 29507 End 35907 

GI 4263831 Score 138 

Exons 29507. .29531, 33424 .. 33743, 33860 .. 33959, 35861. 

GI Descrip. (AC006067) putative retroelement pol polyprotein 
thaliana] 



35907 

[Arabidopsis 



Seq. No. 8455 
Gene No. 18003 
Start 29507 

Name OJ9904 01_08 . 9C10 . Cll . 08 . gs 

Start 30455 

GI none 

Exons 30455. .32113, 32212 32369, 33021 

33691. .33773, 34012 34 120, 34270 
35773. .35959, 3638 9 .. 36423, 37320 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



OJ990401_08. 9C10.C11 
+ 



37523 
GENSCAN 
37523 
.49 

33144, 33339. 
34379, 35630. 
37523 



,33477, 
,35704, 



Seq. No. 8455 Seq. ID 

Gene No. 18004 Strand 

Start 723 End 

Name OJ9904 01_08 . 9C10 . Cll . ol . gs Method 

Start 723 End 

GI none Score 
Exons 



OJ990401_08. 9C10.C11 

6214 
GENSCAN 
4022 
.74 



723. .951, 1225. .1273, 1796. .3065, 3162. .3337, 3360. .3539, 
3737.. 3845, 3861.. 4022 



Seq. No. 


8455 




Seq. ID 


OJ990401 


_08. 


. 9C10 


.Cll 


Gene No. 


18004 




Strand 










Start 


723 




End 


6214 








Name 


OJ990401 08.9C10. 


Cll.ol.np 


Method 


AAT/NAP 








Start 


1277 




End 


6214 








GI 


4206306 




Score 


2415 








Exons 


1277. .4130, 6154. 


.6214 












GI Descrip. 


(AF049110) prpol 


[Zea mays] 












Seq. No. 


8455 • 




Seq. ID 


OJ990401 


_08, 


, 9C10 


.Cll 


Gene No. 


18005 




Strand 










Start 


8725 




End 


11939 








Name 


OJ990401 08.9C10. 


Cll.o3-.gs 


Method 


GENSCAN 









8891 



Start 
GI 

Exons 



8725 End 11939 

none Score .84 

8725. .9405, 9484. .9594, 9665. .9724, 9800. .10086, 10391 11494 , 
11645. .11786, 11883. .11939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



8455 

18006 

13199 

OJ990401_08.9C10.Cll.o8.tw 

1292 

none 



Seq. ID OJ990401_08.9C10.C11 
Strand 

End 33824 

Method TBLASTX : Wheat 

End 8323 

Score 140 



1292. .1414, 7934. .8197, 8195. .8323, 8203. .8301 



8455 

18006 

13199 

OJ990401_08.9C10.Cll.o4 .ts 

1854 

none 



Seq. ID OJ990401_08.9C10.C11 
Strand 

End 33824 

Method TBLASTX : Soybean 

End 33824 

Score 237 



1854. .2078, 2085. .2228, 7376. .7774, 7480. .7596, 33609. .33824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8455 

18006 

13199 

OJ990401_08.9C10.Cll.o2.tm 

1869 

none 



Seq. ID OJ990401_08.9C10.C11 
Strand 

End 33824 

Method TBLASTX : Mai ze 

End 33824 

Score 67 

1869. .2231, 1875. .1979, 1930. .2139, 7373. .7531, 7529. .7753, 
33567. .33671, 33699.. 33824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



8455 

18006 

13199 

OJ990401_08.9C10.Cll.o6.tw 

2001 

none 



Seq. ID OJ990401_08.9C10.C11 
Strand 

End 33824 
Method TBLASTX : Wheat 
End 33671 
Score 60 

2001. .2390, 2010. .2141, 7217. .7378, 7412. .7519, 7550. .7597, 
33374. .33409, 3344 1 .. 33521, 33567.. 33671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8455 

18006 

13199 

OJ990401_08. 9C10.Cll.o5.tm 

2232 

none 



Seq. ID OJ990401_08.9C10.C11 
Strand 

End 33824 

Method TBLASTX : Mai ze 

End 33566 

Score 103 



2232..2498, 2233. .2454, 7142. .7372, 33435. .33566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8455 

18006 

13199 

OJ990401_08. 9C10.Cll.o5.tw 

2700 

none 



Seq. ID OJ990401_08.9C10.C11 
Strand 

End 33824 

Method TBLASTX : Wheat 

End 6955 

Score 82 



2700. .3131, 2707. .2874, 3019. .3132, 6557. .6646, 6686. .6955 



8455 
18006 



Seq. ID OJ990401_08.9C10.C11 
Strand 



8892 



Start 


13199 








End 


33824 


Name 


OJ990401_08 


.9C10. 


■Cll.o2, 


.ts 


Method 


TBLASTX: Soybean 


Start 


2775 








End 


6922 


GI 


none 








Score 


79 


Exons 


2775. .3131, 


2776. 


.3123, 


6512. 


.6649, 6514.. 6645, 6670. .6819, 




6671. . 6922 












Seq. No. 


8455 








Seq. ID 


OJ990401_08.9C10.C11 


Gene No. 


18006 








Strand 




Start 


13199 








End 


33824 


Name 


OJ990401_08, 


.9C10. 


Cll.ol. 


-ts 


Method 


TBLASTX: Soybean 


Start 


3382 








End 


6281 


GI 


none 








Score 


59 


Exons 


3382. .3474, 


3399. 


.3782, 


3589. 


.3732, 5891.. 6139, 5929. .6066, 




6174. . 6281 












Seq. No. 


8455 








Seq. ID 


OJ990401_08.9C10.C11 


Gene No. 


18006 








Strand 




Start 


13199 








End 


33824 


Name 


OJ990401_08, 


. 9C10. 


Cll.o4 . 


,tw 


Method 


TBLASTX: Wheat 


Start 


3408 








End 


6275 


GI 


none 








Score. . 


116 


Exons 


3408 . . 3797, 


3510. 


.3728, 


3514. 


.377.4,- 5876. . 6172, 5893. .6132, 




6174 . . 6275 












Seq. No. 


8455 








Seq. ID 


OJ990401_08.9C10.C11 


Gene No. 


18006 








Strand 




Start 


13199 








End 


33824 


Name 


OJ990401 08, 


. 9C10. 


Cll.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


3502 








End 


6206 


GI 


none 








Score 


86 


Exons 


3502. .3774, 


3534 . 


.3914, 


3792. 


.3875, 5744. .6175, 5744. .6025, 




5893. . 6141, 


6060. 


. 6155, 


6149. 


.6205, 6156. .6206 


Seq. No. 


8455 








Seq. ID 


OJ990401_08.9C10.C11 


Gene No. 


18006 








Strand 




Start 


13199 








End 


33824 


Name 


OJ990401_08. 


.9C10. 


Cll.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3798 








End 


5875 


GI 


none 








Score 


81 


Exons 


3798. .3935, 


3939. 


.4148, 


5472. 


.5528, 5477. .5518, 5523. .5645, 




5531. .5641, 


5532. 


.5648, 


5593. 


.5808, 5639. .5875, 5645. .5875 


Seq. No. 


8455 








Seq. ID 


OJ990401_08.9C10.C11 


Gene No . 


18006 








Strand 




Start 


13199 








End 


33824 


Name 


OJ990401 08, 


. 9C10. 


Cll.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3915 








End 


5645 


GI 


none 








Score 


119 


Exons 


3915. .4130, 


3975. 


.4130, 


5403. 


.5645, 5414. .5629 


Seq. No. 


8455 








Seq. ID 


OJ990401_08.9C10.C11 


Gene No. 


18006 








Strand 




Start 


13199 








End 


33824 


Name 


OJ990401 08. 


, 9C10. 


Cll.oS. 


ts 


Method 


TBLASTX : Soybean 


Start 


3993 








End 


5636 


GI 


none 








Score 


144 ' 



8893 




Exons 


3993. . 


4127, 5310. .5534, 5541 


. .5636 






Seq. No. 


8455 






Seq. ID 


OJ990401_08.9C10 


.Cll 


bene ino . 


18006 






Strand 






Start 


13199 






End 


33824 




Name 


OJ990401 08.9C10.C11 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


8117 






End 


8361 




GI 


none 






Score 


93 




Exons 


8117. . 


8206, 8117. .8191, 8203 


..8250, 8204.. 8356, 8323.. 8361 


Seq. No. 


8455 






Seq. ID 


OJ990401_08.9C10 


. Cll 


Gene No. 


18006 






Strand 






O L. d ±. L. 


13199 






End 


33824 




Name 


OJ990401 08.9C10.C11 


. o3.np 


Method 


AAT/NAP 




Start 


13199 






End 


18568 




GI 


4680203 




Score 


2028 




Exons 


13199. 


.13223, 15232. 


.15479, 


15633. .17269, 18539. .18568 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


8455 






Seq. ID 


OJ990401JD8.9C1O 


. Cll 


Gene No. 


18006 






Strand 






Start 


13199 






End 


33824 




Name 


OJ990401 08.9C10.C11 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15319 






End 


15777 . 




GI 


none 






Score 


112 




Exons 


15319. 


.15450, 15328. 




15330. .15458, 15330. .15452, 






15485. 


.15697, 15486. 


ID I U4 , 


15535. .15708, 15714 15776, 






15727. 


.15777 










Seq. No. 


8455 






Seq. ID 


OJ990401_08.9C10 


pi i 


ucilc INLJ • 


18006 






Strand 






Start 


13199 






End 


33824 




Name 


OJ990401 08.9C10.C11 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15882 






End 


16340 




GI 


none 






Score 


108 




Exons 


15882. 


.16076, 16086. 


16340, 


16086. .16328 




Seq. No. 


8455 






Seq. ID 


OJ990401_08.9ClO 


pi 1 


Gene No. 


18006 






Strand 






Start 


13199 






End 


33824 




Name 


OJ990401 08.9C10.C11 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15916 






End 


16385 




GI 


none 






Score 


145 




Exons 


15916. 


.16122, 15916. 


16125, 


15921. .16145, 16123. . 16215, 






16125. 


.16223, 16126. 


16218, 


16227. .16331, 16231 .. 16332, 






16329. 


.16385, 16333., 


16377 








Seq. No. 


8455 






Seq. ID 


OJ990401_08.9ClO 


.Cll 


(~L Ann Mo 

vjjcne lnu . 


18006 






Strand 






Start 


13199 






End 


33824 




Name 


OJ990401 08.9C10.C11. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


16173 






End 


16515 




GI 


none 






Score 


83 




Exons 


16173. 


.16514, 16176.. 


16358, 


16369. . 16515 




Seq. No. 


8455 






Seq. ID 


OJ990401_08.9C10 


.Cll 


Gene No. 


18006 






Strand 







8894 






Start 


13199 


End 


33824 






Name 


OJ990401 08.9C10.Cll.o3.ts 


Method 


TBLASTX: Soybean 






Start 


16254 


End 


16630 






GI 


none 


Score 


108 






Exons 


16254. .16523, 16272 164 96, 


16586. .16630, 16588. .16629 






Seq. No. 


8455 


Seq. ID 


OJ990401_08.9C10 


.Cll 




Gene No. 


18006 


Strand 








Start 


13199 


End 


33824 






Name 


OJ990401 08.9C10.Cll.o7.tw 


Method 


TBLASTX: Wheat 






Start 


16585 


End 


i 69 18' 






GI 


none 


Score 


152 






Exons 


16585. .16629, 16628 .. 16828, 


16629. .16820, 16630 .. 16827, 








16787. .16918 










Seq. No. 


8456 


Seq. ID 


OJ990401 08.9C10 


.C13 




Gene No. 


18007 


Strand 


+ 






Start 


1322 


End 


6112 






Name 


OJ990401 08.9C10.C13.ol.gs 


Method 


GENSCAN ' 






Start 


1322 


End 


6112 






GI 


none 


Score 


.8 






Exons 


1322. .2055, 2160. .2333, 2616 


..2688, 2958.. 3057, 5056.. 5287, 






6049. .6112 








L_! 


Seq. No. 


8456 


Seq. ID 


OJ990401_08.9C10 


.C13 


!. "\ 


Gene No. 


18008 


Strand 


+ 




ffi 


Start 


8919 


End 


10257 




ru 


Name 


OJ990401 08.9C10.C13.o2.np 


Method 


AAT/NAP 






Start 


8919 


End 


10257 




■: sf 


GI 


262250 


Score 


83 




Jet! 


Exons 


8919. .9074, 10224. .10257 








'•ill 


GI Descrip. 


(S52010) 1st Met is at position 21 [Mus sp..] 




: t 1 

! Uf 


Seq. No. 


8456 


Seq. ID 


OJ990401_08.9C10 


.C13 


l' S fc 


Gene No. 


18009 


Strand 


+ 




'ssF 
; 


Start 


23841 


End 


29544 




'A 


Name 


OJ990401 08.9C10.C13.o4.np 


Method 


AAT/NAP 






Start 


23838 


"End 


29544 




i s \ 


GI 


4038056 


Score 


1129 




H 


Exons 


23838. .25535, 28967.. 29544 










GI Descrip. 


(AC0058 97) putative TNP2-like transposon protein [Arabidopsis 






thaliana] 










Seq. No. 


8456 


Seq. ID 


OJ990401_08. 9C10 


.C13 




Gene No . 


18009 


Strand 


+ 






Start 


23841 


End 


29544 






Name 


OJ990401 08.9C10.C13.o5.gs 


Method 


GENSCAN 






Start 


23841 


End 


25565 






GI 


none 


Score 


.91 






Exons 


23841. .24791, 24897. .25565 










Seq. No. 


8456 


Seq. ID 


OJ990401_08.9C10 


.C13 




Gene No. 


18010 • v r . 


Strand 








Start 


8211 


- End 


12637 






Name 


OJ990401 08.9C10.C13.o2.gs 


Method 


GENSCAN 






Start 


8211 


End 


12637 






GI 


none 


Score 


.61 





8895 




.Exons 8211. .8381, 8386. .8577, 1204 0 .. 12096, 12626. .12637 



Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10 


.C13 


Gene No. 


18010 




Strand 






Start 


8211 




End 


1 O C O *"7 




Name 


OJ990401 08.9C10.C13 


. o3 . np 


Method 


AAT / NAP 




Start 


11285 




End 


1 14 Ub 




GI 


6721512 




Score 


A "3 




Exons 


11285. .11405 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10 




Gene No. 


18011 




Strand 






Start 


15246 




End 


20594 




Name 


OJ990401 08.9C10.C13 


. o3.gs 


Method 


GENSCAN 




Start 


15246 




End 


20594 




GI 


none 




Score 


.51 




Exons 


15246. .15371, 16437. 


.16484, 


16497. .16731, 16893 .. 16939, 






17207. .17273, 17383. 


.17652, 


19438. .19523, 20023 .. 20191 , 






20196. .20507, 20512. 


.20594 








Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10 


.C13 


Gene No . 


18012 




Strand 






Start 


22556 




End 


23026 




Name 


OJ990401 08.9C10.C13 


•o4 . gs 


Method 


GENSCAN • 




Start 


22556 




End 


23026 




GI 


none 




Score 


.9 




Exons 


22556. .22744, 22844. 


.23026 








Seq. No. 


8456 




Seq. ID 


OJ990401_08. 9C10 


.C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401 08.9C10.C13 


.o2.tw 


Method 


TBLASTX : Wheat 




Start 


24207 




End 


24701 




GI 


none 




Score 


245 




Exons 


24207. .24551, 24239. 


.24532, 


24582. .24701, 24611. .24688 




Seq. No. 


8456 




Seq. ID 


OJ990401_08. 9C10 


.C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401 08.9C10.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


24240 




End 


24551 




GI 


none 




Score 


43 




Exons 


24240. .24269, 24276. 


.24551, 


24296. .24550 




Seq. No. 


8456 




Seq. ID 


OJ990401_08. 9C10 


.C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401 08.9C10.C13 


.ol.tc 


Method 


TBLASTX: Cress 




qf art 


24582 




End 


24926 




GI 


none 




Score 


133 




Exons 


24582. .24761, 24611., 


.24727, 


24768. .24926, 24809. .24883 




Seq. No. 


8456 




Seq. ID 


OJ990401_08. 9C10 


.C13 


Gene No. 


18013 - 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401 08.9C10.C13, 


.o3.ts 


Method 


TBLASTX : Soybean 





8896 




Start 


24582 




End 


24848 




GI 


none 




Score 


143 




Exons 


24582. .24761, 24608. 


.24760, 


24768. .24848 




Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10. 


C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401_08.9C10.C13 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


24711 




End 


25169 




GI 


none 




Score 


185 




Exons 


24711 .. 24872, 24719. 


.24865, 


24723. .24869, 24873.-24989, 






rtjirt*"^*^ a i m J rtjtrtrtii 

24873. .24974, 24904. 


.24975, 


25019. .25147, 25020. .25169 




Seq. No. 


8.456 




Seq. ID 


OJ990401_08.9C10. 


C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401_08 . 9C10 . C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


24765 




End 


25211 




GI 


none 




Score 


190 




Exons 


t~\ * /~ r* rt ji rt rt rt rtjl'l'll 

247 65.. 24890, 24771. 


.25016, 


25020. .25211 




Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10. 


C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


s-\ «r f-\ *-\ m rt *t rt /*\ rt 1 rt *1 rt 

OJ9904 01_08 . 9C10.C13 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


25044 




End 


25283 




GI 


none 




Score 


191 




Exons 


rt — rt ji * rt f rt rt rt 

25044 . . 25283 










Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10. 


C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401_08.9C10.C13 


.06. gs 


Method 


GENSCAN 




Start 


25646 




End' 


29170 




GI 


none 




Score 


.72 




Exons 


25646. .25764, 26216. 


. 26526, 


26531. .27047, 28057 .. 28223, 






rt rt rt — i rt rt rt i "i rt 

29070 . .29170 










Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10. 


C13 


Gene No. 


18013 




Strand 






Start 


25646 




End' 


29346 




Name 


OJ990401 08.9C10.C13 


. o2 . gp 


Method 


AAT/GAP 




Start 


28697 




End 


28975 




GI 


61605 3.R1084 




Score 


331 




Exons 


28697. .28975 










GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


-20 (X98321) 


peroxidase [Arabidoj 




thaliana] 1 










Seq. No. 


8456 




Seq. ID 


OJ990401JD8.9C10. 


C13 


Gene No. 


18013 




Strand 






Start 


25646 




End 


29346 




Name 


OJ990401 08.9C10.C13 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


28964 ' 




End 


29320" 




GI 


none 




Score 


86 




Exons 


28964. .29053, 29060. 


.29320 








Seq. No. 


8456 




Seq. ID 


OJ990401_08.9C10. 


C13 



8897 




(^pnp Mo 


18013 




JLl Gil 






Start 


25646 




End 


29346 




Name 


OJ990401 08.9C10.C13.o3 


-tw 


Method 


TBLASTX: Wheat 




Start 


29162 




End 


29346 




GI 


none 




Score 


196 




Exons 


29162. .29344, 29206.. 29346 








Seq. No. 


8457 




Seq. ID 


OJ990401_08.9C10 


.C14 


Gene No. 


18014 




Strand 


+ 




Start 


1 




End 


747 




Name 


OJ990401 08.9C10.C14.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


747 




GI 


4680179 




Score 


1062 




Exons 


1..747 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


8457 




ijc^ • xu 


f),T9Q0401 0ft Qfl 0 


.C14 




18014 




kjLl ai iu 


+ 




Start 


1 




End 


141 




Name 


OJ990401 08.9C10.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


36 




Fnd 


164 




GI 


none 




OLUI C 


X f J 




Exons 


36. .164, 41. .151, 54. .161 . 








Seq. No. 


fi4 S7 




OC^ • XU 


O.TQQDdm Oft QP1 0 


.C14 




1 ft 01 A 




J LI clllU 


4- 




Start 


i 

-L 




End 


747 




Name 


OJ990401 08.9C10.C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


41 






61 1 

Ull 




GI 


none 




o^\Jx c 


fid Q 




Exons 


41. .493, 42. .611, 551.. 


610 








Seq. No. 


8457 






n.TQQnani oft Qnn 


.C14 


Gene No. 


18014 




C ■}- v n -n H 


+ 




u LQI l 


1 






7 Al 
/ ft / 




Name 


OJ990401 08.9C10.C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


164 




End 


740 




GI 


none 




Score 


229 




Exons 


164. .310, 165.. 326, 171 


. .317, 


324 . .740 


, 338. .496, 483.. 


728, 




551. .739 










Seq. No. 


8457 




Seq. ID 


OJ990401_08.9C10 


.C14 


Cpno Mo 


18014 




Strand 


+ 




Start 


1 




End 


747 




Name 


OJ990401 08..9C10.C14.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


611 




End 


742 




GI 


none 




Score 


186 




Exons 


611. .736, 612. .737, 656 


. .742 








Seq. No. 


8458 




Seq. ID 


OJ990401_08.9C10 


.C15 


Gene No. 


18015 




Strand 






Start 


489 




End 


605 




Name 


OJ990401 08.9C10.C15.ol 


.gs 


Method 


GEN SCAN 




Start 


489 




End 


605 




GI 


none 




Score 


.44 




Exons 


489. .605 











8898 




Seq. No. 


8459 








Seq. ID 


OJ990401_08 . 9C10 


.C16 


Gene No. 


18016 








Strand 






Start 


57' 








End 


6107 




Name 


OJ990401 08 


.9C10. 


C16.ol 


.gs 


Method 


GENS CAN 




Start 


57 








End 


6043 




GI 


none 








Score 


.53 




Exons 


57. .122,. 405. .561 


635. 


.887, 


1692.. 2134, 2171.. 2425, 2609.. 




4371. . 6043 














Seq. No. 


8459 








Seq. ID 


OJ990401JD8. 9C10 


.C16 


Gene No. 


18016 








Strand 


— 




Start 


57 








End 


6107 




Name 


OJ990401 08 


.9C10. 


C16.ol 


.np 


Method 


AAT/NAP 




Start 


1634 








End 


6107 




GI 


4680179 








Score 


5578 




Exons 


1634. .5014, 


5042. 


.6107 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


8459 








Seq. ID 


OJ990401_08. 9C10 


.C16 


Gene No . 


18017 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


■ y \^ iu • 




.tw 


Method 


TBLASTX: Wheat 




Start 


1679 








End 


2012 




GI 


none 








Score 


82 




Exons 


1679. .2011, 


1700 


. -L O U J. , 


173.1. 


.2012 






Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


Gene No. 


18017 






- 


Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


qri n 

• .7^ -L U • 




. tm 


Method 


TBLASTX: Maize 




Start 


1874 








End 


2459 




GI 


none 








Score 


98 




Exons 


1874. .2299, 


1U f J • 


901? 


1895. 


.2179, 2136.. 2300, 2295.. 2444, 




2297. .2458, 


^ O U H • 












Seq. No. 


8459 








Seq. ID 


OJ990401_08. 9C10 


.C16 


Gene No . 


18017 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


. 9C10. 


C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2012 








End 


2638 




GI 


none 








Score 


264 




Exons 


2012. .2638, 


2151. 


.2582 










Seq. No. 


8459 








Seq. ID 


OJ990401JD8.9C10 


.C16 


Gene No . 


18017 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10. 


C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2507 








End 


2799 




GI 


none 








Score 


303 




Exons 


2507. .2797, 


2511. 


.2798, 


2608. 


.2799 






Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


Gene No. 


18017 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10. 


C16.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2597 








End 


2857 




GI 


none 








Score 


177 





8899 




Exons 


2597. .2857, 


2598 


. .2846 










Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 




1 R01 7 








OLXallU 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10 


,C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2645 








End 


3184 




GI 


none 








Score 


286 




Exons 


2645. .3184, 


2649 


. .3002 










Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


("2. cm q \7 *-\ 

bene lno . 
















Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10, 


.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3212 








End 


3637. 




GI 


none 








Score 


223 




Exons 


3212. .3562, 


3212. 


. .3637, 


3219. 


.3635 






Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


OtJIlt! IN (J. 


J. O \J X I 








Of ranH 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10, 


,C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3326 








End 


3751 




GI 


none 








Score 


197 




Exons 


3326. .3751, 


3339, 


. .3704 










Seq. No. 


8459 








Seq. ID 


OJ990401J38.9C10 


.C16 




i ftn i 7 

X 0 U X / 








Of- ranr l 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10, 


.C16.o3 


,ts 


Method 


TBLASTX : Soybean 




Start 


3383 








End 


3631 




GI 


none 








Score 


202 




Exons 


3383. .3631 














Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 




i ft ni 7 

X 0 U X / 








Of yanrl 






Start 


6312 








End 


6390- 




Name 


OJ990401 08 


.9C10. 


,C16.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3638 








End 


3901 




GI 


none 








Score 


241 




Exons 


3638. .3901, 


3639. 


, .3899 










Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


Gene No. 


18017 








Strand 






o Idit 


DO XZ 








End 


6390 




Name 


OJ990401 08 


.9C10. 


C16.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3653 








End 


4048 




GI 


none 








Score 


180 




Exons 


3653. .3904, 


3663. 


.3896, 


3959. 


.4012, 3969. .4007, 4016. .4048, 




4016. .4048 














Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


Gene No. 


18017 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08, 


.9C10. 


C16.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


. 3959 








End 


4406 




GI 


none 








Score 


70 





8900 



Exons 


3959. .4402, 


4164, 


. .4406 










Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


fZona Mo 


1 R01 7 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10. 


,C16.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3988 








End 


4472 




GI 


none 








Score 


211 




Exons 


3988. .4362, 


3989. 


, . 4471, 


3992. 


.4447, 4032. .4472 




Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


Cono Mo 


1 ftfil 7 








^Jr rand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


-9C10. 


.C16.o4 


. ts 


Mp+- "h nd 

1 iC L. 1 1^ \Ji 


j. u i*jr\%*j 1. /\ ■ 0 w y i_/ Cull 




Start 


4121 








End 


4 435 




GI 


none 








S core 


195 
j. ^ »j 




Exons 


4121. .4435 














Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 




1 ftOI 7 

X O v -L / 








C-|- ranrl 

0 Li aiiu 






Start 


6312 








Fnd 


U J 




Name 


OJ990401 08 


-9C10. 


CI6.06 


.tm 


L JC L. 1 I \J \JL 


TRT.A9TY • Ma i 7& 




Start 


4409 










4 600 




GI 


none 










106 

X \J \J 




Exons 


4409. .4600, 


4455. 


.4562 










Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


belle ViU • 


i am 7 








9r rand 






Start 


6312 














Name 


OJ990401 08 


.9C10. 


CI6.08 


.tw 


lit; uiiuu. 






Start 


4604 








FnH 


4 Q57 




GI 


none 








O v^^J i- C 


■J \J 




Exons 


4604. .4957, 


4679. 


.4957 










Seq. No. 


8459 








Seq. ID 


OJ990401JD8.9C10 


.C16 


f^orio Mo 


1 801 7 








q+- -ranH 






Start 


6312 








FnH 
HiHU. 


63Q0 

DJ-JU 




Name 


OJ990401 08 


.9C10. 


CI6.06 


.tw 


Mat* n nH 






Start 


5291 








HjIiu. 


R 64 1 
O D f± X 




GI 


none 








C 00 r*o 


31 5 

Jl J 




Exons 


5291. .5641 














Seq. No. 


8459 








Seq. ID 


OJ990401_08.9C10 


.C16 


Hono Mo 


i am 7 

lOvl / 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


.9C10. 


C16.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


5303 








End 


5641 




GI 


none 








Score 


65 




Exons 


5303. .5641, 


5396. 


.5641 










Seq. No. 


8459 








Seq. ID 


OJ990401_08. 9C10 


.C16 


Gene No. 


18017 








Strand 






Start 


6312 








End 


6390 




Name 


OJ990401 08 


. 9C10. 


C16.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


5693 








End 


5891 




GI 


none 








Score 


54 




Exons 


5693. .5866, 


5693. 


.5890, 


5694. 


.5891 







8901 






Seq. No. 


8459 


Seq. ID 


OJ990401_08 . 


9C10 . 


C16 




Gene No. 


18017 


Strand 










Start 


6312 


End 


6390 








Name 


OJ990401_08 . 9C10.C16.o2 


. np Method 


AAT/NAP 








Start 


6312 


End 


6390 








GI 


4512231 


Score 


123 








Exons 


6312 . . 6390 












GI Descrip. 


(ABU14741) ORFU protein 


[Oryza sativa] 










Seq. No. 


8460 


Seq. ID 


OJ990401 08. 


9C10 . 


C17 




Gene No. 


18018 


Strand 










Start 


788 


End 


3768 








Name 


OJ990401 08.9C10.C17..ol 


. gs Method 


GENSCAN 








Start 


788 


End 


3768 








GI 


none 


Score 


. 68 








Exons 


788. .805, 862. .1104, 1610. .1666, 1938. 


.2294, 2394.. 


2608, 








2638 . .2899, 2922 . . 3266, 


3487. .3667, 3680. .3768 








Seq. No. 


8461 


Seq. ID 


OJ99040l_08. 


9C10 . 


C18 




Gene No. 


18019 


Strand 


+ 








Start 


1 


End 


1752 








Name . 


OJ990401 08.9C10.C18.ol 


. np Method 


AAT/NAP 








Start 


1 


End 


1752 






. -E 


GI 


6742729 


Score 


522 






a i 


Exons 


1..33, 746. .1162, 1721. 


.1752 








;fi 


GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 










Seq. No. 


8461 


Seq. ID 


OJ99040l_08. 


9C10. 


C18 


;:; 


Gene No. 


18020 


Strand 










Start 


138 


End 


797 








Name 


OJ990401_08.9C10.C18.ol 


. gs Method 


GENSCAN 






'i j 


Start 


138 


End 


797 








GI 


none 


Score 


. 62 






' "c 


Exons 


138. .252, 359. .490, 711 


. .797 








<=! 


Seq. No. 


8461 


Seq. ID 


OJ99040l_08. 


9C10. 


C18 




Gene No. 


18021 


Strand 








"J 


Start 


759 


End 


H68 






s? 

ii 


Name 


OJ990401 08.9C10.C18.ol 


. gp Method 


AAT/GAP 






B i 


Start 


759 


End 


H64 








GI 


342 1.R1084 


Score 


628 








Exons 


759. .1164 












GI Descrip. 


1 4574 406/gb IAAD24 042.il 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 






sativa] ' 












Seq. No. 


8461 


Seq. ID 


OJ99040l_08. 


9C10. 


C18 




Gene No. 


18021 


Strand 










Start 


759 


End 


H68 








Name 


OJ990401 08.9C10.C18.ol, 


. tw Method 


TBLASTX: Wheat 






Start 


777 


End 


H68 








GI 


none 


Score 


146 








Exons 


777. .887, 778. .888, 879, 


..1124, 885. .1112, 908. .1168 








Seq. No. 


8461 


Seq. ID 


OJ99040l_08. 


9C10. 


C18 




Gene No. 


18021 


Strand 










Start 


759 


End 


H68 







8902 




XT -i m a 

Name 


OJ990401 08.9C10.C18.ol.tc 


Method 


TBLASTX : Cress 


Start 


911 


End 


1168 


GI 


none 


Score 


57 


Exons 


911. .982, 911. .1168, 915. .1124 




Seq. No. 


8462 


Seq. ID 


OJ99U4U1 Uo.9C10.C19 


Gene No. 


18022 


Strand 


+ 


Start 


1 


End 


1884 


Name 


OJ990401 08.9C10.C19.ol.np 


Method 


AAT/NAP 


start 


1 


End 


y j i 


GI 


4680203 


Score 


1 o c 


Exons 


1. .931 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 


Seq. No. 


8462 


Seq. ID 


ojyyu4ui Uo.ycio.ciy 


Gene No. 


18022 


Strand 


+ 


Start 


1 


End 


1 O O A 

1884 


Name 


OJ990401 08.9C10.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


98 


End 


967 




none 


Score 


z y d 


Exons 


98. .493, 142. .462, 146. .463, 


471. .512, 


47.3. .517, 476. .517, 




520. .606, 524. .583, 562. .702, 


563. .691 


, 593. .709, 594. .710, 


: c v 


631. '.711, 715. .768, 716. .796, 


785.-. 889 


, 8 11 .. 87 6, 878 . . 967 


x*\ 

5 | Seq. No. 


8462 


Seq. ID 


/-\ t^A A A A 1 AO A^i 1 A /~t 1 f\ 

OJ990401 08.9C10.C19 


= Fj Gene No. 


18022 


Strand 


+ 


• otart , . 


1 


End 


1884 


Name 


OJ990401 08.9C10.C19.o2.gp 


Method 


AAT/GAP 


is! Start 


98 


End 


1884 




342 1.R1084 


Score 


2528 


~\ Exons 


98. .1024, 1060. .1079, 1162. .1259, 1369 


. .1884 


i i GI Descrip . 


•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 




sativa] 1 






s? Seq. No. 


8462 


Seq. ID 


OJ990401_08.9C10.C19 


J Gene No. 


18022 


Strand 


+ 


j ; Start 


1 


End 


1884 


si Name 


OJ990401 08.9C10.C19.ol.gs 


Method 


GENSCAN 


start 


287 


End 


952 


J, 


none 


Score 


.58 


si Exons 


287. .952 






Seq. No. 


8463 


Seq. ID 


OJ990401_08.9C10.C20 


Gene No . 


18023 


Strand 


+ 


O +- —.4- 

otart 


1 


End 


94 


Name 


OJ990401 08.9C10.C20.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


94 


GI 


LIB3477-003-P1-K1-E9 


Score 


145 


Exons 


1. .94 






GI Descrip. 


f 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 1 


MAJOR POLLEN ALLERGEN OR^ 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 ■ [Oryza 




sativa] 1 






Seq. No. 


8463 


Seq. ID 


OJ990401_08 . 9C10 . C20 


Gene No. 


18024 


Strand 


+ 


Start 


885 


End 


4596 


Name 


OJ990401 08. 9C10.C20.ol.np 


Method 


AAT/NAP 



8903 




Start * 885 End 4578 - ■•" 

GI 4680204 Score 1047 

Exons 885. .2320, 2395. .3491, 3601. .3774, 3871. .4077, 4428.-4578 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 8463 

Gene No. 18024 

Start 885 

Name OJ990401_08 . 9C10 . C20 . ol 

Start 900 

GI none 

Exons 900.. 1235, 1280.. 1757, 
2662. .2804, 2806. .3491, 
4233. .4331, 4411. .4596 

Seq. No. 8463 

Gene No. 18024 

Start 885 

Name OJ990401_08 . 9C10 . C20 . ol 

Start 1527 

GI none 

Exons 1527.. 1667, 1527.. 1637, 
1835.. 1930 

■Seq. No. 8463 

Gene No. 18024 

Start 885 

Name OJ990401_08 . 9C10 . C20 . o2 

Start 3418 

GI none 

Exons 3418.. 3498, 3587.. 3769, 



Seq. ID OJ990401_08.9C10.C20 

Strand + 

End 4596 
.gs Method GEN SCAN 

End 4596 

Score .72 
1872. .2155, 2201. .2320, 2395. .2536, 
3601. .3774, 3871. .3981, 4066. .4138, 



Seq. ID OJ990401_08.9C10.C20 

Strand + 

End 4596 

.tw Method TBLASTX: Wheat 

End 1930 

Score 62 
1529. .1765, 1529. .1678, 1630. .1797, 



Seq. ID OJ990401_08.9C10.C20 

Strand + 

End 4596 

.tw Method TBLASTX : Wheat 

End 3940 

Score 60 • 
3637. .3762, 3869. .3940 



Seq. No. 8464 Seq. ID 

Gene No. 18025 Strand 

Start 1890 End 

Name OJ9904 01_08 . 9C10 . C21 . o2 . gs Method 

Start 1890 End 

GI none Score 
Exons 



OJ990401_08.9C10.C21 
+ 

9421 
GENSCAN 
8599 
.4 



1890. .1982, 2081. .2261, 2427. .2616, 2837. .2945, 4640. .5132, 
7699. .7892, 7922. .8051, 8169. .8320, 8381. .8599 



Seq. No. 8464 Seq. ID 

Gene No. . 18025 Strand 

Start 1890 End 

Name OJ990401_08 . 9C10 . C21 . o3 . np Method 

Start 6684 End 

GI 4584355 Score 

Exons 6684.. 6713, 9106.. 9421 

GI Descrip. (AC006420) Ac-like transposase [Arabidopsis thaliana] 



OJ990401_08.9C10.C21 
+ 

9421 
AAT/NAP 
9421 
150 



Seq. No. 8464 Seq. ID 

Gene No. 18025 Strand 

Start 1890 End ' 

Name OJ990401_08 . 9C10 . C21 . ol . ts Method 

Start 7914 End 

GI none - Score 

Exons 7914.. 8051, 8163.. 8267 



OJ990401_08.9C10.C21 
+ 

9421 

TBLASTX : Soybean 

8267 

139 



8904 




oeq. wo. 


0 H DO 






oeq. iu 




Oft 


qpi n 


coo 


Gene No. 


18026 






Strand 


+ 








Start 


452 






End 


571 








Name 


OJ990401 08.9C10.C22 


.ol 


.gs 


Method 


GENSCAN 








Start 


452 






End 


571 








GI 


none 






Score 


.77 








Exons 


452. .571 
















Seq. No. 


8466 






Seq. ID 


OJ990401 


_08. 


. 9C10 


.C25 




1 ft 0.97 






Strand 


+ 








Start 


1 






End 


377 








Name 


OJ990401 08.9C10.C25, 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


377 








GI 


3935185 






Score 


238 








Exons 


1. .377 
















GI Descrip. 


(AC004557) F17L21.28 


[Arabidopsis thaliana] 








O n XT /-v 

oeq. no. 


8466 






Seq. ID 


OJ990401 


_08, 


. 9C10 


no ^ 


Gene No. 


18027 






otranQ 










Start 


1 








J / / 








Name 


OJ990401 08.9C10.C25, 


.ol 


. tm 


Method 


1 bLAo 1a : J 


Maize 




Start 


13 






bna. 


1 EL A 








GI 


none 






Score 


I to 








Exons 


13. .210, 153. .299, 196. 




one onn 


JlD. . J D 4 








oeq. no. 


8466 






Seq. ID 


OJ990401 


_08. 


. 9C10 




Gene No. 


18027 






Strand 


+ 








Start 


1 






End 


oil 








Name 


OJ990401 08.9C10.C25, 


.ol 


.gs 


Method 










Start 


16 






End 


"D O H 

5Z 1 








GI 


none 






Score 


. O I 








Exons 


16. .327 
















oeq ■ lno . 


8467 






Seq. ID 


OJ990401 


_08. 


.9C10 




Gene No. 


18028 






Strand 


+ 








Start 


734 






End 


1474 








Name 


OJ990401 08.9C10.C26. 


.ol 


.gs 


Method 


GENSCAN 








Start 


734 






End 


1453 








GI 


none 






Score 


. 96 








Exons 


734. .1453 
















Seq. No. 


8467 






Seq. ID 


OJ990401 


_08. 


, 9C10 


.C26 




18028 






Strand 


+ 








Start 


734 






End 


1474 








Name 


OJ990401 08.9C10.C26, 


.ol. 


.np 


Method 


AAT/NAP 








Start 


734 






End 


1474 








GI 


4512231 






Score 


1223 








Exons 


734. .1474 
















GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 










Seq. No. 


8468 






Seq. ID 


OJ990401 


_08. 


, 9C10 


.C27 


Gene No. 


18029 






Strand 










Start 


323 






End 


1011 








Name 


OJ990401 08.9C10.C27. 


.ol. 


.gs 


Method 


GENSCAN 








Start 


323 






End 


819 








GI 


none 






Score 


.49 









8905 



Exons 



323; .819 



Seq. No. 8468 Seq. ID OJ990401_08.9C10.C27 

Gene No. 18029 Strand 

Start 323 End 1011 

Name OJ990401_08 . 9C10.C27 . ol . np Method AAT/NAP 

Start 326 End 1011 

GI 1196998 Score 1199 

Exons 326.. 1011 

GI Descrip. . (J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi I 5738092 | gb | AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gil 6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 

Seq'. No. 8469 Seq. ID OJ990621_04 . 9C03 . CI 

Gene No. 18030 Strand 

Start 69 . End 161 

Name OJ990621_04 . 9C03 .Cl.ol . gp - Method AAT/GAP 

Start 69 End 161 

GI uC-osflcyp088bl2bl Score 139 

Exons .69.. 161 

GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ? 



Seq. No. 


8470 




Seq. ID 


OJ990621_04.9C03 


.C5 


Gene No. 


18031 




Strand 


+ 




Start 


1 




End 


384 




Name 


OJ990621 04.9C03.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


384 




GI 


4680179 




Score 


370 




Exons 


1. .384. 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


8470 




Seq. ID 


OJ990621_04.9C03 


.C5 


Gene No. 


18031 




Strand 


+ 




Start 


1 




End 


384 




Name 


OJ990621 04.9C03.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


339 




GI 


none 




Score 


181 




Exons 


3. .146, 5. .124, 175. .339 








Seq. No. 


8470 




Seq. ID 


OJ990621JD4.9C03 


.C5 


Gene No. 


18031 




Strand 


+ 




Start 


1 




End 


384 




Name 


OJ990621 04.9C03.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


56 




End 


324 




GI 


none 




Score 


118 




Exons 


56. .142, 57. .149, 183.. 


275, 184. .324, 


190. .321 




Seq. No. 


■8470 




Seq. ID 


OJ990621_04.9C03 


.C5 


Gene No. 


18031 




Strand 


+ 




Start 


1 




End 


384 




Name 


■ OJ990621 04.9C03.C5.ol. 


gs 


Method 


GEN SCAN 




Start 


129 




End 


356 





8906 



GI 


none 


Score 


.67 


Exons 


129. .356 






Seq. No. 


8471 


Seq. ID 


OJ990621 


bene jno • 


IcjUjZ 




+ 


Start 


111 


End 


773 


Name. 


OJ990621 04.9C03.C6.ol.gs 


Method 


GENSCAN 


Start 


111 


End 


773 


GI 


none 


Score 


.4 


Exons 


111. .207, 248. .773 






Seq. No. 


8471 


Seq. ID 


OJ990621 


Gene No. 


18033 


Strand 




Start 


1 


End 


790 


Name 


OJ990621 04.9C03.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


790 


GI 


6498441 


Score 


822 


Exons 


1..80, 167. .540, 604. .790 







9C03.C6 



04.9C03.C6 



GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


8471 






Seq. ID 


OJ990621JD4 . 9C03 


.C6 


,3 SI 

M 


Gene No. 


18033 






Strand 


- 




Start 


1 






End 


790 






Name 




04 . 9CU $ . Co . 


ol . tm 


Method 


lbLAb ix : Mai ze 




ijl 


Start 


55 






. End 


402 




rt ! 


GI 


none 






Score 


195 




□ 


Exons 


55. .402, 


56. .367 










1 \ 


Seq. No. 


8471 






Seq. ID 


OJ990621_04.9C03 


.C6 




Gene No. 


18033 






Strand 






ril 


Start 


1 






End 


790 






Name 


OJ990621 


04.9C03.C6. 


ol . tw 


• Method 


TBLASTX: Wheat 




□ 


Start 


70 






End 


533 




;. t 
*, , : 


GI 


none 






Score 


223 




•i 


Exons 


70. .531, 


76. .531, 77 


. .532, 


90. .533 








Seq. No. 


8471 






Seq. ID 


OJ990621_04 . 9C03 


.C6 


h zf 


Gene No. 


18033 






Strand 






!- -! 


Start 


1 






End 


790 






Name 


OJ990621 


_04.9C03.C6. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


127 






End 


492 






GI 


none 






Score 


119 






Exons 


127. .261, 


268. .492 












Seq. No. 


8471 






Seq. ID 


OJ990621_04 . 9C03 


.C6 




Gene No. 


18033 






Strand 








Start 


1 






End 


790 






Name 


OJ990621 


04. 9C03.C6. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


406 






End 


574 






GI 


none 






Score 


156 






Exons 


406. .570, 


407. .574 












Seq. No. 


8472 






Seq. ID 


OJ990621_04.9C03 


.C9 




Gene No. 


18034 






Strand 


+ 






Start 


9297 






End 


19557 





8907 



Name 

Start 

GI 

Exons 



OJ990621_04 . 9C03 . C9 . o3 . gs Method GENSCAN 

9297 End 19557 

none Score .45 

9297. .9469, 9678. .9744, 11066. . 11134, 11265 11365, 

12313. .12449, 12544 .. 12862, 12879 .. 12986, 13823 .. 13932, 

14793. .14908, 15167 .. 15254 , 15288 .. 16079, 16187 .. 16810, 

18270. .18381, 18569. .18662, 18809 .. 19020, 19446. .19557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990621_04.9C03.C9 
+ 

19557 
AAT/NAP 
15832 
78 



8472 Seq. ID 

18034 Strand 
9297 End 
OJ990621_04 . 9C03 . C9 . o3 . np Method 
13770 End 
6721561 Score 
13770. .13877, 15801.. 15832 ^ 

(AP001073) EST AU082058 (C12§7 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

8472 Seq. ID OJ990621_04 . 9C03 . C9 

18034 Strand + 

9297 End 19557 

OJ990 621_04 . 9C03 . C9 . ol . gp Method AAT/GAP 

14367 End 14459 

uC-osflcyp088bl2bl Score 136 

14367.. 14459 

'5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



8472 

18035 

7619 

0 J990 621_04 . 9C03 . C9 . o2 . gs 

7619 

none 

7619.. 7826, 7832. .8006, 8012. 



8472 
18035 
7619 

OJ990 621_04 . 9C03 . C9 . ol . np 
7725 
6815109 

7725. .7953, 11836 .. 12208 , 12358 .. 12640, 12857. 
19322. .19405, 19456 .. 19540, 19749.. 19815 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 


OJ990621 


Strand 




End 


19815 


Method 


GENSCAN 


End 


8030 


Score 


.82 


8030 




Seq. ID 


OJ990621 


Strand 




End 


19815 


Method 


AAT/NAP 


End 


19815 


Score 


283 



04.9C03.C9 



04 .9C03.C9 



12952, 



8472 
18035 
7619 

OJ990 621_04 . 9C03 . C9 . o2 . np 
13648 
4680183 
13648.. 13737 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990621 04.9C03.C9 



19815 
AAT/NAP 
13737 
89 



8908 






Seq. No. 


84 15 




Seq. ID 


oj yyuozi 




. ycu 0 


. CIU 




Gene No. 






Strand 


+ 










Start 


461 




End 


566 










Name 


OJ990621 04.9C03.C10.ol 


• gp 


Method 


AAT/GAP 










Start 


461 




End 


ODD 










GI 


uC-osflcyp088bl2bl 




Score 


1 A C 

14 b 










Exons 


461. .566 
















GI Descrip. 


•5257255/dbj IAP000364.1 


IAP000364 3.0e- 


ob Oryza 


sativa genom: 






DNA, chromosome 8, clone : P0026F07 1 












Seq. No. 


8473 




Seq. ID 


OJ990621 


U4 


. ycu j 


. C1U 




Gene No. 


18037 




Strand 


+ 










start 


923 




End 


ICQ/ 










Name 


OJ990621 04.9C03.C10.ol 


. gs 


Method 


GENbCAN 










Start 


923 




End 


ICQ/ 

loo4 










GI 


none 




Score 


C 1 










Exons 


923.. 1068, 1167. .1684 
















Seq. No. 


8473 




Seq. ID 


oj yyuozi 


_04 , 


. 9C03 


. C10 




Gene No. 


18038 




Strand 












Start 


2346 




End 


5389 










Name 


OJ990621 04.9C03.C10.ol 


.np 


Method 


AAT/NAP 










Start 


2305 




End 


5389 








.1 z\ 

<S EI 


GI 


5902445 




Score 


2960 










Exons 


2305.. 3549, 3589.. 5389 
















GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 










Seq. No. 


8473 




Seq. ID 


OJ990621 


_04, 


.9C03 


.C10 




Gene No. 


18038 




Strand 










: i 

i«U 


Start 


2346 




End 


5389 








; "i 


Name 


OJ990621 04.9C03.C10.o2 


.gs 


Method 


GENSCAN 








'5 3? 

: s ! E 


Start 


2346 




End 


2678 








: 11 


GI 


none 




Score 


.77 








:= 


Exons 


2346. .2678 














! : 5? 
'1 1 


Seq. No. 


8473 




Seq. ..ID 


OJ990621 


_04, 


.9C03 


.C10 




Gene No. 


18038 




Strand 












Start 


2346 




End 


5389 










Name 


OJ990621 04.9C03.C10.o3 


.gs 


Method 


GENSCAN 










Start 


2926 




End 


5200 










GI 


none 




Score 


.82 










Exons 


2926.. 3923, 4015.. 4400, 


4599. 


.5200 












Seq. No. 


8473 




Seq. ID 


OJ990621 


_04. 


.9C03 


.C10 




Gene No. 


18039 




Strand 












Start 


5453 




End 


6502 










Name 


OJ990621 04.9C03.C10.o6 


.tw 


Method 


TBLASTX: Wheat 






Start 


2314 




End 


2922 










GI 


none 




Score 


59 












2314. .2445, 2315. .2440, 


2487. 


.2825, 2665. .2754, 


27^ 


16. .2922, 






2819. .2908 
















Seq. No. 


8473 




Seq. ID 


OJ990621_ 


_04. 


, 9C03 


.C10 




Gene No. 


18039 




Strand 












Start 


5453 




End 


6502 










Name 


OJ990621 04.9C03.C10.o4, 


.tw 


Method 


TBLASTX: Wheat 





8909 




Start 


3043 








End 


3429 




GI 


none 








Score 


221 




Exons 


3043. .3429, 


3047 


. .3421 










Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03 


.C10 


Gene No . 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


.9C03 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start . 


3124 








End 


3429 




GI 


none 








Score 


172 




Exons 


3124. .3429, 


3125 


. .3412 










Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03 


.C10 


Gene No . 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


.9C03 


.C10.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


3634 








End 


3912 




GI 


none 








Score 


57 




Exons 


3634. .3912, 


3638 


. .3793, 


3833. 


.3907 






Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03 


.C10 


Gene No . 


18039 








Strand 






Start' 


5453 








End 


6502 




Name 


OJ990621 04 


. 9C03 


,C10.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3914 








End 


4304 




GI 


none 








Score 


57 




Exons 


3914. .4069, 


3948 


. .4040, 


4077. 


.4304, 4079.. 4303 




Seq. No. 


8473 








Seq. ID 


OJ990621_04.9C03 


.C10 


Gene j^o . 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


. 9C03 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4394 








End 


4819 




GI 


none 








Score 


81 




Exons 


4394 . .4819, 


4635 


. .4760 










Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03 


.C10 


Gene No . 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


.9C03 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4449 ' 








End 


4873 




GI 


none 








Score 


249 




Exons 


4449. .4763, 


4451 


. . 4873, 


4484 . 


.4870 






Seq. No. 


--S473 








Seq. ID 


OJ990621JD4. 9C03 


.C10 


Gene No . 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


. 9C03 


.C10.o3 


. tm 


Method' 


TBLASTX: Maize 




Start 


4547 








End 


4930 




GI 


none 








Score 


110 




Exons 


4547. .4930, 


4548 


. .4763, 


4658. 


.4930 






Seq. No. 


8473 








Seq. ID 


OJ990621_04. 9C03 


.C10 


Gene No. 


18039 








Strand- 






Start 


5453 








End 


6502 




Name '. 


OJ990621 04 


.9C03 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4958 








End 


5314 





8910 





GI 


none 








Score 


126 




Exons 


4958. .5314, 


4959 


. .5192, 


5012. 


.5260 






Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03.C10 




Gene No. 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621_04 


. 9C03 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4988 








End 


5444 




GI 


none 








Score 


126 




Exons 


4988 . . 5443, 


4989 


. .5195, 


5313. 


.5444. 






Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03.C10 




Gene No. 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


. 9C03 


.C10.o4 


.gs 


Method 


GENSCAN 




Start 


5453 








End 


6421 




GI 


none 








Score 


. 63 




Exons 


5453. . 6133, 


6152 


. . 6421 










Seq. No. 


8473 








Seq. ID 


OJ990621_04 . 9C03.C10 




Gene No. 


18039 








Strand 






Start 


5453 








End 


6502 




Name 


OJ990621 04 


.9C03 


.C10.o2 


.np 


Method 


AAT/NAP 


= ~: 


Start 


5456 








End 


6502 




GI 


5902444 








Score 


601 


-J 


Exons 


5456. . 6234, 


6481 


. .6502 








~Jl 


GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


8473 








Seq. ID 


OJ990621_04.9C03.C10 


1 

•ST 
I 


Gene No. 


18039 








Strand 




'■ar 


Start 


5453 








End 


6502 


:i 


Name 


OJ990621_04 


.9C03 


.C10.o3 


.tw 


Method 


TBLASTX: Wheat 


i : 


Start 


5593 








End 


6091 


srr 


GI 


none 








Score 


95 


"I 


Exons 


5593. .5646, 


5636 


. .5872, 


5651. 


.5860, 5754.. 5870, 5909.. 6091, 


cr 




5910. . 6083 












CF 


Seq. No. 


8474 








Seq. ID 


OJ990621_04 . 9C03.C11 


J 


Gene No. 


18040 








Strand 


+ 


*! 


Start 


1 








End 


447 


?f 

SI 


Name 


OJ990621 04 


.9C03 


.Cll.ol 


.np 


Method 


AAT/NAP 


J 


Start 


1 








End 


447 




GI 


6721519 








Score 


48 




Exons 


1..32, 291. 


.447 











GI Descrip. (AP001072) EST AU082116 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 8474 

Gene No. 18041 

Start 2125 

Name OJ990621_04 . 9C03 . Cll . ol . gp 

Start 2125 

GI 28813_1.R1084 

Exons . 2125. .2249, 2415 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3200 

, 1419368/emb|CAA66310| 6.0e-44 (X97725) actin depolymerizing 
factor [Zea mays] ' 



OJ990621_04 . 9C03.C11 
+ 

3294 
AAT/GAP 
3200 
834 



.2680, 3147. 



8911 




Seq. No. 


o4 /4 




Seq. ID 




Pi A 


Qr>r\ "5 

. ycuo 


. CI 1 


Gene No. 


lo04 1 




Strand 


+ 








Start 


2125 




End 


3294 








Name 


OJ990621 04.9C03.Cll.o4 


.np 


Method 


AAT/NAP 








Start 


2412 




End 


3294 








GI 


1419368 




Score 


570 








Exoris 


2412. .2680, 3147. .3294 














GI Descrip. 


(X97725) actin depolymerizing 


factor [Zea mays] 








_ _ XT _ 

Seq. No. 


8474 




Seq. ID 


OJ990621 


f\ A 

U4 


. ycu j 


. Cll 


Gene No. 


18042 




Strand 


- 








Start 


508 




End 


957 








Name 


OJ990621 04.9C03.Cll.o2 


.np 


Method 


AAT/NAP 








Start 


508 




End 


957 








GI 


6539570 




Score 


196 








Exons 


508.. 562, 742.. 957 














GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


8474 




Seq. ID 


OJ990621 


04 


9C03 


. Cll 


Gene No . 


18043 




Strand 










OLdl L 


1085 




End 


1162 








Name 


OJ990621 04.9C03.Cll.o3 


.np 


Method 


AAT/NAP 








Start- 


1085 




End 


1162 








GI 


6630699 




Score 


72 








Exons 


1085. .1162 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 









gil 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


8474 








Seq. ID 


OJ990621_04. 9C03.C11 


Gene No. 


18044 








Strand 




Start 


3052 








End 


12238 


Name 


OJ990621 04 


.9C03 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2414 








End 


3214 


GI 


none 








Score 


324 


Exons 


2414. .2671, 


2415 


. .2681, 


3151. 


.3213, 3173. .3214 


Seq. No. 


8474 








Seq. ID 


OJ990621_04.9C03.C11 


Gene No. 


18044 








Strand 




Start 


3052 








End 


12238 


Name 


OJ990621 04 


.9C03 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2414 








End 


2681 


GI 


none 








Score 


351 


Exons 


2414. .2680, 


, 2415 


. .2681 








Seq. No. 


8474 








Seq. ID 


OJ990621_04.9C03.C11 


Gene No. 


18044 








Strand 




Start 


3052 








End 


12238 


Name 


OJ990621 04 


.9C03 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2414 








End 


3257 


GI 


none 








Score. 


368 


Exons 


2414. .2680, 


2415 


. .2681, 


3148. 


.3255, 3170.. 3256, 3171.. 3257 


Seq. No. 


8474 








Seq. ID 


OJ990621_04.9C03.C11 


Gene No. 


■ 18044 








Strand 




Start 


3052 








End 


12238 


Name 


OJ990621 04 


.9C03 


.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 



8912 



Start 2414 End 3297 

GI none Score 34 9 

Exons 2414.. 2680, 2415.. 2681, 3139.. 3270, 3148.. 3297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8474 Seq. ID 

18044 Strand 

3052 End 

OJ990621_04 . 9C03 . Cll . o2 . gs Method 

3052 End 

none Score 



OJ990621_04 . 9C03 .Cll 

12238 
GENSCAN 
11806 
. 4 



3052.. 3216, 3790.. 3911, 6013.. 6404, 9728.. 9934, 10190 .. 10269, 
10769. .10906, 10995. .11152, 11707. .11806 



Seq. No. 


8474 










Seq. ID 


OJ990621 04.9C03.C11 


Gene No. 


18044 










Strand 






Start 


3052 










End 


12238 




Name 


OJ990621 04 


. 9C03. 


Cll.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3135 










End 


3297 




GI 


none 










Score 


124 




Exons 


3135. 


.3296, 


.3137. 


.3259, 


3145. 


.3270, 3-148.. 3297, 3222. 


.3290 


Seq. No. 


8474 










Seq. ID 


OJ990621 04.9C03.C11 


Gene No. 


18044 










Strand 






Start 


3052 










End 


12238 




Name 


OJ990621 04 


.9C03. 


Cll.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


5812 










End 


11844 




GI 


none 










Score 


60 




Exons 


5812. 


.5841, 


5857. 


.5904, 


5869. 


.5904, 5906.. 5977, 5913. 


.5978, 




5913. 


.5978, 


5924. 


.5980, 


6058. 


.6216, 6063.. 6233, 6063. 


.6194, 




6065. 


.6202, 


6182. 


.6427, 


6191. 


.6424, 6195. .6431, 9722. 


.9742, 




9723. 


.9845, 


9724. 


.9843, 


9727. 


.9852, 9728. .9850, 9839. 


.9934, 




9847. 


.9936, 


9847. 


.9933, 


10615 


. .10683, 


10616. .10684, 





10769. .10912, 10769. .10912, 10822 10971, 10959 .. 11156, 

10986. .11156, 10996. .11157, 10996 .. 11172, 10997 .. 11161 , 

11705. .11815, 11706. .11816, 11706 .. 11822, 11707 .. 11817 , 
11707. .11844 



Seq. No. . 8474 \ Seq. ID OJ990621_04 . 9C03 . Cll 

Gene No. 18044 Strand 

Start 3052 End 12238 

Name OJ990621_04 . 9C03 . Cll . o2 . gp Method AAT/GAP 

Start 5839 End 6362 

GI LIB3434-047-P1-K1-A6 Score 737 

Exons 5839.. 5977, 6065.. 6362 

GI Descrip. ' 4454011/emb | CAA23064 | 7.0e-13 (AL035396) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8474 Seq. ID 

18044 Strand 

3052 End 

OJ990621_04 . 9C03 . Cll . o5 . np Method 

6035 End 

4454011 Score 



OJ990621_04 . 9C03.C11 

12238 
AAT/NAP 
12238 
649 



6035. .6423, 8542. .8598, 9777. .9934, 10616 .. 10683, 107 69 .. 10906, 
10995. .11217, 11707. .11812, 12033 .. 12130, 12182.. 12238 



GI Descrip. (AL035396) putative protein [Arabidopsis thaliana] 



8913 



Seq. No. 


8474 




Seq. ID 


OJ990621 04.9C03. 


Gene No. 


18044 




Strand 




Start 


3052 




End - 


12238 


Name 


OJ990621 04 


. 9C03 . Cll . o3 . gp 


Method 


AAT/GAP 


Start 


6360 




End 


9917 


GI 


2427521 




Score 


810 


Exons 


6360 . . 6425, 


9223 . . 9427, 9728 


. . 9917 




Seq. No. 


8474 




Seq. ID 


OJ990621 04.9C03. 1 


Gene No. 


1804 4 




Strand 




Start 


3052 




End 


12238 


Name 


OJ990621 04 


. 9C03.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9859 




End 


12128 


GI 


none 




Score 


95 


Exons 


9859. .9933, 


10615. .10680, 10769. .10912, 


10951. .11160, 




10995. .11162, 11741. .11899, 


12027. .12128 


Seq. No. 


8475 




Seq. ID 


OJ990621_04. 9C03.' 


Gene No. 


18045 




Strand 


+ 


Start 


500 




End 


605 


Name 


OJ990621 04 


.9C03.C12.ol.np 


Method 


AAT/NAP 


Start 


500 




End 


605 


GI 


5852093 




Score 


58 


Exons 


500. .605 








GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 




Seq. No. 


8475 




Seq. ID 


OJ990621_04.9C03. 


Gene No. 


18046 




Strand 




Start 


1 




End 


1693 


Name 


OJ990621 04 


.9C03.C12.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


1693 


GI 


4454011 




Score 


167 


Exons 


1..68, 1277 


..1398, 1476. .1573, 1666. .1693 


GI Descrip. 


(AL035396) ; 


putative protein 


[Arabldopsis thaliana] 


Seq. No. 


8475 




Seq. ID 


OJ990621_04.9C03.< 


Gene No. 


18046 




Strand 




Start 


1 




End 


1693 


Name 


OJ990621 04 


.9C03.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


263 




End 


870 


GI 


none 




Score 


125 


Exons 


263. .415, 267. .410, 781. .870 






Seq. No. 


8475 




Seq. ID 


OJ990621_>J!4;. 9"C03-« 


Gene No. 


18046 




Strand 




Start 


1 




End 


1693 


Name 


OJ990621 04 


. 9C03.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


1265 




End 


1579 


GI 


none 




Score 


172 


Exons 


1265. .1414, 


1276. .1404, 1475 


..1504, 1508. .1579, 1510. .15 


Seq. No. 


8476 




Seq. ID 


OJ990621_04.9C03.< 


Gene No. 


18047 




Strand 




Start 


306 




End 


618 


Name 


OJ990621 04 


.9C03,C13.ol.gs 


Method 


GENS CAN 


Start 


306 




End 


618 


GI 


none 




Score 


.78 



8914 



Exons 


306. . 383, 586. . 618 






Seq. No. 


8477 


Seq. ID 


OJ990621 


Gene No. 


18048 


Strand 


+ 


Start 


964 


End 


4947 


Name 


OJ990o2l 04 . 9C0 3 . C14 . ol . gs 


Method 


GENS CAN 


Start 


964 


End 


4 947 


GI 


none 


Score 


.44 


Exons 


964. .11/0, 4od4..4947 






Seq. No. 


8477 


Seq. ID 


OJ990621 


Gene No. 


18049 


Strand 




Start 


827 


End 


1139 


Name 


OJ990621 04.9C03.C14.ol.gp 


Method 


AAT/GAP 


Start 


827 


End 


1139 


GI 


2do2d 1.R1Uo4 


Score 


4o 1 


Exons 


827 . .1139 






GI Descrip. 


194 5282/emD | ill 351 | OSMYB14 02 


2 . Oe-15 


O.sativa i 




factor, 1402 bp 






Seq. No. 


8478 


Seq. ID 


OJ990621 


Gene No. 


18050 


Strand 


+ 


Start 


1359 


End 


• 1488 


Name 


OJ990621 04 . 9C03 . C15 . ol . gs 


Method 


GENSCAN 


Start 


1359 


End 


1488 


GI 


none 


Score 


. 91 


Exons 


1359 . .1488 






Seq. No. 


8479 


Seq. ID 


OJ990621^ 


bene no . 


loUol 


Strand 


+ 


Start ■ 


524 


End 


1850 


Name 


OJ990621 04.9C03.C16.ol.np 


Method 


AAT/NAP 


Start 


524 


End 


1850 


GI 


4539658 


Score 


66 


Exons 


524. .738, 1816. .1850 







GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8479 
18052 
1061 

OJ990 621_04 . 9C03 . C16 . o3 . np 
1061 
6815053 
1061.. 1233 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ990621_04.9C03.C16 
Strand 

End 1233 

Method AAT/NAP 

End 1233, 

Score 105 



8480 

18053 

2171 

OJ990 621_04 . 9C03 . C17 . ol . tm 

2153 

none 



Seq. ID OJ990621_04.9C03.C17 

Strand + 

End 2519 

Method TBLASTX : Mai ze 

End. 2519 

Score 102 



2153. .2272, 2171. .2275, 2188. .2277, 2391. .2519, 2399. .2518 



Seq. No. 
Gene No. 



8480 
18053 



Seq. ID OJ990621_04.9C03.C17 
Strand + 



8915 



Start 2171 

Name OJ990621_04 . 9C03 .C17 . ol . gs 

Start 2171 

GI none 

Exons 2171.. 2276, 2395.. 2519 

Seq. No. 8481 

Gene No. 18054 

Start 220 

Name OJ990621_04 . 9C03 . C18 . ol . gs 

Start 220 

GI none 
Exons 



End 

Method 

End 

Score 



2519 
GEN SCAN 
2519 
.95 



Seq. ID OJ990621_04.9C03.C18 

Strand + 

End 4512 

Method GENSCAN 

End 4512 

Score .71 



220. .230, 638. .731, 2356. .2385, 2457. .2570, 4116. .4279, 
4332. .4512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

., 3 . Seq. No. 

!: :" Gene No. 

W Start 

CH Name 

ri[ Start 

q GI 

Exons 

W GI Descrip. 

i; Seq. No. 

.>»*! Gene No. 

\"\ Start 

^ Name 

M : Start 

Q gi 

r B ? Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8482 

18055 

18 

OJ990621_04.9C03.C19.ol.gs 
18 

none 



Seq. ID OJ990621_04.9C03.C19 

Strand + 

End 1066 

Method GENSCAN 

End 1066 

Score .82 



18. .109, 542. .584, 646. .805, 1012. .1066 



8483 
18056 
1 

OJ990621_04 . 9C03 . C20 . o2 . np 
1 

6714302 

1..32, 4642. .4667, 4714. .4801, 5277. .5349, 6594. .6731, 
9088. .9160 

(AC013354) F15H18.8 [Arabidopsis thaliana] 



Seq. ID—OJ990621_04.9.C03.C20 
Strand + 
End 9160 
Method AAT/NAP 
End 9160 
Score 104 



8483 

18056 

1 

OJ990621_04 . 9C03 . C2.0 . ol . gs 

152 

none 



Seq. ID OJ990621_04.9C03.C20 

Strand + 

End 9160 

Method GENSCAN 

End 8571 - 

Score .45 



152. .241, 2191. .2290, 3492.-3738, 3785. .4047, 4138. .4267, 
4652.-4667, 4714. .4787, 8103. .8217, 8230. .8379, 8455. .8571 



8483 
18056 
1 

OJ990621_04.9C03.C20.ol.gp 

3618 
3761372 
3618.. 4053 

1945282/embl Y11351 | OSMYB1402 2.0e-15 O.sativa mRNA for myb 
factor, 1402 bp 



Seq. ID OJ990621_04.9C03.C20 

Strand + 

End 9160 

Method AAT/GAP 

End 4053 

Score 814 



8483 

18056 

1 

OJ990621_04 . 9C03.C20.ol.np 
3916 



Seq. ID OJ990621_04.9C03.C20 

Strand + 

End 9160 

Method AAT/NAP 

End 6339 



8916 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5823335 Score 360 

3916. .4051, 4145. .4267, 5444. .5521, 6321. .6339 

(AF176001) putative transcription factor [Arabidopsis thaliana] 



OJ990621_04.9C03.C20 
+ 

9160 
AAT/GAP 
5704 
844 



8483 Seq. ID 

18056 Strand 
1 End 
OJ990621_04 . 9C03 . C20 . o2 . gp Method 
4 953 End 
LIB3432-013-P1-K1-E3 Score 
4953. .5345, 5624. .5704 

' 133446/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta ,, -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta" subunit-2 
[Oryza sativa] 1 



Seq. No. 


8483 


Seq. ID 


OJ990621 


Gene No. 


18056 


Strand 


+ 


Start 


1 


End 


9160 


Name 


OJ990621 04 


. 9C03 . C20 . o4 . np Method 


AAT/NAP 


Start 


8127 


End 


9160 


GI 


6721512 


Score 


112 


Exons 


8127. .8229, 


8257.. 8328, 9096.. 9160 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


8483 


Seq. ID 


OJ990621 


Gene No. 


18057 


Strand 




Start 


3534 


End 


5737 


Name 


OJ990621 04 


. 9C03 . C20 . o3 . np Method 


AAT/NAP 


Start 


3534 


End 


5737 


GI 


133446 


Score 


460 


Exons 


3534. .3606, 


5392. .5737 





GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta 1 -2 chain - rice 
chloroplast gi 1 11973 | emb | CAA33988 | (X15901) RNA polymerase beta 1 
subunit-2 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



8483 Seq. ID 

18058 Strand 

6010 End 

OJ990621_04 .9C03.C20.ol.ts Method 

3866 End 

none Score 



OJ990621_04 . 9C03.C20 
6506 

TBLASTX : Soybean 

4270 

59 



3866. .4048, 3916. .3942, 3948. .4061, 4136. .4261, 4137. .4268, 
4148. .4270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



8483 

18058 

6010 

OJ990621_04 . 9C03 . C20 . ol . tm 

3894 

none 



Seq. ID OJ990621_04.9C03.C20 
Strand 

End 6506 

Method TBLASTX : Mai ze 

End 4270 

Score 71 



3894. .3959, 3895. .3945, 3939. .4046, 3947. .4060, 3948. .4061, 
4136. .4270, 4137. .4268 



Seq. No. 



8483 



Seq. ID OJ990621_04.9C03.C20 



8917 






Gene No. 


18058 






Strand 






Start 


6010 






End 


6506 




Name 


OJ990621_04 


.9C03.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3909 






End 


4270 




GI 


none 






Score 


50 




Exons 


3909. .3959, 


3916. . 3942, 


3939. 


.4061, 3941. .4051, 4136. .4270, 






4137 . . 4268 












Seq. No. 


8483 






Seq. ID 


OJ990621_04.9C03.C20 




Gene No. 


18058 






Strand 






Start 


6010 






End 


6506 




Name 


OJ990621_04 


.9C03.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3915 






End 


4969 




GI 


none 






Score 


137 




Exons 


3915 . . 3959, 


3918... 4061, 


3956. 


.4048, 4121.. 4264, 4133.. 4270, 






4134 . .4268, 


4813 . .4869, 


4934 . 


.4969 






Seq. No. 


8483 






Seq. ID 


OJ990621_04 . 9C03 . C20 




Gene No. 


18058 






Strand 






Start 


6010 






End 


6506 




Name- 


OJ990621 04 


. 9C03.C20.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


5431 






End 


5687 




GI 


none 






Score 


160 




Exons 


5431 . . 564 6, 


5433 . . 5687,. 


5440. 


.5622 




; -=| 


Seq. No. 


8483 






Seq. ID 


OJ990621_04 . 9C03.C20 


rf! 


Gene No. 


18058 






Strand 






Start 


6010 






End 


6506 




Name 


OJ990621_04 


. 9C03.C20.o3 


.gp 


Method 


AAT/GAP 




Start 


6010 






End 


6506 


! : 


GI 


none 






Score 


956 


"f ef. 


Exons 


6010 . . 6506 










rt| 


Seq. No. 


8484 






Seq. ID 


OJ990621_04 . 9C03.C21 


<E 


Gene No. 


18059 






Strand 


+ 




Start 


1862 






End 


2182 


Si 


Name 


OJ990621 04 


. 9C03.C21.ol 


.gs 


Method 


GENS CAN 




Start 


1862 






End 


2182 


'sb! 


GI 


none 






Score 


.49 


: ;cf 


Exons 


1862. .2182 










= j 
: s ef 


Seq. No. 


8484 






Seq. ID 


OJ990621_04.9C03.C21 




Gene No. 


18060 






Strand 


+ 




Start 


13494 






End 


16973 




Name 


OJ990621 04 


.9C03.C21.ol 


.gp 


Method 


AAT/GAP ' 




Start 


13494 






End 


16973 




GI 


LIB3477-003- 


-P1-K1-E9 




Score 


115 




Exons 


13494. .13551 


5, 16944. .16973 








GI Descrip. 


'24 98586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY SI)' 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 












Seq. No. 


8484 






Seq. ID 


OJ990621_04.9C03.C21 




Gene No. 


18061 






Strand 


+ 




Start 


21141 






End 


24402 




Name 


OJ990621 04 


.9C03.C21.o2 


. np 


Method 


AAT/NAP 




Start 


20933 






End 


24402 



8918 



GI 


6689616 


Score 


196 




Exons 


20933. .20995, 22101 . .22594, 


24382. .24402 




GI Descrip. 


(AJ012301) proline-rich protein [Zea ] 


mays] 




Seq. No. 


8484 


Seq. ID 


OJ990621J34.9C03. 


C21 


Gene No. 


18061 


Strand 


+ 




Start 


21141 


End 


24402 




Name 


OJ990621 04.9C03.C21.o3.gs 


Method 


GENSCAN 




Start 


21141 


End 


22522 




GI 


none 


Score 


.72 




Exons 


21141. .21223, 21636. .21841, 


22104. .22522 




Seq. No. 


8484 


Seq. ID 


OJ990621_04.9C03. 


C21 


Gene No. 


18062 


Strand 






Start 


2655 


End 


18933 




Name 


OJ990621 04.9C03.C21.o2.gs 


Method 


GENSCAN 




Start 


2655 ~ 


End 


18933 




GI 


none 


Score 


.41 




Exons 


2655.. 2952, 4824.. 4852, 5274 


..5478, 6385. .6410, 7247. .7422, 




7847. .7868, 8635. .8693, 9430 


..9579, 12171. .12263, 16548. 


.16658, 




17774 .. 17900, 18931 . . 18933 








Seq. No. 


8484 


Seq. ID 


OJ990621_04.9C03. 


C21 


Gene No. 


18062 


Strand 






Start 


2655 


End 


18933 




Name 


OJ990621 04.9C03.C21.ol.np 


Method 


AAT/NAP 




Start 


4802 


End 


17858 




GI 


3892712 


Score 


565 




Exons 


4802.. 4852, 8635.. 8693, 9430 


..9579, 12171. .12263, 16548. 


.16658, 




17774. .17858 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AL033545) adenine phosphoribosyltransf erase (EC 2 . 4 . 2 . 7 ) -like 
protein [Arabidopsis thaliana] 



8484 

18063 

23107 

OJ990621_04 . 9C03 . C21 . ol . tw 

4805 

none 



Seq. ID OJ990621_04.9C03.C21 
Strand 

End 23298 

Method TBLASTX : Wheat 

End 12261 

Score 71 



4805. .4843, 8635. .8694, 9431. .9580, 9441. .9581, 12158 .. 12259, 
12169. .12261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8484 
18063 
23107 

OJ990621_04 . 9C03 . C21 . ol . tc 
8635 
none 

8635. .8694, 9431. .9580, 12158 .. 12268 , 12169 .. 12267, 
16546. .16659, 16547 .. 16660, 17772 .. 1784 6, 17773. .17844 



Seq. ID OJ990621__04.9C03.C21 
Strand 

End 23298 

Method TBLASTX : Cress 

End 17846 

Score 134 



8484 

18063 

23107 

OJ990621_04 . 9C03.C21.o2.tm 

8635 

none 



Seq. ID OJ990621_04.9C03.C21 
Strand 

End 23298 
Method TBLASTX : Maize 
End , 17834 

Score 81 



8919- 



Exons 



8635. .8694, 9431. .9580, 9440. .9577, 9507. .9617, 12158 12268 , 
12169. .12267, 17772.. 17834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8484 

18063 

23107 

OJ990621_04 .9C03.C21.ol.ts 

8635 

none 



Seq. ID OJ990621_04.9C03.C21 
Strand 

End 23298 

Method TBLASTX : Soybean 

End 17837 

Score 84 



8635.-8694, 9431 .. 9580, . 9432 .. 9593, 12158 .. 12268, 121 69 12267 , 
12187. .12276, 16544 .. 16660, 1654 6 .. 16662 , 17772. .17837 



Seq. No. 8484 

Gene No. 18063 

Start 23107 

Name OJ990621_04 . 9C03.C21 . ol. tm 

Start 22102 

GI none 
Exons 



Seq. ID OJ990621_04.9C03.C21 
Strand 

End 23298 

Method TBLASTX : Mai ze 

End 22389 

Score 51 



22102. .22134, 22103 .. 22135, 22159 .. 22260, 22168 22248 , 
22191. .22253, 2224 9 .. 22389, 22251.. 22388 



Seq. No. 8484 " Seq. ID 

Gene No v: ; .-18063 Strand 

Start 23107 End 

Name OJ990621_04 . 9C03 . C21 . o4 . gs Method 

Start 23107 End 

GI none Score . 

Exons 23107. .23298 



OJ990621_04.9C03.C21 

23298 
GENSCAN 
23298 
.95 



Seq. No. 8485 Seq. ID 

Gene No. 18064 Strand 

Start 323 End 

Name OJ990621_04 . 9C03 . C22 . ol . gs Method 

Start 323 End 

GI none Score 

Exons 323.. 547 



OJ990621_04 . 9C03 . C22 
+ 

547 

GENSCAN 

547 

.81 



Seq. No. 8485 Seq. ID 

Gene No. 18065 Strand 

Start 5401 End 

Name OJ990621_04 . 9C03 . C22 . o3 . gs Method 

Start 5401 End 

GI none Score 

Exons 5401.. 5796 



OJ990621_04 . 9C03 . C22 

5796 
GENSCAN 
5796 
.97 



Seq. No. 8486 Seq. ID OJ990621_04.9C03.C24 

Gene No. 18066 Strand 

Start 1 End 300 

Name OJ990621_04 . 9C03 . C24 . ol . np Method AAT/NAP 

Start 1 End 300 

GI 6498441 Score 519 

Exons 1..300 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 



8486 



Seq. ID OJ990621_04.9C03.C24 



8920 



Gene No . 


18066 








Strand 






Start 


1 








End 


300 




Name 


OJ990621 04. 


9C03.C24 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


35 








End 


298 




GI 


none 








Score 


167 




Exons 


35. .298 














Seq. No. 


8486 








Seq. ID 


OJ990621_04 . 9C03. 


C24 


Gene No . 


18066 








Strand 






Start 


1 








End 


300 




Name 


OJ990621 04. 


9C03.C24 


.ol 


.gs 


Method 


GENSCAN 




Start 


65 








End 


298 




GI 


none 








Score 


.54 




Exons 


65. .196, 249 


i. .298 












Seq. No. 


8487 








Seq. ID 


OJ990621_04 . 9C03. 


C2 6 


Gene No . 


18067 








Strand 






Start 


91 








End 


609 




Name 


OJ990621 04. 


9C03.C26 


.ol 


.gs 


Method 


GENSCAN 




Start 


91 








End 


609 




GI 


none 








Score 


.79 




Exons 


91. .264, 334 


..430, 538. 


.609 






Seq. No. 


8488 








Seq. ID 


OJ990621_04.9C03. 


C28 


Gene No . 


18068 








Strand 


• + 




Start 


28 








End 


128 




Name 


OJ990621 04. 


9C03.C28 


.ol 


.gs 


Method 


GENSCAN 




Start 


28 








End 


128 




GI 


none 








Score 


.46 




Exons 


28. .128 














Seq. No. 


8489 








Seq. ID 


OJ990621_04 . 9C03. 


C29 




18069 








Strand 


+ 




Start 


1057 








End 


1320 




Name 


OJ990621 04. 


9C03.C29 


.ol 


. gs 


Method 


GENSCAN 




Start 


1057 








End 


1320 




GI 


none 








Score 


.96 




Exons 


1057. .1320 














Seq. No. 


8490 








Seq. ID 


OJ990621JD4 . 9C03. 


C30 


Gene No . 


18070 








Strand 


+ 




Start 


• 303 








End 


633 




Name 


OJ990621 04. 


9C03.C30 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


633 




GI 


none 








Score 


78 




Exons 


1.-54, 321.. 


377, 322 


. .582, 


386. .484, 420. .572, 568. .633 




Seq. No. 


8490 








Seq. ID 


OJ990621_04.9C03. 


C30 


Gene No. 


18070 








Strand 


+ 




Start 


303 








End 


633 




Name 


OJ990621 04. 


9C03.C30 


.ol, 


.np 


Method 


AAT/NAP. 




Start 


303 








End 


618 




GI 


5734728 








Score 


192 




Exons 


303. .618 














GI Descrip. 


(AC007259) Very similar 


to 


receptor-like protein kinases 



[Arabidopsis thaliana] 



8921 



f 

Seq. No. 8490 Seq. ID 

Gene No. 18070 Strand 

Start 303 End 

Name OJ990621_04 . 9C03 . C30 . ol . ts Method 

Start 313 End 

GI none Score 

Exons 313.. 534, 321.. 374, 429.-542 

Seq. No. 8490 Seq. ID 

Gene No. 18070 Strand 

Start 303 - End 

Name OJ990621_04 . 9C03 . C30 . ol . gs Method 

Start 4 63 End 

GI none , Score 

Exons 463. . 617 



OJ990621_04.9C03.C30 
+ 

633 

TBLASTX : Soybean 

542 

191 



OJ990621_04.9C03.C30 
+ 

633 

GENSCAN 

617 

.64 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
! W Gene No. 



m 
a 



Start 
Name 
Start. 
GI 
Exons 



GI Descrip. 



8491 Seq. ID 

18071 Strand 

66 End 
OJ990621_04. 9C03.C31.ol.gs Method 

66 End 

none Score 
66.-524 



OJ990621_04.9C03.C31 
+ 

524 

GENSCAN 

524 

.67 



OJ990621 04.9C03.C34 



8492 Seq. ID 

18072 Strand 
1 End 1035 

OJ990621_04 . 9C03 . C34 . ol . np Method AAT/NAP 
1 End 1035 

5257279 Score 1658 

1. .1035 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



U 



Seq. No. 8492 Seq. ID 

Gene No. 18072 Strand 

Start 1 End 

Name OJ990621_04 . 9C03". C34 . ol . tw Method 

Start 27 End 

GI none Score 

Exons 27.. 530, 118.. 495, 272.. 502 

Seq. No. 8492 Seq. ID 

Gene No. 18072 Strand 

Start 1 End 

Name OJ99062 1_04 . 9C03 . C34 . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110.. 974 



OJ990621_04.9C03.C34 
1035 

TBLASTX: Wheat 

530 

267 



OJ990621_04.9C03.C34 

1035 
GENSCAN 
974 
.83 



Seq. No. 8492 Seq. ID 

Gene No. 18072 Strand 

Start 1 End 

Name OJ990621_04 . 9C03 . C34 . ol . gp ' Method 

Start 194 End 

GI 4107139 Score 

Exons 194.. 1035 



OJ990621_04 . 9C03.C34 

1035 
AAT/GAP 
1035 
1560 



8922 




GI Descrip. 5257279/dbj | BAA81778 . 1 1 O.Oe+00 (AP000364) Similar to Transposon 
MAGGY gag and pol gene homologues . (L35053) [Oryza sativa] 



Seq. No. 


8492 








Seq. ID 


OJ990621_04.9C03 


.C34 


Gene No. 


18072 








Strand 


- 




Start 


1 








End 


1035 




Name 


OJ990621 


04.9C03.C34 


.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


219 








End 


660 




GI 


none 








Score 


117 




Lxuns 


Z 1 . m XjD^P f 


Zjl , . fl.O £. , 












Seq. No. 


8492 








Seq. ID 


OJ990621_04 .9C03 


.C34 


Gene No. 


18072 








Strand 


- 




Start 


1 








End 


1035 




Name 


OJ990621 


04.9C03.C34 


.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


279 








End 


524 




GI 


none 








Score 


209 




tjXons 


9 7 Q 0 A 














Seq. No. . 


8492 








Seq. ID 


OJ990621 04.9C03 


.C34 


Gene No. 


18072 








Strand 


- 




Start 


1 








End 


1035 




Name 


OJ990621 


04.9C03.C34 


,o2. 


tw - 


Method 


TBLASTX: Wheat 




Start 


531 








End 


-833 




GI 


none 








Score 


258 




bxons 


R^l ft "5*3 




/ . 


. O JJ 








Seq. No. 


8492 








Seq. ID 


OJ990621_04.9C03 


.C34 


Gene No. 


18072 








Strand 


- 




Start 


1 








End 


1035 




Name 


OJ990621 


04.9C03.C34 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


546 








End 


941 




GI 


none 








Score 


232 




Exons 


546. .905, 


547. .903, 


576. 


.911, 


752. .910 


, 909.. 941 




Seq. No. 


8492 








Seq. ID 


OJ990621_04.9C03 


.C34 


Gene No. 


18072 








Strand 






Start 


1 








End 


1035 




Name 


OJ990621 


04.9C03.C34 


,o2. 


tm 


Method 


TBLASTX: Maize 




Start 


660 








End 


995 




GI 


none 








Score 


80 




Exons 


660. .785, 


664. .744, 


816. 


.995, 


825. .893 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8492 

18072 Strand 

1 End 
OJ990621_04 . 9C03 . C34 . o3 . tw Method 

834 End 

none Score 

834. .1004, 840. .1004, 880. .1005 



Seq. ID- OJ990621_04.9C03.C34 



1035 

TBLASTX: Wheat 

1005 

110 



8493 Seq.- ID 

18073 Strand 

1 End 

OJ990621_04 . 9C03.C35.ol.np Method 

1 End 

5922634 Score 



OJ990621_04 . 9C03 . C35 
+ 

94 

AAT/NAP 

94 

102 



8923 



. Exons 1 . . 94 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gil 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


8494 


Seq. ID 


OJ990621_04.9C03. 


C36 




Gene No. 


18074 


Strand 


- 






Start 


555 


End 


633 






Name 


OJ990621 04.9C03.C36.ol.gs 


Method 


GEN SCAN 








•j -j -j 


End 


633 






GI 


none 


. Score 


.68 






Exons 


555. .633 










Seq. No. 


8495 


Seq. ID 


OJ990621 04.9C03. 


C37 




Gene No. 


18075 


Strand 


+ 






Start 


227 


End 


1503 






Name 


OJ990621 04.9C03.C37.ol.gs 


Method 


GEN SCAN 






Start 


227 


End 


1503 






GI 


none 


Score 


.49 








227. .267, 640. .694, 741. .849, 


1436. .1503 






Seq. No. 


8496 


Seq. ID 


OJ990621_04.9C03. 


C39 




Gene No. 


18076 


Strand 


+ 






Start 


1 


End 


699 




I, i 
: c; 


Name 


OJ990621 04.9C03.C39.ol.np 


Method 


AAT/NAP 




.s Si 

i,!S 


Start ' 


1 


End 


663 






GI 


6523069 


Score 


406 






uAUIlo 


1. .663 








: , I 


GI Descrip. 


(AL133314) glucosyltransf erase-like protein [Arabidopsis 


i a i 




thaliana] 








m 


Seq. No. 


8496 


Seq. ID 


OJ990621J34.9C03. 


C39 




Gene No. 


18076 


Strand 


+ 




Q 


Start 


1 


End 


699 






Name 


OJ990621 "04.9C03.C39.ol.gs 


Method 


GENSCAN 






<5+-a -rt- 
O Lctl L 


25 


End 


699 






GI 


none 


Score 


1 




^1 


Exons 


25... 699 ^ 








! KS i 


Seq. No. 


8496. 


Seq. ID 


OJ990621_04.9C03. 


C39 




Gene No. 


18076 


Strand 


+ 






Start 


1 


End 


699 






Name 


OJ990621 04.9C03.C39.ol.tc 


Method 


TBLASTX: Cress 








52 


End 


647 






GI 


none 


Score 


167 






Exons 


52. .246, 111. .224, 310. .546, 


342. .545, 


606. .647 






Seq. No. 


8496 


Seq. ID 


OJ990621_04.9C03. 


C39 




Gene No. 


18076 


Strand 


' + 






Start 


1 


End 


699 






Name 


OJ990621 04. 9C03.C39.ol.ts 


Method 


TBLASTX : Soybean 






Start 


52 


End 


521 






GI 


none 


Score 


147 






Exons 


52. .231, 81. .224, 310. .501, 310. .501, 


315. .521 






Seq. No. 


8496 


Seq. ID 


OJ990621_04.9C03. 


C39 




Gene No. 


18076 


Strand 


+ 





8924 




Start 


1 


End 


699 


Name 


OJ990621 04.9C03.C39.ol.tm 


Method 


' TBLASTX: Maize 


Start 


69 


End . 


614 


GI 


none 


Score 


144 


Exons 


69. .224, 85. .246, 85. .249, 


309. .614, ; 


310. .546 


Seq. No. 


8496 


Seq. ID 


OJ990621_04.9C03.C39 




1 ftH7 
lOU / o 


OL.I dll<J. 


-1- 


Start 


1 


End 


699 


Name 


OJ990621 04.9C03.C39.ol.tw 


Method 


TBLASTX: Wheat 


Start 


85 


End 


482 


GI 


none 


Score 


122 


Exons 


85. .237, 90. .221, 118. .222, 


304. .474, 


304. .477, 309. .482 


Seq. No. 


8497 


Seq. ID 


OJ990621_04.9C03.C40 




1 ft 077 




-I- 


Start 


108 


End 


462 


Name 


OJ990621 04.9C03.C40.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


148 


GI 


none 


Score 


199 


Exons 


1..147, 2. .148, 3. .146, 29. 


.148 




Seq. No. 


8497 


Seq. ID 


OJ990621_04 . 9C03 .C4 0 


■*-$ belle 1NU . 


1 ftf)77 
X 0 u / / 


OLI ctllU. 


_j_ 


; :J Start 


108 


End 


4 62 


!;f Name 


OJ990621 04.9C03.C40.ol.gs 


Method 


GEN SCAN 


iH start 


108 


End 


303 


'Li gi 


none 


Score 


.5 


;:| Exons 


108. .303 






: I[ Seq. No. 


8497 


Seq. ID 


OJ990621_04.9C03.C40 


If! Gene No. 


18077 


Strand 


+ 


'Li Start 


108 


End 


4 62 


Name 


OJ990621 04.9C03.C40.ol.np 


Method ■ 


AAT/NAP 


,s \ Start 


108 


End 


4 62 


J GI 


2126090 


Score 


573 


7 Exons 


108. .462 








transposase (insertion sequence IS10) 


- Escherichia coli 


:i 


gi|455676|bbs|140379 (S67119) transposase [Escherichia coli 


: J 


LBB84, plasmid pXT107, IS10L/R-1, Peptide 




PlasmidTransposonlnsertionMutant , 402 


aa] [Escherichia coli 




gi| 6634720|gb|AAF19728.1|AC012463 2 (AC012463) T2E6.2 




[Arabidopsis thaliana] 






Seq. No. 


8498 


Seq. ID 


OJ990721_09.9C03.C1 


Gene No. 


18078 


Strand 






1 


End 


752 


Name 


OJ990721 09.9C03.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


178 


GI 


3402754 


Score 


192 


Exons 


1..178 






GI Descrip. 


(AL031187) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8498 


Seq. ID 


OJ990721_09.9C03.C1 


Gene No. 


18078 


Strand 




Start 


1 


End 


752 


Name 


OJ990721 09.9C03.Cl.ol.tm 


Method 


TBLASTX: Maize 



8925 




Start 


2 




End 


190 






GI 


none 




Score 


51 






Exons 


2. .46, 6. ..164, 29.. 


190, 125. 


.166 








Seq. No. 


8498 




Seq. ID 


OJ990721 


_09 . 9C03 


.CI 


Gene No. 


. 18078 




Strand 








Start 


1 




End 


752 






Name 


OJ990721_09. 9C03.C1 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


3 




. End 


173 






GI . 


none 




Score 


152 






Exons 


3. .173, 32. .163 












Seq. No. 


8498 




Seq. ID 


OJ990721 


_09. 9C03 


.CI 


Gene No. 


18078 




Strand 








Start 


1 




End 


752 






Name 


OJ9?0721_09. 9C03.C1 


. ol . gs 


Method 


GENSCAN 






Start 


38 




End 


752 






GI 


none 




Score 


. 69 






Exons 


38. .321, 578. .752 












Seq. No. 


8499 




Seq. ID 


OJ990721 


_09. 9C03 


. C2 


Gene No. 


18079 




Strand 


+ 






Start 


449 




End 


1178 






Name 


OJ990721 09.9C03.C2 


. ol . gs 


' Method 


GENSCAN 






Start 


449 




End • 


1178 






GI 


none 




Score 


.41 






Exons 


449. . 635, 702. .1178 












Seq. No. 


8499 




Seq. ID 


OJ990721 


_09. 9C03 


. C2 


Gene No. 


18080 




Strand 


+ 






Start 


1933 




End 


2528 






Name 


OJ990721 09.9C03.C2 


. o2.gs 


Method 


GENSCAN 






Start 


1933 




End 


2528 






GI 


none 




Score 


.73 






Exons 


1933.. 2095, 2210.. 2403, 2424 


. .2528 








Seq. No. 


8499 




Seq. ID 


OJ990721 


_09. 9C03 


. C2 


Gene No. 


18081 




Strand 


* + 






Start 


9690 




End 


"10277 






Name 


OJ990721 09.9C03.C2 


. o4 . gs 


Method 


GENSCAN 






Start 


9690 




End 


10277 






GI 


none 




Score 


. 99 






Exons 


9690. .10277 












Seq. No. 


8499 




Seq. ID 


OJ990721 


_09. 9C03 


.C2 


Gene No. 


18082 




Strand 


+ 






Start 


12578 




End 


17156 






Name 


OJ990721 09.9C03.C2 


. o5 . gs 


Method 


GENSCAN 






Start 


12578 




End 


17156 






GI 


none 




Score 


.41 






Exons 


12578. .12952, 12987 


. .13078, 


13469. .13527, 13880 


. . 13946, 






14196. .14254, 14556 


. .14611, 


15563. .15709, 15892 


. . 16180, 






16418. .16581, 17085 


. .17156 










Seq. No. 


8499 




Seq. ID 


OJ990721 


_09.9C03 


.C2 


Gene No. 


18083 




Strand 


+ 






Start 


20218 




End 


20987 







8926 




Name 


OJ990721 09.9C03.C2. 


o6.gs 


Method 


GEN SCAN 








Start 


20218 


End 


20987 








GI 


none 




Score 


1 








Exons 


20218. .20374,. 20572. 


.20987 












Seq. No. 


8499 




Seq. ID 


OJ990721 


09.9C03 


.C2 




Gene No. 


18084 




Strand 


+ 








O Lai u 


26529 




End 


31027 








Name 


OJ990721 09.9C03.C2. 


o8.gs 


Method 


GEN SCAN 








Start 


26529 




End 


31027 








GI 


none 




Score 


.91 








Exons 


26529. .26600, 26863. 


.28259, 


28548. .28 


758, 30430. 


.30635, 








30841. .31027 














Seq. No. 


8499 




Seq. ID 


OJ990721_ 


09.9C03 


.C2 




Gene No. 


18084 




Strand 


+ 








Start 


26529 




End 


31027 








Name 


- OJ990721 09.9C03.C2. 


ol .np 


Method 


AAT/NAP 








Start 


27276 




End 


28863 








GI 


6706414 




Score 


926 








Exons 


27276. .28863 














GI Descrip. 


(AL133248) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


8499 




Seq. ID 


OJ990721 


09. 9C03 


.C2 




Gene No. 


18084 




Strand 


+ 








Start 


26529 




End 


31027 








Name 


OJ990721 09.9C03.C2. 


o2.np 


Method 


AAT/NAP 








Start 


30033 




End 


31024 








GI 


3831471 




Score 


351 








Exons 


30033. .30131, 30430. 


.30635, 


30841. .31024 








GI Descrip. 


(AC005700) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


8499 




Seq. ' ID 


OJ990721_ 


09.9C03 


.C2 




Gene No. 


18085 




Strand 










Start 


21032 




End 


23932 








Name 


OJ990721 09.9C03.C2. 


ol.gp 


Method 


AAT/GAP 








Start 


21032 


. End 


23537 








GI 


15051 1.R1084 




Score 


1918 








Exons 


21032. .21691, 22206. 


.22376, 


22462. .22531, 22636. 


.22701, 








23479. .23537 














GI Descrip. 


, 2244797/emb|CAB10220.1| 6. 


Oe-34 (Z97336) hypothetical protein 




[Arabidopsis thaliana] 1 












Seq. No. 


8499 




Seq. ID 


OJ990721_ 


09. 9C03 


.C2 




Gene No. 


18085 




Strand 










Start 


21032 




End 


23932 








Name 


OJ990721 09.9C03.C2. 


o7 .gs 


Method 


GENSCAN 








Start 


21395 




End 


23932 








GI 


none 




Score 


.88 








Exons 


21395. .21523, 21623. 


.21691, 


22206. .22368, 22636. 


.22701, 








23479. .23722, 23893. 


.23932 












Seq. No. 


8499 




Seq. ID 


OJ990721_ 


09. 9C03 


.C2 




Gene No. 


18086 




Strand 










Start 


29640 




End 


30222 








Name 


OJ990721 09.9C03.C2. 


o2.gp 


Method 


AAT/GAP 








Start 


29640 


- End 


30222 









8927 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 940 



none 

29640. .30134, 30189.. 30222 

8499 
18087 
31960 

OJ990721_09.9C03.C2.o2.tw 
2002 
none 

2002. .2094, 2208. .2408, 2209. .2406, 6008. .6298, 6034. 
9794. .10066, 9798. .10064, 12665. .1294 3, 12685. .12 954, 
20260. .20373, 20567 .. 20755, 20571.. 20762 



Seq. ID OJ990721_09.9C03.C2 
Strand 

End 34990 

Method TBLASTX : Wheat 

End 20762 

Score 105 

6300, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8499 

18087 

31960 

OJ990721_09 . 9C03 . C2 . o3 . tm 
2002 
none 
2002, 
6008. 
9798, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 09.9C03.C2 



.2091, 2208. .2408, 2209. 
.6298, 6009.. 6128, 6031. 



34990 

TBLASTX: Maize 
20777 
115 

2406, 2311.. 2412, 6006.. 6149, 
6300, 9791.. 9916, 9794.. 10066, 



,10064, 12665. .12943, 12685 12954 , 20266 .. 20370 , 



20567. .20752, 20568.. 20777 

8499 Seq. ID 

18087 Strand 

31960 End 

OJ990721_09 . 9C03 . C2 . o4 . ts Method 

2047 End 

none Score 



OJ990721_09.9C03.C2 
34990 

TBLASTX: Soybean 

20764 

41 



2047. .2088, 2209. .2406, 2229. .2405, 2518. .2562, 6052. .6348, 
6053. .6349, 9818. .10063, 9819. .10064, 12709 .. 12957 , 
12710. .12943, 20564. .20764, 20565. .20762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8499 

18087 

31960 

OJ990721JD9 . 9C03 . C2 . o4 . tc 

2209 

none 



Seq. ID OJ990721_09.9C03.C2 
Strand 

End 34990 

Method TBLASTX: Cress 

End 20771 

Score 203 



2209. .2406, 2235. .2408, 6035. .6325, 6076. .6324, 9801. .10064, 
9842. .10066, 12692 .. 12943, 12721 .. 12954 , 20571 .. 20771 , 
20585. .20770 



Seq. No. 8499 
Gene No. 18087 
Start 31960 

Name OJ990721_09 . 9C03 . C2 . ol . tm 

Start 21153 

GI none 

Exons 21153. .21200, 21154 

21395. .21532, 21396 
22206. .22370, 22255 
22616. .22702, 22636 
23481. .23576 



Seq. ID 
Strand 
End 

Method 
End 
Score 
21198, 21393 
21533, 21533 
22371, 22435 
22665, 22673 



OJ990721 09.9C03.C2 



34990 

TBLASTX: Maize 
23577 
68 

21524, 21395. .21532, 
21700, 22188. .22370, 
22506, 22441. .22506, 
22702, 23479. .23577, 



Seq. No. 



8499 



Seq. ID OJ990721_09. 9C03.C2 



8928 



Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18087 Strand 

31960 End 

OJ99072 1_09 . 9C03 . C2 . o5 . tc Method 

21425 End 

none Score 



34990 

TBLASTX: Cress 

22527 

66 



21425. .21499, 21425 .. 214 99, 21429 21506, 21605 .. 21700, 
22188. .22370, 22215 22367 , 22258 22371 , 22441.. 22527 



8499 

18087 

31960 

OJ990721_09 . 9C03 . C2 . o3 . ts 

21560 

none 

21560. .21700, 22188. .22370, 
22258. .22371, 22435.. 22530 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_09.9C03.C2 
34990 

TBLASTX: Soybean 

22530 

109 



8499 
18087 
31960 

OJ990721_09 . 9C03 . C2 . o2 . tm 
27211 



22206. .22367, 22223 .. 22369, 



OJ990721 09.9C03.C2 



none 
27211. 
27499. 
27940. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.27414, 27253. .27414, 27463.-27744, 27484 27765, 
.27834, 27742. .28059, 27865 28035, 27865 .. 28611, 
.28140, 28188. .28268 



34990 

TBLASTX: Maize 

28611 

75 



8499 
18087 
31960 
OJ990721 
27253 
none 
27253 
27486 
27592 
28036 



09.9C03.C2.o2.tc 



27414, 
27662, 
28032, 
28134 



27256. 
27487. 
27742. 



.27405, 
.27663, 
.27972, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
27259. .27423, 
27502. .27711, 
27834. .27992, 



OJ990721 09.9C03.C2 



34990 

TBLASTX: Cress 
28137 
90 

27481. .27726, 
27525. .27707, 
27898. .28137, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 



8499 

18087 

31960 

OJ990721_09.9C03.C2 

27280 

none 

27280. .27420, 27481 

8499 

18087 

31960 

OJ990721_09. 9C03.C2 

27280 

none 

27280. .27405, 27481 
27886. .28092, 27888 

8499 
18087 



Seq. ID OJ990721_09.9C03.C2 
Strand 

End 34990 

.o3.tw Method TBLASTX : Wheat 

End 28172 

Score 94 
,.27831, 27697. .28167, 27840.. 28172 

Seq. ID OJ990721_09. 9C03.C2 
Strand 

End 34990 

,o6.ts Method TBLASTX : Soybean 

End 28092 

Score 77 
,.27663, 27583. .27966, 27589 .. 27765, 
. .27971 

Seq. ID OJ990721_09.9C03.C2 
Strand 



8929 




Start 


31960 




End 


34990 




Name 


OJ990721 09.9C03.C2. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


28105 




End 


28641 




GI 


none 




Score 


316 




Exons 


28105. .28641, 28161. 


.28349 








Seq. No. 


8499 




Seq. ID 


OJ990721_09. 9C03 


.C2 


Cpnp No. 


18087 




Strand 






Start 


31960 




End 


34990 




Name 


OJ990721 09.9C03.C2. 


ol.tc 


Method 


TBLASTX: Cress . 




Start 


28333 




End 


28868 




GI 


none 




Score 


388 




Exons 


28333.-28866, 28612. 


.28863, 


28659.-28868 




Seq. No. 


8499 




Seq. ID 


OJ990721_09.9C03 


.C2 


fjpnp No 


18087 




Strand 






Start 


31960 




End 


34990 




Name 


OJ990721 09.9C03.C2. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


28612 




End 


28866 




GI 


none 




Score 


243 




Exons 


28612. .28866, 28630. 


.28863, 


28659. .28865 




Seq. No. 


8499 




Seq. ID 


OJ990721_09.9C03 


,C2 


(^priP No 


18087 




Strand 






Start 


31960 




End ■ 


■34990 




Name 


OJ990721 09.9C03.C2. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


28650 




End 


28866 




GI 


none 




Score 


243 




Exons 


28650. .28865, 28651. 


.28866 








Seq. No. 


8499 




Seq. ID 


OJ990721_09. 9C03 


.C2 


(tipnp No 


18087 




Strand 






Start 


31960 




End 


34990 




Name 


OJ990721 09.9C03.C2. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


30427 




End 


30973 




GI 


none 




Score 


193 




Exons 


30427. .30636, 30427. 


,30636, 


30836. .30973, 30852.. 30959 




Seq. No. 


8499 




Seq. ID 


OJ990721_09. 9C03 


.C2 


Gene No. 


18087 




Strand 






Start 


31960 




End 


34990 




Name 


OJ990721 09.9C03.C2. 


o9. gs 


Method 


GENSCAN 




Start 


31960 




End 


34990 




GI 


none 




Score 


.89 




Exons 


31960. .32298, 32434. 


.32637, 


32897. .32973, 33117 .. 33138, 






33438. .33591, 34890. 


.34990 








Seq. No. 


8499 




Seq. ID 


OJ990721_09. 9C03 


.C2 


Gene No. 


18087 




Strand 






Start 


31960 




End 


34990 




Name 


OJ990721 09.9C03.C2. 


o3.np 


Method 


AAT/NAP. 




Start 


31986 




End 


34981 




GI 


1076634 




Score 


776 




Exons 


31986. .32298, 32434. 


.32637, 


32897. .32968, 33053 33121, 






33229.-33369, 33438. 


.33591, 


34668. .34981 





GI Descrip. protein-serine/threonine kinase NPK15 - common tobacco 

gi|505146|dbj |BAA06538| (D31737) protein-serine/threonine kinase 



8930 




[Nicotiana tabacum] 



Seq. No. 


8499 




Seq. ID 


OJ990721 


JD9.9C03 


.C2 


Gene No. 


18087 




Strand 








q +- 

otait 


"31 QfiO 

Ji JUU 




End 


34990 






Name 


OJ990721 09.9C03.C2. 


ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


32093 




End 


32943 






GI 


none 




Score 


96 






Exons 


32093. .32296, 32094. 


.32189, 


32094. .32297, 32104 


. .32280, 






32122. .32298, 32226. 


.32297, 


32432. .32638, 32434 


. .32640, 






32435. .32638, 32853. 


.32942, 


32879. .32941, 32896 


. .32943, 






32896. .32943 














R4 QQ 

O H -7 J 




Seq. ID 


OJ990721 




r? 


Gene No. 


18087 




Strand 








Start 


31960 




End 


34990 






Name 


OJ990721 09.9C03.C2. 


o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


32119 




End 


33557 






GI 


none 




Score 


77 






Exons 


32119. .32262, 32470. 


.32601, 


32879. .32971, 33056 


. .33121, 






33238. .33372, 33266. 


.33370, 


33435.-33557, 33436 


. .33555 




Con- NT/"k 
O e q • LN o . 


ft A QQ 

O fl Z? J 




Seq. ID 


OJ990721 


HQ Qrn^ 


CO 


Gene No. 


18087 




Strand 








Start 


31960 




End 


34990 






Name 


OJ990721 09.9C03.C2. 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


32134 




End 


33557 






GI 


none 




Score 


90 






Exons 


32134. .32268, 32464. 


.32583, 


32465. .32578, 32864 


. .32962, 






33056. .33151, 33241. 


.33372, 


33435. .33557 






Seq. No. 


8499 




Seq. ID 


OJ990721 


_09.9C03 


.C2 


Gene No. 


18087 




Strand 








Start 


31960 




End 


34990 






Name 


OJ990721 09.9C03.C2. 


o3.tc 


Method 


TBLASTX: 


Cress . 




Start 


32434 




End 


33121 






GI 


none 




Score 


185 






Exons 


32434. .32640, 32438. 


.32638, 


32879. .32959, 33050 


. .33121 




Seq. No. 


8499 




Seq. ID 


OJ990721 


_09. 9C03 


.C2 


Gene No. 


18087 




Strand 








Start 


31960 




End 


34990 






Name 


OJ990721 09.9C03.C2. 


06 . tc 


Method 


TBLASTX: 


Cress 




Start 


33244 




End 


33564 






GI 


none 




Score 


59 






Exons 


33244. .33372, 33257. 


.33343, 


33435. .33554, 33436 


. .33564 




Seq. No. 


8500 




Seq. ID 


OJ990721 


_09. 9C03 


.C3 


Gene No. 


18088 




Strand 


+ 






Start 


1531 




End 


1831 






Name 


OJ990721 09.9C03.C3. 


ol . gs 


Method 


GENSCAN 






Start 


1531 




End 


1831 






GI 


none 




Score* 


.59 






Exons 


1531.. 1560, 1622.. 1831 










Seq. No. 


8500 




Seq. ID 


OJ990721 


_09.9C03 


.C3 


Gene No. 


18089 




Strand 









8931 




Start 


2150 


End 


6778 






Name 


OJ990721_09 . 9C03 . C3 . o2 . gs 


Method 


GENSCAN 






Start 


2150 


End 


6778 






GI 


none 


Score 


. 41 






Exons 


2150.. 2275, 3676.. 3802, 6465. 


. 6778 








Seq. No. 


8500 


Seq. ID 


OJ990721_09 


. 9C03. 


C3 


Gene No. 


18090 


Strand 








Start 


7919 


End 


8221 






Name 


OJ990721_09 . 9C03 . C3 . o3 . gs 


Method 


GENSCAN 






Start 


7919 


End 


8221 






GI 


none 


Score 


. 42 






Exons 


7919. .8062, 8147. .8221 










Seq. No. 


8501 


Seq. ID 


OJ990721_09 


. 9C03. 


C4 


Gene No. 


18091 


Strand 


+ 






Start 


417 


End 


1031 






Name 


OJ990721_09.9C03.C4 . ol. gs 


Method 


GENSCAN 






Start 


417 


End 


1031 






GI 


none 


Score 


. 5 






Exons 


417. .458, 587. .739, 801. .1031 










Seq. No. 


* 

8501 


Seq. ID 


OJ990721_09 


. 9C03. 


C4 


Gene No. 


18092 


Strand 


+ 






Start 


6805 


End 


c n c o 






Name 


OJ990721 09.9C03.C4.o3.np 


Method 


AAT/NAP 






Start 


6805 


End 


6952 






GI 


544423 


Score 


57 






Exons 


6805. .6952 










GI Descrip. 


GLYCINE-RICH RNA-BINDING PROTEIN 2 gi | 


485421|pir| | 


S12312 





glycine-rich RNA-binding protein (clone S2) - sorghum 
gi|21625|emb|CAA408 62| (X57662) glycine-rich RNA-binding protein 
[Sorghum bicolor] 



Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 


Gene No. 


18093 


Strand 




Start 


485 


End 


3850 


Name 


OJ990721 09.9C03.C4.ol.gp 


Method 


AAT/GAP 


Start 


485 


End 


3850 


GI 


5613 1.R1084 


Score 


1428 


Exons 


485. .910, 2489. .2595, 2682. 


.2750, 3688 


. .3850 


GI Descrip. 


'4056507 9.0e-23 (AC005896) 


putative RNA binding protein 




[Arabidopsis thaliana] 1 






Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 


Gene No. 


18093 


Strand 




Start 


485 


End 


3850 


Name 


OJ990721 09.9C03.C4.ol.np 


Method 


AAT/NAP 


Start 


791 


End 


3799 


GI 


6598438 


Score 


160 


Exons 


791. .910, 2489. .2595, 2682. 


.2750, 3688 


. .3799 


GI Descrip. 


(AC004684) putative RNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 


Gene No. 


18093 


Strand 




Start 


485 


End 


3850 


Name 


OJ990721 09.9C03.C4.o2.gs 


Method 


GENSCAN 



8932 






Start 


1431 


End 


3811 




GI 


none 


Score 


.56 




Exons 


1431.. 1538, 2489.. 2595, 2682. 


.2750, 3541. .3636, 3688. .3811 




Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 




Gene No. 


18094 


Strand 






Start 


5509 


End 


7026 




Name 


OJ990721 09.9C03.C4.o2.gp 


Method 


AAT/GAP 




Start 


4962 


End 


7007 




GI 


3241 1.R1084 


Score 


2301 




Exons 


4962..S423, 5508. .5684, 5778. 


.5843, 5936. .6033, 6588. .7007 




GI Descrip. 


1 6014 904/sp | Q38732 | DAG ANTMA 


2.0e-71 DAG PROTEIN, CHLOROPLAST 






PRECURSOR >gi 1200205 emb CAA65064 (X95753) DAG [Antirrhinum 






majus] 1 








Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 




npnp No 


18094 


Strand 






Start 


5509 


End 


7026 




Name 


OJ990721 09.9C03.C4.o3.gs 


Method 


GEN SCAN 




Start 


5509 


End 


6937 




GI 


none 


Score 


.97 




Exons 


5509. .5684, 5778. .5843, 5936. 


.6033, 6588. .6937 


.CSi 


Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 




Gene No. 


18094 


• Strand 






Start 


5509 


End 


7026 


III 


Name 


OJ990721 09.9C03.C4.o2.np 


Method 


AAT/NAP 




Start 


5515 


End 


7026 




GI 


6554182 


Score 


641 


Q 


Exons 


5515. .5684, 5778. .5843, 5936. 


.6033, 6588. .6730, 6810. .7026 


!■ Z \ 


GI Descrip. 


(AC011661) T23J18.10 [Arabidopsis thaliana] 


m 


Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 




Gene No. 


18095 


Strand 






Start 


9651 


End 


10074 


a 


Name 


OJ990721 09.9C03.C4.o3.tm 


Method 


TBLASTX: Maize 


: ; i 

"n 


Start 


601 


End 


3791 




GI 


none 


Score 


62 




Exons 


601. .681, 604. .687, 779. .913, 


780. .911 


, 2489.-2596, 2532. .2597, 


I A 




2683. .2754, 2684. .2761, 3687. 


.3791, 3699.. 3791 




Seq. No. 


8501 


Seq. ID 


OJ990721_09.9C03.C4 




Gene No. 


18095 


Strand 






Start 


9651 


End 


10074" 




Name 


OJ990721 09.9C03.C4.o3.tc 


Method 


TBLASTX: Cress 




Start 


854 


End 


2776 




GI 


none 


Score 


64 




Exons 


854. .913, 855. .911, 2489. .2596, 2489... 


2596, 2532.. 2600, 






2689..2754, 2690. .2776 








Seq. No. 


8501 


Seq. ID 


OJ990721_09.'9C03.C4 




Gene No. 


18095 


Strand 






Start 


9651 


End 


10074 




Name 


OJ990721 09.9C03.C4.o2.tm 


Method 


TBLASTX -Maize 




Start 


5491 


End 


6734 




GI 


none 


Score 


81 




Exons 


5491. .5571, 5512. .5685, 5543. 


.56.86, "5574. .5693, 5627.. 5686, 



8933 




5764. .5832, 5766. .5828, 5777. .5845, 5780. .5830, 5931. .6035, 
5934.. 6035, 5935.. 6036, 5936.. 6037, 6540.. 6710, 6572.. 6733, 
6588. .6734 



Seq. No. 8501 

Gene No. 18095 

Start 9651 

Name OJ990721_09. 9C03.C4 .o2. ts 

Start 5635 

GI none 
Exons 



Seq. ID OJ990721_09. 9C03.C4 
Strand 

End ■ 10074 

Method TBLASTX: Soybean 

End 6731 

Score 59 



563S..5685, 5648. .5686, 5732. .5845, 5776. .5814, 5931. .6035, 
5934.. 6035, 5935.. 6036, 6572.. 6694, 6572.. 6730, 6588.. 6731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
•Start- , 
GI . 
Exons 



8501 

18095 

9651 

OJ99072 1_0 9 . 9C03 . C4 . o2 . tc 

5931 

none 



Seq. ID OJ990721_09.9C03.C4 
Strand 

End 10074 

Method TBLASTX : Cress 

End 6731 

Score 92 



5931. .6035, 5933. .6040, 5934. .6035, 5935. .6036, 5936. .6037, 
6543. .6731, 6572. .6730 



Seq. ID OJ990721_09.9C03-.C4 
Strand 

End 10074 

Method AAT/GAP 

End 10074 

Score 753 



8501 
18095 
9651 

OJ990721_09.9C03.C4.o3.gp 
9651 

21186_1.R1084 
9651. .10074 

, 5031275/gb|AAD38143.1|AF139496_l 1.0e-90 (AF139496) unknown 
[Prunus armeniaca] ' 



8501 

18095 

9651 

OJ990721_09 . 9C03 . C4 . ol . tm 

9786 • - ,' 

none 

9786.. 10073, 9803.. 10072 



Seq. ID OJ990721_09.9C03.C4 
Strand 

End 10074 

Method TBLASTX : Mai ze 

-'End 10073 ■ . ■ 

Score 283 



Seq. No. 


8501 




Seq. ID 


OJ990721_09.9C03 


-C4 


Gene No. 


18095 




Strand 






Start 


9651 




End 


10074 




Name 


OJ990721 09.9C03.C4 


.o4 .np 


Method 


AAT/NAP 




Start 


9833 




End 


10074 




GI 


5031275 




Score 


339 




Exons 


9833. .10074 










GI Descrip. 


(AF1394 96) unknown 


[Prunus 


armeniaca] 






Seq. No. 


8501 




Seq. ID 


OJ990721_09. 9C03 


.C4 


Gene No. 


18095 




Strand 






Start 


9651 




End 


10074 




Name 


OJ990721 09.9C03.C4 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


9836 




End 


10065 




GI 


none 




Score 


227 




Exons 


9836. .10063, 9840. . 


10064, 


9844. .10065 







8934 




Seq. No. 


8501 




Seq. ID 


/->. t A A A T A 1 rt rt f*v /--» /"\ "3 /"> A 

OJ990721 09.9C03.C4 


Gene No. 


18095 




Strand 




Start 


9651 




End 


10074 


Name 


OJ990721_09.9C03.C4 


.ol. tw 


Method 


TBLASTX: Wheat 


Start 


9838 




End 


10064 


GI 


none 




Score 


116 


Exons 


n n i n 1 A A C O rt O O rt 

9838.. 10059, 9839.. 


10057, 9848.. 10060, 


rt O A rt i AA/"1 QQH A 1 rtf 

9849. .10061, yy/4..im 




9930 . • 10064 








Seq. No. . 


8501 




Seq. ID 


/-\ TA fiAl A 1 rtrt Ap A /-i A 

OJ99072I 09.9CUJ.C4 


Gene No. 


18095 




* Strand 




Start 


9651 




End 


10074 


Name 


OJ9907^1_0y. 9CU3.C4 


.ol.tc 


Method 


TBLASTX : Cress 


Start 


9839 




End 


i rt n a 

10064 


GI 


none 




Score 


rt f o 

263 


Exons 


9839.. 10063, 9840.. 


10064, 9843.. 10064 




Seq. No. 


8502 




Seq. ID 


/-\ taaat A1 rtrt rt/^rto 

OJ990721 09.9C0J.Cb 


Gene No. 


18096 




Strand 




Start 


103 




End 


ZU1 


Name 


OJ990721 09.9C03.C5 


.ol.gp 


Method 


AAT/GAP 


Start 


103 




End 


201 


GI 


21186 1.R1084 




Score 


105 


Exons 


103. .201 








GI Descrip. 


, 5031275/gb|AAD38143.1|AF139496 1 1 . 0e- 


-90 (AF139496) unknown 




[Prunus armeniaca] * 








Seq. No. 


8502 




Seq. ID 


/-\ tA AAT A 1 rtrt rt^rtO C 

OJ990721 09.9C03.Co 


Gene No. 


18097 




Strand 




Start 


11235 




End 


11770 


Name 


OJ990721 09.9C03.C5 


.ol .np 


Method 


AAT/NAP 


Start 


11235 




End 


11770 


GI 


3402754 




Score 


346 


Exons 


11235.. 11770 








GI Descrip. 


(AL031187) putative 


protein 


[Arabidopsis thaliana] 


Seq., , No . 


8502 V ■ • •'. 




. Seq. ID;" 


;OJ990721_09.9C03.C5 


Gene No. 


18097 




Strand 




Start 


11235 




End 


11770 


Name 


OJ990721 09.9C03.C5 


. ol . tm 


Method . 


TBLASTX : Maize 


Start 


11247 




End 


11618 


GI 


none 




Score 


102 


Exons 


11247. .11402, 11248 


. .11511, 


11250. .11618, 11583. .11618 


Seq. No. 


8502 




Seq. ID 


OJ990721_09.9C03.C5 


Gene No. 


18097 




Strand 




Start 


11235 




End 


11770 


Name 


OJ990721 09.9C03.C5 


. o2 . gp 


Method 


AAT/GAP 


Start 


11451 




End 


11770 


GI 


5004702 




Score 


627 


Exons 


11451. .11770 








Seq. No. 


8503 




Seq. ID 


OJ990721_09.9C03.C6 


Gene No. 


18098 




Strand 


+ 


Start 


325 




End 


508 


Name 


OJ990721 09.9C03.C6 


.'ol . gs 


Method 


GENSCAN 


Start 


325 




End 


508 



8935 




GI 


none 


Score 


.75 






Exons 


325. .339, 473. .508 










Seq. No. 


8503 


Seq. ID 


OJ990721_09. 


9C03. 


C6 


Gene No. 


18099 


Strand 


+ 






Start 


18848 


End 


21005 






Name 


OJ990721 09.9C03.C6.o4.np 


Method 


AAT/NAP 






Start 


18299 


End 


19737 






GI 


6907088 


Score 


1045 






Exons 


18299. .18436, 18 612 .. 18850, 


19350. .19737 






GI Descrip. 


(AP001129) -hypothetical protein [Oryza 


sativa] 






Seq. No. 


8503 


Seq. ID 


OJ990721JD9. 


9C03. 


C6 


Gene No . 


18099 


Strand 


+ 






Start 


18848 


End 


21005 






Name 


OJ990721 09.9C03.C6.o5.gs 


Method 


GENSCAN 






Start 


18848 


End 


20129 






GI 


none 


Score 


.79 






Exons 


18848. .18850, 19683.. 20129 










Seq. No. 


8503 


Seq. ID 


OJ990721_09. 


9C03. 


C6 


Gene No. 


18099 


Strand 


+ 






Start 


18848 


End 


21005 






Name 


OJ990721 09.9C03.C6.o5.np 


Method 


AAT/NAP 






Start 


19722 


End 


21005 






GI 


5734635 


Score 


401 






Exons 


19722. .19831, 19884 .. 20138 , 


20328. .21005 






GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8503 


Seq. ID 


OJ990721_09. 


9C03. 


C6 


Gene No . 


18100 


Strand 








Start 


2989 


End 


6820 






Name 


OJ990721 09.9C03.C6.o2.gs 


Method 


GENSCAN 






Start 


2989 


End 


6820 






GI 


none 


Score 


.85 






Exons 


2989.. 3032, 5899.. 6120, 6445 


..6820 








Seq. No. 


. 8503 


Seq. ID 


OJ990721_09. 


9C03. 


C6 


Gene No. 


18101 


Strand 








Start 


12541 


End 


16394 






Name 


OJ990721 09.9C03.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


9748 


End 


10050 






GI 


none 


Score 


270 






Exons 


9748.. 10050, 9769.. 10041 










Seq. No. 


8503 


Seq. ID 


OJ990721_09. 


9C03. 


C6 


Gene No. 


18101 


Strand 








Start 


12541 


End 


16394 






Name 


OJ990721 09.9C03.C6.ol.gp 


Method 


AAT/GAP 






Start 


12541 


End 


13752 






GI 


2277 1.R1084 


Score 


951 






Exons 


12541. .12983, 13671.. 13752 










GI Descrip. 


'4733937/gb|AAC31570.2| 3.0e 


-10 (AF080245) sesquiterpene 




synthase [Elaeis oleifera] 1 










Seq. No. 


8503 


Seq. ID 


OJ990721_09. 


9C03. 


C6 


Gene No. 


18101 


Strand 









8936 





Start 


12541 




End 


16394 






Name 


OJ990721 09 9C03 C6 


o3 . np 


Method 


AAT/NAP 






Start 


12684 




End 


16311 






GI 


5802576 




Score 


708 






Exons 


12684. .12973, 13667. 


.13831, 


14205. .14515, 14 989. .15364, 








15721. .15957, 16144. 


.16311 










GI Descrip. 


(AF174294) (+) -delta 


-cadinene sythase 


[Gossypium arboreum] 




Seq. No. 


8503 




Seq. ID 


OJ990721_09.9C03. 


C6 




Gene No. 


18101 




Strand 








Start 


12541 




End 


16394 






Name 


OJ990721 09 9C03 C6 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


12687 




End 


14157 






GI 


none 




Score 


62 






Exons 


12687. .12755, 12855. 


. 12920, 


12906. .12986, 13671 .. 138 68 , 








13672. .13770, 13810. 


. 13845, 


13881. .13931, 13882. .13929, 








14015. .14086, 14017. 


. 14157 










Seq. No. 


8503 




Seq. ID 


OJ990721_09.9C03. 


C6 




Gene No. 


18101 




Strand 








Start 


12541 




End 


16394 






Name 


OJ990721 09.9C03.C6. 


o4 . gs 


Method 


GENSCAN 






Start 


12687 • 




End 


15940 




n 


GI 


none 




Score 


.56 




,;i I! 


Exons 


12687. .12983, 13671. 


.13931, 


14020. .14155, 14297. .14 515, 




1. i J 




14989. .15364, 15721. 


.15940 








\' \ E 


Seq. No. 


8503 




Seq. ID 


OJ990721_09.9C03. 


C6 


CI 


Gene No. 


18101 




Strand 






! ;! 


Start 


12541 




End 


16394 






Name 


OJ990721 09.9C03.C6. 


o2 . gp 


Method 


AAT/GAP 






Start 


13885 




End 


14515 




r i ! 


GI 


LIB3431-042-P1-K1-A2 




Score 


747 






Exons 


13885. .13931, 14020. 


.14155, 


14297. .14515 




□ 


GI Descrip. 


M733937/gb|AAC31570 


.2| 3.0e-32 (AF080245) sesquiterpene 


*t 




synthase [Elaeis oleifera] 1 










Seq. No. 


8503 




Seq. ID 


OJ990721j.09.9C03. 


C6 


3 'i 




18101 




Strand 






»[ 
: sr 


Start 


12541 




End 


16394 




;3 


Name 


OJ990721 09.9C03.C6. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


14050 




End 


15176 






GI 


none 




Score 


96 






Exons 


14050. .14157, 14296. 


.14526, 


14296. .14 514, 14 97 6. .1517 6 






Seq. No. 


8503 




Seq. ID 


OJ990721_09.9C03. 


C6 




Gene No. 


18101 




Strand 








Start 


12541 




End 


16394 






Name 


OJ990721 09.9C03.C6. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


14296 




End 


16227 






GI 


none 




Score 


80 






Exons 


14296. .14403, 14404. 


.14514, 


14405. . 14485, 14 985 .. 15194 , 








14986. .15201, 15192. 


.15293, 


15315. . 15365, 15315 .. 15365, 








15696. .15773, 15718. 


.15780, 


15725. .15856, 15803 .. 15991, 








15858. .15992, 16171. 


.16227 









Seq. No. 



8503 



Seq. ID OJ990721 09.9C03.C6 



8937 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18101 Strand 
12541 End 16394 

OJ99072 1_09 . 9C03 . C6 . o3 . gp Method AAT/GAP 

14895 End 16394 

92055_1.R1084 Score 1854 

14895. .15364, 15721 .. 15991, 16174.. 16394 

*5802576/gb|AAD51718.1| 5.0e-50 (AF174294) ( +) -delta-cadinene 
sythase [Gossypium arboreum] ' 





Seq. No. 


8504 


Seq. ID 


OJ990721_09.9C03.C7 




Gene No . 


18102 


Strand 






Start 


74 


End 


4649 




Name 


OJ990721 09.9C03.C7.ol.np 


Method 


AAT/NAP 




Start 


74 


End 


4649 




GI 


4680179 


Score 


4536 




Exons 


74. .3490, 3593. .4649 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


8504 


Seq. ID 


OJ990721_09.9C03.C7 




Gene No. 


18103 


Strand 






Start 


5140 


End 


5921 




Name 


OJ990721 09.9C03.C7.o5.tw 




TBLASTX * Wheat 

X. L-J XJxlii_J J_ • rill GL U 




Start 


118 


End 


454 




GI 


none 


Score 


111 




Exons 


118. .453, 139.. 288, 182. .454 








Seq. No. 


8504 ' 


Seq. ID 


OJ990721_09.9C03.C7 




Gene No. 


18103 


Q+- rand 






Start 


5140 


End 


5921 


i -J 


Name 


OJ990721 09.9C03.C7.o9.tm 


l iC L. 1 L \J kJL 


TRLA^TX • Ma i 7P 


'•t 'si 


Start 


133 


End 


291 


's s? 


GI 


none 


Score 


59 


rli 


Exons 


133. ,291, 182. .259 








Seq. No. 


8504 


Seq. ID 


OJ990721_09. 9C03.C7 


t. s i 


Gene No. 


18103 


Strand 






Start . 


5140 


End 


5.921 




Name 


OJ990721 09.9C03.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


301 


End 


894 


i* "i 


GI 


none 


Score 


66 


'ssf 
; ; 3^ 
-J 


Exons 


301. .396, 301. .738, 311. .520, 


596. .736, 


736. .894, 743. .886 




Seq. No. 


8504 


Seq. ID 


OJ990721_09.9C03.C7 




Gene No. 


18103 


Strand 






Start 


5140 


End 


5921 




Name 


OJ990721 09.9C03.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


457 


End 


1077 




GI 


none 


Score 


249 




Exons 


457. .1077, 575. .1021 








Seq. No. 


8504 


Seq. ID 


OJ990721_09.9C03.C7 




Gene No. 


18103 


Strand 






Start 


5140 


End 


5921 




Name 


OJ990721 09.9C03.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


946 


End 


1238 




GI 


none 


Score 


236 




Exons 


946.. 1236, 950.. 1225, 1104.. 1238 





8938 




Seq. No. 


8504 








Seq. ID 


OJ990721 09.9C03 


.C7 


Gene No. 


18103 








Strand 


- 




Start 


5140 








End 


5921 




Name 


OJ990721_09. 


9C03 


.C7.o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1036 








End 


1291 




GI 


none 








Score 


182 




Exons 


1036. . 1284, 


1037 


. .1291 










Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03 


.C7 


Gene No. 


18103 








Strand 






Start 


5140 








End 


5921 




Name 


OJ990721_09. 


9C03 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1060 








End 


1377 




GI 


none 








Score 


101 




Exons 


1060 . . 1203, 


1076 


. . 1201, 


1204 . 


.1356, 1204. .1377 




Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03 


.C7 


Gene No. 


18103 








Strand 






Start 


5140 








End 


5921 




Name 


OJ990721_09. 


9C03 


.C7 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1084 








End 


1609 




GI 


none 








Score 


265 




Exons 


1084 . . 1506, 


1088 


. . 1456, 


: 1469. 


.1609 






Seq. No. 


8504 




- 




Seq. ID 


OJ990721_09.9C03 


.C7 


Gene No. 


18103 








Strand 






Start 


5140 








End 


5921 




Name 


OJ990721_09. 


9C03 


.C7 .o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


1652 








End 


2005 




GI 


none 








Score 


222 




Exons 


1652. .2005, 


1704 


. .2003 










Seq. No. 


8504 








Seq. • ID 


OJ990721_09.9C03 


• C7 


Gene No. 


18103 








Strand 






Start 


5140 








End 


5921 




.Name 


OJ990721_09. 


9C03 


.C7 ,o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1652 








End * ' 


2078 *■ 




GI 


none 








Score 


120 




Exons 


1652 . . 2077, 


1654 


. .2016, 


1667. 


.2020, 1689.. 2078 




Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03 


.C7 


Gene No. 


18103 








Strand 






Start 


5140 








End 


5921 




Name 


OJ990721_09. 


9C03 


.C7.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1826 








End 


2071 




GI 


none 








Score 


213 




Exons 


1826. .2071 














Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03 


. C7 


Gene No. 


18103 








Strand 






Start 


5140 








End 


5921 




Name 


OJ990721 09. 


9C03, 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2012 








End 


2359 




GI 


none 








Score 


104 




Exons 


2012. .2359, 


2013, 


. .2216 











8939 




Seq. No. 


8504 








Seq. ID 


OJ990721_09. 9C03.C7 


Gene No. 


18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721 09. 


9C03 


,C7.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


2083 








End 


2380 


GI 


none 








Score 


62 


Exons 


2083. .2313, 


2084 


. .2380, 


2088. 


.2336 




Seq. No. 


8504 








Seq. ID 


OJ990721_09. 9C03.C7 


Gene No. 


18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721_09. 


9C03 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2093 








End 


2488 


GI 


none 








Score 


159 


Exons 


2093. .2452, 


2094 


. .2336, 


2402. 


.2452, 2456. .2488, 2456.-2488 


Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03.C7 


Gene No. 


18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721 09. 


9C03 


.C7 ,o3. 


tm 


Method 


TBLASTX :Maize 


Start 


2375 








End 


2842 


GI 


none 








Score 


130 


Exons 


2375 . .2842, 


2412 


. .2771 








Seq. No. 


8504 








Seq. ID 


OJ990721_09 . 9C03 . C7 


Gene No . 


. 18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721_09. 


9C03 


,C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2429 








End 


2912 


GI 


none 








Score 


163 


Exons 


2429. .2911, 


2438 


. .2896, 


2457 . 


.2912 




Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03.C7 


Gene No. 


18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721 09. 


9C03 


.C7.o8. 


tm 


Method 


TBLASTX: Maize 


Start. 


2843 








End 


3046 


GI ' 


none 








Score' 


158 


Exons 


2843. .3001, 


2844 


. .2990, 


2987. 


.3046 




Seq. No. 


8504 








Seq. ID 


OJ990721_09.9C03.C7 


Gene No. 


18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721 09. 


9C03 


,C7.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


3100 








End 


3455 


GI 


none 








Score 


87 


Exons 


3100. .3225, 


3105 


. .3221, 


3234 . 


.3455, 3301. .3411; 3402. .3449 


Seq. No. 


8504 








Seq. ID 


OJ990721_09. 9C03.C7 


Gene No. 


18103 








Strand 




Start 


5140 








End 


5921 


Name 


OJ990721 09. 


9C03 


.C7.o7. 


tm , 


Method 


TBLASTX: Maize 


Start 


3138 








End 


3462 


GI 


none 








Score 


63 


Exons 


- 3138. .3461, 


3349 


. .3462 









Seq. No. 8504 Seq. ID OJ990721_09 . 9C03 . C7 



8940 




oene no . 


i pi n"5 






Start 


5140 


End 


5921 


Name 


OJ990721 09.9C03.C7.o6.tm 


Method 


TBLASTX: Maize 


Start 


3771 


End 


4172 


GI 


none 


Score 


235 


Exons 


3771. .4172 






Seq. No. 


8504 


Seq. ID 


OJ990721_09.9C03.C7 


bene lnu . 


i qi n-3 

iO 1U J 


q-h rand 




Start 


5140 


End 


5921 


Name 


OJ990721 09.9C03.C7.o7.tw 


Method 


TBLASTX: Wheat 


Start 


4053 


End 


4430 


GI 


none 


Score 


265 


Exons 


4053. .4430 






Seq. No. 


8504 


Seq. ID 


OJ990721_09. 9C03.C7 


Gene No. 


18103 


Strand 






5140 


End 


5921 


Name 


OJ990721 09.9C03.C7.o2.np . 


Method 


AAT/NAP 


Start 


5140 


End 


5921 


GI 


6002794 


Score 


1257 


Exons 


5140. .5921 






GI Descrip. 


(AF149813) unknown [Oryza sativa] 




Seq. No. 


8505 


Seq. ID 


OJ990721_09. 9C03.C10 


taene wo . 


18104 


Strand 


_|_ 
1 


Start 


15 


End 


1105 


Name 


OJ990721 09.9C03.C10.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


1076 


GI 


none 


Score 


.64 


Exons 


15. .73, 628. .706, 814. .1076 






Seq. No. 


8505 


Seq. ID 


OJ990721_09.9C03.C10 


Gene No. 


18104 


Strand 


+ 




15 


End 


ilU J 


Name 


OJ990721 09.9C03.C10.ol.np 


Method 


AAT/NAP 


Start 


605 - 


End 


1105 


GI 


5031275 


Score 


474 


Exons 


605.. 721, 814.. 1105 






GI Descrip. 


(AF1394 96) unknown [Prunus armeniaca] 




Seq. No. 


8505 


Seq. ID 


OJ990721_09. 9C03.C10 


bene ino . 


18104 


Strand 


_L 


Start 


15 


End 


1105 


Name 


OJ990721 09.9C03.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


627 


End 


1005 


GI 


none 


Score 


89 


Exons 


627. .722, 628. .723, 628. .723, 


629. .724 


, 813. .1004, 814. .1005 


Seq. No. 


8505 


Seq. ID 


OJ990721_09.9C03.C10 


Gene No. 


18104 


Strand 


+ 


Start 


15 


End ' 


1105 


Name 


OJ990721 09.9C03.C10.ol.gp 


Method 


AAT/GAP 


Start 


628 


End 


1105 


GI 


21186 1.R1084 


Score 


665 


Exons 


628. .721, 814. .1105 






GI Descrip. 


, 5031275/gb|AAD38143.1 |AF1394 96_1 l.Oe 


-90 (AF139496) unknown 



8941 



[Prunus armeniaca] 1 



oeq. no. 


OjUj 


Gene No. 


18104 


Start 


15 


Name 


OJ990721 09. 


Start 


628 


GI 


none 


Exons 


628.. 723, 62 




836. .1069, 8 


oeq. jno. 


pent; 


Gene No. 


18104 


Start 


15 


Name 


OJ990721 09. 


Start 


628 


GI 


none 


Exons 


628.. 723, 62 




884. .1078 


Seq. No. 


8505 


Gene No. 


18104 


Start 


15 


Name 


OJ990721 09. 


Start 


628 


GI 


none 


Exons 


628.. 723, 62 


Seq. ' No. 


8506 


Gene No. 


18105 


Start 


267 


Name 


OJ990721 09. 


Start 


267 


GI 


none 


Exons 


•267. .327 


Seq. No. 


8506 


Gene No. 


18106 


Start 


79 


Name 


OJ990721 09.! 


Start 


■ 79 


GI 


none 


Exons 


79. .153 


Seq. No. 


8507 


Gene No. 


18107 


Start 


1282 


Name 


OJ990901 07.' 


Start 


1282 


GI 


none 


Exons 


1282. .1363 


Seq. No. 


8508 


Gene No. 


18108 


Start 


313 


Name 


OJ990901 07.! 


Start 


313 



Seq. ID OJ990721_09.9C03.C10 

Strand + 

End 1105 

Method TBLASTX : Cress 

End 1079 

Score 68 



Seq. ID OJ990721_09.9C03.C10 

Strand + 

End 1105 ; 

Method TBLASTX : Mai ze 

End 1078 

Score 144 



Seq. ID OJ990721_09. 9C03.C10 

Strand + 

End .1105 

3.C10.ol.ts ' Method . TBLASTX : Soybean 

End 1076 

Score 151 

628. .723, 629. .724, 813. .1034, 814. .1038, 820. .1071, 849. .1076 

Seq. ID OJ99072i_09.9C03.C16 

Strand + 

End 327 

3.C16.ol.gp Method AAT/GAP 

End 327 

Score 118 



Seq. ID OJ990721_09.9C03.C16 
Strand 

End 153 

Method GENSCAN 

End 153 

Score .99 



Seq. ID OJ990901_07.9C03.C4 
Strand 

End 1363 

Method GENSCAN 

End 1363 

Score .49 



Seq. ID OJ990901_07. 9C03.C6 

Strand + 

End 1039 

Method GENSCAN 

End 1039 



8942 




GI 


none 




Score 


.84 








Exons 


313. .435, 857. .1039 














Seq. No. 


8509 




Seq. ID 


OJ990901_ 


_07. 


9C03 


.C8 


Gene No . 


loiuy 




Strand 










Start 


460 




End 


1376 








Name 


OJ990901 07.9C03.C8. 


ol.gs 


Method 


GENSCAN 








Start 


460 




End 


1376 








GI 


none 




Score 


.78 








Exons 


460. .543, 609. .633, 


1115. . 


1376 










Seq. No.' 


8510 




Seq. ID 


OJ990901_ 


_07. 


9C03 


.C9 


Gene No . 


i oi 1 n 

lo 11U 




Strand 


+ 








Start 


807 




End 


1043 








Name 


OJ990901 07.9C03.C9. 


ol . gs 


Method 


GENSCAN 








Start 


807 




End 


1043 








GI 


none 




Score 


.79 








Exons 


807. .1043 














Seq. No. 


8510 




Seq. ID 


OJ990901_ 


_07. 


9C03 


.C9 


Gene No. 


lo 11 1 




Strand 










Start 


3164 




End 


3210 








Name 


OJ990901 07.9C03.C9. 


o2 . gs 


Method 


GENSCAN 








Start 


3164 




End 


3210 








GI 


none 




Score 


.51 








Exons 


3164. .3210 














Seq. No. 


8511 




Seq. ID 


OJ990901_ 


01. 


9C03 


.C13 


Gene No . 


lollz 




Strand . 










Start 


1 




End 


441 








Name 


OJ990901 07.9C03.C13 


.ol.gp 


Method 


AAT/GAP 








Start 


1 




End 


441 








GI 


3107086 




Score 


684 








Exons 


1..300, 379. .441 














Seq. No. 


8512 




Seq. ID 


OJ990901_ 


01. 


9C03 


.C14 


Gene No. 


18113 




Strand 


+ 








Start 


1 




End 


617 








Name 


OJ990901 07.9C03.C14 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


617 








GI 


4895169 




Score 


297 








Exons 


1..617 















GI Descrip. (AC007 662) putative helicase [Arabidopsis thaliana] 



Seq. No. 


8512 










Seq. ID 


OJ990901JD7.9C03 


.C14 


Gene No. 


18113 










Strand 


+ 




Start 


1 










End 


617 




Name 


OJ990901 


_07, 


,9C03, 


.C14.ol 


. gs 


Method 


GENSCAN 




Start 


113 










End 


524 




GI 


none 










Score 


.45 




Exons 


113. .524 
















Seq. No. 


8512 










Seq. ID 


OJ990901_07.9C03 


-C14 


Gene No. 


18113 










Strand 


+ 




Start 


1 










End 


617 




Name 


OJ990901 


_07. 


,9C03. 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


157 










End 


601 





8943 






GI 


none " 


Score 


76 






Exons 


157. .210, 158. .211, 227. .313, 


311. . 601, 


350.. 601 




Seq. No. 


8513 


Seq. ID 


OJ990901 


_07.9C03.C15 




Gene No . 


18114 


Strand 


+ 






Start 


91 


End 


199 






Name 


OJ990901 07 . 9C03.C15.ol.gs 


Method 


GENSCAN 






Start 


91 


End 


199 






GI 


none 


Score 


. 64 






Exons 


91. .199 










Seq. No. 


8514 


Seq. ID 


OJ990901 


_07.9C03.C16 




Gene No. 


18115 


Strand 


+ 






Start 


14892 


End 


21256 






Name 


OJ990901 07.9G03.C16.o4.gs 


Method 


GENSCAN 






Start 


14892 


End 


20995 






GI 


none 


Score 


.53 






Exons 


14892. .15710, 15867. .16197, 16390 16527 , 16567 


. . 16874, 






16899. .17336, 1737 9 17554 , -17603 .. 17 990, 18159 


. . 18831, 






18859. .19232, 19452 .. 19748 , 19808 .. 2024 3, 20448 


. .20995 




Seq. No. 


8514 


Seq. ID 


OJ990901 


07 . 9C03. C16 




Gene No. 


18115 


Strand 


+ 






Start 


14892 


End 


21256 




i ' i 

■Z 3f 


Name 


OJ990901 '07.9C03.C16.ol.np 


Method 


AAT/NAP 






Start 


18168 ~ 


End 


21256 






GI 


5902445 


Score 


2997 




i'i I 


Exons 


18168. .'19979, 20019. .21256 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




fe; 


Seq. No. 


8514 


Seq. ID 


OJ990901 


_07 . 9C03/C16 


C If 


Gene No. 


18116 


Strand 






1 ST 


Start 


1567 


End 


3668 






Name 


OJ990901 07.9C03.C16.ol.gs 


Method 


GENSCAN, 






Start 


1567 


End 


3668 




. i 


GI 


none 


Score 


.54 




"i 

J 31 


Exons 


1567.. 1667, 2609.. 2835, 2871. 


.3223, 3399.. 3668 






-;v 

Seq i No . 


8514 


Seq. ID 


OJ990901 


_07.9C03.C16 


* -i 


Gene No . 


18117 


Strand 








Start 


4401 


End 


5543 






Name 


OJ990901 07.9C03.C16,o2.gs 


Method 


GENSCAN 






Start 


4401 


End 


5543 






GI 


none 


Score 


.99 






Exons 


4401. .5543 










Seq. No. 


8514 


Seq. ID 


OJ990901 


_07.9C03.C16 




Gene No. 


18118 


Strand 








Start 


11041 


End 


13578 






.Name 


OJ990901 07.9C03.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


2507 


End 


13578 






GI 


none 


Score 


117 






Exons 


2507. .2635, 2637. .2729, 2706. 


.2813, 2820.. 2855, 


4575. .4661, 






4683. .4766, 4815. .4883, 5010. 


.5105, 5316.. 5396, 


5397. .5459, 






7022.. 7267, 7023.. 7253, 7313. 


.7579, 7344. .7547, 


7808. .7960, 






7976. .8050, 12735 .. 12821 , 12843 .. 12932, 


12975. .: 


13043, 



13170. .13265, 13450. .13530, 13531. .13578 



8944 



Seq. No. 8514 Seq. ID 

Gene No. 18118 Strand 

Start 11041 End 

Name OJ990901_07 . 9C03 . C16 . ol . ts Method 

Start 2513 End 

GI none Score 
Exons 



OJ990901_07.9C03.C16 
13578 

TBLASTX: Soybean 

13268 

74 



2513. .2635, 2637. .2726, 2706. .2813, 2793. .2855, 2858. .2941, 
4575. .4661, 4683. .4769, 4815. .4883, 4819. .4884, 4884. .4976, 
5010. .5108, 7022. .7267, 7023. .7262, 7316. .7579, 7344. .7544, 
12705. .12821, 12843. .12929, 1284 4 .. 12 915 , 12975 .. 13043, 
12979. .13044, 13044 .. 13133, 13170. .13268 



Seq. ID OJ990901_07.9C03.C16 
Strand 
End 

Method 
End 
Score 

2516. .2635, 2706. .2789, 4575. .4661, 4683. .4760, 7019. .7267, 
7020. .7262, 7316. .7393, 12705. 12821, . 12843 12920 



Seq. No. 8514 

Gene No. 18118 

Start 11041 

Name 0 J990901_07 . 9C03 . CI 6 . ol . tc 

Start 2516 

GI none 
Exons 



13578 

TBLASTX: Cress 

12920 

113 



Seq. No. ,8514 Seq. ID OJ990901_07.9C03.C16 

Gene No. 18118 Strand 

Start 11041 End 13578 

Name OJ990901_07 . 9C03.C16.ol .gp Method AAT/GAP 

Start . 11041 End 11211 

GI 533_1.R1084 Score ■ 177 

Exons 11041. .11148, 11171.. 11211 

GI Descrip. 1 113172/sp I P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi 100561 pir S17928 acyl carrier protein 
3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



Seq. No. 8514 Seq. ID 

Gene No. 18119 Strand 

Start ■ . 16482 End 

Name OJ990901_07 . 9C03 . C16 . o5 . tm Method 

Start 16482 End 

GI none Score 

Exons 16482. .16721 



OJ990901_07 . 9C03 . C16 
16883 

TBLASTX: Maize 

16721 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8514 

18119 

16482 

OJ990901 

16485 

none 



Seq. ID OJ990901_07.9C03.C16 



07.9C03.C16.o7.tw 



Strand 
End 

Method 

End 

Score 



16883 

TBLASTX: Wheat 

16883 

258 



16485. .16883, 164 99 .. 16537 , 16610. .16795 



8514 

18120 

17466 

OJ990901_07.9C03.C16.o4 . tw 

17466 

none 



Seq. ID OJ990901_07.9C03.C16 
Strand 
End 

Method 
End 
Score 



17921 

TBLASTX: Wheat 

17921 

143 



17466. .17648, 17474 .. 17647, 17685 .. 17921, 17687 .. 17872, 



8945 




17697. .17900 



Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


.C16 


Gene No. 


18 121 




otrana 






Start 


1 Q 1 1 "> 
lo 11 J 




bna 


looyy 




Name 


ojy90yui_07 . ycu 3 . ci6 . 


ol . tw 


Method 


TBLASTX : Wheat 




Start 


18113 




bna 


i q c a q 
looby 




GI 


none 




Score 


£ c, c 
000 




Exons 


18 113 . . 18o 68 , 18114., 


1 QC/TQ 

lo Dby 








Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


.C16 


Gene No . 


18121 




C4- v n /-J 

otrana 






Start 


18113 




End 


1 QCQQ 

i8oy y 




Name 


ojyyuyoi u/.yco3.ci6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


18153 




End 


18518 




GI . 


none 




Score 


1 1 A 

11U 




Exons 


18153 .. 18 377 , 18384.. 


1 O C 1 O 

18518 








Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


.C16 


Gene No . 


18121 




Strand 






Start 


10110 
18113 




End 


18599 




Name 


ojyyoyoi 0/.ycu3.ci6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1 O O A O 

18243 




End 


18599 




GI 


none 




Score 


423 


_ 


Exons 


ioi/io Tocno loom 

18243 .. 18599, 18297.. 


1 O C >1 C 

18545, 


18305. .18598 




Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


.C16 


Gene No. 


1 O 1 O O 

18122 




Strand 






Start 


1 O C O T 

18 62 / 




End 


19163 




Name 


ojyyoyoi o/.ycu3.ci6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


18627 




End 


19010 




GI 


none 




Score 


320 




Exons 


1862 / . . 19U1U , 18662.. 


18 /24 , 


18794. .19009 




Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


-C16 


Gene No. 


1 O 1 O O 

18122 




Strand 






Start 


1862 / 




End 


19163 




Name 


ojyyoyoi o / . ycu3 . ci6 . 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1 O C O yl 

18684 




End 


19108 




GI 


none 




Score 


446 




Exons 


1 O rn Jl 1 A 1 A 1 O "7 /I C 

18684 .. 19106, 18/45.. 


i o o a a 

18840, 


18783. .18965, 18794. .19108 




Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


.C16 


Gene No. 


i o i o o 

18122 




Strand 






Start 


18 627 




End 


19163 




Name 


OJ990901 07.9C03.C16. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


18738 




End 


19163 




GI 


none 




Score 


297 




Exons 


18738 .. 19163, 18797.. 


1 O A A O 

18 922 








Seq. No. 


8514 




Seq. ID 


OJ990901_07.9C03 


.C16 


Gene No. 


18123 




Strand 






Start 


19253 




End 


19661 




Name 


OJ990901 07.9C03.C16. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


19253 




End 


19661 




GI 


none 




Score 


203 




Exons 


19253., 19480, 19254. . 


19478, 


19488. .19661 





8946 







ocq . ±u 




Gene No. 


18124 


Strand 




Start ' 


20135 


End 


20515 


Name 


OJ990901 07.9C03.C16.o3.tm 


Method 


TBLASTX: Maize 


Start 


20135 


End 


20437 


GI 


hone 


Score 


342 


Exons 


20135. .20437, 20149.. 20436 








ft M A 


q prr t n 

JC^. if 


OJQQ0Q01 0*7 QfO^ PI 


Gene No. 


18124 


Strand 




Start 


20135 


End 


20515 


Name 


OJ990901 07.9C03.C16.o5.tw 


Method 


TBLASTX: Wheat 


Start 


20135 


End 


20515 


GI 


none 


Score 


356 


Exons 


20135. .20515, 20140.. 20514 






Con Mn 
JCL}. IN U . 


ft R 1 d 


Seq. ID 


OJ990901_07.9C03.C16 


Gene No. 


18125 


Strand 




Start 


20639 


End 


21247 


Name 


OJ990901' 07 . 9C03 . C16 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


20639 


End 


21247 


GI 


none 


Score 


372 


t6B . ' Exons 


20639. .21091, 20788 .. 20895, 


21113. .212*47, 21121. .21246 


J. "S Qort K|r\ 
ss! oetj ■ iNO • 


O JiJ 


Seq. .ID 


OJ990901_07.9C03.C17 


iji Gene No. 


18126 


Strand 




Start 


50 . 


End 


690 


; s =i Name 


OJ990901 07.9C03.C17.ol.gs 


Method 


GENSCAN 


H Start 


50 


End 


690 


4! GI 


none 


Score 


.61 


^1 Exons 


50.. 448, 648.. 690 






ry 

Seq. No. 


8515 


Seq. ID 


OJ990901_07.9C03.C17 


Gene No. 


18127 


Strand 




Start 


815 


End 


8753 


'-i Name 


OJ990901 07.9C03.C17.ol.np 


Method 


AAT/NAP 


M- Start 


815 


End 


2872 


; S 5 GI 


6721561 


Score 


1038 


r-j Exons 


815.. 1577, 1647.. 1705, 1776 


..1961, 2802. .2872 


GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 


LA 


predicted gene.; hypothetical protein 


[Oryza sativa] 




gil 6815086 |dbj |BAA90372.1| 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


8515 


Seq. ID 


OJ990901_07.9C03.C17 


Gene No. 


18127 


Strand 




Start 


815 


End 


8753 


Name 


OJ990901 07.9C03.C17.o2.np 


Method 


AAT/NAP 


Start 


927 


End 


2953 


GI 


6721558 


Score 


249 


Exons 


927.. 1049., 1303.. 1400, 2029 


..2153, 2854. .2953 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi| 6815083 | db j IBAA90369. 1 | 


(AP001081)~ 


hypothetical protein 



[Oryza sativa] 



8947 




Seq. No. 


8515 








Seq. ID 


OJ990901 


_07 . 9C03.C17 


Gene No. 


18127 








Strand 






Start 


815 








End 


8753 




Name 


OJ990901 07 


. 9C03. 


C17 .o2 


. as 


Method 


GENSCAN 




Start 


944 








End 


4612 




GI 


none 








Score 


.62 




Exons 


944 . . 1488, 


1499. . 


1577, 


1647 . . 


1742, 1776.. 1961, 


2029. . 2153, 




2320. .2451, 


2854 . 


.2969, 


3374 . 


.3466, 3619. .3769, 


3829. . 3961, 




4523. . 4612 














Seq. No. 


8515 








Seq. ID 


OJ990901 


_07 . 9C03.C17 


Gene No. 


18127 








Strand 






Start 


815 








End 


8753 




Name 


OJ990901_07 


.9C03. 


C17.o3 


.np 


Method 


AAT/NAP 




Start 


2044 








End 


5564 




GI 


6721512 








Score 


101 




Exons 


2044 . .2086, 


3578. 


.3741, 


3770. 


.3886, 5393. .5564 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


8515 








Seq. ID 


OJ990901 


_07 . 9C03.C17 


Gene No. 


18127 








Strand 






Start 


815 








End 


8753 




Name 


OJ990901 07 


.9C03. 


C17.o3 


.gs 


Method 


GENSCAN 




Start 


4940 








End 


8405 




GI 


none 








Score 


.95 




Exons 


4940. . 6815, 


6972. 


.7059, 


7991. 


.8405 






Seq. No. 


8515 








Seq. ID 


OJ990901 


07 . 9C03-C17 


Gene No. 


18127 








Strand 






Start 


815 








End 


8753 




Name 


OJ990901_07 


.9C03. 


C17.o4 


.np 


Method 


AAT/NAP 




Start 


4955 








End 


8753 




GI 


4680501 








Score 


562 




Exons 


4955. . 5518, 


6599. 


.6746, 


8729. 


.8753 






GI Descrip. 


(AF119222) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


8515 








Seq. ID 


OJ990901 


_07 . 9C03.C17 


Gene No. 


18127 








Strand 






Start 


815 








End 


8753 




Name 


OJ990901 07 


.9C03. 


C17.ol 


.tin 


Method 


TBLASTX:! 


Maize 


Start 


4958 








End 


6739 




GI 


none 








Score 


151 




Exons 


4958. .5239, 


4959. 


.5231, 


5255. 


.5296, 5264.. 5326, 


5339. .5497, 




5370. .5453, 


5867. 


.5944, 


5951. 


.6016, 6251. .6316, 


6338 . . 6400, 




6342. . 6515, 


6449. 


.6514,- 


6515. 


.6739 






Seq. No. 


8515 








Seq. ID 


OJ990901 


_07 . 9C03.C17 


Gene No. 


18127 








Strand 






Start 


815 • 








End 


8753 




Name 


OJ990901 07 


. 9C03. 


C17.ol 


.ts 


Method 


TBLASTX:, 


Soybean 


Start 


4958 








End 


6733 




C T 


none 








Score 


158 




Exons 


4958. .5242, 


4959. 


.5231, 


5255. 


.5296, 5339. .5491, 


5370. .5459, 




6231. . 6299, 


6242. 


.6316, 


6338. 


.6400, 6339. .6410, 


6449. .6514, 




6459. .6515, 


6515. 


.6733 










Seq. No. 


8516 








Seq. . ID 


OJ990901 


_07.9C03.C18 



8948 




Gene No. 


18128 






Strand 


+ 


C+- -j 


i 01 a 

lolu 






End 


3461 


Name 


OJ990901 07 


.9C03.C18.ol 


.gs 


Method 


GENSCAN 


Start 


1810 






End 


3461 


GI 


none 






Score 


.43 


Exons 


1810. .1939, 


2068. .2224, 


2479. , 


.2739, 2760.. 2983, 3028.. 3149, 




3414. .3461 










Seq. No. 


8516 






Seq. ID 


OJ990901 07.9C03.C18 


ijcllc INsJ . 


1 ft 1 9 Q 






Strand 


+ • 


Start 


8369 






End 


10596 


Name 


OJ990901 07 


.9C03.C18.o3 


.gs 


Method 


GENSCAN 


Start 


8369 






End 


10596 


GI 


none 






Score 


.89 


Exons 


8369. .8987, 


9901. .10178 


, 10431. .10596 




Seq. No. 


8516 






Seq. ID 


OJ990901_07.9C03.C18 


Gene No. 


18130 






Strand 




Qt- a r-t- 
OLdi L 


97ft fi 

t / OD 






End 


2982 


Name 


OJ990901 07 


.9C03.C18.ol 


.np 


Method 


AAT/NAP 


Start 


2786 






End 


2982 


GI 


2252859 






Score 


68 


Exons 


2786. .2982 










GI Descrip. 


(AF013294) 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


8516 






Seq. ID 




Gene No. 


18131 






Strand 




Start 


3963 






End 


6050 


Name 


OJ990901 07 


.9C03.C18.o2 


.np 


Method 


AAT/NAP 


Start 


3963 






End 


6050 


GI 


4680338 






Score 


107 


Exons 


3963. .3982, 


5572. .6050 








GI Descrip. 


(AF128457) 


hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


8516 






Seq. ID 


OJ990901_07.9C03.C18 


Gene No. 


18132 






Strand 




Start 


6787 






End 


8877 . 


Name 


OJ990901 07 


. 9C03.C18.o3 


.np - 


Method 


AAT/NAP 


Start 


6787 






End 


8877 


GI 


4680338 






Score 


108 


Exons 


6787. .6817, 


8384..8877 








GI Descrip. 


(AF128457) 


hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


8517 






Seq. ID 


OJ990901_07 . 9C03 .C19 




1 ft 1 ^ ^ 
101 jj 






Strand 




Start 


1160 






End 


1202 


Name 


OJ990901 07 


.9C03.C19.ol 


.gs 


Method 


GENSCAN 


Start 


1160 






End 


1202 


GI 


none 






Score 


.56 


Exons 


1160. .1202 










Seq. No. 


8518 






Seq. ID 


OJ990901_07.9C03.C21 


Gene No.- 


18134 






Strand 


+ 


Start 


1 






End 


833 


Name 


OJ990901 07 


.9C03.C21.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


833 


GI 


6069646 






Score 


96 



8949 



Exons 1..161, 811.. 833 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


8519 






Seq. ID 


OJ990901_07. 


9C03. 


C22 


Gene No. 


18135 






Strand 


+ 






Start 


4631 






End 


6688 






Name 


OJ990901 07.9C03 


,C22.o2 


gs 


Method 


GEN SCAN 






Olail. 


4631 






EjLIKJL 


u u o o 






GI 


none 






Score 


.83 






Exons 


4631.. 4795, 4955 


. .5092, 


6491. 


.6688 








Seq. No. 


8519 






Seq. ID 


OJ990901_07. 


9C03. 


C22 


Gene No. 


18136 






Strand 


- 






Start 


352 






End 


5341 






Name 


OJ990901 07.9C03 


.C22.ol 


np 


Method 


AAT/NAP 






otart 


352 














GI 


4680207 






Score 


802 






Exons 


352.. 1962, 5298. 


.5341 












GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog 


[Sorghum 




bicolor] 














Seq. No. 


8519 






Seq. ID 


OJ990901_07. 


9C03. 


C22 


Gene No. 


18136 






Strand 








O +- -i vf 

oT_ari, 


352 






EiXlU. 


5341 






Name 


OJ990901 07.9C03 


.C22.ol 


gs 


Method 


GENSCAN 






Start 


363 






End 


1853 






GI 


none 






Score 


.63 






Exons 


363. .1853 














Seq. No. 


8519 






Seq. ID 


OJ990901_07. 


9C03. 


C22 


Gene No. 


18136 






Strand 








o tar u 


352 






End 


5341 






Name 


OJ990901 07.9C03 


.C22.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


1542 






End 


1913 






GI 


none 






Score 


90 






Exons 


1542.. 1913, 1699 


. .1902 












Seq. No. 


8520 






Seq. ID 


OJ990901JD7. 


9C03. 


C24 


Gene No. 


18137 






Strand 


+ 






Start 


2656 






End 


7373 






Name 


OJ990901 07.9C03 


.C24.ol 


gs 


Method 


GENSCAN 






Start 


2656 






End 


7373 






GI 


none 






Score 


.45 






Exons 


26S6..2692, 3083 


. .3219, 


6237. 


6533, 6669.-7373 






Seq. No. 


8520 






Seq. ID 


OJ990901JD7. 


9C03. 


C24 


Gene No. 


18137 






Strand 


+ 






Start 


2656 






End 


7373 






Name 


OJ990901 07.9C03 


.C24.ol. 


gp 


Method 


AAT/GAP 






Start 


5966 






End 


6585 






GI 


2980 1.R1084 






Score 


1153 







Exons 5966.-6585 

GI Descrip. 1 4 680501/gb | AAD27 681 . 1 1 AF119222_13 5.0e-21 (AF119222) 



8950 






hypothetical protein [Oryza sativa] 1 




Seq. No. 


8520 




Seq. ID 


OJ990901_07.9C03.C24 


Gene No. 


18138 




Strand 




Start 


6183 




End 


8817 


Name 


OJ990901 07 


.9C03.C24.ol.np 


Method 


AAT/NAP 


Start 


6183 ~ 




End 


8562 


GI 


4680338 




Score 


562 


Exons 


6183. . 6776, 


6813.. 7338, 8532. 


.8562 




GI Descrip. 


(AF128457) 


hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


8520 




Seq. ID 


OJ990901_07.9C03.C24 


Gene No. 


18138 




Strand 




Start 


6183 




End 


8817 


Name 


OJ990901 07 


.9C03.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


6193 ~~ 




End 


7250 


GI 


none 




Score 


121 


Exons 


6193. . 6375, 


6198. .6425, 6483. 


.6539, 6597. .6638, 7092.. 7172, 




7173 . . 7250 








Seq. No. 


8520 




Seq. ID 


OJ990901_07.9C03.C24 


Gene No. 


18138 




Strand 




Start 


6183 




End 


8817 


Name 


OJ990901 07 


9C03 C24 ol ts 


Method • 


TBLASTX : Soybean 


Start 


6193 _ 




End 


6866 


GI 


none 




Score 


154 


Exons 


6193 6375. 


6198 6425, 6483 


.6539, 6S97..6638, 6660. .6740, 




6816 6866 








Seq. No. 


8520 




Seq. ID 


OJ990901_07.9C03.C24 


("Jpnp No 


18138 




Strand 




Start 


6183 




End 


8817 


Name 


OJ990901 07 


9C03 C24 ol tc 


Method 


TBLASTX: Cress 


Start 


6198 ~ 




End 


6413 


GI 


none 




Score 


115 


Exons 


6198 6413, 


6220 6363 






Seq-. No. 


8520 




Seq. ID 


OJ990901_07 . 9C03 . C24 


Gene No. 


18138 




Strand 




Start 


6183 




End 


8817 


Name 


OJ990901 07 




Method 


AAT/NAP 


Start 


6569 _ 




End 


8817 


GI 


4680207 




Score 


602 


Exons 


6569 6682. 


7708.. 8817 






GI Descrip. 


(AF114171) i 


disease resistance 


protein RPM1 homolog [Sorghum 




b i po 1 or 1 








Seq. No. 


8520 




Seq. ID 


OJ990901_07.9C03.C24 




18138 




Strand 




Start 


6183 




End 


8817 


Name 


OJ990901 07 


.9C03.C24.o2.gs 


Method 


GENSCAN 


Start 


7603 




End 


8691 


GI 


none 




Score 


.43 


Exons 


7603. .8691 








Seq. No. 


8520 




Seq. ID 


OJ990901_07.9C03.C24 


Gene No. 


18138 




Strand 





8951 




Start 


6183 


End 


8817 


Name 


OJ990901 07.9C03.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8533 


End 


8814 


GI 


none 


Score 


60 


Exons 


8533:. 8655, 8548. .8814, 8683. 


.8814 




Seq. No. 


8520 


Seq. ID 


OJ990901_07.9C03.C24 


Gene No. 


18138 


Strand 




Start 


6183 


End 


8817 


IN dill" 


OJ990901 07.9C03.C24.o2.gp 


Method 


AAT/GAP 


Start 


8583 


End 


8817 


GI 


LIB3474-006-P1-K1-D2 


Score 


4 66 


Exons 


8583. .8817 






GI Descrip. 


, 4544451/gb|AAD22359.1|AC006592 16 7.0e-55 (AC006592) unknown 




protein [Arabidopsis thal'iana] 1 




Seq. No. 


8521 


Seq. ID 


OJ990901_07.9C03.C25 


Gene No. 


18139 


Strand 


- 


Start 


1 


End 


1501 


Name 


OJ990901 07.9C03.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1501 


GI 


4680207 


Score 


1 X U 4 


Exons 


1. .310, 617. .707, 762. .1501 






GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor] 






Seq. No. 


8521 


Seq. ID 


OJ990901_07.9C03.C25 


t^ene jno . 


18139 


Strand 


- 


Start 


1 


End 


1501 


Name 


OJ990901 07.9C03.C25.ol.ts 


Method 


i dLiHo i a . ooyoean 


Start 


7 


End 


354 


GI 


none 


Score 


85 


Exons 


7. .165, 47. .163, 170. .346, 172. .354 




Seq. No. 


8521 


Seq. ID 


OJ990901_07.9C03.C25 




18139 


Strand 


- 


Start 


1 


End 


1501 


Name 


OJ990901 07.9C03.C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


67 


End 


411 


GI 


none 


Score 


73 


Exons 


67. .147, 68. .148, 151. .249, 271. .411, 


272. .409 


Seq. No. 


8521 


Seq. ID 


OJ990901_07.9C03.C25 


bene jno. 


18139 


Strand 




Start 


1 


End 


1501 


Name 


OJ990901 07.9C03.C25.ol.gs 


Method 


GENSCAN 


Start 


126 


End 


1476 


GI 


none 


Score 


.46 


Exons 


126. .190, 249. .394, 617. .1476 






Seq. No. 


8521 


Seq. ID 


OJ990901_07.9C03.C25 


Gene No. 


18139 


Strand 




Start 


1 


End 


1501 " 


Name 


OJ990901 07.9C03.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


170 


End 


382 


GI 


none 


Score 


44 


Exons 


170. .229, 172. .381, 181. .381, 


263. .382 





8952 



Seq. No. 8522 

Gene No. 18140 

Start 1 

Name OJ990901_07 . 9C03.C26.ol .np 

Start 1 

GI 4680207 

Exons 1. .1002, 1413. .2219 

GI Descrip. (AF114171) disease resistance 
bicolor] 



Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 

Method AAT/NAP 

End 2219 

Score 2076 

protein RPM1 homolog [Sorghum 



Seq. No. 8522 

Gene No. 18140 

Start 1 

Name O J9 9 0 9 0 1_0 7 . 9C0 3 . C2 6 . o2 . tm 

Start 3 

GI none 

Exons 3. .149, 18. .179, 19. .177, 19. 

Seq. No. 8522 

Gene No. 18140 

Start 1 

Name OJ990 90 1_07 . 9C03 . C26 . oL. ts 

Start 345 

GI none 

Exons 345.-524, 507.. 857, 538.-828, 



Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 

Method TBLASTX: Maize 

End 180 

Score 127 
.180 

Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 

Method TBLASTX : Soybean 

End 1046 

Score 113- 

864. .1046 



Seq. No. 8522 

Gene No. 18140 

Start 1 

Name OJ990901_07 . 9C03 .C26 . ol . tw 

Start 346 

GI none 

Exons 346.. 480, 354.. 512, 360.. 506, 



Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 

Method TBLASTX : Wheat 

End 647 

Score 91 

537. .617, 537. .647, 601. .630 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8522 

18140 

1 

OJ990901_07.9C03.C26.ol.tc 

348 

none 

348.-425, 546. .719, 601. .672, 
1589. .1651, 1593. .1649 

8522 

18140 

1 

OJ990901_07 . 9C03 . C26 . ol . tm 

357 

none 

357.. 512, 363.. 506, 531.. 656, 
757. .825 



Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 . 

Method TBLASTX : Cress 

End 1651 

Score 4 6 

750. .899, 751. .828, 1032. .1088, 



Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 

Method TBLASTX : Mai ze 

End 839 

Score 66 

540. .671, 703. .747, 756. .839, 



Seq. No. 8522 

Gene No. 18140 

Start 1 

Name OJ990901 07 . 9C03 .C26 . o2 . tw 



Seq. ID OJ990901_07.9C03.C26 
Strand 

End 2219 

Method ' TBLASTX: Wheat 



8953 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



864 End 
none Score 
864. .1073, 873. .1070, 955. .1074 



1074 
65 



8523 
18141 
1 

OJ990 901_07 . 9C03 . C28 . ol . np 
1 

6862956 
1. .620 

(AC019018) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990901_07.9C03.C28 

Strand + 

End 620 

Method AAT/NAP 

End 620 

Score 454 



8523 

18141 

1 

OJ990901_07 . 9C03 . C28 . ol . tm 

128 

none 

128. .184, 190. .513, 258. .494 

8523 

18144 

1 

OJ990901_07 . 9C03 . C28 . ol . gs 

271 

none 

271. .562 



Seq. ID OJ990901_07.9C03.C28 

Strand + 

End 620 

Method TBLASTX : Mai ze 

End 513 

Score 58 



Seq. ID OJ990901_07.9C03.C28 

Strand + 

End . 620 

Method GEN SCAN 

End 562 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



8524 

18142 

7245 

OJ990921_06 . 9C10 . CI . o2 . gs 

7245 

none 



Seq. ID OJ990921_06. 9C10.C1 

Strand + 

End 9447 

Method GENSCAN 

End 9447 

Score . 63 



7245. .7466, 7518. .7714, 8089. .8218, 8289. .8494, 8899. .9165, 
9179. .9284, 9373. .9447 



8524 

18143 

1 

OJ990921_06. 9C10.Cl.ol.np 
1 

4544451, 



Seq. ID OJ990921_06. 9C10.C1 
Strand 

End 6436 

Method AAT/NAP 

End 3456 

Score 810 

1..21, 101. .354, 464. .549, 973. .1021, 1135. .1201, 1735. .1850, 

1937.. 2003, 2797.. 2885, 3253.. 3456 

(AC006592) unknown protein [Arabidopsis thaliana] 



8524 

18143 

1 

OJ990921_06 . 9C10 . CI . o2 . tm 
1 

none 



Seq. ID OJ990921_06.9C10.C1 
Strand 

End 6436 

Method TBLASTX : Maize 

End 271 

Score 41 



1..21, 4. .21, 98. .271, 100. .270 



8524 



Seq. ID OJ990921_06.9C10.C1 



8954 



Gene No. 


18143 


Strand 




jLdIL 


1 


End 


6436 


Name 


OJ990921 06.9C10.Cl.ol.gs 


Method 


GEN SCAN 


Start 


101 


End 


6436 


GI 


none 


Score 


.62 


Exons 


101. .354, 1135. .1201, 1735. .1850, 1937 


..2003, 2797. .2885, 




3253. .3680, 4048. .4147, 4952.. 


,5076, 6145. .6436 


Seq. No. 


8524 


Seq. ID 


OJ990921_06.9C10.C1 


Gene No. 


18143. 


Strand 




Start 


1 


End 


6436 


Name 


OJ990921 06.9C10.Cl.ol.gp 


Method 


AAT/GAP 


Start 


116 


End 


1206 


GI 


2428542 


Score 


814 


Exons 


116. .354, 464. .549, 973. .1021, 


1135. .1206 


GI Descrip. 


4544451/gb|AAD22359.1|AC006592 16 7 . Oe 


-55 (AC006592) unknown 




protein [Arabidopsis thaliana] 






Seq. No. 


8524 


Seq. ID 


OJ990921_06.9C10.C1 


Gene No. 


18143 


Strand 




jLdlt 


1 


End 


6436 


Name 


OJ990921_06.9C10.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 




End 


1996 


GI 


none 


Score 


58 


Exons 


292.-354, 293..35S, 461.. 550, 


474. .548 


, 974. .1021, 1117. .1212, 




1133. .1195, 1695. .1874, 1708.. 


1827, 1734. .1853, 1934. .1996 


Seq. No. 


8524 


Seq. ID 


OJ990921_06.9C10.C1 


Gene No. 


18143 


Strand 




Start 


1 


End 


6436 


Name 


OTQQDQ01 H£ Qpl n C\ ^1 -h™ 

ujyyuyzi uo . yuiu . li . 01 . rm 


Method 


TBLASTX: Maize . 


Start 


482 


End 


2867 


GI 


none 


Score 


87 


Exons 


482. .544, 483. .545, 972. .1022, 


974. .1021, 976. .1023, 1117. .1212 




1134. .1202, 1135. .1203, 1695.. 


1862, 1696. .1827, 1737. .1859, 




1934.. 2008, 1935.. 2006, 2817.. 


2867 




Seq. No. 


8524 


Seq. ID 


OJ990921_06, 9C10.C1 


belle INO • 


18143 


Strand 




Start 


1 


End 


6436 


Name 


OJ990921 06.9C10.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


5747 


End 


6045 


GI 


none 


Score 


65 


Exons 


5747.. 6043, 5775.. 5912, 5830.. 


6045, 5834. .6043, 5937. .6044 


Seq. No. 


8525 


Seq. ID 


OJ990921_06.9C10.C3 




18144 


Strand 


+ 


Start 


32 


End 


509 


Name 


OJ990921 06.9C10.C3.ol.gs 


Method 


GEN SCAN 


Start 


32 


End 


329 


GI 


none 


Score 


1 


Exons 


32. .329 






Seq. No. 


8525 


Seq. ID 


OJ990921_06.9C10.C3 


Gene JSIo. 


18144 


Strand 


+ 


Start 


32 * 


End 


509 


Name 


OJ990921 06.9C10.C3.ol.gp 


Method 


AAT/GAP 



8955 



Start 
GI 

Exons 



61 

none 
61. .509 



End 
Score 



509 
873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990921_06. 9C10.C3 

Strand + 

End 509 

Method TBLASTX : Maize 

End 509 

Score 78 

276. .473, 292. .477, 466. .492, 



8525 
18144 
32 

OJ990921_06 . 9C10 . C3 . ol . tm 
246 
none 

246. .353, 248. .472, 248. .472, 
467. .508, 468. .509 

8526 
18145 
1 

0 J990 92 1_0 6 . 9C1 0 . C4 . ol . np 
1 

6069646 
1..546, 667. .694 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[O'ryza sativa] ■ gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. ID OJ990921_06.9C10.C4 

.Strand 

End 694 

Method AAT/NAP 

End 694 

Score 181 



Seq. No. 


8526 




Seq. ID 


OJ990921_06. 


9C10 


.C4 


Gene No. 


18145 




Strand 








Start 


1 




End 


694 






Name 


OJ990921 06.9C10.C4. 


ol . gs 


Method 


GEN SCAN 






Start 


152 




End 


652 






GI 


none 




Score 


.55 






Exons 


152. .652 












Seq. No. 


8526 




Seq. ID 


OJ990921_06. 


9C10 


.C4 


Gene No. 


. 18145 




Strand 








Start 


1 




End 


694 






Name 


OJ990921 06.9C10.C4. 


ol . tm 


Method 


.TBLASTX: Maize 




Start 


359 




End 


584 






GI 


none 




Score 


124 






Exons 


359.-583, 360.. 584 












Seq. No. 


8527 




Seq. ID 


OJ990921_06. 


9C10 


.C5 


Gene No. 


* 18146 




Strand ' 


+ 






Start 


307 




End 


420 






Name 


OJ990921 06.9C10.C5. 


ol . gs 


Method 


GENS CAN 






Start 


307 




End 


420 






GI 


none 




Score 


.46 






Exons 


307. .420 












Seq. No. 


8528 




Seq. ID 


OJ990921_06. 


9C10 


.C8 


Gene No. 


18147 




Strand 


+ 






Start 


1 




End 


1473 






Name 


OJ990921 06.9C10.C8. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1416 






GI 


6573717 




Score 


567 






Exons 


1..29, 230. .465, 496 


. .736, 


846. .965, 1036. .1416 







8956 



GI Descrip. (AC009978) T23E18.21 [Arabidopsis thaliana] 





Seq. No. 


8528 


Seq. ID 


OJ990921_06.9C10 


.C8 




Gene No. 


18147 


Strand 


+ 






Start 


1 


End 


1473 






Name 


OJ990921 06.9C10.C8.ol.gs 


Method 


GENSCAN 






Start 


287 


End 


1473 






GI 


none 


Score 


.75 






Exons 


287. .430, 846. .965, 1036. .1473 








Seq. No. 


8528 


Seq. ID 


OJ990921_06.9C10 


.C8 




Gene No. 


18148 


Strand 


+ 






Start 


2459 


End 


3781 






Name 


OJ990921 06.9C10.C8.ol.gp 


Method 


AAT/GAP 






Start 


2459 


End 


3781 






GI 


2312845 


Score 


771 






Exons 


2459. .2667, 3549. .3781 










Seq. No. 


8528 


Seq. ID 


OJ990921_06.9C10 


.C8 




Gene No. 


18149 


Strand 


- 






Start 


2258" 


End 


3700 






Name 


OJ990921 06.9C10.C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


275 


End 


430 




i" 


GI 


none 


Score 


194 




!, 


Exons 


275. .430, 286. .429 








Li j 


Seq. No. 


8528 


Seq. ID 


OJ990921_06. 9C10 


.C8 




Gene No. 


18149 


Strand 








Start 


2258 


End 


3700 




III 


Name 


OJ990921 06.9C10.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


606 


End 


1458 






GI 


none 


Score 


65 




ril 
■ ?? 


Exons 


606. .704, 610. .738, 610. .753, 


611. .739, 


843. .965, 843.. 


956, 


si 




1033.. 1326, 1036.. 1314, 1302. 


.1457, 1303.. 1458 




J 


Seq. No. 


8528 


Seq. ID 


OJ990921_06.9C10 


.C8 




Gene No. 


18149 


Strand 






'-sU 


Start 


2258 


End 


3700 




i. C | 


Name 


OJ990921 06.9C10.C8.o2.gs 


Method 


GENSCAN 






Start 


2258 


End 


2644 






GI 


none 


Score 


.83 






Exons 


2258 . .2644 










Seq. No. 


8528 


Seq. ID 


OJ990921_06. 9C10 


.C8 




Gene No. 


18149 


Strand 








Start 


2258 


End 


3700 






Name 


OJ990921 06.9C10.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2474 


End 


3700 






GI 


none 


Score 


129 






Exons 


2474. .2662, 2481. .2552, 2489. 


.2602, 3549. .3566, 3570. .3629, 






3614. .3697, 3644. .3700 










Seq. No. 


8528 


Seq. ID 


OJ990921__06. 9C10 


.C8 




Gene No. 


18149 


Strand 








Start 


2258 


End 


3700 






Name 


OJ990921 06.9C10.C8.o3.tm 


Method 


TBLASTX: Maize 






Start 


2475 


End 


2622 





8957 



GI 


none 








Score 


133 






Exons 


2475 . . 2543, 


2489 


. .2602, 


2491 . 


.2622 








Seq. No. 


8529 








Seq. ID 


OJ990921_06 . 


9C10 


. C9 


Gene No. 


18150 








Strand 


+ 






Start 


54 








End 


2347 






Name 


OJ990921 06. 


9C10 


.C9.ol. 


gs 


Method 


GENSCAN 






Start 


54 








End 


2347 






GI 


none 








Score 


. 61 






Exons 


54. .159, 1534. .1692, 2008. .2108, 2171. 


.2,347 






Seq. No. 


8529 








Seq. ID 


OJ990921 06. 


9C10 


r> ft 

. C9 


Gene No. 


18151 








Strand 


+ 






Start 


6643 








End 


9350 






Name 


OJ990921 06. 


9C10 


,C9.o3. 


gs 


Method 


/—I -i—i xi /I TV XT 

GENSCAN 






Start 


6643 








End 


o *3 c r\ 

9350 






GI 


none 








Score 


. 87 






Exons 


6643. .7391, 


8517 


. .8649, 


8817. 


.9350 








Seq. No. 


8529 








Seq. ID 


OJ9.90921 06. 


9C10 


. C9 


Gene No. 


18152 








Strand 








Start 


5168 








End 


6445 






Name 


OJ990921 06. 


9C10 


.C9.ol. 


gp 


Method 


TV TV (Tl / /— < TV T*l 

AAT / GAP 






Start 


4945 








End 


5387 






GI 


3759146 








Score 


668 






Exons 


4945. .5387 
















Seq. No. 


8529 








Seq. ID 


OJ990921 06. 


9C10 


. C9 


Gene No. 


18152 








Strand 








Start 


5168 








End 


6445 






Name 


OJ990921 06. 


9C10 


.C9.o2. 


gs 


Method 


GENSCAN 






Start 


5168 








End 


6367 






GI 


none 








Score 


. 99 






Exons 


5168. .6367 
















Seq. No. 


8529 








Seq. ID 


OJ990921__06 . 


9C10 


. C9 


Gene No. 


18152 








Strand 








Start 


5168 








End 


64'45 






Name 


OJ990921 06. 


9C10 


.C9.ol. 


np 


Method 


AAT /NAP 






Start 


5189 








End 


6445 






GI 


4325376 








Score 


767 






Exons 


5189. .5602, 


5675 


. .6244, 


6314. 


. 6445 








GI Descrip. 


(AF128396) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


8529 








Seq. ID 


OJ990921_06. 


9C10 


.C9 


Gene No. 


18152 








Strand 








Start 


5168 








End 


6445 






Name 


OJ990921 06. 


9C10, 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5225 








End 


5540 






GI 


none 








Score 


80 






Exons 


5225. .5278, 


5285, 


. .5539, 


5292. 


.5540 








Seq. No. 


8529 








Seq. ID 


OJ990921J36. 


9C10 


.C9 


Gene No. 


18152 








Strand 








Start 


5168 








End 


6445 






Name 


OJ990921 06. 


9C10, 


.C9.o2. 


gp 


Method 


AAT /GAP 






Start 


5321 








End 


5500 







8958 




GI 


6024931 








Score 


285 




Exons 


5321. .5500 














Seq. No. 


8529 








Seq. ID 


OJ990921_06.9C10 


.C9 


Gpnp No 


18153 








Strand 






Start 


6642 








End 


6867 




Name 


OJ990921 06. 


9C10 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6642 








End 


6867 




GI 


none 








Score 


139 




Exons 


6642. .6749, 


6643 


. .6750, 


6738. 


.6863, 6739.-6867 




Seq. No. 


8529 








Seq. ID 


OJ990921 06.9C10 


.C9 


ripnp No 


18154 








Strand 






Start 


7111 








* End 


7389 




Name - 


OJ990921 06. 


9C10 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7111 








End 


7389 




GI 


none 








Score 


201 




Exons' 


7111. .7308, 


7188 


. .7379, 


7363. 


.7389 






Seq. No. 


8529 








Seq. ID 


OJ990921_06.9C10 


.C9 




18154 








Strand 






Start 


7111 








End 


7389 




Name 


OJ990921 06. 


9C10 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7203 








End 


7352 




GI 


none 








Score 


154 




Exons 


7203. .7352, 


7204 


. .7311, 


7233. 


.7352 






Seq. No. 


8529 








Seq. ID 


OJ990921_06.9C10 


.C9 


Gene No. 


18155 








Strand 






Start 


8494 








End 


9003 




Name 


OJ990921 06. 


9C10 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8494 








End 


9003 




GI 


none 








Score 


83 




Exons 


8494. .8652, 


8506 


. .8592, 


8523. 


.8591, 8524. .8658, 8741. .8836, 




8751. .8984, 


8803 


. .8991, 


8803. 


.9003 






Seq. No. 


8530 








Seq. ID 


OJ990921 06.9C10 


.C10 




18156 








Strand 


.+ 




Start 


384 








End 


776 




Name 


OJ990921 06. 


9C10 


.ClO.ol 


. gs 


Method 


GENS CAN 




Start 


384 








End 


776 




GI 


none 








Score 


.52 




Exons 


384. .776 














* . 

Seq. No. ■ - 


8530 








Seq. ID 


OJ990921_06.9C10 


.C10 


Gene No. 


18157 








Strand 


+ 




Start 


3595 








End 


6544 




Name 


OJ990921 06. 


9C10 


.C10.o2 


.np 


Method 


AAT/NAP 




Start 


3595 








End 


6544 




GI 


4680203 








Score 


1018 




Exons 


3595. .3641, 


4965 


. .6544 










GI Descrip. 


(AF114171) TNP2-; 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


8530 








Seq. ID 


OJ990921_06.9C10 


.C10 


Gene No. 


18158 








Strand 






Start 


520 








End 


971 




Name 


OJ990921 06. 


9C10 


.ClO.ol 


• gp 


Method 


AAT/GAP 





8959 






Start 


520 




End 


971 




GI 


none 




Score 


872 




Exons 


520. .971 . 










Seq. No. 


8530 




Seq. ID 


OJ990921_06.9C10.C10 




Gene No. 


18159 




Strand 






OLaiL 


104 / 










Name 


OJ990921 06.9C10.C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


374 




End 


784 




GI 


none 




Score 


60 




Exons 


374. .415, 381. .416, 383. 


.427, 


473. .508, 


473. .565, 474. .575, 






563.. 607, 566..769 # 567. 


.737, 


567. .773, 


638. .784 




Seq. No. 


8530 




Seq. ID 


OJ990921_06. 9C10.C10 




Gene No. 


18159 




Strand 






Start 


1847 




End 


2517 




Name 


OJ990921 06.9C10.C10.ol. 


np 


Method 


AAT/NAP 




Start 


1847 




End 


2517 




GI 


4102727 




Score 


365 




Exons 


1847. .2127, 2406. .2517 










GI Descrip. 


(AF015782) blight-associated 


protein pl2 precursor [Citrus 






jambhiri] 










Seq. No/ 


'8530 




Seq. ID 


OJ990921_06. 9C10.C10 


o 


bene wo . 


18159 




Strand 






Start 


1847 




End 


2517 




Name 


OJ990921 06.9C10.C10.o3. 


tm 


Method 


TBLASTX: Maize 


ry 


Start 


1872 




End 


2126 


rj 


GI 


none 




Score 


50 




Exons 


1872. .1940, 1874. .1939, 


1934 . 


.2086, 1940. .2125, 2010. .2126 


5 Of 


Seq. No. 


8530 




Seq. ID 


OJ990921_06. 9C10.C10 


R i 

ru 


Gene No. 


18160 




Strand 








5359 




End 


6339 


Q 


Name 


OJ990921 06.9C10.C10.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5359 




End 


5952 


A 


GI 


none 




Score 


221 


H* 


Exons 


5359. .5649, 5517. .5651, 


5707. 


.5823, 5710. .5808, 5827. .5952, 


'" "\ 




5844.. 5951 








i?=l 

.8 SI 


• Seq. No. 


8530 




Seq. ID 


OJ990921_06. 9C10.C10 


i, J 


otiilc tNU • 


18160 




Strand 






Start 


5359 




End 


6339 




Name 


OJ990921 06.9C10.C10.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5527 




End 


5967 




GI 


none 




Score 


108 




Exons 


5527. .5649, 5532. .5648, 


5692. 


.5967, 5727.. 5966 




Seq. No. 


8530 




Seq. ID 


OJ990921_06.9C10.C10 




bene ino . 


18160 




Strand 






Start 


5359 




End 


6339 




Name 


OJ990921 06.9C10.C10.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5716 




End 


6048 




GI 


none 




Score 


284 




Exons 


5716. .6048, 5802. .5852, 


5886. 


.5993 






Seq. No. 


8530 




Seq. ID 


OJ990921_06.9C10.C10 



8960 




Gene No. 


18160 








Strand 






ocan 


JJjl7 








End 


6339 




Name 


OJ990921 06 


-9C10 


.ClO.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5854 








End 


6339 




GI 


none 








Score 


102 




Exons 


5854. .5958, 


5862 


. .5957, 


5961. 


.6053, 5965. .6054, 


6151. .6198, 




6199, .6246, 


6201 


. .6251, 


6246. 


.6335, 6250.. 6339 




Seq. No. 


8530 








Seq. ID 


OJ990921 


_06.9C10.C10 


Gene No. 


18160 








Strand 








JJJ3 








End 


6339 




Name 


OJ990921 06 


.9C10 


.C10.o2. 


tw 


Method 


T-BLASTX : 


Wheat 


Start 


5953 








End 


6288 




GI 


none 








Score 


57 




Exons 


5953. .5994, 


5998 


. .6096, 


6000. 


.6095, 6142. .6240, 


6153. .6224, 




6250. .6288 














Seq. No. 


8531 








Seq. ID 


OJ990921 


_06.9C10.C11 


uene ino . 


iolOl 








Strand 


- 




Start 


205 








End 


494 




Name 


OJ990921 06 


.9C10 


.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


205 








End 


494 




GI 


none 








Score 


.48 




Exons 


205. .494 














Seq. No. 


8532 








Seq. ID 


OJ990921 


_06.9C10.C12 


Gene No. 


18162 








Strand 






uUal L 


1IU J 








End 


2530 




Name 


OJ990921 06 


-9C10 


.C12.01. 


np 


Method 


AAT/NAP 




Start 


1103 








End 


2530 




GI 


6907088 








Score 


1250 




Exons 


1103. .1489, 


1980 


. .2217, 


2393. 


.2530 






GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


8533 








Seq. ID 


OJ990921 


_06.9C10.C13 




18163 








Strand 


+ 




Start 


135 








End 


1491 




•Name 


OJ990921 06 


-9C10 


.C13.ol. 


gs 


Method 


GENSCAN 




Start 


135 








End 


1491 




GI 


none 








Score 


.83 




Exons 


135. .147, 266. .326, 412. 


.663, 


944. .1025, 1300.. 


1491 


Seq. No. 


8533 








Seq. ID 


OJ990921 


_06.9C10.C13 


bene ino • 


18164 








Strand 






Start 


2444 








End 


3163 




Name 


OJ990921 06 


.9C10 


.C13.o2. 


gs 


Method 


GENSCAN 




Start 


2444 








End 


3074 




GI 


none 








Score 


.71 




Exons 


2444. .2450, 


2586 


. .2862, 


2963. 


.3074 






Seq. No. 


8533 








Seq. ID 


OJ990921 


_06.9C10.C13 


Gene No. 


18164 








Strand 






Start 


2444 








End 


3163 




Name 


OJ990921 06 


.9C10 


.C13.ol. 


np 


Method 


AAT/NAP 




Start 


2582 








End 


3071 




GI 


4102727 








Score 


363 




Exons 


2582. .2862, 


2963 


. .3071 











8961 




GI Descrip. (AF015782) blight-associated protein pl2 precursor [Citrus 
jambhiri] 



Seq. No. 


8533 




Seq. ID 


OJ990921_06.9C10.C13 


Gene No. 


18164 




Strand 


— 


Start 


24'44 




End 


. 3163 


Name 


OJ990921 06. 9C10.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


2672 




End 


3163 


GI 


2429063 




Score 


627 


Exons 


2672. .2862, 2963. .3163 








Seq. No. 


8533 




Seq. ID 


OJ990921_06.9C10.C13 


Gene No. 


18165 




Strand 




Start 


3567 




End 


3907 


Name 


OJ990921 06.9C10.C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2607 




End 


3002 


GI 


none 




Score 


56 


Exons 


2607. .2675, 2609. .2674, 


2675. 


.2872, 2676.. 2717, 2742.. 2861, 




2976. . 3002 








Seq. No. . 


8533 




Seq. ID 


OJ990921_06.9C10.C13 


Gene No. 


18165 




Strand 




Start 


3567 




End 


3907 


Name 


OJ990921 06.9C10.C13.o3 


.gs 


Method 


GEN SCAN 


^ Start 


3567 




End 


3907 


y gi 


none 




Score 


.81 


iji Exons 


3567. .3907 








Pi \ 

V*\ Seq. No. 


8534 




Seq. ID 


OJ990921_06.9C10.C14 


! 5S ; Gene No. 


18166 




Strand 




4? Start 


1342 




End 


1463 


hll Name 


OJ990921 06.9C10.C14.ol 


.np 


Method 


AAT/NAP 


r LI Start 


1342 




End 


1463 


«" GI 


4539662 




Score 


103 


Exons 


1342. .1463 








i jj , 

: ss ; GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 


H ! Seq. No. 


8535 '.v^ 




Seq. ID 


OJ990921_06.9C10.C16 


Kl\ Gene No. 


18167 




Strand 


+ 


Start 


4358 




End 


11133 


( s=| Name 


OJ990921 06.9C10.C16.o3 


.np 


Method 


AAT/NAP 


U Start 


4358 




End 


11133 


GI 


3892046 




Score 


162 


Exons 


4358. .4393, 6422. .6607, 


6644. 


.6810, 11100. .11133 


GI Descrip. 


(AC002330) predicted protein destination factor [Arabidopsis 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



8535 

18168 

1 

OJ990921_06. 9C10.C16.ol.np 
1 

2586082 
1. .2146 
(U72725 



Seq. ID OJ990921_06.9C10.C16 
Strand 

End 2146 

Method AAT/NAP 

End 2146 

Score 1968 



8535 



) retrofit [Oryza longistaminata] 

Seq. ID OJ990921_06.9C10.C16 



8962 






Gene No. 


18168 


Strand 






Start 


1 


End 


2146 




Name 


OJ990921_06. 9C10.C16.ol .gs 


Method 


GENSCAN 




Start 


1108 


End 


' 2134 




GI 


none 


Score 


. 84 




Exons 


1108 . .2134 








Seq. No. 


8535 


Seq. ID 


OJ990921_06. 9C10.C16 




Gene No. 


18169 


Strand 






Start 


o r r\ r\ 

2600 


End 


3445 




Name 


OJ990921 06.9C10.C16.ol.gp 


Method 


AAT/GAP 




Start 


2600 


End 


3179 




GI 


uC-osf Icypl72e08bl 


Score 


724 




Exons 


2600 ..2804, 2 95 9.. 3179 








GI Descrip. 


'4102727 5.0e-24 (AF015782) 


blight-associated protein pl2 






precursor [Citrus jambhiri] 








Seq. No. 


8535 


Seq. ID 


OJ990921_06.9C10.C16 




Gene No. 


18169 


Strand 






Start 


2600 


End 


3445 




Name 


OJ990921 06.9C10.C16.o2.np 


Method 


AAT/NAP 




Start 


2955 


End 


3445 




GI 


4102727 


Score 


375 




Exons 


2955.. 3235, 3337.. 3445 






.3 SI 

; f 
; =sf , 


GI Descrip. 


(AF015782) blight-associated protein pl2 precursor [Citrus 






jambhiri] 






m 


Seq. No. 


8535 


Seq. ID 


OJ990921_06.9C10.C16 


m 


Gene No. 


18170 


Strand 






Start 


6920 


End 


11070 


; I 
: : t 

!•■{ 


Name 


OJ990921 06.9C10.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


406 




GI 


none 


Score 


123 




Exons 


1..294, 5.-295, 316. .405, 332. .406 




'■■'.=} 


Seq. No. 


8535 


Seq. ID 


OJ990921_06.9C10.C16 


1. 1 

'"A 


Gene No. 


18170 


Strand 






Start 


6920 


End 


11070 




Name 


OJ990921 06.9C10.C16.oi.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


402 


l!| 


GI 


none 


Score 


250 




Exons 


1. .402 








Seq. No. 


8535 


Seq. ID 


OJ990921_06.9C10.C16 




Gene No. 


18170 


Strand 






Start 


6920 


End 


11070 




Name 


OJ990921 06.9C10.C16.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4 


End 


591 




GI 


none 


Score 


64 




Exons 


4 . .93, 130. .195, 202. .414, 


418. .591, 419. .571 




Seq. No. 


8535 


Seq. ID 


OJ990921_06.9C10.C16 




Gene No. 


18170 


Strand 






Start 


6920 


End 


11070 




Name 


OJ990921 06.9C10.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


10 


End 


414 . 




GI 


none 


Score 


294 



8963 



Exons 10.. 414 



Seq. No. 


8535 








Seq. ID 


OJ990921JD6.9C10 


.C16 


Gene No. 


18170 








Strand 


— 




Start 


6920 








End 


11070 




Name 


OJ990921 06 


.9C10 


.C16-o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


418 








End 


807 




GI 


none 








Score 


158 




Exons 


418. .585, 604. .807 










Seq. No. 


8535 








Seq. ID 


OJ990921_06.9C10 


.C16 


Gene No. 


18170 








.Strand ■ 


— 




Start 


6920 








End 


11070 




Name 


OJ990921 06 


. 9C10 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


898 ~~ 








End 


1285 




GI 


none 








Score 


70 




Exons 


898 . . 1026, 


918 . . 


1010, 1013.. 


1285, 1046 


. .1234 




Sea No. 


8535 








Seq. ID 


OJ990921_06.9C10 


.C16 


Gene No. 


18170 








Strand 






Start 


6920 








End 


11070 




Name 


OJ990921 06 


. 9C10 


.C16.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1100 ~~ 








End 


1618 




GI 


none 








Score 


85 




Exons 


1100 . . 1249, 


1106 


. . 1228, 


1247 


..1369, 1422. .1436, 1505. .1555, 




1556. . 1618 














Seq. No. 


8535 








Seq. ID 


OJ990921_06. 9C10 


.C16 


Gene No. 


18170 








Strand 






Start 


6920 








End 


11070 




Name 


OJ990921 06 


. 9C10 


. C16 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1565 ~ 








End 


2086 




GI 


none 








Score 


60 




Exons 


1565 . . 1915, 


1973 


2086 










Seq. No. 


8535 








Seq. ID 


OJ990921_06.9C10 


-C16 


Gene No. 


18170 








Strand 






Start 


6920 








End 


11070 




Name 


OJ990921 06 


. 9C10 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1619 ~ 








End 


2050 




GI 


none 








Score 


85 




Exons 


1619 1927 


1680 


. .1880, 


1973 


. .2050 






Seq. No. 


8535 








Seq. ID 


OJ990921_06. 9C10 


-C16 


Gene No. 


18170 








Strand 






Start 


6920 








End 


.11070 




Name 


OJ990921 06 


.9C10 


.C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1619 








End 


2053 




GI 


none 








Score 


58 




Exons 


1619. .1801, 


1643 


. .1798, 


1677 


..1820, 1808. .2053, 1809. .1913 


Seq. -No. 


8535 








Seq. ID 


OJ990921_06.9C10 


.C16 


Gene No. 


18170 








Strand 






Start 


6920 








End 


11070 




Name 


OJ990921 06 


.9C10 


.C16.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2980 








End 


3396 




GI 


none 








Score 


70 





8964 




Exons 2980. .3048, 2982.. 3047, 3048. .3245, 304 9 .. 3090, . 3075 3233, 

3115. .3246, 3350. .3370, 3361. .3396 



Seq. No. 


8535 


Seq. ID 


OJ990921_06 . 9C10 


.C16 


Gene No. 


18170 


Strand 






Start 


6920 


End 


11070 




Name 


OJ990921_06. 9C10 .C16.o4 .gs 


Method 


GENS CAN 




Start 


6920 


End 


11070 




GI 


none 


Score 


.46 




Exons 


6920. .7150, 10862. .11070 








Seq. No. 


8535 


Seq. ID 


OJ990921_06. 9C10 


. C16 


Gene No. 


18170 


Strand 






Start 


6920 


End 


11070 




Name 


OJ990921 06. 9C10.C16.o3. ts 


Method 


TBLASTX : Soybean 




Start 


10907 


End ' 


11068 




GI 


none 


Score 


109 




Exons 


10907. .11068, 10908.. 11054 








Seq. No. 


8536 


Seq. ID 


OJ990921_06 . 9C10 


.C17 


Gene No. 


18171 


Strand 


+ 




Start 


1603 


End 


3717 




Name 


OJ990921_06. 9C10 .CI 7 .o2 .gs 


Method 


GENS CAN 




Start 


1603 


End - 


3717 




GI 


none 


Score 


. 88 




Exons 


1603. .1673, 3354.. 3441, 3649. 


.3717 






Seq. No. 


8536 


Seq. ID 


OJ990921_06. 9C10 


.C17 


Gene No. 


18171 


Strand 


+ 




Start 


1603 


End 


3717 




Name 


OJ990921_06. 9C10.C17 .ol .gp 


Method 


AAT/GAP 




Start 


2105 


End 


2447 




GI 


none 


Score 


457 




Exons 


2105.. 2447 








Seq. No. 


8536 


Seq. ID 


OJ990921_06.9C10 


.C17 


Gene No. 


18172 


Strand 






Start 


1 


End 


5803 




Name 


OJ990921 06.9C10.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5803 




GI 


4063751 


Score 


526 




Exons 


1..92, 420. .628, 715. .826, 936. .1043, 


4140.. 4604, 4717. 


.4796, 




5238. .5404, 5482. .5803 








GI Descrip. 


(AC005851) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


8536 


Seq. ID 


OJ990921_06.9C10 


.C17 


Gene No. 


18172 


Strand 






Start 


1 


End 


5803 




Name 


OJ990921 06.9C10.C17.ol.gs 


Method 


GENS CAN 




Start 


218 


End 


1007 




GI 


none 


Score 


.85 




Exons 


218. .304, 420.. 611, 731.. 826, 


957. .1007 




Seq. No. 


8536 


Seq. ID 


OJ990921_06.9C10 


.C17 


Gene No. 


18172 


Strand 






Start 


1 


End 


.5803 




Name 


OJ990921 06.9C10.C17.o3.gs 


Method 


GENS CAN 





8965 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4074 End 
none Score 
4074.. 4604, 4717.. 4796, .5238.. 5803 



5803 
.54 



Seq. ID OJ990921_06.9C10.C17 
Strand 

5803 
AAT/GAP 
4928 
908 



8536 
18172 
1 

OJ990 92 1_06 . 9C10 . C17 . o2 . gp 
4461 

. uC-osflcypl06el0bl 
4461. .4928 

, 4490751/emb|CAB38913.1| 3.0e-14 (AL035708) prolif erating-cell 
nucleolar antigen-like protein [Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



8536 

18173 

5967 

OJ990 92 1_0 6 . 9C10 . C17 . o2 . tm 
1 

none 



Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

Method TBLASTX : Maize 

End 588 

Score 84 



1..111, 1..84, 3. .101, 215. .313, 216. .305, 396. .578, 405. .584, 
406. .588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8536 

18173 

5967 

OJ990921_06. 9C10.C17.o2.ts 
1 

none 



Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

Method TBLASTX: Soybean 

End 515 

Score 88 



1..111, 3. .101, 213. .305, 215. .313, 405. .515 



8536 

18173 

5967 

OJ990921_06.9C10.C17.o2.tc 
9 

none 



Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

Method TBLASTX : Cress 

End 588 

Score 79 



9. .101, 10. .111, 213. .305, 215. .313, 405. .584, 423. .539, 
442. .588 



8536 

■18173 

5967 

OJ990921_06.9C10.C17.ol.tc 

930 

none 



Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

Method TBLASTX : Cress 

End 5406 

Score 163 



930. .1037, 4161. .4532, 4162. .4419, 4533. .4604, 4537. .4599, 
4723..4797, 5230. .5337, 5234. .5329, 5371. .5406 



8536 

18173 

5967 

OJ990921_06.9C10.C17.ol.tm 

954 

none 



Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

Method TBLASTX: Maize 

End 4 607 

Score 75 



954. .1046, 954. .1037, 955. .1059, 4140. .4607, 4150. .4419, 
4522. .4599 



8966 



Seq. No. 8536 

Gene No. 18173 

Start 5967 

Name OJ990921_06.9C10.C17.ol. 

Start 4140 

GI none 

Exons 4140.. 4256, 4150.. 4260, 
4718. .4798, 5230. .5370, 

Seq. No. 8536 
Gene No. 18173 
Start 5967 

Name ' OJ990921_06.9C10.C17.o3, 

Start 5967 ■ 

GI LIB3477-003-P1-K1-E9 

Exons 5967.. 6034 

GI Descrip. 1 2498586/sp | Q40638 | MP01 

S 1 PRECURSOR (ORY S if 

sativa] ' 



Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

,ts Method TBLASTX : Soybean 

End 5370 

Score 90 
4257. .4601, 4258.-4428, 4717. .4797, 
5234. .5347 

Seq. ID OJ990921_06.9C10.C17 
Strand 

End 6034 

,gp Method AAT/GAP 

End 6034 

Score 91 

ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
">gi_1173557 (U31771) Ory s 1 [Oryza 



Hi 



Seq. No. 8537 

Gene No. 18174 

Start 3i36 

Name OJ990921_06 . 9C10 . C18 . ol . 

Start 3136 

GI none 

Exons 3136.. 3453 



gp 



Seq. ID OJ990921_06.9C10.C18 

Strand + 

End 3453 

Method AAT/GAP 

End 3453 

Score 604 



Tj Seq. No. 8537 

^ Gene No. 18175 

: -f Start 3328 

I" L| Name OJ990921_06.9C10.C18.o2. 

is Start 3328 

i BS ; GI none 

r\ Exons 3328.. 3999, 4227.. 4313, 

,""'} 5324.. 5401, 6751.. 7260, 

U Seq. No. 8537 

Q Gene No. 18175 

H Start 3328 

■"*" Name OJ990921_06 . 9C10 . C18 . ol . 

Start 3352 

GI 4063751 

Exons 3352.. 3999, 4481.. 4672, 
7385.-7464, 7687. .7852, 
GI Descrip. (AC005851) putative ABC 



Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 
gs Method GENSCAN 

End 11846 

Score . 68 
4481. .4672, 4797. .4925, 5046. .5132, 
7385. .7464, 7687. .8188, 11796. .11846 

Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 
np Method AAT/NAP 

End 8277 

Score 777 
4797. .4916, 5010. .5132, 6811. .7275, 
7953. .8277 

transporter [Arabidopsis thaliana] 



Seq. No. 8537 

Gene No. 18175 

Start 3328 

Name OJ990921_06.9C10.C18.ol. 

Start 3364 

GI none 

Exons 3364.. 3516, 3565.. 4005, 



Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 

tc Method TBLASTX: Cress 

End 4006 

Score 113 
3677. .3808, 3887. .4006 



Seq. No. 



8537 



Seq. ID OJ990921_06.9C10.C18 



8967 




(~1 <—» T-t <-> V[n 


i ft 1 1 s 








Strand 




Start 


3328 








End 


11846 


Name 


OJ990921 06 


.9C10 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start . 


3406 








End 


4005 


GI 


none 








Score 


101 


Exons 


3406. .3567, 


3407 


. .3568, 


3541. 


.4005, 3587. .3988 


Seq. No. 


8537 








Seq. ID 


OJ990921_06.9C10 


Gene No. 


18175 








Strand 




Start 


3328 








End 


11846 


Name 


OJ990921 06 


.9C10 


.C18.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3560 








End 


3921 


GI 


none 








Score 


137 


Exons 


3560. .3808, 


3562 


. .3921 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8537 

18175 

3328 

OJ990921_06. 

3637 

none 

3637. .4005, 
4225. .4329, 



9C10.C18.o2.tm 



3653. .3811, 3863. 
4467. .4637, 4475. 



Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 
Method TBLASTX: Maize 
End 4678 
Score 100 

.3988, 3967. .4005, 4221. .4325, 
.4678, 4544. .4639 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8537 

18175 

3328 

OJ990921_06. 

4221 

none 

4221. .4325, 



9C10.C18.o3.tc 



4225. .4314, 4461. 



Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 

Method TBLASTX : Cress 

End 4 64 0 

Score 83 

.4640, 4461. .4628, 4475. .4639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8537 

18175 

3328 

OJ990921_06. 

4475 

none 

4475. .4657, 



9C10.C18.o3.ts 



4538.. 4603, 4539. 



Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 

Method TBLASTX : Soybean 

End 4 657 

Score 63 
.4637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8537 

18175 

3328 

OJ990921JD6, 

5025 

none 

5025. .5159, 
7208. .7270, 



9C10.C18.o2.tc 



5074. .5133, -6805. 
7391. .7465, 7665. 



Seq. ID 
Strand . 
End 

Method 
End 
Score 

.7203, 6833 
.7778, 7667 



OJ990921 06.9C10.C18 



11846 

TBLASTX: Cress 
7882 
62 

7090, 7204. 
7786, 7820. 



.7275, 
.7882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8537 

18175 

3328 

OJ990921_06. 

5043 

none 

5043. .5183, 



9C10.C18.ol. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990921_06.9C10.C18 

11846 ... 
TBLASTX: Maize 
7279 
195 



6805. .7278, 6821. .7090, 7193. .7279 



8968 



Seq. No. 8537 

Gene No. 18175 

Start ,3328 

Name OJ990921_06 . 9C10 . C18 . o2 . ts 

Start 6811 

GI none 

Exons 6811.. 6927, 6821.. 6931, 6928. 

7386.-7472, 7667. .7786, 7683.-7796 



Seq. ID OJ990921_06.9C10.C18 
Strand 

End 11846 

Method TBLASTX : Soybean 

End 7796 

Score 90 

.7272, 6929. .7099, 7385. .7465, 



Seq. No. 8538 

Gene No. 1817 6 

Start 202 

Name OJ990921_06.9C10.C19.ol, 

Start 202 

GI none 

Exons 202.. 230 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990921_06.9C10.C19 
230 

GENSCAN 

230 

.84 



Seq. No. 8539 

Gene No. 18177 

Start 1 

Name OJ990921_06 . 9C10 . C21 . ol . 

Start 1 

GI - 6742729 

Exons 1 . . 1062 - 

GI Descrip. (AF121139) RIM2 protein 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990921_06.9C10.C21 
+ 

1459 
AAT/NAP 
1062 
710 



[Oryza sativa] 



Seq. No. 8539 Seq. ID 

Gene No. 18177 Strand 

Start 1 End 

Name OJ990921_06 . 9C10 . C21 . ol . tm Method 

Start 200 End 

GI none Score 

Exons 200.. 268, 268.. 582, 269.. 583 



OJ990921_06.9C10.C21 
+ 

1459 

TBLASTX: Maize . 

583 

63 



Seq. No. 8539 

Gene No. 18177 

Start 1 

Name OJ990921_06 . 9C10 . C21 . ol . 

Start 224 

GI none 

Exons 224.. 940, 277. .852, 949. 

1135. .1254, 1256. .1357, 



tw 



Seq. ID OJ990921_06.9C10.C21 

Strand + 

End 1459 

Method TBLASTX: Wheat 

End 1357 

Score 541 



.1131, 959. .1147, 1124. .1225, 
1258. .1350 



Seq. No. 8539 

Gene No. 18177 

Start 1 

Name OJ990921_06 . 9C10.C21.ol, 

Start 242 

GI none 

Exons 242.. 1459 



gs 



Seq. ID OJ990921_06.9C10.C21 

Strand + 

End 1459 

Method GENSCAN 

End 1459 

Score .55 



Seq. No. 8539 

Gene No. 18177 

Start 1 

Name OJ990921_06 . 9C10 . C21 . ol . 

Start 515 

GI none 



tc 



Seq. ID OJ990921_06.9C10.C21 

Strand + 

End 1459 

Method TBLASTX : Cress 

End 940 

Score 317 



8969 



Exons 515. .940, 523. .852 



Seq. No. 


8535,. . 


Seq. ID 


QJ990921_0.6.9C10 


.C21 


Gene No. 


18177 


Strand 


+ 




Start 


1 


End 


1459 




Name 


OJ990921 06.9C10.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


833 


End 


1123 




GI 


none 


Score 


146 




Exons 


833. .1003, 881. .997, 1015. .1122, 1016. 


.1123 




Seq. No. 


8539 


Seq. ID 


OJ990921_06.9C10 


.C21 


Gene No. 


18177 


Strand 


+ 




Start 


1 


End 


1459 




Name 


OJ990921 06.9C10.C21.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1205 


End 


1417 




GI 


none 


Score 


186 




Exons 


1205. .1417, 1205. .1363 








Seq. No. 


8540 


Seq. ID 


OJ990921JD6.9C10 


. C22 


Gene No. 


18178 


Strand 


4- 




Start 


7192 


End 


8832 




Name 


OJ990921 06.9C10.C22.ol.np 


Method 


AAT/NAP 




Start 


7192 


End 


8832 




GI 


5295971 


Score 


2164 




Exons 


7192. .8832 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 





transposon 


Tnt 1- 


■94. (X13777) 


[Oryza sativa] 




Seq. No. 


8540 






Seq. ID 


OJ990921_06.9C10 


.C22 


Gene No. 


18178 






Strand 


+ 




Start 


7192 






End 


8832 




Name 


OJ990921 06 


.9C10. 


C22.o2.gs 


Method 


GENS CAN 




Start 


7192 






End 


8402 




GI 


none 






Score 


.52 




Exons 


7192. .8402 












Seq. No. 


8540 






Seq. ID 


OJ990921_06.9C10 


.C22 


Gene No. 


18178 






Strand 


+ 




Start 


7192 






End 


8832 




Name 


OJ990921 06 


.9C10. 


C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


7579 






End 


7876 




GI 


none 






Score 


44 




Exons 


7579. .7614, 


7585. 


.7875, 7624. 


.7875, 7E 


105. .7876 




Seq. No. 


8540 






Seq. ID 


OJ990921_06.9C10 


.C22 


Gene No. 


18178 






Strand 


+ 




Start 


7192 






End 


8832 




Name 


OJ990921 06 


. 9C10. 


C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


8109 






End 


8501 




GI 


none 






Score 


253 




Exons 


8109. .8384, 


8110. 


.8385, 8125. 


.8382, 8127. .8384, 8367. .8 


399, 




8406. .8501, 


8406. 


.8498 








Seq. No. 


8541 






Seq. ID 


OJ990921 06.9C10 


.C23 


Gene No. 


18179 






Strand 


+ 




Start 


1 






End 


605 





8970 



L t I 

ill 
□ 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



OJ990921_06 . 9C10 . C23 . ol . np Method AAT/NAP 
1 End 605 

4544451 Score 379 

1..225, 328. .605 

(AC006592) unknown protein [Arabidopsis thaliana] 



8541 

18179 

1 

OJ990921_06 . 9C10 . C23 . ol . tm 
10 

none 



Seq. ID OJ990921_06.9C10.C23 

Strand + 

End 605 

Method TBLASTX : Mai ze 

End 186 

Score 127 



10. .111, 15. .110, 118. .186, 123. .185, 127. .186 



8541 

18179 

1 

OJ99092 1_06 . 9C10 . C23 . ol . gs 

102 

none 

102.. 225, 328.. 556 



Seq. ID OJ990921_06.9C10.C23 

Strand + 

End 605 

Method GENSCAN 

End 556 

Score .54 



8541 
18179 
1 

OJ990921_06.9C10.C23.ol.ts 
352 

5057841 
352. .543, 354. .563 

4544451/gb_AAD22359.1_AC006592_16 8.0e-34 (AC006592) unknown 
protein [Arabidopsis thaliana] 



Seq. ID OJ990921_06.9C10.C23 

Strand + 

End 605 

Method TBLASTX : Soybean 

End 563 

Score 232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8542 

18180 

22 

OJ990921_06 . 9C10 . C24 . ol . gs 
22 

none 

22.:225, 317. .424 



Seq. ID OJ990921_06.9C10.C24 

Strand + 

End 424 

Method GENSCAN 

End 424 

Score .51 



Seq. ID OJ990921_06.9C10.C24 
Strand 

638 

AAT/GAP 
638 
827 



8542 
18181 
195 

OJ990921_06.9C10.C24.ol.gp 
195 

46033_1.R1084 
195. .638 

'5257279/dbj I BAA81778.il 0.0e+00 (AP000364) Similar to 
Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] 1 



End 

Method 

End 

Score 



Seq. No. - 8543 

Gene No. 18182 

Start 1 

Name OJ990921_06 . 9C10 . C27 . ol . np 

Start 1 

GI 2586082 



Seq. ID OJ990921_06.9C10.C27 

Strand + 

End 674 

Method AAT/NAP 

End- 674 

Score 789 



-8971 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..674 

(U72725) retrofit [Oryza longistaminata] 



8543 

18182 Strand 

1 End 
OJ990921_06 . 9C10 . C27 . ol . tw Method 

2 End 
none Score 
2. .37, 48. .323, 137. .322, 138. .329, 315. .518 



Seq. ID OJ990921_06.9C10.C27 



+ 

674 

TBLASTX: Wheat 
518 . 
43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8543 

18182 

1 

OJ990921_06 . 9C10 . C27 . ol . ts 

81. 

none 



Seq. ID OJ990921_06.9C10.C27 

Strand + 

End 674 

Method TBLASTX : Soybean 

End 4 09 

Score 124 



81. .209, 92. .208, 230. .283, 231. .395, 314. .409 





Seq. No. 


8543 




Seq. ID . 


OJ990921_06.9C10.C27 




Gene No. 


18182 




Strand 


+ 




Start 


1 




End 


674 




Name 


OJ990921 06.9C10.C27.ol 


. tm . 


Method 


TBLASTX: Maize 


.z a: 


Start 


lil 




End - 


557 




GI 


none 




Score 


379 


Z: 
:" ft 


Exons 


111. .557, 134. .292 








i a ! J 

!"[[ 


Seq. No. 


8544 




Seq. ID 


OJ990901_03.9C17.C1 




Gene No. 


18183 




Strand 


+ 




Start 


6068 




End 


6992- 




Name 


OJ990901 03.9C17.Cl.o2. 


gs 


Method 


GENSCAN 


i. ! 


Start 


6068 




End 


6992 


H! 


GI " 


none 




Score 


.71 




Exons 


6068.. 6175, 6858.. 6992 










Seq. No. 


8544 




Seq. ID 


OJ990901_03.9C17.C1 




Gene No. 


18184 




Strand 




less 


Start . 


924 




End 


4638 


a 


Name 


OJ990901 03.9C17.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


924 




End 


4638 




GI 


none 




Score 


.84 


a 


Exons 


924. .1443, 1533. .1741, 


2549. . 


2617, 2642. .2781, 3470. .3598, 






4369. .4419, 4527. .4638 










Seq. No. 


8544 




Seq. ID 


OJ990901_03. 9C17.C1 




Gene No. 


18184 




Strand 






Start 


924 




End 


4638 




Name 


OJ990901 03.9C17.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


969 




End 


1640 




GI 


3645898 




Score 


335 




Exons 


969. .1640 










GI Descrip. 


(U68408) in-frame stop 


codon; 


possibly 


a post-transposition 



mutation [Zea mays] 



Seq. No. 8544 Seq. ID OJ990901_03 . 9C17 . CI 

Gene No. 18184 Strand 

Start 924 End 4 638 



8972 




Name 


OJ990901 03.9C17.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


1071 


End 


1478 


GI 


none 


Score 


197 


Exons 


1071. .1478 






Seq. No. 


8545 


Seq. ID 


OJ990901_03.9C17.C2 


Gene No. 


18185 


Strand 


+ 




- 1 


End 




Name 


OJ990901 03.9C17.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


698 


GI 


4587240 


Score 


436 


Exons 


1..698 






GI Descrip. 


(AB022164) Al.1-4 [Oryza sativa] 




Seq. No. 


Q R A R 


beq. lu 


OJ990901_03.9C17.C2 


i^ene jno • 


lOloD 


o trana 


_l_ 

i 


Start 


1 


hna 


1003 


Name 


OJ990901 03.9C17.C2.ol.gs 


Method 


GENS CAN 


Start 


61 


End 


624 


GI 


none 


Score 


.51 


Exons 


a i co a 
ol . . bz4 






Seq. No. 




beq. ID 


OJ990901_03.9C17.C2 


bene jno . 


1 Q1 OC' 


b trana 


i 

T 


Start 


1 


End 


1003 


Name 


ujyyuyui uo.yLi/.Lz.oi.tm 


Metnoa 


TBLASTX: Maize 


Start' 




End 


498 


GI 


none 


Score 


113 


Exons 


130. .276, 274. .498 






Seq. No. 


oo4 o 


Seq. ID 


OJ990901_03.9C17.C2 


bene wo . 


1 O 1 o c 

loloo 


Strand 


T 


Start 


1 


End 


1003 


Name 


ujyyuyui uj.yLi/.Lz.oi. ts 


Method 


TBLASTX : Soybean 


Start 


o o o 


End 


513 


GI 


none 


Score 


170 


Exons 


232. .444, 301. .420, 444. .509, 


445. .513 




Seq. No. 


8545 


Seq. ID 


OJ990901_03.9C17.C2 


Gene No. 


18185 


Strand 


+ 


Start 


1 


End 


1003 


Name 


OJ990901 03.9C17.C2.o2.np 


Method 


AAT/NAP 


Start 


564 


End 


1003 


GI 


6721518 


Score 


108 


Exons 


564. .1003 






GI Descrip. 


(AP001072) Similar to NBS-LRR- 


-like protein cD7 . (AF098970) 




[Oryza sativa] 






Seq. No. 


8546 


Seq. ID 


OJ990901_03.9C17.C3 


Gene No. 


18186 


Strand 


+ 


Start 


202 


End 


300 


Name 


OJ990901 03.9C17.C3.ol.gs 


Method 


GENSCAN 


Start 


202 


End 


300 


GI 


none 


Score 


.73 


Exons 


202. .300 







Seq. No. 8547 Seq. ID OJ990901JD3 . 9C17 . C4 



8973 






Gene No. 


18187 


Strand 


+ 




Start 


1 


End 


207 




Name 


OJ990901 03.9C17,C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


207 




GI 


342 1.R1084 


Score 


•370 




Exons 


1. .207 








GI Descrip. 


•4574406/gbl AAD24042.il 0.0e+00 (AF121139) RIM2 protein [0] 






sativa] 1 








Seq. No. 


8547 


Seq. ID 


OJyyuyoi 03.9C17.C4 




Gene No. 


18187 


Strand 


■ + 




Start 


1 


End 


O A 1 

207 




Name 


OJ990901 03.9C17.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


207 




GI 


6742729 


Score 


304 




Exons 


1. .207 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


8547 


Seq. ID 


OJ990901 03.9C17.C4 




Gene No. 


18187 


Strand 


+ 




Start 


1 


End 


207 




Name 


OJ990901 03.9C17.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4 


End 


207 




GI 


none 


Score 


261 


.: si 

Ljl 


Exons 


4. .207, 6. .206 






hl\ 

Sri 


Seq. No. 


8547 


Seq. ID 


OJ990901_03 . 9C17 . C4 


I' I \ 


Gene No. 


18187 


Strand 


+ 


\ it} 

y s i 


Start 


1 


End 


207 


'\'\ 


Name 


OJ990901 03.9C17.C4.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


167 




GI 


none 


Score 


.72 


ri • 


Exons 


46. .167 








Seq. No. 


8548 


Seq. ID 


OJ990901_03 . 9C17 . C5 


□ 


Gene No. 


18188 


Strand . 






Start 


577 


End 


15180 


I 8 " 


Name 


OJ990901 -03.9C17.C5.ol.np 


Method 


AAT/NAP 




Start 


577 


End 


10954 




GI 


5257279 


Score 


6960 


'SB* 


Exons 


577. .705, 1361. .1459, 2392.. 


2987, 3102 


..3264, 3481. .5638, 


□ 




8636.. 9194, 9825.. 10060, 10409.. 10954 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


8548 


Seq. ID 


OJ990901_03.9C17.C5 




Gene No. 


18188 


Strand 






Start 


577 


End 


15180 




Name 


OJ990901 03.9C17.C5.ol.gs 


Method 


GENSCAN 




Start 


578 


End 


9412 




GI 


none 


Score 


.41 




Exons 


578. .771, 2009. .4659, 4707.. 


4861, 4928. 


..5044, 5314. .5615, 






7410.. 7606, 7660.. 7863, 7901 


..8032, 8759/. 9412 




Seq. No. 


8548 


Seq. ID 


OJ990901_03.9C17.C5 




Gene No. 


18188 


Strand 






Start 


577 


End 


15180 



8974 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI-: 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990901_03. 

2026 

none 

2026. .2358, 

8548 

18188 

577 

OJ990901_03. 

2218 

none 

2218. .2646, 
2644. .2802, 

8548 

18188 

577 

OJ990901_03. 

2359 

none 

2359. .2985, 

8548 

18188 

577 

OJ990901_03, 

2854 

none 

2854. .3144, 

8548 

18188 

577 

OJ990901_03. 

2947 

none 

2947. .3192, 

8548 

18188 

577 

OJ990901__03. 

2968 

none 

2968 ...3111, 

8548 

18188 

577 

OJ990901_03. 

2992 

none 

2992. .3480, 

8548 
18188 
577 . 



. 9C17.C5.o6.tw 



2249. .2359 



9C17 .C5.ol. tm 



2231.. 2647, 2368, 
2648. .2800 



9C17.C5.ol.tw 
2360. .2983 

9C17.C5.o3.tm 
2858. .3145 

9C17.C5.o2.ts 
2948. .3193 

9C17.C5.ol.tc 



Method 

End 

Score 



TBLASTX: Wheat 

2359 

70 



Seq. ID OJ990901_03. 9C17.C5 
Strand 

End 15180 

Method TBLASTX : Mai ze 

End 2802 

Score 259 

.2706, 2396.. 2647, 2517.. 2651, 



Seq. ID OJ990901_03.9C17.C5 
Strand 

End 15180 

Method- TBLASTX : Wheat 

End ' 2985 

Score 333 



Seq. ID OJ990901_03.9C17.C5 
Strand 

End 15180 

Method TBLASTX : Mai ze 

End 3145 

Score 262 



Seq. ID OJ990901_03.9C17.C5 
Strand 

End 15180 

Method TBLASTX : Soybean 

End 3193 

Score 158 



Seq. ID OJ990901_03.9C17.C5 
Strand 

End 15180 

Method TBLASTX : Cress 

End 3285 

Score ■ 117 



2969. .3109, 3112. .3285, 3164. .3277 



9C17.C5.o3.tw 



2996. .3367 



Seq. ID OJ990901_03. 9C17.C5 
Strand 

End 15180 

Method TBLASTX : Wheat 

End 3480 

Score 281 



Seq. ID OJ990901_03.9C17.C5 
Strand 

End 15180 



8975 




Name 


OJ990901_03 


9C17 . 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3481 








End 


3984 


GI 


none 








Score 


301 


Exons 


3481 . . 3984, 


3563. 


. 3949, 


3643. 


.3975 


- 


Seq. No. 


8548 








Seq. ID 


OJ990901_03 . 9C17 ,C5 


Gene No. 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03 


9C17. 


C5.ol. 


gp 


Method ' 


AAT/GAP 


Start 


364.8 








End 


5008 


GI 


4107139 








Score 


2271 


Exons 


3648. .5008 












GI Descrip. 


5257279/dbj 


BAA81778.il 


0.0e+00 (AP000364) Similar to Transposon 




MAGGY gag and pol 


gene homologues . (L35053)- [Oryza sativa] 


Seq. No. 


8548 








Seq. ID 


OJ990901 03.9C17.C5 


Gene No. 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3673 








End 


4114 


GI 


none 








Score 


220 


Exons 


3673. .4113, 


3686. 


.4114 








Seq. No. 


8548 " 








Seq. ID 


OJ990901 03.9C17.C5 


Gene No. 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3733 








End 


3978 


GI 


none 








Score 


89 


Exons 


3733. .3978, 


3734 . 


.3949 








Seq. No. 


8548 








Seq. ID 


OJ990901_03.9C17.C5 


Gene No.. 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


3985 








End 


4287 - 


GI 


none 








Score 


262 


Exons ■ 


3985. .4287, 


4001. 


.4285 








Seq. No. 


8548 








Seq. ID 


OJ990901_03. 9C17.C5 


Gene No. 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4000 








End 


4395 


GI 


none 








Score 


214 


Exons 


4000. .4359, 


4001. 


.4288, 


4363. 


.4395, 4366.-4395 


Seq. No. 


8548 








Seq. ID 


OJ990901_03.9C17.C5 


Gene No. 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4118 








End 


4281 


GI 


none 








Score 


142 


Exons 


4118. .4276, 


4120. 


.4281, 


4126. 


.4281 




Seq. No. 


8548 








Seq. ID 


OJ990901_03.9C17.C5 


Gene No. 


18188 








Strand 





8976 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4282 








End 


4716 


GI 


none 








Score 


67 


Exons 


4282. .4716, 


4505. 


.4678 








Seq. No. 


8548 








Seq. ID 


OJ990901_03.9C17.C5 


Gpne No . 


18188 








Strand 




Start 


577 








End 


15180 


Name. 


OJ990901 03. 


9C17. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4336 








End 


4817 


GI 


none 








Score 


156 


Exons 


4336. .4719, 


4378. 


.4698, 


4511. 


.4723, 4698. .4817, 4699. .4806 


Seq. No. 


8548 








Seq. ID 


OJ990901 03.9C17.C5 


Rpne No . 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o2. 


tc 


Method 


TBLASTX : Cress 


Start 


4372 








End 


4689 


GI 


none 








Score 


188 


Exons 


4372. .4689 












Seq. No. 


8548 








Seq. ID 


OJ990901J33.9C17.C5 


fjpnp No 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4750 








End 


4914 


GI 


none 








Score 


151 


Exons 


4750. .4914, 


4752. 


.4913 








Seq. No. 


8548 








Seq. ID 


OJ990901_03.9C17.C5 


Gpnp No 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


4989 








End 


5366 


GI 


none 








Score 


90 


Exons 


. 4989. .5111, 


4990. 


.5100, 


4995. 


.5111, 5144. .5365, 5244. .5366 


Seq. No. 


8548 








Seq." ID 


OJ990901_03.9C17.C5 


Cpnp No 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


5049 








End 


5371 


GI 


none 








Score 


81 


Exons 


5049. .5111, 


5105. 


.5371, 


5223. 


.5324 




Seq. No. 


8548 








Seq. ID 


OJ990901_03.9C17.C5 


fipnp No 


18188 








Strand 




Start 


577 








End 


15180 


Name 


OJ990901 03. 


9C17. 


C5.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


8915 








End 


9301 


GI 


none 








Score 


104 


Exons 


8915. .9061, 


9086. 


.9301, 


9096. 


.9278 




Seq. No. 


8548 








Seq.. ID 


OJ990901_03.9C17.C5 


Gene No. 


18188 








Strand 




Start 


577 








End . 


15180 



8977 



Name 

Start 

GI 

Exons 



• 



OJ990901_03 . 9C17 . C5 . o2 . gs Method GENSCAN 

9761 End 15180 

none Score . 68 

9761.. 10242, 10321. .10987, 13760 14 67 9, 14688.. 15180 



Seq. No. 8548 

Gene No. 18188 

Start 577 

Name OJ990901_03 . 9C17 . C5 . o2 . gp 

Start 11767 

GI LIB3434-038-P1-K1-F1 

Exons 11767. .12287 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990901_03.9C17.C5 
Strand 

End 15180 

Method AAT/GAP 

End 12287 

Score 7 63 





Seq. No. 


8548 


Seq. ID 


OJ990901 


_03.9C17.C5 




Gene No. 


18188 


Strand 








Start 


577 


End 


15180 






Name 


OJ990901 03.9C17.C5.o7.tw 


Method 


TBLASTX: 


Wheat 




Start 


14150 


End 


14553 






GI 


none 


Score 


42 








14150. .14245, 14150. .14320, 


14283. .14450, 14315 


. . 14551, 






14402. .14551, 14413. .14553, 


14443. . 14553 






Seq. No. 


8549 


Seq. ID 


OJ990901 


_03.9C17.C6 


: = J 


Gene No. 


18189 


Strand 






; ! ri 
!. ! £ 


Start 


1 


End 


1898 




ri£ 


Name 


OJ990901 03.9C17.C6.ol.gp 


Method 


AAT/GAP 




! hf 

r s S 


Start 


1 


End 


1898 






GI 


342 1.R1084 


Score 


2892 




Ul 


Exons 


1..432, 542. .639, 722. .741, 


777. .1898 






Ki 

: | 




•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 




ri> 




sativa] 1 








13 


Seq. No. 


8549 


Seq. ID 


OJ990901 


_03.9C17.C6 


'isf 


Gene No. 


18189 


Strand 






H! 


Start 


1 


End 


1898 






Name 


. OJ990901 03.9C17.C6.ol.np 


Method 


AAT/NAP 






Start 


842 


End 


1898 






GI 


4680203 


Score 


973 






Exons 


842. .1898 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


8549 


Seq. ID 


OJ990901 


_03.9C17.C6 




Gene No. 


18189 


Strand 








Start 


1 


End 


1898 






Name 


OJ990901 03.9C17.C6.ol.tw 


Method 


TBLASTX : 1 


Wheat 




Start 


896 


End 


1898 






GI 


none 


Score 


52 






Exons 


896. .1009, 897. .962, 990. .1058, 991. .1059, 1063 


. .1143, 






1071. .1211, 1072. .1212, 1159 


..1254, 1191. .1250, 


1257. .1301, 






1262.. 1297, 1296.. 1898, 1311 


..1628, 1312. .1887, 


1725. .1889 




Seq. No. 


8549 


Seq. ID 


OJ990901 


_03.9C17.C6 




Gene No. 


18189 


Strand 








Start •> 


1 


End 


1898 






Name 


OJ990901 03.9C17.C6.ol.gs 


Method 


GENSCAN 





89,78 



Start 


939 


End 


1880 




GI 


none 


Score 


.59 




Exons 


939. .1880 








Seq. No. 


8549 


Seq. ID 


OJ990901_03.9C17 


.C6 


bsne ln(j * 


i pi oq 

10107 








Start 


1 


End 


1898 




Name 


OJ990901 03.9C17.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1479 


End 


1898 




GI 


none 


Score 


92 




Exons 


1479. .1628, 1479. .1898, 1483 


. .1890 






Seq. No. 


8550 


Seq. ID 


OJ990901_03. 9C17 


.C7 


Gene No. 


18190 


Strand 


+ 




Start 


11778 


End 


17238 




Name 


OJ990901 03.9C17.C7.o3.np 


Method 


AAT/NAP 




Start 


11778 


End 


17238 




GI 


6498441 


Score 


6996 




Exons 


11778. .12841, 13178. .13641, 


13705. . 14078, 14262 .. 14 396, 






14571. .15294, 154 66 168 63, 


16957. .17238 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AFO-98806) [Oryza sativa] 



OJ990901_03.9C17.C7 
+ 

17869 
AAT/GAP 
17869 
707 



8550 Seq. ID 

18191 Strand 
17399 End 
OJ990901_03 . 9C17 . C7 . o4 . gp Method 
17399 End 
2428323 Score 
17399. .17869 

5803242/dbj | AP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 

8550 Seq. ID OJ990901_03 . 9C17 . C7 

18192 Strand 

1038 End 1456 

OJ990901_03.9C17.C7.ol.gp Method AAT/GAP 

791 End 1456 

15580_3.R1084 Score 1313 

791. .1456 

'6016877/dbj IBAA85220.il 9.0e-18 (AP000570) ESTs 

AU077642 (E30706) ,AU077641 (E30706) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 1 



8550 Seq. ID 

18192 Strand 

1038 End 

OJ990901_03 . 9C17 . C7 . ol . gs Method 

1038 End 

none Score 
1038. .1391 



OJ990901_03.9C17.C7 

1456 
GENSCAN 
1391 
.99 



Seq. No. 8550 Seq. ID 

Gene No. 18193 Strand 

Start 2308 End 

Name- OJ990901_03 . 9C17 . C7 . o2 . gs Method 



OJ990901_03.9C17.C7 

4469 
GENSCAN 



8979 



Start 
GI 

Exons 



2308 End 4469 

none Score .75 

2308. .2517, 2600. .2649, 4131. .4240, 4324. .4469 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



8550 Seq. ID OJ990901_03 . 9C17 . C7 

18194 Strand 

6319 ■ End 7099 

OJ990901_03 . 9C17 . C7 . o2 . gp Method AAT/GAP 

6319 End 7099 

15580_2.R1084 Score 1554 

6319.. 7099 

'6016877/dbj | BAA85220.il 2.0e-21 (AP000570) ESTs 

AU077642 (E30706) ,AU077641 (E30706) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] ' 



8550 Seq. ID 

18194 Strand 

6319 End 

OJ990901_03 . 9C17 . C7 . o4 . gs Method 

6661 End 

none Score 
6661. .7011 



OJ990901_03.9C17.C7 

7099 
GENSCAN 
7011 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8550 Seq. ID OJ990901_03 . 9C17 . C7 

18194 Strand 

6319 " End 7099 

OJ990901_03 .9C17.C7.ol. np Method AAT/NAP 

6664 End 7085 

6016877 Score 244 

6664.. 6860, 6889.. 7085 

(AP000570) ESTs AU077642 (E30706) , AU077641 (E30706) correspond to 

a region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



8550 Seq. ID 

18195 Strand 

17877 End 

OJ990 901_03 .9C17.C7.o6. gs Method 

17877 End 

none Score 
17877. .21017 



OJ990901_03.9C17.C7 

21017 
GENSCAN 
21017 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8550 Seq. ID 

18195 - Strand 
17877 End 
OJ990901_03 . 9C17 . C7 . o4 . np Method 
17880 End 
6907089 Score 
17880. .19662, 19757. .21017 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990901_03.9C17.C7 

21017 
AAT/NAP 
21017 
4477 



8550 Seq. ID 

18196 Strand 

21347 End 

OJ990901_03 . 9C17 . C7 . o4 . tm Method 

1038 End 

none Score 



OJ990901_03.9C17.C7 
22081 

TBLASTX: Maize 

6924 

207 



8980 




Exons 


1038. .1190, 1042. .1206, 6649. . 6831, 6650 .. 6868, 6874. .6924 


beq. no. 


8550 • 




Seq. ID 


OJ990901_03.9C17. 


b / 


Gene No. t 


18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


,ol.tc 


Method 


TBLASTX: Cress 




o tar l 


1044 




End 


6856 




bl 


none 




Score 


78 




Exons 


1044.. 1175, 1054.. 1176, 6667 


..6855, 6668. .6856 




beq. no. 


8550 




Seq. ID^ 


OJ990901_03.9C17. 


C7 


Gene No. 


18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


o2.ts 


Method 


TBLASTX: Soybean 




btart 


1044 




End 


6823 




bl 


none 




Score 


115 




Exons 


1044.. 1190, 1051.. 1197, 6554 


..6601, 6667. .6822, 6668. .6823 


beq. no. 


8550 




Seq. ID 


OJ990901_03.9C17. 


C7 


Gene No . 


18196 




Strand 






Start 


Z1J4 / 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


.06. tw . 


Method 


TBLASTX: Wheat .. 




otart 


11926 




End 


. 20527 




bl 


none 




Score 


57 




Exons 


11926. .11973, 11980. 


.12078, 


11997. . 12077, 12-045. .12317", 






12061. .12318, 20453. 


.20527 








beq. no. 


8550 




Seq. ID 


OJ990901_03.9C17. 


C7 


Gene No. 


18196 




Strand 






Start 


010/1-7 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


o5. tm 


Method 


TBLASTX: Maize 




b tart 


11968 




End 


12216 




bl 


none 




Score 


197 




Exons 


11968. .12216, 11970. 


.12215 








oeq. no. 


8550 




Seq. ID 


OJ990901_03.9C17. 


C7 


bene no. 


18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


o5. tw 


Method 


TBLASTX: Wheat 




b tar t 


12326 




End 


15600 




bl 


none 




Score 


237 




Exons 


12326. .12379, 15142. 


.15363, 


15166. .15417, 15231. .15416, 






15451. .15600, 15462. 


.15599 








beq. no. 


8550 




Seq. ID 


OJ990901_03.9C17. 


C7 


Gene No . 


18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


o3. tw 


Method 


TBLASTX: Wheat 






13056 




End 


13548 




C T 

bl 


none 




Score 


89 




Exons 


13056. .13184, 13057. 


.13182, 


13168. .13548, 13257 .. 13517 , 






13327.. 13521 










Seq. No. 


8550 




Seq. ID 


OJ990901_03.9C17. 


C7 


Gene No. 


18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


ol. tw 


Method 


TBLASTX: Wheat 





8981 




Start 


13713 




End 


14175 




GI 


none 




Score 


209 




Exons 


13713. .14171, 13713 


. .14168, 


13714. .14175, 13714. .14169 




Seq. No. 


8550 




Seq. ID 


OJ990901_03.9C17 


.C7 




18196 

J. fj J. Zf \J 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7 


. ol. tm 


Method 


TBLASTX : Maize 




Start 


13843 




End 


14199 




GI 


none 




Score 


385 




Exons 


13843. .14199, 13878 


. .14189, 


13894. .14199 




Seq. No. 


8550 




Seq. ID 


OJ990901 03.9C17 


.C7 




18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


14226 




End 


14610 




GI 


none 




Score 


355 




Exons 


14226. .14591, 14227 


. .14610 








Seq. No. 


8550 




Seq. ID 


OJ990901 03 9C17 


.C7 




18196 




Strand 






S.tart . 


21347 -. . . ■'. • 




End 


22081 , . . • 




Name . . 


OJ990901 03'. 9C17.C7. 


. o2 . tw • 


Mpl-hod" 


TBLASTX • Wheat * ' ■ 




Start 


14283 




End 


14703 




GI 


none 




Score 


493 




Exons 


14283. .14696, 14284, 


. .14703 








Seq. No. 


8550 




Seq. ID 


OJ990901_03.9C17 


.C7 








Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14362 




End 


14733 




GI 


none 




Score 


278 




Exons 


14362. .14733, 14379, 


. .14522 








Seq. No. 


8550 




Seq. ID 


OJ990901_03.9C17 


.C7 


Gene No. 


18196 ■ 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


,o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15289 




End 


15855 




GI 


5666795 




Score 


68 




Exons 


15289. .15387, 15463, 


. .15600, 


15655. .15855 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


8550 




Seq. ID 


OJ990901_03.9C17 


.C7 




18196 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7, 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


15603 




End 


15915 




GI 


none 




Score 


182 




Exons 


15603. .15701, 15655. 


, .15915, 


15721.. 15804 




Seq. No. 


8550 




Seq. ID 


OJ990901_03.9C17 


.C7 


Gene No. 


18196 




Strand 






Start 


21347 




End - 


22081 




Name 


OJ990901 03.9C17.C7. 


,o2 . tm 


Method 


TBLASTX: Maize 





8982 




Start 


16108 




End 


16431 




GI 


none 




Score 


357 




Exons 


16108. .16431, 16125. 


.16418 








Seq. No. 


8550 




Seq. ID 


OJ990901 


_03.9C17.C7 


belle 1NO • 


J. o ± y o 




Strand 






Start 


21347 




End 


22081 




Name 


OJ990901 03.9C17.C7. 


o4 . tw 


Method 


TBLASTX: 


Wheat 


Start 


16248 




End 


16626 




GI 


none 




Score 


35.9 




Exons 


16248. .16301, 16249. 


.16626, 


16347. .16592, 16381 


. .16599 


Seq. No. 


8550 




Seq. ID 


OJ990901 


_03.9C17.C7 


Gene No. 


18196 




Strand 












End 


22081 




Name 


OJ990901 03.9C17.C7. 


o7 . tw 


Method 


TBLASTX : 


Wheat 


Start 


16627 




End 


19983 




GI 


none 




Score 


248 




Exons 


16627. .16911, 16632. 


.16910, 


17103. .17225, 17104 


. .17229, 




19900. .19983 










Seq. No. 


8550 




Seq. ID 


OJ990901 


_03.9C17.C7 








S.trand ■ 






Start 


21347 l ' ■ - * 




' End 


22081 




Name 


OJ990901 03.9C17.C7. 


o7 . gs 


Method 


GEN SCAN 




Start 


21347 




End 


22081 




GI 


none 




Score 


.48 




Exons 


21347. .21494, 21966. 


.22081 








Seq. No. 


8551 




Seq. ID 


OJ990901 


_03.9C17.C8 




1013 / 




Strand 


+ 




Start 


887 




End 


2162 




Name 


OJ990901 03.9C17.C8. 


ol . gs 


Method 


GENSCAN 




Start 


887 




End 


2162 




GI 


none 




Score 


.6 




Exons 


887. .914, 997. .1143, 


2048. .2162 






Seq. No. 


8551 




Seq. ID 


OJ990901 


__03.9C17.C8 


C2_ nnn NT /■> 

uclic INU • 


18198 




Strand 






Start 


4141 




End 


6476 




Name 


OJ990901 03.9C17.C8. 


o2.gs 


Method 


GENSCAN 




Start 


4141 




End 


6476 




GI 


none 




Score 


.79 




Exons 


4141.. 4215, 4437.. 4533, 5773 


. .5873, 5985. .6170, 


. 6288. . 6476 


Seq. No. 


8551 




Seq. ID 


OJ990901 


_03. 9C17.C8 


Gene No. 


18198 




Strand 






Start 


4141 




End 


6476 




Name 


OJ990901 03.9C17.C8. 


ol.np 


Method 


AAT/NAP 




Start 


4144 




End 


6455 




GI 


6056411 




Score 


565 




Exons 


4144. .4215, 4437. .4533, 5773 


..5873, 5985. .6170, 


6288. .6455 



GI Descrip. (AC009525) Hypothetical protein [Arabidopsis thaliana] 

Seq. No. 8551 Seq. ID OJ990901_03 . 9C17 . C8 

Gene No. 18198 Strand 

Start 4141 End 6476 



8983 






Name 


OJ990901 03.9C17.C8.ol. 


tm 


Method 


TBLASTX : Maize 






Start 


5835 




End 


6399 






GI 


none 




Score 


52 






Exons 


5835. .5870, , 5836... 5871, 


5957 


..6166, 5980.. 6162, 5985.. 6170, 








5986. .6171, 6036. .6170, 


6258 


..6395, 6283.. 6390, 6289.. 6399, 








/" O ("1 "1 /"TOO 

6291 . . 6392 












Seq. No. 


8552 




Seq. ID 


OJ990901_03. 9C17.C9 






Gene No. 


18199 




Strand 


+ 






Start 


367o 




.End 


5589 






Name 


OJ990901 03.9C17.C9.ol. 


gp 


Method 


AAT/GAP 






Start 


3590 




End 


4991 






GI 


369 4.R1084 




Score 


870 






Exons 


3590.. 3680, 4255. .4332, 


4441 


..4621, 4728. .4825, 4922. .4991 






GI Descrip. 


'3123270/sp|P49398 |RS4 


ORYSA 


6.0e-61 


4 OS RIBOSOMAL PROTEIN 


S4 






(SCAR PROTEIN SS620) >gi 2463335 emb 


CAA75242_ (Y15009) 








ribosomal protein S4 [Oryza , 


sativa] 1 








Seq. No. 


8552 




Seq. ID 


OJ990901_03.9C17.C9 






Gene No. 


18199 




• Strand 


+ 






Start 


3678 




End 


5589 






Name 


OJ990901 03.9C17.C9.o2. 


gs 


Method 


GENSCAN 






. Start 


3678. ' . '/. 




. End 


5359. 






GI 


none' 




Score " 


.75 






Exons 


3678. .3680, 4255. .4332, 


4441 


..4584, 4748..482S, 4922. .5359 




1. t 
: sr 

I.TI 


Seq. No. 


8552 




Seq. ID 


OJ990901_03.9C17.C9 




I'll 


Gene No. 


18199 




Strand 


+ 




i UK i 


Start 


3678 




End 


5589 






Name 


OJ990901. 03.9C17.C9.ol. 


np 


Method 


AAT/NAP 






Start 


4252 




End 


5356 






GI 


3914899 




Score 


1252 




r!l 


Exons 


4252. .4332, 4441. .4621, 


4728 


..4825, 4922. .5356 




i M 


GI Descrip. 


40S RIBOSOMAL PROTEIN S4 gi | ; 


2331301 (AF013487) ribosomal protein 


is 

Q 




S4 type I [Zea mays] 












Seq. No. 


8552 




Seq. ID 


OJ990901_03.9C17.C9 




:sd: 


Gene No. 


18199 




Strand 


+ 






Start 


3678 




End 


5589 






Name 


OJ990901 03.9C17.C9.o3. 


gp 


Method 


AAT/GAP 




ss! 


Start 


4524 




End 


5589 




: a? 


GI 


369 5.R1084 




Score 


1376 






Exons 


4524. .4621, 4728. .4825, 


4922 


. .5589 








GI Descrip. 


, 3914899/sp|022424 |RS4 


MAIZE 


6.0e-76 


4 OS RIBOSOMAL PROTEIN 


S4 






>gi_2331301 (AF013487) 


ribosomal protein S4 type I [Zea mays] 1 




Seq. No. 


8552 




Seq. ID 


OJ990901_03.9C17.C9 






Gene No. 


18199 




Strand 


+ 






Start 


3678 




End 


5589 






Name 


OJ990901 03.9C17.C9.o2. 


gp 


Method 


AAT/GAP 






Start 


4526 




End 


5589 






(IT 


369 5.R1084 




Score 


1376 






Exons 


4526. .4621, 4728. .4825, 


4922, 


. .5589 








GI Descrip. 


f 3914899/sp|022424 |RS4 


MAIZE 


6.0e-76 - 


40S RIBOSOMAL PROTEIN 


S4 






>gi_2331301 (AF013487) 


ribosomal protein S4 type I [Zea mays] ' 




Seq. No. 


8552 




Seq. ID 


OJ990901J33. 9C17.C9 





8984 





1 ft 900 


Of ra nH 




Start 


173 


End 


3367 


Name 


OJ990901 03.9C17.C9.ol.gs 


Method 


GEN SCAN 


Start 


173 


End 


3367 


GI 


none 


Score 


.84 


Exons 


173. .198, 384. .615, 1140.. 


1173, 1362.. 


1465, 3089.. 3367 


Seq. No. 


8552 


Seq. ID 


OJ990901_03.9C17 


Gene No. 


18201 


Strand 




O lax L 


6163 


. End 




Name 


OJ990901 03.9C17.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


464 


End 


3161 


GI 


none 


Score 


133 


Exons 


464. .616, 466. .618, 1137. . 


1277, 1140.. 


1292, 1358. .1486, 




1361. .1468, 3080. .3139, 3081. .3161 




Seq. No. 


8552 


Seq. ID 


OJ990901_03.9C17 


Gene No. 


18201 


Strand 




Start 


6163 


End 


6715 


Name 


OJ990901 03 . 9C17 . C9 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


1194 ~ 


End 


3228 


GI 


none 


Score 


88 



Exons 



1194. .1274, 1194. .1277, 1341. .1487, 1361. .1468, 1419. ,1481, 
3080. .3154, 308i:.3158, 3166. .3228, 3194. .3226 



Seq. No. 8552 
Gene No. 18201 
Start 6163 

Name OJ990901_03 . 9C17 . C9 . ol . tc 

Start 4246 
GI none 

Exons 4246..4332, 4254.. 4331, 4441. 

4520. .4624, 4720. .4818, 4720. 
4921.. 5016, 5051.. 5089, 5059. 
5112.. 5270, 5144.. 5326, 5227. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990901 03.9C17.C9 



6715 

TBLASTX: Cress 
5351 
143 

,4620, 4444. .4620, 4446. 
.4830, 4727. .4849, 4919. 
.5187, 5077. .5277, 5088. 
.5346 



.4622, 
.5056, 
.5351, 



Seq. No. 8552 Seq. ID 

"Gene No. 18201 Strand 

Start 6163 End 

Name OJ990901_03 . 9C17 . C9 . ol . ts Method 

Start 4249 End 

GI none Score 
Exons 



OJ990901_0'3.9C17.C9 
• 6715 

TBLASTX : Soybean 

5326 

143 



4249. .4332, 4254 . .4328, 4441. .4620,- 4452. .4622, 4457. .4624, 
4476. .4619, 4514. .4633, 4720. .4815, 4720. .4830, 4727. .4849, 
4919. .5089, 4921. .5277, 5088. .5315, 5112. .5267, 5144. .5326 



Seq. No. 8552 

Gene No. 18201 

Start 6163 

Name OJ990901_03 . 9C17 . C9 . ol . tw 

Start 4254 

GI none 
Exons 



Seq. ID OJ990901_03.9C17.C9 
Strand 

End 6715 

Method TBLASTX : Wheat 

End 4819 

Score 137 

4254. .4331, 4255. .4332, 4426. .4620, 4441. .4620, 4443.. 4625, 
4727. .4819, 4734. .4817 



Seq. No. 
Gene No. 



8552 
18201 



Seq. ID OJ990901_03.9C17.C9 
Strand 



8985 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6163' ■ End 
OJ990901_03 . 9C17 . C9 . ol . tm Method 
4255 End 
none Score 



6715 

TBLASTX: Maize 

4998 

38 



4255. .4284, 4270. .4332, 4441. .4620, 4476. .4619, 4727. .4834, 
4740. .4823, 4919. .4990, 4924. .4998 



8552 

18201 

6163 

OJ990901_03 . 9C17.C9.o2 . tw 

4913 

none 



Seq. ID OJ990901_03.9C17.C9 
Strand 

End 6715 

Method TBLASTX: Wheat 

End 5209 

Score 84 



4913. .5197, 4920. .5006, 4924. .5208, 4925. .5089, 5118. .5195, 
5144. .5209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



8552 

18201 

6163 

OJ990 901_03 . 9C17 . C9 . o3 . tm 

5039 

none 



Seq. ID OJ990901_03.9C17.C9 

Strand - *' 

End 6715 

Method TBLASTX : Mai ze 

End 5216 

Score 7 6 



5039. .5089, 5039 . ,5191, 5041 .. 5187, 5074. .5196, 5094. .5216, 
5144. .5191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8552 

18201 

6163 

OJ990901_03.9C17.C9.o3.tw 

5213 

none 



Seq. ID OJ990901_03. 9C17.C9 
Strand 

End 6715 

Method TBLASTX : Wheat 

End 5358 

Score ' 194 



5213. .5329, 5213. .5308, 5214. .5348, 5218. .535^ 



8552 

18201 

6163 

OJ990901_03 . 9C17 . C9 . o3 . gs 

6163 . * 

none 

6163.. 6257, 6568. .6715 

8553 

18202 

317 

OJ990901_03. 9C17.C10.ol.gs 

317 

none 

317. .1949, 2647. .4029 

8553 

18202 

317 

OJ990901_03. 9C17.C10.ol.np 

1815 

2792220 

1815.. 2485, 2S32..3264, 3304, 



Seq. ID OJ990901_03.9C17.C9 
Strand 

End 6715 

Method GENSCAN 

End 6715 

Score .72 



Seq. ID OJ990901_03. 9C17.C10 
Strand 

End 4029 

Method GENSCAN 

End 4029 

Score .75 



Seq. ID OJ990901_03.9C17.C10 
Strand 

4029 
AAT/NAP 
3600 
589 



End 

Method 
End 
Score 
.3600 



(AF032688) NBS-LRR type resistance protein [Oryza sativa] 



8986 



Seq. No. 


8553 








Seq. ID 


OJ990901_03. 9C17.C10 


Gene No. 


18203 








Strand 




Start 


5913 








End 


6922 


Name 


OJ990901_03 


. 9C17 . 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2605 








End 


3069 


GI 


none 








Score 


68 


Exons 


2605 . .2763, 


2797 . 


. 3021, 


2846. 


.2920, 3013.. 3069 


Seq. No.. 


8553 








Seq. ID 


OJ99090i_03.9C17.C10 


Gene No. 


18203 








Strand 




Start 


5913 








End 


6922 


Name 


OJ990901_03 


. 9C17 . 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2839 








End 


3396 


GI 


none 








Score 


82 


Exons 


2839. . 3183, 


3008 . 


. 3163, 


3241. 


.3345, 3349.. 3396 


Seq. No. 


8553 








Seq. ID 


OJ990901_03.9C17.C10 


Gene No. 


18203 








Strand 




Start 


5913 








End 


6922 


Name 


OJ990901 03 


. 9C17 . 


C10 .o2 


. tm 


-Method 


TBLASTX: Maize 


Start 


3289 








End 


3657 


.GI . 


none, 




* 




Score 


123 . " ' 


Exons 


3289. .'3396/ 


3308 . 


. 3457, 


3457. 


.3552, 3467.. 3550, 3583.. 3657 


Seq. Nol 


8553 








Seq. ID 


OJ990901_03.9C17.C10 


Gene No. 


18203 








Strand 




Start 


5913 








End 


6922 


Name 


OJ990901 03 


. 9C17 . 


C10.o2 


.gs 


Method 


GENS CAN 


Start 


5913 








End 


6922 


GI 


none 








Score 


.65 


Exons 


5913. . 6107, 


6376. 


. 6546, 


6848 . 


.6922 




Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 


Gene No. 


18204 








Strand 


+ 


Start 


960 








End 


8351 


Name 


OJ990901_03 


. 9C17. 


Cll.ol 


.gs 


Method 


GENSCAN 


Start 


960 








End 


8351 , . 


GI 


none 








Score 


.52 - 


Exons 


960. .1542, 


1816. . 


1986, : 


2338. . 


3340, 3395.. 3488, ,3760.. 4477, 




4776. . 5066, 


5336. 


.5512, 


5561. 


.5698, 5708. .5827, 5867. .6134, 




6747. .7012, 


7033. 


.8351 








Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 


Gene No. 


18204 








Strand 


+ 


Start 


960 








End 


8351- 


Name 


OJ990901 03 


. 9C17. 


Cll.ol 


.np 


Method 


AAT/NAP 


Start 


4376 








End 


8351 


GI 


4544372 








Score 


1394 


Exons 


4376. .4549, 


4923. 


.5946, 


6007. 


.6334, 6455. .8351 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops: 




thaliana] 












Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 


Gene No. 


18205 








Strand 


+ 


Start 


9292 








End 


12705 


Name 


OJ990901 03 


.9C17. 


Cll.o2. 


.gs 


Method 


GENSCAN 



8987 



Start 
GI 

Exons 



9292 End 12705 

none Score .43 

9292. .9370, 9854. .10124, 10909 10933, 12308 .. 12379, 

12535. .12705 



Seq. No. 8554 Seq. ID 

Gene No. 18205 Strand 

Start 9292 End 

Name OJ990901_03 . 9C17 .Cll .ol . gp Method 

Start 10198 End 

GI 41678_1.R1084 ■ Score 

Exons 10198.. 10644 

GI Descrip. '1931631 2.0e-70 (U93561) glutamate dehydrogenase [Zea mays] 1 



OJ990901_03.9C17.C11 
+ 

12705 
AAT/GAP 
10644 
751 



Seq. No. 


8554 


Seq. ID 


OJ990901_03.9C17.C11 


Gene No. 


18206 


Strand 


+ 


Start 


13286 


End 


15241 


Name 


OJ990901 03.9C17.Cll.o3.gs 


Method 


GEN SCAN 


Start 


13286 


End 


15241 


GI 


none 


Score 


.69 


Exons 


13286. .13422, 13863 .. 14003, 


14160. .14262, 15182.. 15241 


Seq. No. 


8554 


. Seq. ID 


OJ990901_03. 9C17.C11 


Gene No. 


18207 


Strand 


+ 


Start 


15944 


End 


16088 


Name 


OJ990901 03.9C17.Cll.o2.gp 


Method 


AAT/GAP 


Start 


15944 


.End 


16088 


GI 


•21474 1.R1084 


Score 


251 


Exons 


15944. .16088 






GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 



thaliana] ' 



Seq. No. 


8554 


Seq. ID 


OJ990901_03.9C17 


.Cll 


Gene No. 


18208 


Strand 






Start 


10505 


End- 


11420 




Name 


OJ990901 03.9C17.Cll.o2.np 


Method 


AAT/NAP 




Start 


10505 


End 


11420 




GI 


1762148 


Score 


185 




Exons 


10505. .10638, 11375. .11420 








GI Descrip. 


(U48695) glutamate dehydrogenase [Solanum lycopersicum] 




Seq. No. 


8554 


Seq. ID 


OJ990901_03.9C17 


.Cll 


Gene No. 


18209 


Strand 






Start ' 


16488 


End 


17189 




Name 


OJ990901 03.9C17.Cll.o4.tm 


Method 


TBLASTX: Maize 




Start 


2706 


End 


3074 




GI 


none 


Score 


145 




Exons 


2706. .2831, 2723. .2830, 2856. 


.3074, 2861.. 2977 





Seq. No. 8554 Seq. ID 

Gene No. 18209 Strand 

Start 16488 End 

Name OJ990901_03 . 9C17 . Cll . o7 . ts Method 

Start 4192 End 

GI none Score 

Exons 4192.. 4554 



OJ990901_03.9C17.C11 
17189 

TBLASTX : Soybean 

4554 

202 



8988 




Seq. No. 


8554 




Seq. ID 


OJ990901_03.9C17 


Gene No. 


18209 




Strand 




Start 


16488 




End 


17189 


Name 


OJ990901 03. 


9C17.Cll.o5.ts 


Method 


TBLASTX : Soybean 


Start 


5036 




End 


5403 


GI 


none 




Score 


131 


Exons 


5036. .5254, 


5269. .5403 







Seq. No. 8554 

Gene No. 18209 

Start 16488 

Name OJ990901_03 . 9C17 . CI 1 . ol . tw 

Start 5198 

GI none 
Exons 



Seq. ID OJ990901_03.9C17.C11 



Strand 
End 

Method 

End 

Score 



17189 

TBLASTX : Wheat 

5604 

82 



5198. .5314, 5215. .5268, 5238. .5537, 5251. .5604, 5323. .5553 





Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 




uCllC INvJ . 


1 ft 9DQ 








Strand 






Start 


16488 








End 


17189 




Name 


OJ990901 03 


.9C17. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5257 








End 


5472 




GI 


none 








Score 


302 




Exons 


• 5257.. 5472, 


5259. 


.5471, 


5326. 


..5472 


'•V;-'; 




Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 




Gene No. 


18209 








Strand 




en 


Start 


16488 








End 


17189 




Name 


OJ990901 03 


.9C17. 


Cll.ol 


.tm 


Method 


TBLASTX: Maize . 




Start 


5473 








End 


5934 


□ 


GI 


none 








Score 


631 


i . i 


Exons 


5473. .5934, 


5475. 


.5537, 


5622. 


.5933 




m 


Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 




Gene No. 


18209 








Strand 






Start 


16488 








End 


17189 




Name 


OJ990901 03 


.9C17. 


Cll.ol 


.ts * 


Method 


TBLASTX : Soybean 




Start 


5620 








End 


6089 


:" 3 ' 


GI 


none 








Score 


229 


'is! 


Exons 


5620. .5901, 


5650. 


.'5862, 


5655. 


.5912, 5902.. 6087, 5943.. 6089 




Seq. No. 


8554 








Seq. ID 


OJ990901_03.9C17.C11 




Gene No. 


18209 








Strand 






Start 


16488 








End 


17189 




Name 


OJ990901 03 


. 9C17. 


Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5623 








End 


6003 




GI 


none 








Score 


204 




Exons 


5623. .5925, 


5677. 


.5766, 


5902. 


.6003 





Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



8554 

18209 

16488 

OJ990901_03. 

6240 

none 

6240. .6374, 
6415. .6591, 



9C17.Cll-.o2.ts 



6240. .6374, 
6603. .6650 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_03.9C17.C11 
17189 

TBLASTX : Soybean 

6650 

77 



6241. .6384, 6241. .6378, 6414. .6500, 



8989 




Seq. No. 


8554 








Seq. ID 


OJ990901_03 . 9C17 


Gene No. 


18209 








Strand 




Start 


16488 








End 


17189 


Name 


OJ99090l_03 . 


9C17 


.Cll . o5 


. tm 


Method 


TBLASTX : Maize 


Start 


7167 








End 


7520 


GI 


none 








Score 


211 


Exons 


7167 . . 7520 












Seq. No. 


8554 








Seq. ID 


OJyy090i 03.9C1/ 


Gene No. 


18209 








Strand 




Start 


16488 








End 


17189 


Name 


OJ990901_03 . 


9C17 


. Cll . o4 


ts 


•Method 


TBLASTX : Soybean 


Start 


7368 








End 


77 69 


GI 


none 








Score 


24 4 


Exons 


7368 . .7769, 


7407 


. .7589, 


7475 . 


. 7669 




Seq. No. 


8554 








Seq. ID 


/~\ TA n A A A 1 AO A/^TT 

OJ99Q901' 03.9C17 


Gene No. 


18209 








Strand 




Start 


16488 








End 


17189 


Name 


OJ990901_03 . 


9C17 


. Cll . o4 


tw 


Method 


TBLASTX : wneat 


Start 


7530 








End 


"~7 O O A 

788 9 


GI 


none 








Score 


179 


Exbhs _ •;, " 


7530 . . 78.89 












Seq. No. 


8554 








Seq. ID 


OJ990901_03 . 9C17 


Gene No. 


18209 








Strand 




Start 


16488 








End 


17189 


Name 


OJ990901 03. 


9C17 


.Cll.o2 


tw 


Method y - : 


•.TBLASTX: Wheat 


Start • 


7920 








End 


8336 


GI 


none 








Score 


250 


Exons 


7920. .8336 













Seq. No. 
Gene No. 
Start 
Name 
Start 

GI : 
Exons 



^8554 
18209 
16488 . 
OJ990901 
8112 
none 



03.9C17.Cll.o3.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_03.9C17.C11 
17189 

TBLASTX : Soybean 

8374 

246 



8112. .8345, 8156. .8242, 8312. .8374 



Seq. No. 8554 Seq. ID 

Gene No. 18209 Strand 

Start 16488 End 

Name OJ990901_03 . 9C17 . Cll . o3 . tm Method 

Start 10050 End 

GI none Score 

Exons 10050. .10130, 10051 .. 10131, 10075 10131 , 10457 .. 10639, 
10503. .10613 



OJ990901_03.9C17.C11 
17189 

TBLASTX: Maize 
10639 
97 



Seq. No. 8554 Seq. ID 

Gene No. 18209 Strand 

Start 16488 End 

Name OJ990901J33 . 9C17 . Cll . ol . tc Method 

Start 10502 End 

GI none Score 

Exons 10502. . 10639, 10506.. 10616 



OJ990901_03. 9C17.C11 
17189 

TBLASTX: Cress 

10639 

119 



8990 



Seq. No. 


8554 




Seq. ID 


OJ990901_03. 9C17 


.Cll 


Gene No. 


18209 




Strand 






Start 


16488 




End 


17189 




Name 


OJ990901_03. 9C17 .Cll 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


10502 




End 


10639 




GI 


none 




Score 


146 




Exons 


10502 ..10639, 10506. 


. 10616, 


10597. .10638 




Seq. No. 


8554 




Seq. ID 


OJ990901 03.9C17 


.Cll 


Gene No. 


18209 




Strand 


- 




Start 


16488 




End 


17189 




Name 


OJ990901_03. 9C17 .Cll 


.o4 .gs 


Method 


GEN SCAN 




Start 


16488 




End 


17189 




GI 


none 




Score 


.88 




Exons 


16488 . . 16673, 16753 . 


. 16851, 


17103. .171 


89 




Seq. No. 


8555 




Seq. ID 


OJ990901_03.9C17 


.C12 


Gene No. 


18210 




Strand 


+ 




Start 


106 




End 


374 




Name 


OJ990901 03. 9C17 .CI 2 


. ol . gs 


Method 


GEN SCAN 




Start 


106 




End 


374 




GI 


none 




Score 


.78 




Exons 


106. .144, 256. . 374 










Seq. No. 


8556 




Seq. ID 


OJ990901 03.9C17 


-C13 


Gene No. 


18211 




Strand 


_ 




Start 


1 




End 


1419 




Name 


OJ990901_03.9C17.C13 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


1419 




GI 


4680203 




Score 


476 




Exons 


1. .538, 1383. .1419 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


8556 




Seq. ID 


OJ990901_03.9C17 


.C13 


Gene No. 


18211 




Strand 






Start 


1 




End 


1419 




Name 


OJ990901_03. 9C17 .C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start ■ 


1 *'-^ 




End 


. 187 




GI 


none 




Score 


81 ■ 




Exons 


1. .87, 2. .97, 9. .89, 


80. . 187 








Seq. No. 


8556 




Seq. ID 


OJ990901_03.9C17 


.C13 


Gene No. 


18211 




Strand 






Start 


1 




End 


1419 




Name 


OJ990901_03. 9C17 .C13 


. ol . gs 


Method 


GENSCAN 




Start 


79 




End 


538 




GI 


none 




Score 


.5 




Exons 


79. . 538 










Seq. No. 


8556 




Seq. ID 


OJ990901_03.9C17 


.C13 


Gene No. 


18211 




Strand 






Start 


1 




End 


1419 




Name 


OJ990901 03.9C17.C13 


. o 1 . gp 


Method 


AAT/GAP 




Start 


399 




End 


988 




GI 


2310235 




Score . 


301 




Exons 


399. .538, 951. .988 










GI Descrip. 


5852182/emb|CAB55420 


.11 9.0e- 


-13 (A-117265) zhb0012.1 [Oryza 



8991 



# • 

sativa] 



Seq. No. 


8557 








Seq. ID 


OJ990901J)3 


.9C17.C14 


Gene No. 


*1 O A 1 a 

18212 








btrana 






Start 


377 








End 


O O A 

1 34 




Name 


OJ990901 03 


A/*-" 1 *7 

. 9C17 . 


C14 . ol 


.gs 


Metnoa 


GENSCAN 




Start 


O O O 

377 








End 


H O A ■ 

1 34 




GI 


none 








Score 


. O 0 




Exons 


O ~1 "7 n O A 

oil . .734 














Seq. No. 


8558 








Seq. ID 


OJ990901_03 


.9C17.C15 


Gene No . 


18213 








otrana 


+ 




Start 


/? vi o 

643 








End 


1 A A H 
1U4 / 




Name 


OJ990901 03 


. 9C17 . 


C15 . ol 


.gp 


Method 


AAT/GAP 




Start 


643 








End 


*i A VI *7 

1U4 / 




GI 


none 








Score 


TQQ 




Exons 


C A O T A VI O 

643.. 1047 














Seq. No. 


8559 








Seq. ID 


OJ990901_03 


.9C17.C16 


Gene No. 


1 O O 1 VI 

18214 








Strand 


+ 




Start 


1 A A A 

1280 








End 


1630 




Name 


^-taaaaai r\ ~i 

OJ990901_03 


. 9C17 . 


C16 . ol 


.gs 


Method 


GENSCAN 




Start. 


1 A A A 

1280 








End 


1 C O A 

1630 




GI * 


none 








Score 






Exons 


*l A O A *1 O A 

1280 . . 1630 














Seq. No. 


8559 








Seq. ID 


OJ990901_03 


.9C17.C16 


Gene No. 


18215 








Strand 


+ 




Start 


6267 








End 


n A C A 

/ 4 69 




Name 


PTAAAAA - ! A A 

OJ990901_03 


. 9C17 . 


C16.o4 


.gs 


Method 


GENSCAN 




Start 


/" A /" O 

6267 








End 


1 A O A 

1 434 




GI 


none 








Score 


. 66 




Exons 


6267 . . 7434 














Seq. No. 


8559 








Seq. ID 


OJ990901 03 


. 9C17.C16 


Gene No. 


18215 








Strand 


+ 




Start 


6267 








End 


7469 




Name 


OJ990901 03 


.9C17. 


C16.o2 


.np 


Method 


AAT/NAP 




Start 


6675 








End 


7469 




GI 


2792220 








Score . 


373 




Exons 


6675. .7299, 


7336. 


.7469 










GI Descrip. 


(AF032688) NBS-LRR type 


resistance protein [Oryza : 


sativa] 


Seq. No. 


8559 








Seq. ID 


OJ990901_03 


.9C17.C16 


Gene No. 


18216 








Strand 






Start 


1212 








End 


5847 




Name 


OJ990901 03 


.9C17. 


C16.ol 


.np 


Method 


AAT/NAP 




Start 


1212 








End 


4325 




GI - 


6069646 








Score 


819 




Exons 


1212. .1808, 


2910. 


.3276, 


3553. 


.4325 







GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. No. 8559 Seq. ID OJ990901_03.9C17.C16 

8992 



# # 



Gene No. 


18216 






Strand 






Start 


1212 






End 


5847 




Name 


OJ990901_03 . 


9C17 ,C16.o2 . 


tm 


Method 


TBLASTX : Maize 




Start 


3553 






End 


3927 




GI 


none 






Score 


81 




Exons 


3553 . . 3927, 


3623 . . 3805, 


3848 . 


. 3925 






Seq. No. 


o c c n 

8559 






Seq. ID 


OJ9909U1 UJ.9C1/ 


. Clo 


Gene No. 


18216 






Strand 






Start 


1212 






End 


5847 




Name 


OJ99U9U1 Oo. 


9C17 . Clo . Ol . 


tm 


Method 


mnT TV c mv . KJf — > -! _ _ 

TBLASTX : Mai ze 




Start 


3937 






End 


4353 




GI 


none 






Score 


202 * 




Exons 


3937 . . 4353, 


3938 . .4351, 


3988 . 


.4353 






Seq. No. 


8559 






Seq. ID 


OJ990901 03.9C17 


. C16 


Gene No. 


18216 






Strand 






Start 


1212 






End 


5847 




Name 


OJ990901 03. 


9C17 . C16 . OJ . 


gs 


Method 


/"* T~* "KT O 7\ XT 

GEN SCAN 




Start 


4018 






End 


5847 




GI 


none 






Score 


. 97 




Exons 


4018 . . 4740, 


5845 . . 5847 










Seq. No. 


8559 






Seq. ID 


OJ990901 03.9C17 


. CI 6 


Gene No. 


18217 






Strand 






Start 


6621 






End 


7436 




Name 


OJ990901_03 . 


9C17 . C16 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


6621 






End 


6986 




GI 


none 






Score 


53 




Exons 


6621 . . 6692, 


6720 . . 6821, 


6765 . 


.6986, 6845.-6967 




Seq. No. 


8559 






Seq. ID 


OJ990901_03.9C17 


. CI 6 


Gene No. 


18217 






Strand 






Start 


6621 






End 


7436 




Name 


OJ990901_03 . 


9C17 . C16 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


6861 






End 


7436 




GI 


none 






Score 


75 




Exons . r 


6861 . . 6923, 


O "5 ^ T A A A 

6930 . . 7022, 


7065 . 


.7304, 7338.-7436 




Seq. No. 


8560 






Seq. ID 


OJ990901_03.9C17 


. C17 


Gene No. 


18218 






Strand 


+ 




Start 


1 






End 


1105 




Name 


OJ990901_03. 


9C17.C17.ol. 


np ... 


Method 


AAT/NAP 




Start 


1 






End 


1105 




GI 


4519258 






Score 


151 




Exons 


1 . . 7 0 3 , 896. 


. 960, 1057 . . 


1105 








GI Descrip. 


(AB017914) L 


-zip+NBS+LRR 


[Oryza sativa] 






Seq. No. 


8561 






Seq. ID 


OJ991120_31.0103 


.CI 


Gene No. 


18219 






Strand 






Start 


281 






End 


683 




Name 


OJ991120 31. 


0103.Cl.ol.gs 


Method 


GENSCAN 




Start 


281 






End 


683 




GI 


none 






Score 


1 




Exons 


281. .437, 477. .683 










Seq. No. 


8562 






Seq. ID 


OJ991120_31.0103 


.C3 



8993 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



18220 Strand 

1986 End 

OJ991120_31.0103.C3.ol.gs Method 

1986 End 

none Score 



+ 

8284 
GEN SCAN 
8284 
.47 " 



1986. .2142, 2247. .2776, 2884. .2938, 3921. .3991, 4527. .4612, 
4713. .4803, 5252. .5382, 5930. .6051, 6264. .6374, 6563. .6608, 
6659. .6766, 8036. .8118, 8235. .8284 



Seq. No. 8562 Seq.. ID . OJ991120_31 . 0103 . C3 

Gene No. 18220 Strand + 

Start 1986 End 8284 

Name OJ991120_31 . 0103 .C3 . ol . gp Method AAT/GAP 

Start 4521 End 6790 

GI 11159J..R1084 Score 1064 

Exons 4521. .4612, 4713. .4803, 5252. .5320, 6052. .6132, 6209. .6374, 

6563. .6608, 6686. .6790 
GI Descrip. 1 2264315/dbj I AB005243 . 1 I-AB005243 5.0e-ll Arabidopsis thaliana 

genomic DNA, chromosome 5, PI clone: MRN17, complete sequence' 



Seq. No. 


8562 






Seq. ID 


OJ991120 


_31.0103.C3 


Gene No. 


18221 






Strand 


+ 




Start 


11846 






End 


14587 




Name 


OJ991120 31 


.0103 


.C3.o4.tm 


Method 


TBLASTX: 


Maize • 


Start 


4710 






End 


6352 




GI 


none 






Score 


75 




Exons 


4710. .4805, 


4712 


..4804, 4713 


..4805, 4714. .4806, 


5238. .5321 




5240. .5326, 


5246 


..5326, 6041 


..6133, 6046. .6132, 


6048. .6134 




6048. .6137, 


6052 


..6135, 6208 


. .6348, 6209. .6349, 


6209. .6352 


Seq. No. 


8562 






Seq. ID 


OJ991120 


_31.0103.C3 


Gene No. 


18221 






Strand 


+ 




Start 


11846 






End 


14587 




Name 


OJ991120 31 


.0103 


.C3.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


6214 






End 


8114 




GI 


none 






Score 


206 




Exons 


6214. .6387, 


6215 


..6373, 6684 


. .6770, 6684. .6752, 


8076. .8114 


Seq. No. 


8562 






Seq. ID 


OJ991120 


_31.0103';C3 


Gene No. 


18221 






Strand 


+ 




Start 


11846 






End 


14587 




Name 


OJ991120 31 


.0103 


.C3.o2.gs 


Method 


GENSCAN 




Start 


11846 






End 


14550 




GI 


none 






Score 


.49 




Exons 


11846. .12100, 12142. .12442, 


12582. .12781, 12871 


. .14550' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8562 
18221 
11846 

OJ991120_31.0103.C3.o2.ts 
12611 



none 

12611. 

12889. 



Seq. ID 
Strand 
End 

_ Method 

End 
. Score 

12730, 12613. .12720,' 1274 9. .12784, 128 68. .12903, 
13290, 12890. .13210, 12982 .. 13383, 13242 .. 13382 , 



OJ991120_31.0103.C3 
+ 

14587 

TBLASTX : Soybean 
13452 
.135 



13318. .13383, 13390 .. 13452 , 13395. .13448 



Seq. No. 



8562 



Seq. ID OJ991120_31.0103.C3 



8994 




# 



Gene No. 


18221 




' Strand 


+ 


Start 


11846 




End 


14587 


Name 


OJ991120 31. 0103. C3. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


13071 




End 


13590 


GI 


none 




Score 


478 


Exons 


13071. .13178, 13072. 


.13461, 


13072. .13590, 134 63 .. 13570, 




13522. .13590 








Seq. No. 


8562 




Seq. ID 


OJ991120_31 .0103.C3 


Gene No . 


18221 




Strand 


+ 


Start 


11846 




End 


14587 


Name 


OJ991120 31. 0103. C3. 


o2.gp 


Method 


AAT/GAP 


Start 


13317 




End 


13762 


GI 


1632088 




Score 


777 


Exons 


13317. .13762 








Seq. No. 


8562 




Seq. ID 


OJ991120 31.0103-C3 


Gene No . 


18221 




Strand 


+ 


Start 


11846 




End 


14587 


Name 


OJ991120 31. 0103. C3. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


13660 




End 


14405 


GI 


none 




Score 


835 


Exons 


13660. .14364, 13731. 


.14357, 


14350. . 14400, -14361'; .14405 - 


Seq. No. 


8562 




Seq. ID 


OJ991120_31.0103.C3 


Gene No . 


18221 




Strand 


+ 


Start 


11846 




End 


14587 


Name 


OJ991120 31. 0103. C3. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13747 




End 


14211 


GI 


none 




Score 


618 


Exons 


13747. .14211, 13758. 


.14186, 


13762. .14208 


Seq. No. 


8562 




Seq. ID 


OJ991120_31.0103.C3 


Gene No. 


18221 




Strand 


+ 


Start 


11846 




End 


14587 


Name 


OJ991120 31. 0103. C3. 


ol .np 


Method 


AAT/NAP 


Start 


13804 




End 


14587 


GI 


4503617 




Score 


' 191. 


Exons 


13804. .14587 








GI Descrip. 


exostoses (multiple) 


-like 3 


gi | 6166159 | sp | 043909 | EXL3_HUMAN 



EXOSTOSIN-LIKE 3 (PUTATIVE TUMOUR SUPPRESSOR PROTEIN EXTL3) 
(MULTIPLE EXOSTOSIS-LIKE PROTEIN 3) (HEREDITARY MULTIPLE 
EXOSTOSES GENE ISOLOG) (KIAA0519) gi | 2723391 1 dbj | BAA24O80 | 
(AB007042) EXTR1 [Homo sapiens] gi|2897905 (AF001690) EXT like 
protein 3 [Homo sapiens] gi | 3043562 | dbj | BAA25445 | - (AB011091 ) 
KIAA0519 p 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8562 Seq. ID 

18221 Strand 

11846 End 

OJ991120_31 . 0103 . C3 . o2 . tc Method 

13852 End 

none Score 



OJ991120__31.0103.C3 
+ 

14587 

TBLASTX: Cress 

14340 

71 



13852. .13938, 13957, 
14287. .14340 



,14145, 13992. .14141, 14 180 .. 14227, 



Seq. No. 



8562 



Seq. ID OJ991120_31.0103.C3 



8995 



Gene No. 


' 18221 


Strand 


+ 




Start 


11846 


End 


14587 




Name 


OJ99112U 31 . U1U J . Co . oo . tm 


Method 


TBLASTX: Maize 




Start 


14214 


End 


14549 




GI 


none 


Score 


134 




Exons 


14214 .. 14495, 1421 / . . 1454 9, 


14221. . 14544 




Seq. No. 


8563 


Seq. ID 


OJ991120__31.0103 


. C4 


Gene No. 


18222 


Strand 


_ 




Start 


495 


End 


2608 




Name 


OJ991120 31 . 010 i . C4 . ol . gs 


Method 


GENSCAN 




Start 


A Cl C 

495 


End 


2542 




GI 


none 


Score 


.79 




Exons 


495. .542, 1808. .1941/ 2221.. 


2542 






Seq. No. 


8563 


Seq. ID 


OJ991120_31.0103 


. C4 


Gene No. 


1 o o o o 

lo222 


Strand 






Start 


495 


End 


2608 




Name 


OJ991120 31.0103.C4.ol.np 


Method 


AAT/NAP 




Start 


1008 


End 


1927 




GI 


4678330 


Score 


295 




Exons 


1008. .1206, 1808. .1927 








GI Descrip. 


• (AL04 9658) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8563 


Seq. ID 


OJ991120_31.0103 


. C4 


Gene No. 


18222 


Strand 






Start 


495 


End 


2608 




Name 


OJ991120 31.0103.C4.ol.gp 


Method 


AAT/GAP 




Start 


1835 


End 


2608 




GI 


none 


Score 


926 




Exons 


1835. .1941, 2221. .2608 








Seq. No. 


8563 


Seq. ID 


OJ991120_31.0103 


. C4 


Gene No. 


18223 


Strand 






Start 


7310 


■ End 


8310 




Name 


OJ991120 31.0103.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


801 


End 


1955 




GI 


none 


Score 


97 




Exons 


801.. 917, 814.. 918, 1060:;1209 / 1061.. 


1207, 1808.. 1945, 






1812. .1955, 1812. .1955 








Seq. No. 


8563 


Seq. ID 


OJ991120_31.0103 


. C4 


Gene No. 


18223 


Strand 






Start 


7310 


End 


8310 




Name 


OJ991120 31.0103.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


801 


End 


2267 




GI 


none 


Score 


159 




Exons 


801. .917, 805. .939, 811. .918, 1060. .1209, 1061. .1207, 






1800. .1946, 1807. .1938, 1808 


. .1945, 2214. .2267 




Seq. No. 


8563 


Seq. ID 


OJ991120_31.0103 


. C4 


Gene No. 


18223 


Strand 






Start 


7310 


End 


8310 




Name 


OJ991120 31.0103.C4.ol.ts 


Method' 


TBLASTX : Soybean 




Start 


846 


End 


1946 




GI 


none 


Score 


69 




Exons 


846. .917, 846. .941, 1057. .1203, 1060.. 


1209, 1061.. 1207, 





8996 



# • 



1808. .1945, 1812. .1946 



oeq. in o ■ 


8563 




Seq. ID 


O.TQQ1 1 90 ^1 


. UiU J . 




Gene No. 


18223 




Strand 








Start 


7310 




End 


8310 






Name 


OJ991120 31.0103.C4.o2.np 




Method 


AAT/NAP 






Start 


7269 




End 


8310 






GI 


6815053 




Score 


629 






Exons 


7269.. 7505, 7555.. 7730, 8252 


. .8310 








GI Descrip. 


. (AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8563 




Seq. ID 


OJ991120_31 


.0103. 


C4 


Gene No. 


18223 




Strand 


- 






Start 


7310 




End 


8310 






Name 


OJ991120 31.0103.C4.o3.gs 




Method 


GENSCAN 






Start 


7310 




End 


7908 






GI 


none 




Score 


.75 






Exons 


7310.. 7505, 7546.. 7671, 7790 


. .7908 








Seq. No. 


8564 




Seq. ID 


OJ991120_31 


.0103. 


C5 


Pono Mo 
ofcJIltr LNw • 


18224 




Strand 


+ 






Start 


539 




End 


14045 






Name 


OJ991120 31.0103.C5.ol-.gp 




Method 


AAT/GAP 






Start 


539 




End 


2153 






GI 


LIB3432-040-P1-K1-B5 




Score 


870 






Exons 


539. .676, 764. .977, 1079.. 


1142, 2088.. 


2153 






GI Descrip. 


1 1653333/dbj IBAA18248 | 7 . Oe- 


16 (D90912) ferredoxin 








[Synechocystis sp.] 1 












Seq. No. 


8564 




Seq. ID 


OJ991120_31 


.0103. 


C5 


Gene No. 


18224 




Strand 


+ 






Start 


539 




End 


14045 






Name 


OJ991120 31.0103.C5.ol.gs 




Method 


GENSCAN 






Start 


651 




End 


4125 






GI 


none 




Score 


.51 






Exons 


651. .676, 764. .977, 1079.. 


1142, 2088.. 


2176, 3763.. 


4125 




o c q • IN O . 


8564 




Seq. ID 


OJ991120_31 


.0103. 


C5 


Gene No. 


18224 




Strand 


■+ 






Start 


539 




End 


14045 






Name 


OJ991120 31.0103.C5.ol.np 




Method 


AAT/NAP 






Start 


906 




End 


2961 






GI 


1653333 




Score 


222 






Exons 


906.. 977, 1079.. 1142, 2088 




2176, 2687 


..2755, 2890 


. .2961 


GI Descrip. 


(D90912) ,ferredoxin [Synechocystis sp. 


] 






Seq. No. 


8564 




Seq. ID 


OJ991120_31 


.0103. 


C5 


Gene No. 


18224 




Strand 


+ 






Start 


539 




End 


14045 






Name 


OJ991120 31.0103.C5.o2.gp 




Method 


AAT/GAP 






Start 


3139 




End 


3609 






GI 


none 




Score 


594 






Exons 


3139.. 3193, 3288.. 3609 












Seq. No. 


8564 




Seq. ID 


OJ991120_31 


.0103. 


C5 


Gene No. 


18224 




Strand 


+ 






Start 


539 




End 


14045 







8997 



# # 



Name 


OJ991120 31.0103.C5.o2.np 


Method 


AAT/NAP 




Start 


3833 


End 


6801 




GI 


4467108 


Score 


600 




Exons 


3833. .3948, 5176. .5659, 5837. .5887, 6412. .6801 




GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8564 


Seq. ID 


OJ991120_31.0103 


.C5 


Gene No. 


18224 


Strand 


+ 




Start 


539 


End 


14045 




M r> TTl A 
IN CUUC 


OJ991120 31.0103.C5.o2.gs 


Method 


GENSCAN 




Start 


5001 


End 


14045 




GI 


none 


Score 


.5 




Exons 


5001. .5281, 5380. .5659, 5884. .5887, 6434. .6733, 11022.. 


in; 




11500. .11523, 11565. .11676, 


11952. .12089, 12357. .12433, 






13897 . . 14045 








Seq. No. 


8564 


Seq. ID 


OJ991120 31.0103 


.C5 




18225 


Strand 


+ 




Start 


16012 


End 


22830 




Name 


OJ991120 31.0103.C5.o3.gs 


Method 


GENSCAN 




Start 


16012 


End 


22830 




GI 


none 


Score 


.47 




Exons 


16012. .16064/ 20637. .20732, 


21785. .21928, 22809. .22830 




Seq. No. 


8564 


Seq. ID 


OJ991120_31.0103 


.C5 


Gene No. 


18226 


Strand 


+ 




Start 


24868 


End 


28573 




Name 


OJ991120 31-0103. C5.o5.gp 


Method 


AAT/GAP 




Start 


24868 


End 


25300 




GI 


52487 1.R1084 


Score 


849 




Exons 


24868.. 25300 








GI Descrip. 


'3738324 4 0e-16 (AC005170) 


GMP synthase-like protein 






[Arabidopsis thaliana] ' 








Seq^ No. 


8564 


Seq. ID 


OJ991120_31.0103 


.C5 


Gene No. 


18226 


- Strand 


+ 




Start 


24868 


End 


28573 




Name 


OJ991120 31.0103.C5.o4.np 


Method 


AAT/NAP 




Start 


25048 


End 


28347 




GI 


3738324 


Score 


448 




Exons 


25048. .25362, 27732 .. 27887 , 


27982. .28158, 28249. .28347 




GI Descrip. 


(AC005170) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8564 


Seq. ID 


OJ991120_31.0103 


.C5 




18226 


Strand 


+ 




Start 


24868 


End 


28573 




Name 


OJ991120 31.0103.C5.o6.gp 


Method 


AAT/GAP 




Start 


28105 


End 


28573 




GI 


none 


Score 


737 




Exons 


28105. .28149, 28223.. 28573 








Seq. No. 


8564 


Seq. ID_ 


OJ991120_31.0103 


.C5 


Gene No. 


18227 


Strand 






Start 


14960 


End 


22529 




Name 


OJ991120 31.0103.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


890 


End - 


3184 




GI 


none 


Score 


127 





8998 



• * 

Exons 890,. 1006, 894.. 998, 1076.. 1144, 2086.. 2175, 2087.. 2176, 

2089. .2196, 2663. .2755, 2684. .2755, 2685. .2759, 2890. .2934, 
- 3032.. 3076, 3134.. 3184 



Seq. No. 8564 

Gene No. 18227 

Start 14960 

Name OJ991120_31. 0103.C5.o3. tm 

Start 5135 

GI none 

Exons 5135.. 5221, 5144.. 5281, 5151. 
5385.. 5435 



OJ991120_31.0103.C5 
22529 

TBLASTX: Maize 

5435 

96 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5282, 5151.. 5285, 5354.. 5434, 



Seq. No. 8564 Seq. ID OJ991120_31 . 0103 . C5 

Gene No. 18227 Strand 

Start 14960 End 22529 

Name OJ991120_31 . 0103 .C5 . o4 . gp Method AAT/GAP 

Start 14960 ' End 22529 

GI LIB3477-003-P1-K1-E9 Score 110 

Exons 14960. .15003, 22492.. 22529 

GI Descrip. 1 24 9858 6/sp | Q40638 I MP01_ORYSA 2 . 0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ■ - 



Seq. No. 8564 Seq. ID 

Gene No. 18227 Strand 

Start 14960 End 

Name OJ991120_31 . 0103 . C5 . o3 . np Method 

Start 20537 End 

GI 3617814 • Score 

Exons 20537 . .20634 

GI Descrip. (AJ009982) NADH dehydrogenase subunit 6 [Daucus carota] 



OJ991120_31.0103.C5 

22529 
AAT/NAP 
20634 
72* 



Seq. No. 8564 

Gene No. 18228 

Start 24950 

Name OJ991120_31 . 0103 . C5 . ol . tw 

Start 24950 

GI none 

Exons 24950. .24985, 25060 .. 25236, 
25080. .25286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991120_31.0103.C5 
28343 

TBLASTX: Wheat 

25286 

37 



25061. .25189, 25078 .. 25284 , 



Seq. No. 


8564 






Seq. ID 


OJ991120_31.0103 


.C5 


Gene No. 


18228 






Strand 






Start 


24950 






End 


28343 




Name 


OJ991120 31. 0103. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


25066 






End 


25335 




GI 


none 






Score 


94 




Exons 


25066. 


.25236, 25067. 


.25189, 


25078. .25335, 25080.. 25334 




Seq. No. 


8564 






Seq. ID 


OJ991120_31.0103 


.C5 


Gene No. 


18228 






Strand 






Start 


24950 






End 


28343 




Name 


OJ991120 31. 0103. C5 . 


ol.ts 


Method 


TBLASTX: Soybean 




Start - 


25078 






End 


28338 




GI 


none 






Score 


'288 




Exons 


25078. 


.25365/25083. 


.25142, 


25239. .25304, 25329 .. 25361, 





8999 





27729. .27890, 27740 


. .27865, 


27979. .28167, 27 988 .. 28167 , 






'28257. .28331, 28258 


. .28338 








Seq. No. 


8564 




Qprr T D 


OJ991120 31 0103 


C5 


\3X2 i i C IN (J • 






Strand 






Start 


24950 




End 


28343 




Name 


OJ991120 31. 0103. C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


25093 




End 


28338 




GI 


none 




Score 


253 




Exons 


25093. .25365, 28252 


. .28338 








Seq. No. 


8564 




Seq. ID 


OJ991120_31.0103. 


C5 








Strand 






Start 


24950 




End 


28343 




Name 


OJ991120 31. 0103. C5 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


27831 




End 


28146 




GI 


none 




Score 


53 




Exons 


27831. .27890, 27849 


. .27890, 


.27979. .28146, 27979. . 28146.. 




Seq. No. 


8564 




Seq. ID 


OJ991120_31.0103. 


C5 


Gene No. 


18228 




Strand 






Of o v-4- 
O Lai i_ 


^. *s -7 J VJ 




End 


28343 




Name 


OJ991120 .31. 0103. C5 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


27858 




End 


28343 




GI 


none 




Score 


58 




Exons 


27858. .27890, 27974 


. .28048, 


27979. .28149, 2797 9 .. 28158 , 






28239. .28319, 28240 


. .28338, 


28240. .28338, 28245. .28343 




Seq. No. 


8565 




Seq. ID 


OJ991120_31.0103. 


C6 




1 ft ?9Q 




Strand 


+ 




Start 


517 




End 


930 




Name 


OJ991120 31. 0103. C6 


. ol . gs 


Method 


GENSCAN 




Start 


517 




End 


930 




GI 


none 




Score 


.43 




Exons 


517. .655, 807. .930 










Seq. No. 


8565 




Seq. ID 


OJ991120_31.0103. 


C6 


Gene No. 


18230 




Strand 


+ . 




Start 


6436 




End 


6863 




Name 


OJ991120 31. 0103. C6 


. o2 . gp 


Method 


AAT/GAP 




Start 


6436 




End 


6863 




GI 


1600 1.R1084 




Score 


822 




Exons 


6436..6863 










GI Descrip. 


'3413423/emb|CAA06976.1| 2. 


Oe-15 (AJ006309) hypothetical 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


8565 




Seq. ID 


OJ991120_31.0103. 


C6 


Dana XI o 


18231 




Strand 


+ 




Start 


10315 




End 


11170 




Name 


OJ991120 31. 0103. C6 


.o3.gs 


Method 


GENSCAN 




Start 


10315 




End 


11170 




GI 


none 




Score 


.82 




Exons 


10315. .10395, - 10524 


. .10701, 


10720. .10901, 11015.. 11170 




Seq. No. 


8565 




Seq. ID 


OJ991120_31.0103. 


C6 


Gene No. 


18232 




Strand 






Start 


2745 




End 


10465 





9000 



